Seq. No. 


36341 








Seq. ID 


OJ990528_09.9B05 


.C55 


Gene No. 


74785 








Strand 






Start 


1 








End 


3442 




Name 


OJ990528 09 


. 9B05 


.C55.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


887 








End 


1247 




GI 


none 








Score 


126 




Exons 


887 . . 1240, 


888 . . 


1247, 889.. 1131, 1106. 


. 1240, 1170 . .1244 




Seq. No. 


36341 








Seq. ID 


OJ990528_09.9B05 


.C55 


Gene No. 


74785 








Strand 






Start 


1 








End 


3442 




Name 


OJ990528 09 


. 9B05 


.C55.o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1280 








End 


1709 




GI 


none 








Score 


0 n 0 




Exons 


1280. . 1705, 


1281 


. .1709 










Seq. No. 


36341 








Seq. ID 


OJ990528JD9.9B05 


.C55 


Gene No. 


74785 








Strand 






Start 


1 








End 


3442 




Name 


OJ990528 09 


. 9B05 


.C55.o3. 


tm 


Method 


TBLASTX: Maize . . 




Sfcar.t_ 


„_14.Qi_ _ ... 








;.JEri.cL- ^, 


_JL§§J6U_ 


— 


.GI ..... 


_ ...,jnone^_.;^.,.,_ 








: _S.c.q re 


„15.6^.....^ .L , 




Exons 


1404 . . 1595, 


1406 


. . 1696, 


1623. 


. 1694 






Seq. No. 


36341 








Seq. ID 


OJ990528_09. 9B05 


.C55 


Gene No. 


74785 








Strand 






Start 


1 








End 


3442 




Name 


OJ990528 09 


. 9B05 


. C55 .06. 


tw 


Method 


TBLASTX: Wheat 




Start 


1880 








End 


2234 




GI 


none 








Score 


80 




Exons 


1880 . . 2233, 


1916 


. .2050, 


2139. 


.2234 






Seq. No. 


36341 








Seq. ID 


OJ990528_09.9B05 


.C55 


Gene No. 


74785 








Strand 






Start 


1 








End 


3442 




Name 


OJ990528 09 


. 9B05 


.C55.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


1967 








" End 


2287 




GI 


none 








Score 


209 




Exons 


1967". .2287 














Seq. No. 


36341 








Seq. ID 


OJ990528JD9. 9B05 


.C55 


Gene No. 


74 785 








Strand 






Start 


I 








End • 


3442 




Name 


OJ990528 09 


. 9B05 


:C55;o5-. 


tm"- 


Method. 


TBLASTX: Maize' ' 




Start ' 


" ' 2633. 








Enri 


. 2929. . 




GI 


none 








Score 


117 




Exons 


2633. .2929, 


2742 


. .2912 










Seq. No. 


36341 








Seq. ID 


OJ990528_09.9B05 


.C55 


Gene No. 


74785 








Strand 






Start 


1 








End 


3442 . 




Name 


OJ990528 09 


.9B05 


.C55.o5. 


tw 


Method 


■ TBLASTX: Wheat 




Start 


2810 








End 


3173 




GI 


none 








Score 


88 




Exons 


2810. .3169, 


2811 


. .3044, 


3069. 


.3173 







36001 



BEST AVAILABLE COPY 




Seq. No. 


36342 


Seq. ID 


OJ990528_09. 9B05 


.C56 


Gene No. 


74786 


Strand 


+ 




Start 


423 


End 


727 




Name 


OJ990528_09. 9B05 . C56 . ol . gs 


Method 


GENSCAN 




Start 


423 


End 


559 




GI 


none 


Score 


.76 




Exons 


423 . . 559 








Seq. No. 


36342 


Seq. ID 


OJ990528 09.9B05 


. C56 


Gene No. 


74786 


Strand 


+ 




Start 


423 


End 


727 




Name 


OJ990528_09-9B05.C56.ol.np 


Method 


AAT/NAP 




Start 


423 


End 


727 




GI 


5295955 


Score 


30 




Exons 


423. .494, 671. .727 








GI Descrip. 


(AB026295) Similar to Epstem- 


-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 








Seq. No. 


36343 


Seq. ID 


OJ990528_09.9B05 


.C57 


Gene No. 


74787 


Strand 






Start 


1 


End 


711 




Raine_ , 




Jfe.tJlQ.<3-_ 


.:..AAX/N&£_ _ _ 




S,tart__ . 


.1 . ^ ; — * ~, ^ 


..End... 


..:.71.1, 




GI 


4680179 


Score 


1062 




Exons 


1..711 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


36343 


Seq. ID 


OJ990528_09. 9B05 


.C57 


Gene No. 


74787 


Strand 






Start 


1 


End 


711 




Name 


OJ990528 09.9B05.C57.ol.tm 


Method 


TBLASTX : Maize 




Start 


101 


End 


355 




GI 


none 


Score 


196 




Exons 


101. .355, 111. .350, 214. .354 








Seq. No. 


36343 


Seq. ID 


OJ990528_0'9.9B05 


.C57 


Gene No. 


74787 


Strand 






Start 


1 


End ' 


711 




Name 


OJ990528 09. 9B05.C57 .ol.gs 


Method 


GENSCAN 




Start 


105 


End 


550 




GI 


none 


Score 


.81 




Exons 


105. . 550 








Seq . ■ No . 


36343 ■ 


Seq. ID 


OJ990528JD9.9B05 


.C57 


Gene No. 


74787 " ■ ' " 


Strand 






Start, 


1- ■ • . . . • '.. 


End • - 


, 711 




Name 


OJ990528 09.9B05.C57.ol.ts 


Method 


TBLASTX: Soybean 




Start 


119 


End 


379 




GI 


none 


Score 


149 




Exons 


119. .379, 120. .374, 218. .376 








Seq. No. 


36343 


Seq. ID 


OJ990528_09. 9B05 


.C57 


Gene No. 


74787 


Strand 






Start 


1 


End 


711 




Name 


OJ990528 09.9B05.C57.ol.tc 


Method 


TBLASTX: Cress 




Start 


143 


End 


460 




GI 


none 


Score 


72 





36002 




Exons 


143. .286, 144 . .284, 293 


.460 








Seq. No. 


36343 




Seq. ID 


OJ990528_09. 9B05 


.C57 


Gene No. 


74787 




Strand 






Start 


1 




End 


711 




Name 


OJ990528 09.9B05.C57.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


167 




End 


575 




GI 


none 




Score 


233 




Exons 


167. .574, 168. .422, 200 


. 556, 


474 . . 575 






Seq. No. 


36344 




Seq. ID 


OJ990528_09. 9B05 


C59 


Gene No. 


74788 




Strand 


+ 




Start 


1392 




End 


1783 




Name 


OJ990528 09.9B05.C59.ol. 


gp 


Method 


AAT/GAP 




Start 


1392 




End 


1783 




GI 


25792 1.R1084 




Score 


390 





Exons 1392.. 1647, 1752.. 1783 

GI Descrip. 1 4512233/dbj | AB014743 . 1 | AB014743 0.0e+00 Oryza sativa copia-type 



retrotransposon RIRE7 DNA, partial sequence 1 



Seq. No. 


36344 






Seq. ID 


OJ990528_09. 9B05 


.C59 


,5.eoe_Jto,.. 


7418 2_ ; „ 






_ S.t x&nd _ 







Start _ , .. 


• 418.. _ „ 






End . 


. .65.39 . 





Name 


"OJ990528 ' 09. 9B05 


.C59.*ol" 


■np . . 


Method 


AAT/NAP 




Start 


418 






End 


6539 




GI 


6705984 






Score 


7001 




Exons 


418. .445, 1622.. 


6057, 6434.. 


6539 






GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


36344 






Seq. ID 


OJ990528_09.9B05 


.C59 


Gene No. 


74789 






Strand 






Start 


418 






End 


6539 




Name 


OJ990528 09.9B05 


.C59.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


1608 






End 


2002 




GI 


none 






Score 


436 




Exons 


1608. . 1823, 1619 


. .2002, 


1621 


. .2001 






Seq. No. 


36344 






Seq. ID 


OJ990528_09.9B05 


.C59 


Gene No. 


74789 






Strand 






Start 


418 






End 


6539 • 




Name 


OJ990528 09.9B05 


.C59.o4 


tm 


Method 


TBLASTX: Maize 




Start 


1608 






End 


1839 




GI 


none 






Score 


226 




Exons ■ 


1608. . 1832, 1613 


. .1837, 


16*21 


..1839 






Seq. No. . 


' 36344 / 






( ^.Seq. .ID 


OJ990528_09. 9B05 


C59 ' 


Gene No. 


74789 






Strand 






Start 


418 






End 


6539 




Name 


OJ990528 09.9B05 


.C59.o9 


tm 


Method 


TBLASTX: Maize 




Start 


1843 






End 


2130 




GI 


none 






Score 


188 




Exons 


1843. .2130 












Seq. No. 


36344 






Seq. ID 


OJ990528_09.9B05 


C59 


Gene No. 


74789 






Strand 






Start 


418 






End 


6539 




Name 


OJ990528 09.9B05 


.C59.o4 . 


tw 


Method 


TBLASTX: Wheat 





36003 




Start 


2035 








End 


2394 






GI 


none 








Score 


324 






Exons 


2035. .2394, 


2045 


. .2383, 


2049. 


2390 








Seq. No. 


36344 








Seq. ID 


OJ990528 


_09.9B05 


.C59 


Gene No. 


74789 








Strand 








Start 


418 








End 


6539 






Name 


OJ990528 09. 


9B05 


.C59.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2139 








End 


2488 






GI • 


none 








Score 


162 






Exons 


2139. .2477, 


2142 


.2429, 


2143. 


2481, 2143. .2487, 


2150. .2488 


Seq. No. 


36344 








Seq. ID 


OJ990528 


09. 9B05 


.C59 


Gene No. 


74789 








Strand 








Start 


418 








End 


6539 






Name 


OJ990528_09. 


9B05 


C59.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


2206 








End 


2575 






GI 


none 








Score 


228 






Exons 


2206. .2568, 


2207 


. 2575 












Seq. No. 


36344 








Seq. ID 


OJ990528 


09. 9B05 


.C59 


Gerie .Hp,. 


„. 717.8,9. . _ 


'. , 


„. „ — . — 




.Strand 








.S.tart 


_.41& 








.End, , 








Name 


OJ990528 09. 


9B05 


C59.ol 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


2520 








End 


2947 






GI 


none 








Score 


519 






Exons 


2520. .2765, 


2521 


. . 2946, 


2522 . 


2947 








Seq. No. 


36344 








Seq. ID 


OJ990528 


09. 9B05 


.C59 


Gene No. 


74789 








Strand 








Start 


418 








End 


6539 






Name 


OJ990528 09. 


9B05 


C59.o8 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2578 








End 


2742 






GI 


none 








Score 


99 






Exons 


2578. .2736, 


2578 


. .2742, 


2579. 


2740 








Seq. No. 


36344 








Seq. ID 


OJ990528 


_09. 9B05 


.C59 


Gene No. 


74789 








Strand 








Start 


418 . 








End 


6539 






Name 


OJ990528 09. 


9B05 


C59.o5 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


2668 








End 


2862 






GI 


none 








Score 


59 






Exons 


'2668. .2754, 


'2669 


. .2752,' 


'2750. 


2848, 2758." .'2862 






Seq. No. 


3634 4 








Seq. ID 


OJ990528 


_09. 9B05 


.C59 


Gene. No. 


74789 






► 


Strand .- 








Start 


418 








End 


6539 






^Name 


OJ990528 09. 


9B05 


,C59.o2 


. ts 


Method 


TBLASTX: 


Soybean 




"Start 


2867 








End 


3123 






GI 


none 








Score 


194 






Exons 


2867. .3097, 


2867 


. .3067, 


2869. 


3123, 28 


34. .3120 






Seq. No. 


36344 








Seq. ID 


OJ990528 


__09. 9B05 


.C59 


Gene No. 


74789 








Strand 








Start 


418 








End 


6539 






Name 


OJ990528 09. 


9B05 


.C59.o3 


.tm 


Method 


TBLASTX: 


Maize 




Start 


2911 








End 


3387 







36004 




GI 


none 






Exons 


2911 . . 3387, 


2962 


. . 3150, 


Seq. No. 


36344 






Gene No. 


74789 






Start 


418 






Name 


OJ990528 09. 


9B05 


,C59. o7 


Start 


3034 






GI 


none 






Exons 


3034 . .3435, 


3143 


. . 3388 


Seq. No. 


36344 






Gene No. 


74789 






Start 


418 






Name 


OJ990528_09. 


9B05 


C59.ol 


Start 


3148 






GI 


none 






Exons 


3148 . . 3507, 


3149 


.3388, 


Seq. No. 


36344 






Gene No. 


74789 






..Start.. , . 


j£1.8 « . .J. 






Name. - 


... J0jl9905.2.8_05.. 


9.B.05...C5.9.O2 


Start 


3430 






GI 


none 






Exons 


3430 . . 3897, 


3473 


.3685, 


Seq. No. 


36344 






Gene No. 


74789 






Start 


418 






Name 


OJ990528 09. 


9B05 


C59.o6 


Start 


3484 






GI 


none 






Exons 


3484 . . 3966, 


34 88 


.3697 


Seq. No. - 


36344 






Gene No. 


74789 






Start 


418 






Name 


OJ990528_09. 


9B05 


C59.o7 


Start 


3922 






GI 


none 






Exons 


3922 . . 4071, 


3923 


.4063, 


Seq. .No. 


36344 






Gene No. 


', 74789 






Start • 


41^8 






Name 


OJ990528 09. 


9B05 


C59!o8 


Start 


4018 






GI 


none 






Exons 


4018 . .4242, 


4019 


.4123, 


Seq. No. 


36344 






Gene No. . ' 


- 74789 






Start 


418 : . 






Name 


OJ990528 09. 


9B05 


C59.o5 


Start 


4280 






GI 


none 








Score 62 
2966. .3346 

Seq. ID OJ990528_09.9B05.C59 
Strand 

End 6539 

.tw Method TBLASTX: Wheat 

End 34 35 

Score 101 



Seq. ID OJ990528__09.9B05.C59 
Strand 

End 6539 

.ts Method TBLASTX: Soybean 

End 3507 

Score 117 
3467. .3502 

Seq. ID OJ990528_09.9B05.C59 
Strand 

..... .End .. 653.9^ _ 

.tm_. . Method T B.LAS TX,:.Maiz.e ^ 

End 3897 

Score 112 
3625. .3807 

Seq. ID OJ990528_09.9B05.C59 
Strand 

End 6539 

.tw Method TBLASTX : Wheat 

End 3966 

Score 132 



Seq. ID OJ990528_09.9B05.C59 
Strand 

End 6539 

.tm . Method . TBLASTX : Maize 

" End 4170 

Score 149 
4072. .4170 

'.Seq. ID OJ990528_09.9B05.C59 
' Strand 

End . 6539. . 

.tw Method TBLASTX : Wheat 

End 4 2 69 

Score 93 
4237. .4269 

Seq. ID OJ990528_09.9B05.C59 
Strand 

End 6539 

.tw Method TBLASTX : Wheat 

End 4770 

Score 98 



36005 



Exons 



4280. .4486, 4338. .4472, 4491. .4616, 4493. .4624, 4506. .4625, 
4525. .4650, 4624. .4770, 4625. .4723 



Seq. No. 36344 

Gene No. 74789 

Start 418 

Name OJ990528_09 . 9B05 . C59 . o3 . ts 

Start 4292 

GI none 

Exons 4292.. 4537, 4356.. 4532 



Seq. ID OJ990528_09.9B05.C59 
Strand 

End 6539 

Method TBLASTX : Soybean 

End 4537 

Score 98 



Seq. No. 36344 

Gene No. 74789 

Start 418 

Name OJ990528_09 . 9B05 . C59. o5 . tm 

Start 4292 

GI none 

Exons 4292.. 4537, 4356.. 4532 



Seq. ID OJ990528_09.9B05.C59 
Strand 

End 6539 

Method TBLASTX: Maize 

End 4537 

Score 98 



Seq. No. 
Gene No. 

Start 

Name . 
Start 
GI 

Exons 



36344 
74789 

4.18 "... : .,;/,; 

QJ99052.8 J)9 . 9B.Q.5...C.5.9....02 tw. . 

5149 

none 



Seq. ID OJ990528_09.9B05.C59 
Strand 

,End . „ .6539 _ _™^„.„<„_„ 

..Met had .T.BLAST.X.:,Wh_eat. 

End 5724 

Score 152 



5149. .5499, 5150. .5527, 5153. .5251, 5154. .5498, 5155. .5508, 
5351. .5512, 5532. .5690, 5536. .5682, 5536. .5724, 5543. .5707 



Seq. No. 36344 

Gene No. 74789 

Start 418 

Name OJ990528_0 9 . 9B05 . C59 . o4 . ts 

Start 5281 

GI none 
Exons 



Seq. ID OJ990528_09.9B05.C59 
Strand 

End 6539 

Method TBLASTX : Soybean 

End 5677 

Score 63 



5281. .5502, 5536. .5676, 5543. .5677 



Seq. No. 36344 

Gene No. 74789 

Start 418 

Name OJ990528_09 . 9B05 . C59 .'06 . tm 

Start 5485 

GI none 

Exons ' 5485.. 5721, 5498.. 5707 



Seq. ID -OJ990528_09.9B05.C59 
Strand 

End 6539 

Method TBLASTX : Mai ze 

End 5721 

Score 168 



Seq. No. ' 3634 4 , 

Gene No. 74789 

Start 418 

Name OJ990528_09 . 9B05 . C59 . o2 . gp 

Start 6359 

GI uC-osflcyp088bl2bl 

Exons 6359.. 6471 

GI Descrip. 1 5257255/db j | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ990528_0'9. 9B05.C59 

Strand - 

End 6539 

Method AAT/GAP 

End 6471 . ; 

Score 145 



Seq. No. 
Gene No. 
Start 



36345 
74790 
1 



Seq. ID OJ990528_09.9B05.C60 
Strand + 
End 991 



36006 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

^GI^DjescriR. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990528_09. 9B05 . C60 . o2 . np Method AAT/NAP 
1 End 991 

4680183 Score 115 

1..45, 902. .991 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



36345 Seq. ID 

74790 Strand 

1 End 
OJ990528_09 . 9B05 . C60 . ol . gs Method 

280 End 

none Score 

280. .389, 636. .750 



OJ990528_09.9B05.C60 
+ 

991 

GENSCAN 

750 

.64 



OJ990528 09.9B05.C60 



36345 Seq. ID 

74791 Strand 
1 End 869 

OJ990528_09 . 9B05 . C60 . ol . np Method AAT/NAP 
1 End 869 

6721561 Score 119 

1..43, 784. .869 
. {AEQ0IQ7.3i„E&T^ 

jp r.edi c t.e.d „ge ne, . _ h ypp.t hetical _p r o_t e.i,n„.[ Qry z a_ .s.at ; Ly a.], -„ 

gi I 6815086 | dbj IBAA90372.il (AP00108 1 ) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

36345 Seq. ID OJ990528_09.9B05.C60 

74791 Strand 

1 End 8 69 

OJ990528_09. 9B05 . C60 . ol . gp Method AAT/GAP 

164 End 275 

uC-osflcyp088bl2bl Score 145 

164.. 275 

' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI; Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36345 Seq. ID OJ990528_09.9B05.C60 

74792 • Strand - ... 

1654 End 5269 

OJ990528_09 . 9B05 . C60 . o3 . np Method AAT/NAP 

1654 End 52 6-9 

119714 "".*.' Score 291 ' 

1654. .3210, 5164. .5269 

EXTENS IN 'PRECURSOR (CELL . WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169] pir | I SQ6733' ,hydroxyproline-rich .glycoprotein- precursor 
- common tobacco gi | 19867 | emb I CAA32090 | (X13885). extensin (AA 
1-620) [Nicotiana tabacum] 



36345 Seq. ID 

74792 Strand 

1654 End 

OJ990528_09. 9B05.C60.o4 .np Method .. 

3837 End 

5042454 Score 



OJ990528_09.9B05.C60 

5269 
AAT/NAP 
5269 
84 



3837. .3904, 4267. .4386, 4939. .5046, 5128. .5269 
(AC007789) putative polyprotein [Oryza sativa] 



36007 





Seq. No.- 


36346 


Seq. ID 


OJ990528 




Gene No. 


74793 


Strand 


+ 




Start 


438 


End 


1 0 1 




Name 


OJ990528 09.9B05.C61.ol.np 


' Method 


AAT/NAP 




Start 


438 


End 


1861 




GI 


6907089 


• Score 


1858 




Exons 


438. .1701, 1788. .1861 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


36346 


Seq. ID 


OJ990528 




Gene No. 


74793 


Strand 


+ 




Start 


438 


End 


1861 




Name 


OJ990528 09. 9B05 . C61 . ol . gs 


Method 


GENSCAN 




Start 


438 


End 


1 /Ul 




GI 


none 


Score 






Exons 


438. .874, 955. .1338, 1559.. 


1701 






Seq. No. 


36347 


Seq. ID 


OJ990528 




Gene No. 


74794 


Strand 






Start 


1 


End 


T O 1 tZ 

lo 10 




Naiue_., 




„ We J: hod 










End.._,._ 






GI 


~6 907 089* ~ ' 


Score 


2029 


f-fb 


Exons 


1. . 1872 






f\l 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


f "l 


Seq. No. 


36347 


Seq. ID 


OJ990528 


L LJ 


Gene No. 


74794 


Strand 


+ 


,3 


Start 


1 


End 


1875 




Name 


OJ990528 09. 9B05 . C62 . ol . gs 


Method 


GENSCAN 


f 1 3 

: — 


Start 


76 


End 


1875 


!L 


GI 


none 


Score 


. 73 


IJ 


Exons 


76. .1441, 1468. .1875 








Seq. No. 


36347 


Seq. ID 


OJ990528 




Gene No. 


74795 


Strand 






Start 


•2635' 


End 


3304 




Name 


OJ990528 09.9B05.C62.o2.np 


Method 


AAT/NAP 




Start 


2498 


End 


3304 




GI 


6498441 


Score 


1148 




. Exons 


2498. .2769, 2863. .3304 







GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolpr Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 36347 Seq. ID OJ990528_09.9B05.C62 

Gene No,. 74795 . Strand 

Start 2635 End 3304 

Name OJ990528_09 . 9B05 . C62 . ol . tw Method TBLASTX : Wheat 

Start 2507 End 3105 

GI none Score 78 

Exons 2507. .2632, 2511. .2633, 2663. .2752, 2761. .3105, 2804. .3061 



Seq. No. 
Gene No. 
Start 



36347 
74795 
2635 



Seq. ID * OJ990528_09.9B05.C62 
Strand 

End 3304 



36008 



Name 

Start 

GI 

Exons 



OJ990528_09 . 9B05 . C62 . o2 . gs Method GEN SCAN 

2635 End 3273 

none Score .43 
2635. .3273 



Seq. No. 36348 Seq. ID 

Gene No. 74796 Strand 

Start 1 End 

Name OJ990528_09 . 9B05 . C63 . ol . np Method 

Start 1 End 

GI 6498441 Score 

Exons 1..907, 1079.. 1800, 1975.. 2109, 2257.. 
GI Descrip. 



OJ990528_09.9B05.C63 

2316 
AAT/NAP 
2316 
2777 
2316 



(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 36348 Seq. ID 

Gene No. 74796 Strand 

Start 1 End 

Name OJ990528_09 . 9B05 . C63 . o2 . tm Method 

Start 2 End 

„G.I„. none, /.,_. , . Sgor.eu . 

.Exons . 2 .2 6.5,^3.... 236„- - . _ 



OJ990528_09.9B05.C63 
2316 

TBLASTX: Maize 

265 

,17 9 „„.. w . 



Seq. No. 36348 Seq. ID 

Gene No. 74796 Strand 

Start 1 End 

Name OJ990528_09 . 9B05 . C63 . o3 . tw , Method 

Start 2 End 

GI none Score 

Exons 2.. 367, 57.. 236, 74.. 253 



OJ990528_09.9B05.C63 
2316 

TBLASTX: Wheat 

367 

109 



Seq. No. 36348 Seq. ID 

Gene No. 74796 Strand 

Start 1 End 

Name OJ990528_09 . 9B05 . C63 . ol . gs Method 

Start 66 . End 

GI none Score 

Exons 66.. 928, 1079.. 12.50, 1277.. 1428, 1485. 



OJ990528_09.9B05.C63 

2316 
GENSCAN 
2174 
.57 
.2174 



Seq. No. 36348 Seq. ID 

Gene No. 74796 Strand 

Start 1 * " ' • End 

Name ' OJ990528_09 . 9B05 . C63 . o5 . tw Method 

Start* 458 . End 

GI ... none . Score. 

Exons "458. .718, 594. .770 



OJ990528_09.9B05.C63 

23i6 : ' 

TBLASTX: Wheat 
770 - - - 

.66 • 



Seq. No. 36348 .. Seq. ID 

Gene No. 74796 Strand 

Start 1 . End 

Name OJ990528_09 . 9B05 . C63 . o2 . ts Method 

Start 518 End 

GI 5666795 Score 

Exons 518. .718, 773. .910, 986. .1084 
GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 



OJ990528_09.9B05.C63 
2316 

TBLASTX: Soybean 
1084 
64 



36009 




Seq. No. 


36348 






Seq. ID 


OJ990528 


JD9.9B05 


C63 


Gene No. 


74796 






Strand 








Start 


1 






End 


2316 






Name 


OJ990528 09 


.9B05.C63.o2 


. tw 


Method 


TBLASTX: 


wneat 




Start 


773 






End 


1231 






GI 


none 






Score 


88 






Exons 


773. .922, 774. .911, 966 


1 1 C/l 


, 983.. 1207, 1010. 


1 O "51 




Seq. No. 


36348 






Seq. ID 


OJ990528 


_09.9B05 


C63 


Gene No. 








Strand 








Start 


1 






End 


2316 






Name 


OJ990528 09 


. 9B05.C63.ol 


. Z S 


Method 


TBLASTX : 


ooyoean 




Start 


1638 






End 


2039 






GI 


none 






Score 


91 






Exons 


1638. .2039, 


1849. .2016 












Seq. No. 


36348 






Seq. ID 


OJ990528 


_09.9B05 


C63 


Gene No. 


74796 






Strand 








Start 


i 
l 






End 


2316 






Name 


OJ990528 09 


.9B05.C63.ol 


. tw 


Method 


TBLASTX: 


wneat 




Start 


1668 






End 


2087 






QI ... 


....none.. _ _ 






_Sc_Qr,e. . ... 


. 279, ./. , 


— .„ 




Expns 


.„ 1.66 8... ..2.0.8 J,.. 


"l 633 .'.206*4 7 


i o n n 


. 2 0. 8,4 , 








Seq. No. 


36348 






Seq. ID 


OJ990528 


HQ QD n c 

uy . ybuo 




Gene No. 


74796 






Strand 








Start 


1 






End 


2316 






Name 


OJ990528 09 


. 9B05.C63.o2 


.np 


Method 


AAT/NAP 






Start 


1749 






End 


2316 






GI 


4680183 






Score 


156 






Exons 


1749. .1910, 


2132. .2316 












GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. 


indica J 




Seq. No. 


36348 






Seq. ID 


OJ990528 


_09.9B05 


C63 


Gene No. 


74790 






Strand 








Start 


1 






End 


2316 






Name 


"OJ990528 09 


.9B05.C63-.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


1761 






End 


2144 






GI 


none 






Score 


189 






Exons 


1761. .2144, 


1780. .2034, 


1875. 


.2144 








Seq. No. 


36348 






Seq. ID 


OJ990528 


_09. 9B05 


C63 


Gene No. 


74796 






Strand 








Start 


1 






End • 


2316 






Name- . '. 


. OJ990528 09 


.9B05.C63.o4 


tw 


Method 


.TBLASTX: 


Wheat 




Start. 


20&3 . ■ 






■ End ' 


£27 7 






GI 


none 






Score 


ioi 






Exons 


2088. .2276, 


2089. .2277, 


2092. 


.2277 








Seq. No. 


36349 






Seq. ID 


OJ990528 


_09.9B05 


C64 


Gene No. 


74797 






Strand 








Start 


1 






End 


671 






Name 


OJ990528 09 


.9B05.C64.ol 


np 


Method 


AAT/NAP 






Start 


' 1 






End 


671 






GI 


6498441 






Score 


■ 1036 







Exons 1 . .671 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 



36010 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 36349 

Gene No. 74797 

Start 1 

Name OJ990528_09. 9B05 . C64 . ol . gs 

Start 104 

GI none 

Exons 104 . . 525 



Seq. ID OJ990528_09.9B05.C64 

Strand 

End 671 

Method GENSCAN 

End 525 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
. Starts. _ _ 
.Name _ 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- ■ 

Exons 



36349 
74797 
1 

OJ990528JD9. 9B05 . C64 . ol . tw 

310 

none 



Seq. ID OJ990528_09.9B05.C64 

Strand 

End 671 

Method TBLASTX : Wheat 

End 643 

Score 86 



310. .567, 344. .583, 550. .642, 551. .643 



36349 
74797 

_1.. 

JM 9.9 05.2 ja_0.9 J>B.0,5.. C6.4.. al-.tnu 

412 

none 

412. .660, 413. .625 



Seq. ID OJ990528_09.9B05.C64 

Strand 

. . JEn.ci;_„ 67.1, - „ 

...Method.. ■ .X BX> AS.T X.:, M a i z e. . . . = . . 

End 660 

Score 102 



36350 
74798 
474 

OJ990528_09. 9B05 . C66 . ol . gp 
474 

LIB3477-003-P1-K1-E9 
474 r .528, 556. .617 

' 2.4 9858 6/sp|Q4 0638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990528_09.9B05.C66 

Strand 

End 617 

Method AAT/GAP 

End 617 

Score 136 



36351 • 

74799 

174 

OJ990528_09.9B05.C70.ol.gs 

174 

none 

174, .261 ' 



Seq. ID OJ990528_09.9B05.C70 

Strand + 

End 261 

Method GENSCAN ■ 

End '261 

Score . 61 ■ 



Seq. No. 36352 

Gene No.. 74800 

Start 4 4 

Name OJ990528_09 . 9B05 . C71 . ol . gs 

Start 44 

GI none 

Exons 44 . . 77 



Seq. ID OJ990528_09.9B05.C71 

Strand 

End 77 

Method GENSCAN 

End 77 

Score .54 



Seq. No. 
Gene No. 
Start 



36353 
74801 
557 



Seq. ID OJ990528_09.9B05.C72 

Strand 

End 748 



36011 




Name 


OJ990528 09.9B05.C72.ol 


np 


Method 


AAT/NAP 




Start 


557 




End 


748 




GI 


4680183 




Score 


121 




Exons 


557. .748 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


36354 




Seq. ID 


OJ990528_09. 9B05 


.C73 


Gene No. 


74802 




Strand 


+ 




Start 


161 




End 


286 




Name 


OJ990528 09. 9B05.C73.ol 


gs 


Method 


GENSCAN 




Start 


161 




End 


286 




GI 


none 




Score 


.72 




Exons 


161. .286 










Seq. No. 


36355 




Seq. ID 


OJ990528__09. 9B05 


. C75 


Gene No. 


74803 




Strand 


+ 




Start 


1 




End 


755 




Name 


OJ990528 09.9B05.C75.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


755 




GI 


6721517 




Score 


1173 




Exons 


1..755 










QI_ De.s.crip.. 


„SM8.QX$3£) - Similar _t,o, pol,ypxoteAn,_^ .§.ati.ya. 


Seq. No. 


36355 




Seq. ID 


OJ990528 09.9B05 


.C75 


Gene No. 


74803 




Strand 


+ 




Start 


1 




End 


755 




Name 


OJ990528 09. 9B05.C75.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


60 




End 


450 




GI 


none 




Score 


46 




Exons 


60. .86, 60. .86, 90. .449, 


93. 


.167, 97.. 


450, 97.. 231, 206 


. .44 


Seq. No. 


36355 




Seq. ID 


OJ990528_09. 9B05 


.C75 


Gene No. 


74803 




Strand 


+ 




Start 


1 




End 


755 




Name 


OJ990528 09. 9B05.C75.ol. 


gs 


Method 


GENSCAN 




Start 


66 


End 


734 




GI 


none 




Score 


.59 




Exons 


66. .734 










Seq. ' No. 


36355 




Seq, ID 


OJ990528_09. 9B05 


.C75 


Gene No. 


74803 




Strand 


+ 




Start 


. 1 




End 


755 




Name 


OJ990528 09. 9B05.C75.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


162 




End - 


563 




GI 


none 




Score ' 


. 536- 




Exons 


■162.. .563,- 162 ...560., . 200; 


,562 








Seq. No. 


36355 




Seq. ID 


OJ990528_09.9B05 


C75 


Gene No. 


74803 




Strand 


+ 




Start 


1 




End 


755 




Name 


OJ990528 09. 9B05.C75.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


183 




End 


755 




GI 


none 




Score 


408 




Exons 


183. .755, 197. .454, 500. 


.601 








Seq. No. 


36355 




Seq. ID 


OJ990528_09.9B05 


C75 


Gene No. 


74803 




Strand 


+ 





36012 



Start 
Name 
Start 
GI 

Exons 



OJ990528_09.9B05.C75.o2.ts 

474 

none 

474. .716 



End 755 

Method TBLASTX : Soybean 

End 716 

Score 187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI „Pe..s.cxip., 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36355 
74803 
1 

OJ990528_09 . 9B05 . C75 . o2 . tw 

564 

none 

564. .755, S69..754, 582. .755 



Seq. ID OJ990528_09.9B05.C75 

Strand . + 

End 755 

Method TBLASTX : Wheat 

End 755 

Score 284 



36356 
74804 
1 

OJ990528_09.9B05.C7 9. ol.np 
1 

4680204 
1..512 

._( AF1 U 1 7JLL Jiy.pAth.et.ical. p.EQ£.e.i.n. J S.orghum ,-bicQl^r.l 



Seq. ID OJ990528_09.9B05.C79 

Strand + 

End 512 

Method AAT/NAP 

End 512 

Score 431 



36356 
74804 ■ 
1 

OJ990528_09.9B05.C79.ol.gs 
15 

none 

15. .394 ' 



Seq. ID' OJ990528_09.9B05.C79 

Strand + 

End 512 

Method GENSCAN 

End 394 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI" 

Exons 



36356 
74804 
1 

OJ990528_09.9B05.C79.ol.tw 

161 

none 



Seq. ID OJ990528_09.9B05.C79 

Strand + 

End 512 

Method TBLASTX : Wheat 

End 4 34 

Score 244 



161. .214, 162. .434, 201. .374, 281. .433 



36357 
74805 
18372 

OJ990728_09 ; 9.B18 .'C2 . o2 . gs 

18372 ■ . 

none 



Seq. ID OJ990728_09.9B18.C2 

Strand + 

End 22891 

Method GENSCAN 

■ End 22891 

'" Score . 6 ■ 



18372. .184.82,.. 20681. .20780, 21558; . 21905, 21928 .. 22003, 
22330. .22891 



Seq. No. 36357 Seq. ID OJ990728_09 . 9B18 . C2 

Gene No. 74805 Strand + 

Start 18372 End 22891 

Name OJ990728_09 . 9B18 . C2 . o9 . gp Method AAT/GAP 

Start 20546 End 20602 

GI 2312838 Score 62 

Exons 20546. .20602 

GI Descrip. 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



36013 



Seq. No. 


36357 


- Seq. ID 


OJ990728_09. 9B18 


.C2 


Gene No. 


74806 • 


Strand 


+ 




Start 


39481 


End 


41569 




Name 


OJ990728 09.9B18.C2.o4.np 


Method 


AAT/NAP 




Start 


39481 


End 


41569 




GI 


4835795 


Score 


77 




Exons 


39481. .39609, 41540. .41569 








GI Descrip. 


(AC007296) F25C20.23 [Arabidopsis thaliana] 




Seq. No. 


36357 


Seq. ID 


OJ990728JD9.9B18 


.C2 


Gene No. 


74807 


Strand 


+ 




Start 


42821 


End 


44591 




Name 


OJ990728 09.9B18.C2.o5.np 


Method 


AAT/NAP 




Start 


42821 


End 


44591 




GI 


5922620 


Score 


165 




Exons 


42821. .42850, 44460. .44591 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi 1601 6853 | db j IBAA85196.1 | 


(AP000570) 


EST D15357 (C0514) 






corresponds to a region of 


the predicted gene.; hypothetical 




,pr.o,tsiji X0xy_?.a ^a..t : lya.L_,, 








Seq. No. 


363^7 " r " " 


Seq.' ID 


OJ990728_09. 9B18 


.02 


Gene No. 


74808 


Strand 


+ 




Start . 


50517 


End 


54259 




Name 


•OJ990728 09. 9B18 . C2 . 08 . gs 


Method 


GENSCAN 




Start 


50517 


End 


54040 




GI 


none 


Score 


.82 




Exons 


50517. .50722, 5184 9 52536, 


52658. .528 


88, 53535. .53824, 






53947. .54040 








Seq. No. 


36357 


Seq. ID 


OJ990728_09. 9B18 


.C2 


Gene No . 


74808 


Strand 


+ 




Start 


50517 


End 


54259 




Name 


OJ990728 09. 9B18 . C2 . ol4 . gp 


Method 


AAT/GAP 




Start. • 


51746 


End 


54259 ' 




GI 


1 1.R1084 


Score 


3116 




Exons 


51746. .52536, 52658 .. 52888, 


53535. .53824, 53947. .54259 




GI Descrip. 


'5031285/gb|AAD38148. 1 |AF139501_1 1 . Oe 


-14 (AF139501) 






beta-amylase [Prunus armeniaca] 1 






Seq. No. 


36357 


-Seq. ID 


OJ990728_09. 9B18 


.C2 


Gene No. 


74808 


Strand 


+ 




Start ■ . 


50517 


End- 


54259 




Name 


OJ990728 09.9B18.C2.o8.np 


Method- 


AAT/NAP - . 




Start 


51940 


End 


54037 




GI 


3618308 


Score 


2085 




Exons 


51940. .52536, 52658 52888, 


53535. .53824, 53947. .54037 




GI Descrip. 


(AB001882) zinc finger protein [Oryza sativa] 




Seq. No. 


36357 


Seq. ID 


OJ990728__09.9B18 


.C2 


Gene No. 


74809 


Strand 


+ 




Start 


60803 


End 


62457 




Name 


OJ990728 09.'3 : B'18.C2.oll.gs 


Method 


GENSCAN 




Start 


60803 


End 


62457 




GI 


none 


Score 


.99 





36014- 



Exons 



60803. .61513, 61594.. 62457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



..Sag....:, jNcu^;, 
, Gene.. N,cu^-. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 
GI Descrip . 



36357-, • Seq. ID OJ990728 

7 4 809"' '* Strand ' + 

60803 End 62457 

OJ990728_09 . 9B18 . C2 . o9 . np Method AAT/NAP 

61052 End 62444 

5031285 Score 815 
61052. .61513, 61594.. 62444 
(AF139501) beta-amylase [Prunus armeniaca] 



09.9B18.C2 



09. 9B18.C2 



36357 Seq. ID OJ990728_ 

74809 Strand + 

60803 End 62457 

OJ990728_09 . 9B18 . C2 . ol5 . gp Method AAT/GAP 

61585 - End 61882 

569009 Score 548 
61585. .61882 

5031285/gb|AAD381'48.1|AF139501_l 1.0e-14 (AF139501) beta-amylase 
[Prunus armeniaca] 

_3&3£L.: • ;.; ..._&eq,^^^^ 

_7.4 810 _Str.and_-„-. ........ ..^^^.^^.^ 

219 - End 16965 . 

OJ990728_09. 9B18 . C2 . ol . np Method AAT/NAP. 

219 End 8002 

2618698 Score 2261 

219. .522, 616. .779, 1084. .1986, 2661. .2780, 2875. .2928, 

3423. .3554, 3684. .3779, 4028. .4297, 6253.-6342, 6431. .6490, 

7484. .7550, 7692. .7789, 7878. .8002 

(AC002510) unknown protein [Arabidopsis thaliana] 



36357 
74810 
219 

OJ990728_09. 9B18 . C2 . ol . gp 
322 

45434_1.R1084 
322. .428 

'2618698 6.0e-19 (AC002510) 
thaliana] 1 



Seq. ID 
. Strand 
End 

Method 

End 

Score 



OJ990728_09. 9B18.C2 

16965 
AAT/GAP 
428 
176 



unknown protein [Arabidopsis 



Seq. No. - 36357 * 

Gene No. 74810 

Start ' 219 ■ 

Name \ . O.J990728_09 . 9B18 . C2 . ol ..gs 

Start 61'6 ' ' 

GI none 
Exons 



OJ990728 .09. 9B18 .C2 



Seq. ID _ 
Strand - 
End 16965 
Method GENSCAN . 
End 16965 
Score . 66 . 

616. .794, 1084. .1986, 2661. .2744, 2875. .2928, 3423. .3554, 
3684. .3779, 4028. .4173, 5211. .5585, 7609. .7783, 7901. .8042, 
10086. .10152, 10291. .10360, 124 32 .. 12659, 13412 .. 13648., 
13742. .14026, 14108 .. 14 644 , 16015 . . 1 627 4 , 16902. .16965 



Seq. No. 36357 Seq. ID 

'Gene No. 7 4 810 Strand 

Start 219 End 

Name OJ990728 09 . 9B18 . C2 . o2 . gp Method 



OJ990728_09.9B18.C2 

16965 
AAT/GAP 



36015 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



634 End 1408 

4715626 Score 929 
634 Z.794, 1084. .1408 

2618698 1.0e-50 (AC002510) unknown protein [Arabidopsis 
thaliana] 

'36357 Seq. ID OJ990728_09 . 9B18 . C2 

74810 Strand 

219 End 16965 

OJ990728JD9 . 9B18 . C2 . o3 . gp Method AAT/GAP 

1434 End 1754 

LIB3475-011-P1-K1-C3 Score 608 

1434 . .1754 

1 2618698 1.0e-50 (AC002510) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exous , 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI : 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36357 Seq. ID 

74810 Strand 

219 End 

OJ990728_09 . 9B18 . C2 . o4 . gp Method 

1864 . End 

.^-p^ficy.pl.0.6e,Q3b,l . ■S&QXSi-^ 

. i.8A4. ,...1.9.8.6,, .20.65,... ..2JL43- — ~ - - . - — .^^^^ 

''2618698 2.0e-09 (AC002510) unknown protein [Arabidopsis - 

thaliana] 1 



OJ990728_09. 9B18.C2 

16965 

AAT/GAP 

2143 

.316 ~— . , V ~ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728 09.9B18.C2 



16965 
AAT/GAP 
6219 
141 



36357 
74810 
219 

OJ990728_09. 9B18.C2 . o5 . gp 
4678 

LIB3477-003-P1-K1-E9 
4678. .4721, 6155. .6219 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

36357 Seq. ID OJ990728_09 . 9B18 . C2 

74810 . . Strand 

219 End 16965 

OJ990728_09 . 9B18 . C2 . 06 . gp Method AAT/GAP 

6433 End .8180 

uC-osflcyp024b01bl Score 910 

6433. .6490, 7484. .7550, 7692. .7783,- 7901. .8180 

f 2618698 1.0e-39 (ACf002510 )' unknown protein [Arabidopsis 

thaliana].' . , . ■ . - . : . 



36357 
74810 
219 

OJ990728_09. 9B18 . C2 . o2 . np 

11637 

2809232 

11637. .11777, 124.32. .12659, 
14108. .14229, 16470. .16541 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_09.9B18.C2 

16965 
AAT/NAP 
16541 
1153 



13331. .13648, 13742. .14026, 



GI Descrip. (AC002560) F21B7.1 [Arabidopsis thaliana] 



36016 



Seq. No. 36357 Seq. ID OJ990728_09 . 9B18 . C2 

Gene No. 74810 ...... Strand 

Start 219 End 16965 

Name OJ990728J39 . 9B18 . C2 . o7 . gp Method AAT/GAP 

Start 11667 End 12597 

GI LIB3477-005-P1-K1-G8 Score 509 

-Exons 11667. . 11777, 12432.. 12597 

GI Descrip. '3776559 2.0e-31 (AC005388) Strong similarity to gene F14J9.26 
gi_3482933 cdc2 protein kinase homolog from A. thaliana BAC 
\ gb_AC003970. ESTs gb_Z35332 and gb_F19907 come from this gene. 
[Arabidopsis thaliana] 1 



Seq. No. 


36357 


Seq. ID 


OJ990728_09. 9B18 , 


■ C2 


Gene No. 


74810 


Strand 






Start 


219 


End 


16965 




Name 


OJ990728_09. 9B18 . C2 .08 .gp 


Method 


AAT/GAP 




Start 


13390 


End 


13983 




GI 


uC-osf Icypl55g01bl 


Score 


935 




Exons 


13390. .13648, 13742. .13983 








GI Descrip. 


1 14 20932/gb| U61383 IORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence' 


1 


. — . 

..S.eq...^.Np..„. 


.3.6.3,57. _ . 


S.e.q.... ID-.. 


OJ.9S0J.2^0a,33X8. 




Gene No. 


7 4811 


• Strand. 






Start 


21352 


End 


22578 




Name 


OJ990728_09 . 9B18 . C2 . olO . gp 


Method 


AAT/GAP 




Start 


21352 


End 


22578 




GI 


4989 1.R1084 


Score 


1540 




Exons 


21352. .21921, 22339. .22578 








GI Descrip. 


1 1420932/gb|U61383 IORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 




Seq. No. 


36357 


Seq. ID 


OJ990728_09. 9B18. 


.C2 


Gene No. 


74812 


Strand 






Start 


22874 


End 


23241 




Name 


OJ990728 09.9B18.C2.oll.gp 


Method 


AAT/GAP 




Start 


22874 


End 


23241 




GI 


none 


Score 


721 




Exons 


22874. .23241 








Seq. No. 


36357 


Seq. ID 


OJ990728_09.9B18. 


.C2 


Gene- No. 


74813 


Strand 






Start 


25217 ' . . ■ 


End 


38387 




Name 


OJ9907-28 09.9B18.C2.ol2.gp 


Method 


AAT/GAP 




Start 


25015 • • • 


End" ' . 


28986 •■ 




GI ... ... 


59 1.R1084." • . ■ 


-. ; Score - • 


3675 ... 




Exons . 


25015. .25621, 2584 9 . .25*983, 


26064 . .26264, 26602 .. 26901 , 






269.91. .27191, 27474 .. 27638, 


27712. .27891, 28438 .. 28479, 






28582. .28687, 28805. .28986 








GI Descrip. 


' 3288883/dbj |BAA31260| 0.0e+00 (AB015431) SAR DNA binding 




protein [Oryza sativa] 1 








Seq. No. 


36357 


Seq. ID 


OJ990728_09. 9B18, 


,C2 


Gene No. 


74813 


Strand 






Start 


25217 


End 


38387 




Name 


OJ990728 09.9B18.C2.o3.gs 


Method 


GENSCAN 




Start 


25217 


End 


31251 





36017 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



.77 



25217. .25621, 25849.-25983, 26064 26264 , 26602 .. 26901, 
26991: .27191, 27474 .. 27 638, 27712 278 91 , 28438 .. 284 79, 
28582. .28684, 28805 .. 28939, 29888 .. 30168, 31222. .31251 



36357 
74813 
25217 

OJ990728_09. 9B18 .C2.o3.np 

25469 

3288883 

254 69. .25621, 33258. .33392, 
34 306. .34506, 34788. .34 952, 
35869. .35946 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990728 09.9B18.C2 



38387 
AAT/NAP 
35946 
2186 

33475.-33675, 33916 342 15, 
35026. .35205, 35713 35754 , 



GI Descrip. (AB015431) SAR DNA binding protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 

.Exons. . 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36357 Seq. ID 
74813 Strand 
25217 End 
OJ990728_0 9. 9B18 . C2 . ol3 . gp Method 
32375 . End 
,5.9 ..1..MD8& . „- .. .™,J3.pprj^ 



OJ990728_09.9B18.C2 

38387 

AAT/GAP 

36252 

_35.3.6 



. ,32375.. ..32 97.6., ..3.3258. . . 3.33.9.2, 3,3415... ,.J3 3,6.75,,. \. 333.1.6.^3,42.1,5^.,,, 

34306. .34506, 34788... . 34 952 , 35026 . .35205 , 357 13 .. 35754 , ■ . 
35869. .35974, 36081"; 36252 

' 3288883/dbj |BAA31260| 0.0e+00 (AB015431) SAR DNA binding 
protein [Oryza sativa] 1 



36357 
74813 
25217 

OJ990728_09. 9B18.C2.o4 .gs 

32572 

none 

32572. .32976, 33258 .. 33392 , 
34306. .34506, 34788 .. 34 952 , 
35869. .35974, 36081 .. 36270, 
38382. . 38387 • 

36357 
74814 
43386 

OJ990728JD9. 9B18.C2 .06. gs 
43386 

none " 



Seq. ID OJ990728_09.9B18.C2 
Strand 

End 38387 ' 

Method GEN SCAN 

End 38387 

Score .87 
33475. .33675, 3391 6 .. 34215 , 
35026. .35205, 357 13 .. 35754 , 
36325. .36442, 37611 .. 37733, 



Seq. ID OJ990728_09. 9B18 .C2 



Strand 
End 

Method 
End' 
Score . 



46646 
GENSCAN 
44516 
.72 



43386;-. 43495,. 4 4153-. . 44173, -44366 ... .44516 



36357 
74814 
43386 

OJ990728_09. 9B18.C2.o7 .np 
43765 
1730039 
4 37 65. . 4 3877, 4 64 70. . 4 664 6 

GLYCOGEN SYNTHASE KINASE-3 ALPHA (GSK-3 ALPHA) gi 1682745 
(L40027) glycogen synthase kinase 3 [Homo sapiens] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728 09.9B18.C2 



46646 
AAT/NAP 
46646 
79 



36018 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36357 Seq. ID 

74814 Strand 
43386 End 

OJ990728_09.9B18.C2.o6.np ' Method 
44730 End 
6630699 Score 



OJ990728_09.9B18.C2 

46646 
AAT/NAP 
46074 
93 



44730. . 44834, 45733 .. 45759, 46042. .46074 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 





Seq. No. 


36357 




Gene No. 


74815 




Start 


54793 




Name 


OJ990728 09.9B18.C2. 




Start 


54793 




GI 


none 




Exons 


54793. .56010 




Seq. No. 


36357 




Gene No. 


74816 




_S„tcir:t;. 


,32.133.^ _ . 




...N.am.e. v _ 


£> J.9. 9 0 7 2.8 _ 0 9 .3 B 1.8 , £2 ... 




Start 


62199 


%2- 


GI 


54791 1.R1084 


f ^ 


Exons 


62199. . 62763 


jf) § 


GI Descrip. 


f 5031285/gb|AAD38148 






beta-amylase [Prunus 




Seq. No. 


36357 


%J 


Gene No. 


74817 


i y 


Start 


63435 




Name 


OJ990728 09.9B18.C2. 


f i 


Start 


63435 




GI 


702900 




Exons 


63435. . 63784 


r ™ 


Seq. No. 


36357 




.Gene No. 


74818 




Start 


64544 




Name 


OJ990728 09.9B18.C2. 




Start 


64544 




GI 


'3738302 




Exons 


64544. .65009, 65413. 






66858. .67202 . 




GI Descrip. 


* (AC005309 : ) putative 




Seq. No. 


36357 




Gene No. 


74819 . ; 




Start 


67368 




Name 


OJ990728 09.9B18.C2. 




Start 


321 




GI 


none 




• Exons 


321. .521, 322. .522, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_09.9B18.C2 

56010 
GENSCAN 
56010 
.92 



Seq. ID OJ990728_09.9B18.C2 
Strand . - . . 

E.nd - J5l27S3_ 

Method. . AAT/GAP . 

End 62763 
Score 1049 

31 1 1.0e-14 (AF139501) 



olO .np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand. 
End 

Method 

End 

Score 



OJ990728__09.9B18.C2 

63784 
AAT/GAP 
63784 
520 



OJ990728_09.9B18.C2 

67202 
AAT/NAP 
67202 
1344 



,65592, 65964. .66099, 66193 .. 66280, 



Seq. ID OJ990728_09. 9B18.C2 
Strand 

End 67860 

Method TBLASTX : Mai ze 

End 1219 

Score 273 

619. ,792, 624. .797, 1084. .1218, 



388. .522, 



1085. .1219 



Seq. No. 



36357 



Seq. ID OJ990728_09. 9B18.C2 



36019 



Gene No. 


74819 




Start 


67368 




Name 


OJ990728 09.9B18.C2.o9. 


ts 


Start 


321 




GI 


none 




Exons 


321.. 521, 322.. 522, 627 


. . 680, 


ucvj. LNvJ • 


36357 




Gene No. 


74819 




Start 


67368 




Name 


OJ990728 09.9B18.C2.o5. 


ts 


Start 


1215 




GI 


none 




Exons 


1215. .1289, 1216. . 1323, 


1217. 


Seq. No. 


36357 




Gene No. 


74819 




Start 


67368 




Name 


OJ990728 09.9B18.C2.ol. 


tm 


Start 


1375 




GI . 


none 




Exons_ . 


, . : .,1375.... 1986, ,1376,., 1.9,87,. 


-2055, 



.2.0.67., 
2873, 

3424. .3582, 3678.. 3779, 3680. 



,2.1.5 3., „2,6 1.9 . ,. 2 13.8 2,6.5 2- 
,2929, 2873.. 2926, 2874, 



Strand 
End 

Method 

End 

Score 



67860 

TBLASTX : Soybean 

725 

154 



Seq. ID OJ990728_09.9B18.C2 
Strand 

End 67860 

Method TBLASTX : Soybean 

End 1641 

Score 90 

.1288, 1291. .1641, 1295. .1639 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990728 09.9B18.C2 



67860 

TBLASTX: Maize 
3780 
857 

2.13.5 ,1. 2.062,,. . 2 1.51 , 2.0.6.3... 

27,4.7 , 2 653 .....219.9.,... -2.8.11... 

2927, 3414 . .3563, 3424. 
3778, 3682. .3780, 3685. 



2152., 

3564, 
3780 



Seq. No. 


36357 








Gene No; 


74819 








Start 


:.67368 








Name 


OJ990728 09 


9B18, 


C2.ol0 


ts 


Start 


3414 








GI 


none 








Exons 


3414. .3563, 


3427, 


.3564, 


3678 


Seq. No. 


36357 








Gene No. 


74819 








Start 


.-67368 








Name 


OJ990728 09 


9B18 


C2.ol0 


tm 


Start 


4217 








GI 


none 








Exons 


4217. .4327, 


4218 


.4322, 


6228 




6253. .6345, 


6425 


. 6490, 


6429 




7689. .7784," 


7709 


. 7 7 95, 


7914 


Seq/ No. 


■ 36357- 








Gene No. 


, 74819 ' ■ 








Start 


67368 








Name 


OJ990728 09 


9B18 


C2.oll 


ts 


Start 


6259- ; 








GI 


none 








Exons 


6259. .6345, 


6260 


. 6346, 


6261 




6425. .6490, 


6429 


. 6503, 


6430 




7692. .7796, 


7709 


.7795, 


7922 


Seq. No. 


36357 








Gene No. 


74819 








Start 


67368 









Seq. ID 
Strand 
End 

Method 
End 
Score 
.3779, 3691. .3780 



OJ990728_09.9B18.C2 
67860 

TBLASTX: Soybean 
3780 
108 



Seq. ID 
Strand 
End 

Method 
End. 
Score 



OJ990728 09.9B18.C2 



67860 

TBLASTX: Maize 
7993" 
125 

6344, 6249.. 6344, 6253. 
6557, 7460. .7552, 7461. 
7967, 7916. .'7993 



, 6345, 
,7553, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990728 09.9B18.C2 



67860 

TBLASTX: Soybean 
7987 
58 

.6341, 6265.. 6345, 6425.-6496, 
.6492, 7457. .7561, 7461. .7562, 
.7987, 7926.. 7958 

Seq. ID OJ990728_09.9B18.C2 
Strand 

End 67860 



36020 




Name 


OJ990728 09.9B18.C2 


. o2 . tm 


Method TBLASTX : Mai ze 




Start 


10087 






End 13934 




GI 


none 






Score 94 




Exons . 


10087. . 


10155, 10089 


. .10169, 


10089. .10160, 10139. .10342, 






10155. . 


10280, 10278 


. .10358, 


10283. .10366, 1064 9 .. 10756, 






11675. . 


11776, 11676 


. .11777, 


11677. .11784, 12432. .12464, 






12433. . 


12465, ' 124.48 


. .12660, 


12465. .12662, 124 65 .. 12659, 






12467. . 


12664, 12487 


. .12660, 


124 88. .12661, 13328. .13651, 






13329. . 


13649, 13501 


. .13650, 


13739. .13933, 1374 0. .13934 




Seq. No. 


36357 






Seq. ID OJ990728_09.9B18 


-C2 


(tjfurip No 


74819 






Strand - 




Start 


67368 






End 67860 




Name 


OJ990728 09.9B18.C2 


.ol.ts 


Method TBLASTX : Soybean 




Start 


11679 






End 14036 




GI 


none 






Score 80 




Exons 


11679. . 


11780, 11680 


. .11784,' 


12412. .12660, 12432. .12659, 






13328. . 


13660, 13329 


. .13658, 


13739. .14035, 13740. .14036 




Seq. No. 


36357 






Seq. ID OJ990728_09. 9B18 


,C2 


Cprip No 


74819 






strand — 




S,t.arJt_. _„ 


67 3.65.. -.. 






.End J6ia6.Q, _„ „ . 




.Name_._ . ... 


.„ .Oja907 2 


8^09^.93X^X2. 


.o2.. tw <^ 


.Method .„ , JTB.LAS.TX : fc Wh.eat„...„ 




Start 


11700 






End . 13396 




GI 


none 






Score 95 




Exons 


11700. . 


11780, 11700 


. .11777, 


11701. .11784, 124 32. .12659, 






12433. . 


12660, 12487 


. .12660, 


13328. .13396, 13329. .13394 




\3> \U a LN KJ m 


36357 






OCv^ • X LJ \JKJ Z? Z* \J 1 C+\J \J Zs • Z) LJ JL \J 


. C2 


Gene No. 


74819 






Strand 




Start 


67368 






End 67860 




Name 


OJ990728 09.9B18.C2 


. 06 . tc 


Method TBLASTX : Cress 




Start 


12432 






End 12660 




GI 


none 






Score 164 




Exons 


12432. . 


12659, 12433 


. .12660 






Sea ' No 


36357*-.- 






Spa TD OJ99079R '09 9R1 R 


. C2 


Gene No. 


74819 ■ 






Strand - ~ 




Start 


67368 






End 67860 




Name 


OJ99072 


8_09.9B18.C2 


.ol.tc 


Method TBLASTX : Cress 




Start 


13358 






End 13978 




GI 


none 






Score' 285 




Exons 


13358.. 


13657, 13359 


.. 13658, 


13739. .13978 ,"'13740". .13874 




Seq. No". 


36357 






Seq. ID OJ990728_09. 9B18' 


C2 


flpnp No 

OCllC LN > 


7;4819 




4 






Start 


67368 






• End 67860 




Name 


OJ990728 09.9B18.C2 


. ol . tw 


Method TBLASTX: Wheat 




Start s 


13397 






End 13894 




GI 


none 






Score 72 




Exons 


13397. . 


13657, 13398 


.13478, 


13506. . 13649, 13739 .. 13894 , 






13740. . 


13874 








Seq. No. 


36357 






Seq; ID OJ990728_09. 9B18 


C2 


Gene No. 


74819 






Strand 




Start 


67368 






End 67860 




Name 


OJ990728 09.9B18.C2 


o9. tm 


Method TBLASTX : Maize 





3602i' 




Start 




13935 








End 


14204 






GI 




none 








Score 120 






Exons 




13935. 


.14009, 


13937. 


. 14029, 


13937. 


.14035, 14105 


. .14203, 








14109. 


.14204 














Seq. 


No. 


36357 








Seq. 


ID OJ990728 


_09.9B18. 


C2 


Gene 


No. 


74819 








Strand 






Start 




67368 








End 


67860 






Name 




OJ9907 


28 09.9B18.C2. 


o3 . tm 


Method TBLASTX : Mai ze 




Start 




25230 








End 


35958 






GI 




none 








Score 58 






Exons 




25230. 


.25295, 


25243. 


.25299, 


25263. 


.25301, 25359 


. .25436, 








25360. 


.25491, 


25408 . 


.25509, 


25470. 


.25511, 25516 


. . 25578, 








25520. 


.25582, 


25526. 


.25579, 


25533. 


.25595, 25580 


. .25624, 








25581. 


.25622, 


25592. 


.25633, 


25842. 


.25985, 25849 


. .25986, 








26053. 


.26268, 


26055 . 


.26267, 


26601. 


.26831, 26601 


. .26903, 








26602. 


.26907, 


26602 . 


.26910, 


26982. 


.27194, 26988 


. . 27194, 








27471. 


.27638, 


27471 . 


.27638, 


27472. 


.27639, 27472 


. .27642, 








27712. 


.27891, 


27713. 


.27892, 


28435. 


.28479, 28436 


. . 28480, 








28582. 


.28662, 


32598. 


. 32654, 


32721. 


.32789, 32827 


. . 32937, 








32866. 


.32934, 


32867. 


. 32950, 


32935. 


.32994, 32936 


. . 32977, 








___3-2.947:, 


v3.29.aa,.. 


.£3.2 5JL. 


...33394.,. 


.J 3.2 5 8... 


..334;1.0.,...33258. 


Vi .3.33.95^_ 









..' .J334&A... 


.33655,... 


3.34.6.6. 


...33.6 5Z,. 


,33.4.7.5.. 


..337.11:,^334J9 


...... 33.6.Z 6* 








- 33915. 


.34145, 


33915*. 


. 34217, 


• 33916. 


.34224, 33916 


. .'34224,' 








33917. 


.34228, 


34297. 


. 34509, 


34302. 


.34508, 34303 


. .34509, 








34305. 


.34514, 


34749. 


.34952, 


34783. 


.34956, 34785 


. .34952, 








34786. 


.34953, 


35012. 


.35206, 


35012. 


.35206, 35026 


. .35211, 








35026. 


.35208, 


35710. 


.35754, 


35711. 


.35755, 35869 


. .35958, 








35869. 


.35949 














Seq. 


No. 


36357 








Seq. 


ID OJ990728 


09. 9B18 . 


C2 


Gene 


No. 


74819 








Strand 






Start 




67368 








End 


67860 






Name 




OJ9907 


28 09.9B18.C2. 


o2.ts 


Method TBLASTX: 


Soybean 




Start 




25841 








End 


35949 






GI 




none 








Score 123 






Exons 




25841. 


.25936, 


25849. 


.25953, 


25849. 


.25986, 26041 


. .26268, 








26061". 


.26267, 


26087. 


.26296, 


26566. 


.26907, 26601 


. .26831, 








. 26603. 


.26857, 


26988. 


.27194, 


26992. 


.27192, 26993 


. .27193, 








27471 . 


.27638, 


27471. 


. 27638, 


27472. 


.27639, 27487 


. .27639, 








27712. 


.27891, 


27713. 


.27892, 


28582. 


.28662, 33258 


. .33395, 








33259. 


.33345, 


33455. 


. 33655, 


33472. 


.33657, 33475 


. .33711, 








33476, 


.33676, 


33908 . 


. 34072, 


'33915. 


.34145, 33915 


. ; 34 199,. 








33916. 


.34233, 


33917. 


. 34249, 


34303.. 


,34521, 34307 


. . 34507, 








'34308. 


.34508, 


34749. 


. 34 952V 


34785. 


.34952, 34786 


... 34953, . 








34801. 


.34953, 


.35026. 


.35208, 


35027. 


.35206, 35869 


. .3594 9. 




Seq. 


No. 


36357 








Seq. 


ID OJ990.728 


_09. 9B18. 


C2 


Gene 


No. 


74819 








Strand 






Start 




67368 








End 


67860 






Name 




OJ9907 


28 09.9B18.C2. 


o2.tc 


Method TBLASTX: Cress 




Start 




26184 








End 


34235 






GI 




none 








Score ' 83 






Exons 




26184. 


.26258,^ 


26191. 


.26256, 


26602. 


.26934, 26603 


. .26857, 








26611. 


.26889, 


33595. 


.33657, 


33602. 


.33655, 33916 


. .34203, 








33917. 


.34210, 


33925. 


.34230, 


33927. 


.34235 







36022 



Seq. No. 36357 
Gene No. 74819 
Start 67368 

Name OJ990728__09 . 9B18 .C2 . o3 . tc 

Start 27120 
GI none 

Exons 27120. .27206, 27 120 .. 27 194 , 

27472.-27639, 27472.-27639, 
27713. .27889, 28435 28479, 
34435. .34509, '34749 .. 34 952, 
34786. .34953, 35026 .. 35208, 
35869. .35955 



Seq. ID 
Strand 
End 

Method 
End 
Score 
27471. .27638, 



OJ990728 09.9B18.C2 



27473, 
28582, 
34785, 
35027, 



67860 

TBLASTX: Cress 
35955 
70 

27471. .27638, 
,27640, 27712. .27891, 
,28668, 34435. .34521, 
,34952, 34786. .34953, 
,35203, 35710. .35754, 



Seq. No. 36357 
Gene No. 74819 
Start 67368 

Name OJ990728_09 . 9B18 . C2 . o3 . tw 

Start 27766 
GI none 
Exons 27766. .27891, 

28619. .28678, 

. ,_J357J1^,J3575£, 

„360.62. .36.051.1 



27767. 
35080. 



.27892, 
.35208, 



3.5.8&L A 355fil4u 



Seq. ID OJ990728_09. 9B18.C2 
Strand 

End 67860 

Method TBLASTX : Wheat 

End 36091 

Score 187 
28435. .28479, 28582 .. 28 677 , 
35081. .35206, 35710. .35754,. 
,_3A8.6 9... ,„3 5.95&,„3 5.9 Q6... ,33. 9J5&,. - 



Seq. No. ' 36357 

Gene No. 74819 

Start 67368 

Name OJ990728_09 . 9B18 . C2 . oil . tm 

Start 52108 

GI none 

Exons 52108. .52158, 52110 .. 52163, 
52287. .52364, 52294. .52371 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_09. 9B18.C2 
67860 

TBLASTX: Maize 

52371 

92 



52231. .52278, 52236 52277, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 

Exons 



36357 
74819 
67368 

OJ990728_09. 9B18 ,C2.o8 . tm 
52449 



none 
52449. 
52666. 
53516. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

52535, 52452. .52541, 52453 
52794, 52667. .52798, 52810 
53773, 53532-. .53774, 53.747 



OJ990728 09.9B18.C2 



67860 

TBLASTX: Maize 
54034 
77 

52551, 52640. .52732, 
52836, 52821. .52856, 
53833, 53757. .53825, 



53945. .54034, 53946.. 54020 

36357 • "\ Seq. ID 

74819 . . Strand 

67368 End 

OJ990728_09. 9B18 .C.2.o5. tm Method 

54823 End 

none Score 



OJ990728_09.9B18.C2 
67860 

TBLASTX: Maize 

55249 

257 



54823. .55071, 54823 .. 55068 , 54927 .. 55079, 55051 .. 55236, 
55052. .55249. 



Seq. No. 36357 Seq. ID 

Gene No. 74819 Strand 

Start 67368 End 

Name OJ990728 09 . 9B18 . C2 . o7 . ts Method 



OJ990728_09. 9B18.C2 
67860 

TBLASTX: Soybean 



36023 




Start 


54905 




End 


55159 






GI 


none 




Score 


119 






Exons 


54905 .. 55006, 54907. 


. 55023, 


54910. .55026, 55018 


c c c c. 

. . 550oo, 






55018 55158, 55049. 


. 55159 










Seq. No. 


36357 




Seq. ID 


OJ990728 


_09.9B18 


■ C2 


Gene No. 


74819 




Strand 








Start 


67368 




End 


67860 


- 




Name 


OJ990728_09 . 9B18 .C2 . 


06. ts 


Method 


TBLASTX : 


Soybean 




Start 


55277 




End 


55551 






GI 


none 




Score 


173 






Exons 


55277 .. 55549, 55282. 


C C C C 1 

. 55551 










Seq. No. 


36357 




Seq. ID 


OJ990728 


09 . 9B18 


. CZ 


Gene No. 


74819 




Strand 








Start 


67368 




End 


67860 






Name 


OJ990728 09.9B18.C2. 


o3. ts 


Method 


TBLASTX: 


Soybean 




Start 


60892 




End 


62400 






GI 


none 




Score 


161 






Exons 


60892. .60960, 61052. 


. 61213,. 


61069. . 61221, 61226 








61346. . 61510, 61597 . 


. 61632, 


61686. . 617* 


37, 61687 


. . ol o Z 1 , 




_ _ 


.. , $l$ZZ^ &1BM~> 














... .,622,5.4.. . 623.5,5 Jo 2.3A4.. 


^..6.24.QQ.„ 






•. — . 




Seq. No. 


36357 




Seq. ID 


OJ990728 


09 . 9Blo 


. CZ 


Gene No. 


74819 




Strand 








Start 


67368 




End 


67860 






Name 


OJ990728_09. 9B1EL.C2. 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


61055 




End 


62331 






GI 


none 




Score 


101 






Exons 


61055. .61198, 61069. 


. 61185, 


61226. .61300, 61343 








61594 . . 61632, 61686. 


. 61970, 


61690. .61971, 61813 


. .61971, 






62254 . . 62331 












Seq. No. 


36357 




Seq. ID 


OJ990728 


u y . ybio 


. L,Z 


Gene No . 


74819 




Strand 








Start 


67368 




End 


67860 






Name 


OJ990728 09.9B18.C2. 


o7 . tc 


Method 


TBLASTX : 


Cress 




Start 


61151 




End 


61513 






GI 


none 




Score 


61 






Exons 


61151. .61213, 61225. 


. 61305, 


61226. . 61306, 61343 


. .61513, 






61393 . . 61440 












Seq. No." 


36357 




Seq.' ID 


.OJ990728 


_09". 9B18 


.C2 


Gene .No. 


; 74819 




Strand 








Start . 


67368 - • * 




End 


67860. 






Name 


OJ990728 09 . 9B18 .C2 . 


o5 . tc 


Method 


TBLASTX: 


Cress 




Start 


61611 




End 


61971 






GI 


none 




Score. 


258 






Exons 


61611 . . 61646, 61686 . 


. 61940, 


61690. . 61971 






Seq. No. 


36357 




Seq. ID 


OJ990728 


_09. 9B18 


.C2 


Gene No. 


74819 




Strand 








Start 


67368 




End 


67860 






Name 


OJ990728 09.9B18.C2. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


64519 




End 


65015 






GI 


none 




Score 


376 







36024 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

..Geji^L.N.p.. 
.Start 

Name 

Start 

GI 

Exons 



64519. .64848, 64520 .. 64858 , 
64845.. 65015 

36357 
74819 
67368 

OJ990728JD9. 9B18 .C2.o4.tc 

64520 

none 

64 520. .64708, 64542. .64 67 9, 
64707. .64811 

36357 
74819 
67368 

OJ990728_09.9B18.C2.o4 .tw 

64541 

none 

64541. .64672, 64542 .. 64 667., 
36357 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 



OJ9907'28_09. 9B18 .C2.o4 . tm 

64547 

none 

64 547. .65011, 64 548. .65015, 
65419. .65595, 6595 9 .. 66000, 

36357 
74819 
67368 

OJ990728_09. 9B18 .C2.o5. tw 

64703 

none 

64703. .64804, 64703 .. 64828 , 

36357 
74819 
67368 

OJ990728_09.9B18 .C2.o9.tc 
64820 

none ■ 
64 820.-. 65011, 64 836. .65015 

36357 •. 

74819 

67368 

OJ990728_09.9B18 .C2.o8.ts 

65398 

none 

65398. .65595, 654 12 .. 65594 , 
65961. .66080, 65963 .. 66103, 
66858..66983, 66859 .. 67059, 

36357 
74819 



64524. .64841, 64 84 4 65011 , 



Seq. ID OJ990728_09.9B18.C2 
Strand 

End 67860 

Method TBLASTX : Cress 

End 64816 

Score 154 
6454 3. .64 695, 64 688 .. 64816, 



Seq. ID OJ990728_09.9B18.C2 
Strand 

End 67860 

Method TBLASTX : Wheat 

End 64672 

Score 114 
64543. .64668 

Seq. ID OJ990728_09.9B18.C2 

L _S t r and ... _ 

....End. ^6.7 8 60 

Method TBLASTX: Maize 
End 66000 
Score 624 
65412. . 65594, 65413. . 65595, 
65961. .65999 

Seq. ID OJ990728_09.9B18.C2 
Strand 

End 67860 

Method TBLASTX : Wheat 

End 64828 

Score 103 
64707. . 64817 

Seq. ID OJ990728_09.9B18.C2 
Strand 

End 67 8 60 

Method TBLASTX : Cress 

End 65015 

Score 145 



■ Seq. -ID OJ990728_09.9B18..C2 

Strand - - 

End 67860 

Method TBLASTX : Soybean 

End 67064 

Score 200 
65425. .65595, 65955 .. 66098 , 
66197. .66283, 66213. .66284; 
67035. .67064 

Seq. ID OJ990728_09. 9B18.C2 
Strand 



36025 




Start 


67368 




End 


67860 




Name 


OJ990728_09.9B18.C2 


.08. tc 


Method 


TBLASTX: Cress 




Start 


65412 




End 


66983 




GI 


none 




Score 


36 




Exons 


65412 . . 65456, 65419 


. . 65457, 


65448. .65489, 65455.-654 87, 






65556. . 65594, 65563 


. . 65607, 


65955. .66098, 65963 .. 66103, 






66188.. 6 62 83, 66198 


. . 66284 , 


66841. .66981, 66858. .66983 




Seq. No. 


36357 




Seq. ID 


OJ990728_09.9B18. 


C2 


Gene No. 


74819 




Strand 






Start 


67368 




End 


" 67860 




Name 


OJ990728 09 . 9B18 . C2 


. ol9 . gp 


Method 


AAT/GAP 




Start 


67368 




End 


67860 




GI 


none 




Score 


907 




Exons 


67368 . . 67860 










Seq. No. 


36358 




Seq. ID 


OJ990728_09.9B18. 




Gene No . 


74820 




Strand 


+ 




Start 


1 




End 


101 




Name 


OJ990728 09.9B18.C3 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


101 




: ex 


„ A135JLIL^.. „.™ ™ 


— — - ~~ — 


_Jic^re_^ 






.Exons_- ... 


_i.-aoi_. . ... ... . 


— 








GI„ Des.crip. 


■ (AL137080) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


36359 




Seq. ID 


OJ990728_09.9B18. 


C4 


Gene No. 


74821 




Strand 






Start 


426 




End 


802 




Name 


OJ990728 09. 9B18 .C4 


.ol.gs 


Method 


GENSCAN 




Start 


426 




End 


716 




GI 


none 




Score 


.56 




Exons 


426. .716 










Seq. No. 


36359 




Seq. ID 


OJ990728_09. 9B18 


HA 


Gene No. 


74821 




Strand 






Start 


426 




End 


802 




Name 


OJ990728__09. 9B18 .C4 


. ol . np • 


Method . 


AAT/NAP 




Start 


470 ' 




End 


802 




GI 


■ 6705984 




Score 


80 




Exons 


470 . . 802 










GI Descrip. 


(AB033235) gag-pol 


polyprotein [Oryza 


sativa] 




Seq . No . - 


36360" * 




Seq. ID 


' OJ990728_09. 9B18' 


.C5 


Gene No. 


■ 74822 




Strand. 






Start 


20 




End * 


1301 ' " * 




Name 


0^990728^09 . 9B18.C5 


.ol.gs . 


Method 


GENSCAN ■ 




Start 


20 




End 


1301 




GI 


none 




Score 


.72 




Exons 


20. .267,' 752. . 1301 










Seq. No. 


36361 




Seq. ID 


OJ990728_09. 9B18 


PQ 


Gene No. 


7 4 823 




Strand 






Start 


1 




End 


595 




Name 


OJ990728 09.9B18.C9 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


595 




GI 


2498930 




Score 


675 




Exons 


1..407, 575. .595 











36026 



GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU LAT ION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 

Seq. No. 36361 Seq. ID OJ990728_09 . 9B18 . C9 

Gene No. 74823 Strand 

Start 1 End 595 

Name OJ990728_09 . 9B18 . C9 . ol . gs Method GENSCAN 

Start 14 End 581 

GI none Score 1 

Exons 14. .407, 575. .581 

Seq. No. 36362 Seq. ID OJ990728JD9 . 9B18 . CIO 

Gene No. 74824 Strand + 

Start 613 ■ End 936 

Name OJ990728_09 . 9B18 . CIO . ol . gs Method GENSCAN 

Start 613 . End 936 

GI none Score . 82 

Exons 613. . 936 

Seq. No. 36363 Seq. ID OJ990728_09.9B18.C12 

Gene No.. 74825 . Strand . + 

_J5Jb„axt; „* 2£5__ „, : : u^.£npL_ .„j6.35 i 

4 . N.ame_ .aa9aQ7,2.8_,09...9.B18..,C1.2 ..ol ..gs. Method GENSCAN . 

Start ' 255 ; End 635 

GI none Score . 89 

Exons 255.. 385, 602.. 635 

Seq. No. 36364 Seq. ID OJ990728_09.9B18.C14 

Gene No. 74826 Strand 

Start 1 ' End 135 

Name OJ990728_09 . 9B18 . C14 . ol . gp Method AAT/GAP 

Start 1 End 135 

GI none Score 183 

Exons 1 . . 135 

Seq. No. 36364 Seq. ID OJ990728_09.9B18.C14 

Gene No. 74826 Strand 

Start 1 End 135 

Name OJ990.728_09 . 9B18 . C14 . ol . gs ■ Method GENSCAN 

Start 2 6 End 135 

GI none Score . 75 

Exons 26. . 135 

- Seq. No. 36365 Seq. ID OJ990728_09.9B18.C15 

Gene. No. '74827 ' Strand .+"-.*" 

.Start • • .406 . * •" ' -End 7-32 

Name OJ990728J39 . 9B18 . C15 . ol . gp Method AAT/GAP- 

Start 406 End 732 

GI 549_1.R1084 Score' 330 

Exons 406.. 467, 564.. 732 

GI Descrip. '3355468 2.0e-42 (AC004218) putative ribosomal protein L35 
[Arabidopsis thaliana] 1 

Seq. No. 36365 Seq. ID OJ990728_09.9B18.C15 

Gene No. 74827 Strand + 

Start 406 End 732 

Name OJ990728_09 . 9B18 . C15 . ol . gs Method GENSCAN 



36027 




Start 


464 








End 


699 


GI 


none 








Score 


. 79 


'Exons 


464 . .467, 


564 . . 699 










Seq. No. 


36365 








Seq. ID 


OJ990728 09.9Blo.Clo 


Gene No. 


74827 








Strand 


+ 


Start 


406 








End 


732 


Name 


OJ990728 


09. 9B18.C15 


.ol 


. np 


Method 


AAT/NAP 


Start 


560 








End 


732 


GI 


6682230 








Score 


179 


Exons 


560. .732 












GI Descrip. 


(AC016661) putative 


60S 


ribosomal protein "L35 [Arabidopsis 




thaliana] 












Seq. No. 


36365 








Seq. ID 


OJ990728_09. 9B18.C15 


Gene No. 


74827 








Strand 


+ 


Start 


406 








End 


732 


Name 


OJ990728 


09. 9B18 .C15 


. ol 


. tc 


Method 


TBLASTX: Cress 


Start 


562 








End 


700 


GI 


none 








Score 


185 


Exons 


562 . . 699, 

— ' . — ; 


563.^.700 






. - 


... 

• . — ~ . 


.Seq.. „No^. 


...36365.,.. ... 


- r . — . 

— ... 




— , 


&eq. ..ID... 


. 0.J.9 9 Q.7 2.8^0 9.. .9 B 1 &*.G15., 


Gene No. 


74827 








Strand 


+ 


Start 


406 








End 


732 


Name 


OJ990728 


09. 9B18.C15 


.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


562 








End 


700 


GI 


none 








Score 


198 


Exons 


562 . . 699, 


563. .700 










Seq. No. 


36365 








Seq. ID 


OJ990728 09.9B18.C15 


Gene No. 


74827 








Strand 


+ 


Start 


406 








End 


732 


Name 


OJ990728 


09. 9B18.C15 


. ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


562 








End 


700 


GI 


none 








Score 


213 


Exons 


562 . . 699, 


563. . 700 










Seq. No. 


36365 








Seq. ID 


OJ9907 28_09. 9B18.C15 


Gene No; 


74827 








Strand 


+ 


Start 


406 








End 


732 


Name 


OJ990728 


09.9B18.C15 


.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


562 








End 


'700 ' " ' ' 1 


GI 


none- 








. Score , 


183 ■ 


Exons 


562'. . 699, 


563. .'700 










Seq. No. 


36366 








Seq. ID 


OJ990728_09.9B18.C16 


Gene No. 


74828 








Strand 




Start 


17 








Enci 


380 


Name 


OJ990728 


09.9B18.C16 


.ol 


.gs 


Method 


GENSCAN 


Start 


17 








End 


380 


GI 


none 








Score 


.6 


Exons 


17. .129, 


144 . .380 










Seq. No. 


36367 








Seq. ID 


OJ990618_03.9B19.C2 


Gene No. 


74829 








Strand 




Start 


178 








End 


674 



36028 



Name 


OJ990618_03 . 9B19 . C2 . ol . tm 


Method 


TBLASTX : Mai ze 


Start 


160 


End 


637 


GI 


none 


Score 


63 


Exons 


160. .276, 173. .262, 180. .2b9, 


oZ3 . . bob, 


b24 . . bo / 


Seq. No. 


36367 


Seq. ID 


OJ990618_03. 9B19.C2 


Gene No. 


74829 


Strand 




Start 


178 


i-i ^ 
End 


b / 4 


Name 


OJ990618_03 . 9B19 .C2 .ol . gs 


Method 


GEN SCAN 


Start 


178 


End 


627 


GI 


none 


Score 


.89 


Exons 


178 . .267, 523. . 627 






Seq. No. 


36367 


Seq. ID 


OJ990618_03 . 9B19 . C2 


Gene No. 


74829 


Strand 




Start 


178 


End 


674 


Name 


OJ990618 03. 9B19.C2.ol.gp 


Method 


AAT/GAP 


Start 


237 


End 


674 


GI 


uC-osrocyp007f05bl 


Score 


326 


Exons 


237. .267, 523. .674 






GI Descrip. 


'3212852 9.0e-14 (AC004005) unknown protein [Arabidopsis 



JhaJ4an.a_LL 



Seq. -No. 36368 

Gene No. 74830 

Start 5368 

Name OJ990618JD3 . 9B19 . C3 . ol . np 

Start 5365 

GI 2129742 

Exons 5365 . .54 61, 
GI Descrip. 



OJ990618 
+ 

5918 
AAT/NAP 
5918 
180 



03". 9B19.C3- 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5775. .5918 
stress-induced protein 0ZI1 precursor 
gi I 790583 (U20347) mRNA corresponding 

in response to ozone stress and pathogen v , 

putative pathogenesis-related protein [Arabidopsis thaliana] 
gi 1 2252869 (AF013294) No definition line found [Arabidopsis 
thaliana] 



- Arabidopsis thaliana 
to this gene accumulates 
(bacterial) infection; 



Seq. No. 


36368' 








Seq. ID 


OJ990618 


_03 


. 9B19 


.C3 


Gene No. 


. 74830 








Strand 


+ 








Start 


5368 








End' 


5918 








Name 


OJ990618 03. 


9B19 


C3.o2. 


gs 


Method 


GENSCAN 








Start 


5368 








End 


5914 








GI 


. none 








Score 


■ .83 








Exons 


5368. .5461, 


5775 


.5914 














Seq. No. 


36368 








Seq*. ID' 


OJ990618 


_03 


.-9B19 


.C3 


Gene No. 


74831 








Strand 


+ 








Start 


. 8161 








End 


9329 








Name 


OJ990618 03. 


9B19 


C3 . o3 . 


gs 


Method 


GENSCAN 








Start 


8161 








End 


9329 








GI 


none 








Score 


.58 








Exons 


8161. .8315, 


9135 


.9329 














Seq. No. 


36368 








Seq. ID 


OJ990618 


_03 


.9B19 


.C3 


Gene No. 


74831 








Strand 


+ 








Start 


8161 








End 


9329 








Name 


OJ990618 03. 


9B19 


C3.ol 


gp 


Method 


AAT/GAP 









36029 



Start 
GI 

Exons 



8930 
none 

8930. .9302 



End 
Score 



9302 
713 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

•Name 

Start 

GI 

Exons 



..Se.q...;Nci.„ 



36368 
74832 
1244 

OJ990618_03.9B19.C3.ol.gs 

1244 

none 

1244. .1374, 1799. .1999, 2059. 
2675. .2849, 3473. .3535, 3573. 

36369 
74833 
949 

OJ990618_03. 9B19.C4 .o2 .gp 
949 
none 

949. .1112, 2378. .2409, 3065. 
4662. .5045 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990618 03.9B19.C3 



3854 
GENSCAN 
3854 
.75 

2192, 2317.. 2418, 2466. .2610, 
3684, 3814.. 3854 



Seq. ID OJ990618_03. 9B19.C4 

Strand + 

End 5045 

Method AAT/GAP 

End 5045 

Score 1596 
,3256, 4076. .4126, 4502. .4572, 



-3.63.6 9_ 



, _Se.q... m -JQJ.99.Q.61.S^J0.3L. 9B1.9_CJ .... 





Gene No . 


H A O "3 A . ' 








Strand ' 


+ 




Start 


5348 








End 


6153 


£n 


Name 


OJ990618 03, 


. 9B19 


.C4 ,o2. 


gs 


Method 


GENSCAN 


i y 


btart 


5348 








End 


6153 




GI 


none 








Score 


.96 


Q 


Exons 


5348. .5392, 


5832 


. .6028, 


6075. 


.6153 






Seq. No. 


36369 








Seq. ID 


OJ990618_03.9B19.C4 


f: i 


Gene No. 


74835 








Strand 






Start 


1 








End 


109 


S. 3=. 


Name 


OJ990618 03, 


, 9B19 


.C4.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


109 




GI 


none 








Score 


182 




Exons 


1. .109 














Seq. No. 


36369 








Seq. ID 


OJ990618_0'3.9B19.C4 




Gene No. 


74836 








Strand 






Start 


3062 








End 


4750 




Name 


OJ-990618 03. 


, 9B19 


.C4 .ol . 


tm 


Method 


TBLASTX: Maize 




Start 


3062~ • 








End 


4750 




GI 


none 








Score 


198 




Exons 


3062. .3253, 


3062 


.. . 3.253, 


3063. 


.3257, 3064. . 3258 4078 . 4 14 0 , 






4500. .454.7-,. . 


4659 


.-. 4 74.8, 


4659. 


.4739, 4661. .,4750 




Seq. No. 


36370 








Seq. ID 


OJ990618_03. 9B19.C5 




Gene No. 


74837 








Strand 


+ 




Start 


581 








End 


1146 




Name 


OJ990618 03. 


9B19 


.C5.ol. 


gs 


Method 


GENSCAN 




Start 


581 








End 


1146 




GI 


none 








Score 


.41 




Exons 


581. .766, 1049. .1146 










Seq. No. 


36370 








Seq. ID 


OJ990618_03. 9B19.C5 




Gene No. 


74838 








Strand 





36030 



Start 


2151 






End 


2594 






Name 


OJ9906l8_03 . 9B19 


.C5.ol. 


gp 


Method 


AAT/GAP 






Start 


2151 






End 


2594 ■ 






GI 


none 






Score 


828 






Exons 


2151 . . 2594 














Seq. No. 


36370 






Seq. ID 


OJ990618 


_03. 


9B19.C5 


Gene No. 


74839 






Strand 








Start 


7798 






End 


14916 






Name 


OJ990618_03 . 9B19 


. C5 . ol . 


np 


Method 


AAT/NAP 






Start 


7798 






End 


14766 






GI 


1022918 






Score 


115 






Exons 


7798 . . 7860, 9038 


. . 9242, 


10124 


. .10205, 


14385. .14541, 


14597 . 


GI Descrip 


(U38184) ATPase 


subunit 


6 [Trypanosoma 


cruzi] 






Seq. No. 


36370 






Seq. ID 


OJ990618 


_03. 


9B19.C5 


Gene No. 


74839 






Strand 








Start 


7798 






End 


14916 






Name 


OJ990618_03 . 9B19 


.C5.o2 . 


gp 


Method 


AAT/GAP 






Start 


14454 






End 


14916 






GI 


. 702144 






Score 


851 






JBxqqs_„ „ 


_ ..14_4 5„4,. . 14JU..6 


.... _ „. 










---»-" 


Seq. No. 


— * „ . 

36371 


- 




Seq. ID 


OJ990618 




9B19.C8 


Gene No. 


74840 






Strand 








Start 


3697 






End 


8069 






Name 


OJ990618 03.9B19 


.C8.ol. 


gs 


Method 


GENSCAN 






Start 


3697 






End 


7443 






GI 


none 






Score 


.6 






Exons 


3697.. 3750, 4358 


. .4433, 


■ 6044. 


.6320, 6721. .6807, 


6831. .6951 




7065.. 7174, 7272 


. .7443 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36371 
74840 
3697 

OJ990618JD3. 9B1 9 . C8 . ol . np 

6665 

4314358 



OJ990618 03.9B19.C8 



Seq. ID 
Strand 

End 8069 
Method AAT/NAP 
End 8069 
Score 327 
6665. .6807, 6888. .7436, 7529 .. 7825, 8027 8069 
(AC006340) putative kinesin heavy chain [Arabidopsis thaliana] 



Seq. No. 
Gene No. 

, start 
Name ' ' ' 

Start 

GI 

Exons 

GI Descrip. 



36371 Seq. ID OJ990618_03 . 9B19 . C8 

Strand - .... 
■End 8069 
Method • * AAT/NAP ■ ' 
' End - 8069 
Score 333 
6695. .6807, 6888. .7436, 7529. .7825, 8027. .8069 
(AC006340) putative kinesin heavy chain [Arabidopsis thaliana] 



74840 
3697- 

OJ990618_03'. 9B19.C8'.o2 . np 

6695. • 

4314358 



Seq. No. 36372 Seq. ID 

Gene No. 74841 Strand 

Start 3622 End 

Name . OJ990618J33 . 9B1 9 . C9 , o2 . gs Method 

Start 3622 End 

GI none Score 

Exons 3622.. 3762, 5444.. 5644 



OJ990618_03. 9B19.C9 

4- 

5644 . 
GENSCAN 
5644 
.79 



36031 



Seq. No. 36372 Seq. ID 

Gene No. 74842 Strand 

Start 6859 End 

Name OJ990618_03 . 9B19 . C9 . o3 . gs Method 

Start 6859 ' End 

GI none Score 

Exons 6859.. 8223 



OJ990618_03.9B19.C9 
+ 

13060 
GENSCAN 
8223 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start' 

Name 

Start.. 
GI 

Exons 

GI Descrip. 



36372 
74842 
6859 

OJ990618_03.9B19.C9.o2.np 
6862 
2586083 
6862. .8211 

(U72725) receptor kinase-like protein [Oryza longistaminata] 



Seq. ID OJ990618_03.9B19.C9 

Strand + 

End 13060 

Method AAT/NAP 

End 8211 

Score 636 



36372 Seq. ID 

74842 Strand 
6859 End 

^J95^6L8^0„3^9B„ia.CA..pl..gp„ _Meth.oci.„ 

-6970. . _ _,End,, ... 

LIB3477-003-P1-K1-E9 Score 



OJ990618_03. 9B19.C9 
+ 

13060 

AAT/.GAP . _ 

.13(16.0. _ ..... _ 

135 



6970. .7007, :8504 . .8529, 12985. .13060 

, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 36372 Seq. ID 

Gene No. 74843 Strand 

Start 4887 End 

Name OJ990618_03 . 9B19 . C9 . o2 . tm Method 

Start 4690 End 

GI none Score 
Exons 



OJ990618_03.9B19.C9 
5427 

TBLASTX: Maize 

5013 

50 



4690. .4749, 4758, 
4924. .5013 



.4901, 4759.. 4902, 4923.. 5012, 4923. .5012, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI* 

Exons 

GI .Descrip; 



36372 Seq. ID 

74843 Strand 
4887 End 
OJ990618_03. 9B19.C9.ol.np Method 
4887 End 
6630696 Score . 

'4887. .5427 . ' 
(AP0P096. 
region o 
polyprot 



OJ990618_03. 9B19.C9 

5427 
AAT/NAP 
5427 
680 



9) ESTs D22114 (C10364) , AU076106 (E20423 ) correspond : to a 
f the predicted gene.; Similar to retrovirus-related pol 
ein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36372 Seq. ID 

74843 Strand 

4887 End 

OJ990618_03. 9B19.C9.ol. tw Method ' 

5023 End 

none Score 

5023. .5388, 5028. .5384 



OJ990618_03.9B19.C9 
5427 

TBLASTX: Wheat 

5388 

329 



36032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36372 
74844 
7024 

OJ990618_03. 
7024 
none 
7024 . 
7138. 
7204 , 
7291, 
7600. 
7738. 
7750. 
7822, 



.7131, 
.7200, 
.7410, 
.75.66, . 
.7731, ' 
.8151, 
.8211, 
.8064, 



9B19.C9.ol.tc 



7129. .7206, 7132. 

7188. .7484, 7198. 

7204. .7410, 7204. 

7408. .7500, 7576. 

7609. .7764, 7696. 

7738. .8169, 7738. 

7750. .8211, 7756. 

7867. .8088, 7939. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.7200, 
.7542, 
.7413, 
.7731, 
.8211, 
.8037, 
.8211, 
.8145, 



D OJ990618 03.9B19.C9 



8282 

TBLASTX: Cress 

8211 

68 

.7413, 
.7569, 
.7413, 
.7731, 
.8211, 
.8037, 



7132 
7198 
7231 
7576 
7726 
7738 

7765. .8211, 
7954 . .8211, 



7135. 
7198. 
7273. 
7594 . 
7735. 
7741. 
7798. 
8008. 



.7203, 
.7359, 
.7341, 
.7731, 
.7794, 
.8211, 
.8001, 
.8082 



Seq. No. 36372 Seq. ID 

Gene No. 74844 Strand 

Start 7024 End 

Name 0 J990 618_03 . 9B1 9 . C9 . ol . tm Method 

Start 7135 End 

GI none Score 
.Exp.n,s_,_„„ 



OJ990618_03.9B19.C9 
8282 

TBLASTX: Maize 

8211 

63 



JX3 5 ,..,J;2&a,„JJL 62 ,. ,2215.^21 6 ^JJJ^.21S§,^ 1 5 6£> ,.„12S>J^2552^ 
7 2.8.5 ..—7 5 69., ..7 6.5A-. 17.37,. . 7.67.5,... .1.98 6,... .1735. . S35&,,. J71.41 . ...Bill, 
■7741. .8199, 7750.. 8211, 7750. .8211, 7750.. 8130, 7825 .". 7881, 
7882. .8211 



Seq. No. 36372 

Gene No. 74844 

Start 7024 

Name OJ990618_03 . 9B19 . C9 . ol . ts 

Start 7204 

GI none 

Exons 7204. 

7738, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,7410, 7213. .7413, 7573. .7731, 7594 
,8151, 7741. .8211, 7741. .8211, 7750 



OJ990618 03.9B19.C9 



8282 

TBLASTX : Soybean 

8282 

109 

7731, 7600.. 7731, 
8211, 7765. .8211, 



7804. .8211, 8214. .8282 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36372 
74844 
7024 

OJ990618_03. 

7204 

none 

7204 .'.7320, 
7810. .8130, 



9B19.C9.o2. tw 



7273'. 
7882. 



.7566, 7600 
.8205,- 7954 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7731, 
.8211. 



OJ990618_03.9B19.C9 
8282. 

TBLASTX: Wheat 
8211 
64 

7690. .7989, - 7707 . . 78 56*, 



Seq. No. , . 36373 Seq. ID 

Gene No. 74845 Strand 

Start 1078 End 

Name OJ990618_03 . 9B19 . C10 . ol . gs Method 

Start 1078 End 

GI none Score 

Exons 1078.. 1307 



,OJ990618_Q3. 9B19.C10 
+ 

1307 
GENS CAN 
1307 
.87 



Seq. No. 36373 Seq. ID 

Gene No. 74846 Strand 

Start 2558 End 

Name OJ990 618_03 . 9B1 9 . CIO . o2 . gs Method 



OJ990618_03. 9B19.C10 

3336 
GENSCAN 



36033 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



3336 
.98 



Seq. ID OJ990618_03.9B19.C11 



2558 
none 

2558. .2631, 3232. .3336 
36374 

74847 Strand + 

1 End 5471 

OJ990618_03. 9B19.Cll.o3.np Method AAT/NAP 
1 End 2634 

6069646 Score 120 

1..44, 2485. .2634 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi i 6907 112 | dbj I BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 





Seq. No. 


36374 


Seq. ID 


OJ990618_03.9B19.C11 




Gene No. 


74847 


Strand 


+ 




Start 


1 


End 


5471 




Name 


OJ990618 03.9B19.Cll.ol.gs 


Method 


GENSCAN 




...Star„t_. 


■...891 


_EncL 


. ™ 




..GI. ..... . 


none _ . . . 


Score . „ 


.54. , _ _ _ 




Exons 


'891.. 1259, 1619.. 1804, 2234.. 


2462, 2673. .2933, 3216.'. 3337 


in 

§ U 


Seq. No. 


36374 


Seq. ID 


OJ990618_03.9B19.C11 




Gene No. 


74847 


Strand 


+ 


13 


Start 


1 


End 


5471 




Name 


OJ990618 03.9B19.Cll.o2.np 


Method 


AAT/NAP 




Start 


900 


End 


4998 


TO 


GI 


2586083 


Score 


761 


= 


Exons 


900. .1605, 1681. .2489, 4981.. 


4998 






GI Descrip. 


(U72725) receptor kinase-like 


protein 


[Oryza longistaminata] 




Seq. No. 


36374 


Seq. ID 


OJ990618_03.9B19.C11 




Gene No. 


74847 


Strand 


+ 




Start 


1 


End 


5471 


E3 


Name 


OJ990618 03.9B19.Cll.o4;np 


Method 


AAT/NAP 


.= & 


Start 


2624 


End 


5471 




GI 


6815052 


Score 


672 




Exons 


2624. .2776, 2858. .2933, 3216. 


.3333, 3631.. 3730, 4576.. 4668, 






5208. .5471 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


36374 


Seq. ID 


OJ990618J33. 9Bl9.CH 




Gene .No. - 


7484-8 


Strand 






Start 


370 


End 


1675 




Name 


OJ990618 03.9B19.Cll.ol.np 


Method 


AAT/NAP 




Start 


370 


End 


1675 




GI 


6815099 


Score 


96 




Exons 


370. .498, 1584. .1675 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


36374 


Seq. ID 


OJ990618_03.9B19.C11 




Gene No. 


74849 


Strand 






Start 


3893 


End 


4730 




Name 


OJ990618 03.9B19.Cll.ol.tc 


Method 


TBLASTX: Cress 



36034 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1185 

none 

1185. 

1263. 

1427. 

1433. 

1682. 

1949. 

1994. 

2090. 



.1235, 
,1376, 
,1654, 
,1588, 
,1867, 
.2230, 
.2401, 
,2485, 



1230. 
1275. 
1427. 
1433. 
1688. 
1988. 
2018. 
2135. 



.1373, 
.1376, 
.1630, 
.1567, 
.1876, 
.2485, 
.2473, 
.2383, 



1236. 
1278. 
1430. 
1554. 
1763. 
1991. 
2072. 
2137. 



End 

Score 
.1373, 
.1373, 
.1639, 
.1640, 
.1891, 
.2329, 
.2236, 
.2268, 



2485 
44 

1245. .1373, 
1411. .1587, 
1430. .1693, 
1682. .1876, 
1907. .1990, 
1991. .2473, 
2086. .2265, 
21'38. .2473, 



1254. 
1427. 
1430. 
1682. 
1916. 
1991. 
2090. 
2351. 



.1382, 
.1645, 
.1645, 
.1837, 
.1981, 
.2473, 
.2311, 
.2473 



36374 
74849 
3893 

OJ990618_03.9B19.Cll.ol.tm 

1278 

none 

1278. .1373, 1420. .1587, 1430, 
1988. .2287, 1994. .2404, 2003, 
2092. .2259 



Seq. ID OJ990618_03.9B19.C11 
Strand 

End 4730 

Method TBLASTX : Mai ze 

End 2485 

Score 69 

.1645, 1433. .1645, 1433. .1633, 
.2356, 2018.'. 2485, 2087. .2473, 



..S.eq,,„ No.,. - ^3,6374 . ~ 

Gene. No. \ ... _ 7.4 84.9 .. 

Start 3893 

Name ■• OJ990618_03 . 9B19 . Cll . ol . tw 

Start 1308 
GI none 
Exons 1308.. 1373, 

1886. .2239, 



1430.. 1639, 1463. 
2066. .2311,- 2138. 



Se.q .._I.Q._ QJ9.90.6 l^QJ? . .9B1.9....C1.L. 

.Strand . . 

End 4 7 30 

Method TBLASTX: Wheat 

End 2455 

Score 65 

.1645, 1739. .1831, 1823. .1891, 
.2383, 2204. .2455 



Seq. No. 36374 
Gene No. 74849 
Start 3893 

Name OJ990618_03 . 9B19 . Cll . ol . ts 

Start 1420 
GI none 

Exons 1420.. 1464, 1430.. 1645, 1430. 

1433. .1645, 1495. .1587, 1682. 
1928. .1981, 1988. .2494, 1988. 
1994. .2485, 2002. .2265, 2014. 
2164. .2271 



Seq. ID OJ990618_03. 9B19.C11 
Strand 

End 4730 

Method TBLASTX : Soybean 

End 24 94 

Score 130 

.1663, 1430. .1645, 1433. .1645, 
.1867, 1682. .1876, 1682. .1867, 
.2464, 1988. .2479, 1991. .2404, 
.2256, 2023.. 2184, 2129.. 2473, 



Seq. No. 36374 

Gene No. 74849 ■ • 

Start~ - 3893 " ... 

Name • OJ990618_03, 9BL9 . Gl>. o2 ..tm 

Start 1654 

GI none 

Exons 1654. .1884, 1655. .1891, 1898. 

Seq. No. 36374 

Gene No. 74849 

Start 3893 

Name OJ990618_03 . 9B19 . Cll . o2 . gs 

Start 3893 ' 

GI none 

Exons 3893.. 4065, 4616.. 4730 



Seq. ID '-OJ990618_03.9B19.Cir 
Strand 

4730 

TBLASTX: Maize,. 
1987 
201 



End 

Method 
End 
Score 
.1987 



Seq. ID OJ990618_03. 9B19.C11 
Strand 

End 4730' 

Method GENSCAN 

End 4730 

Score . 9 



36035 



Seq. No. 36374 

Gene No. 74850 

Start 4902 

Name OJ990618_03 . 9B19 . CI 1 . o2 . tw 

Start 4902 

GI none 

Exons 4902.. 522*8, 4926.. 5192 



Seq. ID OJ990618_03.9B19.C11 

Strand . 

End 5228 

Method TBLASTX : Wheat 

End 5228 

Score 178 



Seq. No. 36375 

Gene No. 74851 

Start 47 

Name OJ990618_03 . 9B19 . C12 . ol . gs 

Start 47 

GI none 

Exons 47.. 201 



Seq. ID OJ990618_03.9B19.C12 

Strand + 

End 201 

Method GENSCAN 

End 201 

Score .82 



Seq. No. 
Gene No. 
Start 
Name 
-St.ar.t. 
.GI, ...... 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36376 
74852 
103 

OJ990618_03. 9B19.C13.ol.np 

,10,3 ,. i.™ - 

6.6-91.20.6 . - ■ „ « 

103. .560 

(AC007508) .F1K23.11 [Arabidopsis thaliana] 



Seq. ID OJ990618_03.9B19.C13 
Strand 

End 560 
Method AAT/NAP 

...Encl .5J5XL- 

„.Score. ,.'..2QQ... „ - 



36376 
74852 
103 

OJ990618_03.9B19.C13.ol.gs 

119 

none 

119. .475 



Seq. ID OJ990618_03.9B19.C13 

Strand 

End 560 

Method GENSCAN 

End 475 

Score .64 



Seq. No. 36376 

Gene No. 74852 

Start 103 

Name OJ990618_03 . 9B19 . C13 . ol . tm 

Start 134 

GI none 

Exons 134.. 508, 180.. 353 



Seq. ID OJ990618_03.9B19.C13 

Strand 

End 560 

Method TBLASTX: Maize 

End 508 

Score 59 



Seq. No. 3637 6 • " 

Gene No. 74852 

Start . 103 

Name OJ99Q618_03.9R19.Cl3.ol.tc 

Start 143 

GI none 

Exons 143.. 325, 216.. 326, 320.. 508 

Seq. No. 36376 

Gene No. 74852 

Start 103 

Name OJ990618_03 . 9B19 . C13 . ol . ts 

Start ' 146 

GI none 

Exons 146.. 328, 183.. 329, 338.. 517 



Seq. ID OJ990618_03.9B19.C13 
Strand. 

End 560 . . 

Method TBLASTX: Cress 

End 508 

Score 68 



Seq. ID OJ990618_03.9B19.C13 
Strand 

End 560 

Method TBLASTX : Soybean 

End' 517 

Score 90 



36036 



Seq. No. 


36376 


Seq. ID 


OJ990618_03.9B19.C13 


Gene No. 


74852 


. Strand 




Start 


103 


•End 


560 


Name 


OJ990618 03.9B19.C13.ol.tw 


Method 


TBLASTX : Wheat 


Start 


146 


End 


511 


GI 


none 


Score 


47 


Exons 


146. .511, 179. .226, 204. .314, 306. .329, 


one c r\ q 


Seq. No. 


36377 


Seq. ID 


OJ990618_03.9B19.C14 


fifsnp No 

\J KZ> lit 1- ' V— ' • 


74853 


Strand 


+ 


Start 


1 


End 


442 


Name 


OJ990618 03.9B19.C14.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


442 


GI 


LIB34 32-059-P1-K1-D8 


Score 


692 


Exons 


1. .442 






GI Descrip. 


, 5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomj 




DNA, chromosome 6, clone : P0538C01 1 




Seq. No. 


36377 


Seq. ID 


OJ990618_03.9B19.C14 




74854 


Strand 


+ 


5 tact,. _ 




_ End , 


J3.584 „ 




"".a J 9 906 fcT 0*3 "SB19^. C 1 4, ^o2„. gp_ 


... _ Met hod 


AAT./GAE.... 


Start 


761 


End 


2974 


GI 


2573 1.R1084 


Score 


1392 


Exons 


761. .954, 1037. .1131, 1949. 


.2069, 2624 


.2974 


GI Descrip. 


'3212852 9.0e-53 (AC004005) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


36377 


Seq. ID 


OJ990618_03.9B19.C14 


Gene No. 


74854 


Strand 


+ 


Start 


761 


End 


3584 


Name 


OJ990618 03. 9B19.C14 .ol . tm 


Method 


TBLASTX: Maize 


Start 


770 


End 


909 


GI 


none 


Score 


119 


Exons 


770. .907, 783. .908, 784 . . 909, • 7 90 . . 909 




Seq. No. 


36377 


Seq. ID 


OJ990618_03.9B19.C14 


Gene No. 


74854 . 


Strand 


+ . 


Start 


7 61 


End 


3584 


Name 


OJ990618 03.9B19.C14.ol.gs 


Method 


GENSCAN 


Start 


784 


End 


3548 


GI ' . 


none 


Score 


.53 * 


Exons 


784. .954, 1037. .1131, 1949. 


.2069, 2960 


. .3189, 3234. .3548 


Seq. -No.. * 


36377- , . . , - 


Seq. ID 


OJ9.90618_03.9B.l9.C14 


Gene No. 


74854 


Strand 


+ 


Start 


761 


End 


3584 


Name 


OJ990618 03.9B19.C14.ol.np 


Method 


AAT/NAP 


Start 


784 


End 


2752 


GI 


3212852 


Score 


417 


Exons 


. 784 . .1131, 1949. .2069, 2624 


..2752- 




GI Descrip. 


(AC004005) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


36377 


Seq. ID 


OJ990618_03.9B19.C14 


Gene No. 


74854 


Strand 


+ 


Start 


761 


End 


3584 



36037 



Name OJ990618_03 . 9B19 . C14 . o2 . np Method 

Start 3223 End 

GI 5734634 Score 

Exons 3223. . 3584 

GI Descrip. (AP000391) Similar to putative lipase 



AAT/NAP 

3584 

159 

(AC006232) [Oryza sativa] 



Seq. No. 36378 

Gene No. 74855 

Start 1103 

Name OJ990618_03 . 9B19 . C15 . ol . gs 

Start 1103 

GI none 

Exons 1103.. 1159, 1476.. 1907 



Seq. ID OJ990618_03.9B19.C15 

Strand + ' 

End 1907 

Method GENSCAN 

End 1907 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



36378 Seq. ID OJ990618_03.9B19.C15 

74856 Strand 

1 End 1772 

OJ990618_03. 9B19.C15.ol.gp Method AAT/GAP 

1 End 1772 

22764_1.R1084 Score 703 

1..207, 1581.. 1772 

J^3UWJ5mbJ-.C^ : 

synthase, small, .subunit.. ..[.Nicotiana„ pXumbagi.nifjpllaJ. . 



Seq. No. 36378 

Gene No. 74 857 

Start 2343 

Name OJ990 618_03 . 9B19 . C15 . o2 . tm 

Start 1 

GI none 

Exons 1..30, 3.. 32, 129.. 209, 131. 
1579. .1704 



Seq. ID OJ990618_03.9B19.C15 
Strand 

End 6478 

Method TBLASTX : Maize 

End 1751 

Score 4 2 
.208, 136. .210, 1578. .1751, 



Seq. No. 36378 

Gene No. 74857 

Start 2343 

Name - OJ990618JD3 . 9B19 . C15 . ol 

Start 45 •* * 

GI none 

Exons 45.. 110, 46.. 102, 107.. 

1581. .1703, 1582. .1620, 

Seq. No. ' " 36378 

. Gene No. ' 7 4 857 

Start 2343 

Name . OJ990618_03 . 9B19. . C15 . o2 

Start 129 

GI none 

Exons 129.. 209, 131.. 208, 136 

Seq. No. 36378 

Gene No. 74857 

Start 2343 

Name OJ990618_03 . 9B19 . C15 . ol 

Start 2317 

GI none 

Exons 2317.. 2427, 2342.. 2428, 



Seq. ID OJ990618_03.9B19.C15 
Strand 

End 6478 

.tw Method TBLASTX : Wheat 

End 1704 

Score 52 
202, 129.. 209, 129. .209, 1579. .1617, 
1669. . 1704 

Seq. ID OJ990618_03.9B19.C15 
Strand 

End ' 6478 

. ts Method TBLASTX: Soybean 

End 1751 - • 

Score 98 
..210, 1578. .1751, 1579. .1704 

Seq. ID OJ990618_03.9B19.C15 
Strand 

End 6478 

.tm Method TBLASTX :.Maize 

End 6478 

Score 128 
2343. .2429, 2345. .2428, 2829. .2918, 



36038 






2839. 


.2919, 


2849. 


.2923, 


3231. 


.3365, 


3239. . 3388, 


3239. 


. 3391, 






. J l W 1 / 


344 3. 


. 3589, 


3452 . 


. 3541, 


3463. .3594, 


3468. 


.3614, 




- 3501. 


.3587, 


3658. 


.3765, 


3662. 


.3766, 


3663. .3767, 


3663. 


.3758,' 




4123. 


.4215, 


4128. 


. 4220, 


4148. 


.4222, 


4834 . . 4902, 


4835. 


.4897, 




4893. 


.4994, 


4893. 


.4997, 


4900. 


.4995, 


5077. .5181, 


5077. 


.5163, 




5078. 


.5164, 


5081. 


. 5164, 


5220. 


.5312, 


5234. .5332, 


5240. 


.5314, 




5240. 


.5314, 


5250. 


.5297, 


5266. 


.5331, 


5376. .5516, 


5397. 


.5516, 




5424. 


.5513, 


6356. 


. 6478, 


6360. 


.6476, 


6370. .6477 






Seq. No. 


36378 










Seq. 


ID OJ990618 


_03.9B19.C15 


Gene No. 


74857 










Strand 






Start 


2343 










End 


6478 






Name 


OJ990618 03. 


. 9B19. 


CIS.ol 


.np 


Method AAT/NAP 






Start 


2340 










End 


6478 






GI 


4887755 








Score 


1062 






Exons 


2340. 


.2426, 


2852. 


.2917, 


3233. 


.3385, 


3464 . . 3586, 


3693. 


.3767, 




4129. 


.4215, 


4842 . 


.4994, 


5071. 


.5163, 


5243. .5311, 


5427. 


.5510, 



6371. . 6478 

GI Descrip. (AC006533) putative acetolactate synthase [Arabidopsis thaliana] 





Seq. No. 


36378 










. Seq. ID'. .OJ990618 


. 03. 9B19..C15 




. ,_Ge ; n £.„ £!q.. _ __. 


. .7.4 8.5 7. 










_ Strand _f„:; : 


, ; — 




_S,t art ___* r ^ 


.2343 










._End_._ 64/7 8_ _ 




i. _a 


Name 


OJ990618 03. 


, 9B19. 


C15.o2 


.gs 


Method GENSCAN 






Start 


2343 










End 64 54 




T j" = 


GI 


none 










Score .84 




= : : 


Exons 


2343. 


.2426, 


2852. 


.2917, 


3233. 


.3385, 3464. .3586, 


3663. .3767, 






4129. 


.4215, 


4836. 


.4994, 


5243. 


.5311, 5427. .5510, 


6371. .6454 




Seq. No. 


36378 










Seq. ID OJ990618 


_03.9B19.C15 




Gene No. 


74857 










Strand 






Start 


2343 










End 6478 






Name 


OJ990618 03. 


.9B19. 


C15.ol 


. tc 


Method TBLASTX: 


Cress 




Start 


2346 










End 5513 






GI 


none 










Score 115 






Exons 


2346. 


.2429, 


235.0. 


.2427, 


2829. 


.2927, 2832. .2921, 


2849. .2923, 






3228. 


.3386, 


3239. 


.3388, 


3239. 


.3349, 3242. ,3400, 


3452. .3589, 






3464. 


.3589, 


3658. 


.3765, 


3663. 


, .3767, 4123. .4215, 


4879. .4995, 






4881. 


.4997, 


4884. 


.4997, 


5077. 


, .5181, 5077. .5163, 


5078. .517.6, 






5081. 


.5164, 


5234 . 


.5314, 


5240. 


. .5311, 5240. .5314, 


5409. .5474, 






5424 . 


.5513 














Seq. No. 


'36378 










Seq': ID - OJ990618 


_03""9Bl'9\Ci5 




Gene No. 


74857 










Strand 






Start " 


2343 










End • '64 7 8 






Name - . . 


. OJ990618 03, 


.9B19. 


C15.ol*ts-. 


Method . TBLASTX : 


Soybean 




Start 


2859 










End 64 78 






GI 


none 










Score 107 






Exons 


2859. 


.2945, 


3239. 


.3391, 


3452. 


, .3541, 3663. .3764, 


5077 . .5163, 






5081. 


.5164, 


5240. 


.5302, 


5397. 


. .5516, 6356. . 6478, 


6360. .6476 



Seq. No. 36378 Seq. ID 

Gene No. 74857 Strand 

Start 2343 End 

Name OJ990618_03 . 9B1 9 . C15 . o2 . gp Method 

Start 3859 " End 

GI 3760640 Score 



OJ990618__03.9B19.C15 

6478 
AAT/GAP 
3925 
88 



36039 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3859. .3925 

4176420/dbj IBAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



f ^,...£ejq, „Ro.. r „ - 

Gene No. 
U Start 
Cf! Name 
fjj Start 

?~_ Exons 

LLi 

%2 Seq. No. 

[U Gene No. 

- Start 

e=3 Name 

:1 Start 

H Exons 

%J GI Descrip. 

Seq. No. 
"~ Gene No. 
Start 
Name " 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



36378 
74857 
2343 

OJ990618_03.9B19.C15.o3.gp 

4856 

700146 



Seq. ID OJ990618_03.9B19.C15 
Strand 

End 6478 

Method AAT/GAP 

End 5477 

Score 611 



4856.-4994, 5080. .5163, 5243. .5311, 5427. .5477 

59317 61 /emb | CABS 6614 . 1 | 2.0e-36 (AJ234901) acetolactate synthase 
small subunit [Nicotiana plumbaginif olia] 



36379 
74858 
408 

OJ990618_03. 9B19.C16.ol.gs 

408 

none 



Seq. ID OJ990618__03.9B19.C16 

Strand + 

End 3696 

Method GENSCAN 

End 3696 

Score .44 



408. .524, 714. .759, 2729. .2894, 3104. .3231, 3496. .3696 



_Seq v LCU OJ99.0.6XQ.J)3^3BXB^S: Ll^ 
Strand ■+ 
End 1353 
Method GENSCAN 
End 909 
Score . 64 



„3.638CL ™— . 

74859 - 
1 

OJ990618_03. 9B19.C17.ol.gs 
1 

none 

1..234, 515. .589, 706. .909 

36380 
74859 
1 

OJ990618_03. 9B19.C17.ol.np 
1 

4887756 

1..234, 515. .589, 706. .782, 1165. .1353 

(AC006533) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990618_03.9B19.C17 

Strand + 

End 1353 

Method AAT/NAP 

End 1353 

Score 4 61 



36380 
74859 
1 

OJ990618J33 . 9B19 . C17 .ol . to 

3 * . ' 

none 

3. ...53,- 4. .180/ 132. .176 . . 

36380 
74859 
1 

OJ990618_03.9B19.C17.ol.ts- 
4 

none 

4. .198, -4. .198 

36380 
74859 



Seq. ID OJ990618_03.9B19.C17 

Strand + 

End 1353 

Method TBLASTX : Cress ' 

End 180 

Score 232 



Seq. ID OJ9906iL8_0'3,.9B19.C17 

Strand + 

End 1353 

Method TBLASTX : Soybean 

End 198 

Score 251 



Seq. ID OJ990618_03.9B19.C17 
Strand + 



36040 



Start 
Name 
StapJt 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

£xp.nS Vl __,„ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



OJ990618_03. 9B19.C17.ol.tm 
16 

none 

16. .240, 132. .233, 721. .786 

36381 
74860 
1 

OJ990618_03.9B19.C18.ol.np 
1 

4887756 



End 

Method 

End 

Score 



1353 

TBLASTX: Maize 

786 

18'7 



Seq. ID OJ990618_03.9B19.C18 

Strand + 

End 12129 

Method AAT/NAP ■ 

End 2944 

Score 604 



1..47, 331. .451, 672. .755, 846. .928, 1035. .1124, 1868. .1989, 
2140. .2301, 2812. .2944 

(AC006533) putative protein kinase [Arabidopsis thaliana] 



36381 
74860 
1 

OJ990618_03. 9B19.C18.o2 .tc 

328 . 



Seq. ID OJ990618_03.9B19.C18 

Strand + 

End 12129 

Method TBLASTX : Cress 

End '929 



„no.ne.„. 



Scp.re^ „1.8JL- „ 



32.8.. ..A4 A,~ .3.3.2,. .A5JU J3.a._..44J5,„6-ll ,.,..7.4 8 ,.. ..67.2,.. .752,... 
894. .929 ' ' ; ' 



36381 Seq. ID 

74860 Strand 

1 End 

OJ990618_03. 9B19.C18 .o2 ,ts Method 

331 End 

none Score 



OJ990618_03. 9B19.C18 
+ 

12129 

TBLASTX : Soybean 

2254 

181 



331. .441, 332. .451, 332. .451, 671. .748, 672. .752, 863. .901, 
864. .929, 1025. .1063, 1033. .1131, 1902. .1988, 2147. .2254, 
2176. .2247 



Seq. ID 
Strand 
End 

Method 
End 
Score 

451, 672. .751, 1035.. 1150, 1900. 

.;3137, .4941. .5058, 6124:. 6621, 6728. .7040, 7234 
.7681, 7751. .7843, 8689. .8815, 9501. .9565, 9660 



36381 
74860 
1 

OJ990618_03. 9B19.C18 .ol.gs 
425 
none 
425. 
3031.. 
7572. 
11200 



OJ990618__03.9B19.C18 
+ 

12129 
GENSCAN : 
12126 
.77 

1985, 2177. .2301, 

7479, 
9831, 



112 67', 11364. .11511, 12067. .1212 6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1151, 1039.. 1155, 1898. .2011, 
1900. .1983, 1901. .1984, 1902. .2000, 2150. .2302, 2174. .2311, 
2176. .2319, 2812. .2946, 2813. .2944, 2813. .2962, 2817. .2954, 
3065. .3097 



36381 
74860 
1 ... 

OJ990618_03. 9B19.C18 .o4 . tm 

894 

none 

894.. 923, 1036.. 1155, 1038 



OJ990618_03.9B19.C18 
+ 

12129 

TBLASTX: Maize 
3097 
48 



36041 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36381 
74860 
1 

OJ990618_03.9B19.C18.o3.tm 

6000 

none 

6000. .6074, 
6015. .6257, 



6010.. 6237, 6013. 
6114. . 6260 



Seq. ID OJ990618_03.9B19.C18 

Strand + 

End 12129 

Method TBLASTX: Maize 

End 6260 

Score 215 

.6225, 6014.. 6253, 6014.. 6256, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 
GI Descrip. 



Seq. No. 

..Gejne,_.fcJg.._.. 

Name 

Start 

GI 

Exons 



36381 
74860 
1 

OJ990618_03. 9B19.C18 .o2.np 
6245 
2190544 

6245.. 6621, 6728.. 7040, 7333, 
8689.. 8815, 9501.. 9566 

(AC001229) Similar to Saccharomyces hypothetical protein P9642.2 
(gb|U40828). [Arabidopsis thaliana] 



OJ990618_03. 9B19.C18 
+ 

12129 
AAT/NAP 
9566 . 
1251 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7479, 7572. .7660, 7751. .7843, 



'36381 

.748.6.0. . 

"Vj996Vl8_03r9B'l*9 . C18 . ol . tm 
6433 
none 



Seq. ID OJ990618_03.9B19.C1E 

strand,... . + . 

„ End„ _ 1 2 1 2 9_ w _ , 

Method TBLASTX : Maize 

End 7008 

Score 208 



6433. .6621, 6441. .6479, 6448. .6621, 6449. .6628, 6720. .6947, 
6725.. 7006, 6726.. 7007, 6730. .6996, 6767.. 7006, 6835.. 7008 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

•Exons 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 



36381 
74860 
1 

OJ990618_03. 9B19.C18.ol.tc 

6905 

none 

6905. .7042, 6906. .7040, 7330. 

36381 
74860 
1 

OJ990618_03. 9B19.C18.ol . ts 

7326 

none 

7326. .7478, 7330. .7482, 7566. 
7746.. 7832, 7749.. 7838' 

36381 
74860 
1 

OJ990618_03. 9B19.C18.o2. tm 

7330 

none 

7330.. 7482, 7330.. 7479, 7332. 
7567. .7671, 7571. .7660, 7642. 
7761. .7844, 8669. .8818, 8689. 
9499.-9564, 9500. .9565, 9500, 
9658. .9831 



"OJ990618_03.9B19.C18 
+ 

12129 

TBLASTX: Cress 

7407 

211 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7407 

Seq. ID- 
Strand 
End 

Method 
End 
Score 

.7661, 7566., 7661, 7574.. 7675, 



OJ990618_03.9B19.C18 
+ 

12129 

TBLASTX: Soybean 
7838 

213 ' 



Seq. ID OJ990618_03.9B19.C18 

Strand + 

End 12129 

Method TBLASTX: Maize 

End 9831 

Score 240 

.7481, 7566. .7670, 7566. .7655, 
.7665, 7758.-7844, 7760.. 7861, 
.8832, 9498.-9542, 9498.. 9563', 
.9565, 9651. .9758, 9658. .9831, 



36042 



Seq. Na. 36381 Seq. ID OJ990618_03.9B19.C18 

Gene No. 74860 Strand + 

Start 1 End 12129 

Name OJ990618J33 . 9B19 . C18 . ol . gp Method AAT/GAP 

Start 7746 End 9683 

GI . 702180 Score 552 

Exons 7746.. 7843, 8689.. 8815, 9501.. 9565, 9660.. 9683 

GI Descrip. 2190544 1.0e-32 (AC001229) Similar to Saccharomyces hypothetical 
protein P9642.2 (gb_U40828). [Arabidopsis thaliana] 

Seq. No. 36381 Seq. ID OJ990618_03.9B19.C18 

Gene No. 74860 Strand + 

Start , 1 ' End 12129 

Name OJ990618_03 . 9B19 . C18 . o3 . ts Method TBLASTX : Soybean 

Start 8670 End 9832 

GI none Score 78 

Exons 8670. .8813, 8686. .8817, 8690. .8818, 9498..9S42, 9500. .9565, 

9505. .9573, 9651 .. 974 3, 9658 .. 9795, 9751. .9831, 9757. .9831, 
9758.. 9832 

.Seq..;. N.Q 3.635 1 ..." S.e,q .....ID. . OJ9^0,6ia_0.3 t? ..9Bia.,ai Q_ _ 

Gen.e„N.a._ ,~ .7.4.860 . . , . ... . St r,an?L....± ^«*-> 

Start 1 End 12129 

Name OJ990618_03 . 9B19 . C18 . o3 . np Method AAT/NAP 

Start 9670 End 12129 

GI 2190543 Score 313 

Exons 9670. .9744, 10815 11059, 11177 .. 11247 , 11364 .. 11511 , 

12067. .12129 

GI Descrip. (AC001229) EST gb|N37484 comes from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


36381 


Seq. ID 


OJ990618_ 


_03.9B19.C18 


Gene No. 


74860 


Strand 


+ 




Start 


1 


End 


12129 




Name 


OJ990618 03.9B19.C18.o2.gp 


Method 


AAT/GAP 




Start 


10855 


End 


11524 




GI 


9702 1.R1084 • 


Score 


566 




Exons 


10855. .11027, 11200. .11247, 


11364.-. 11524 




GI Descrip. 


'2190543 1.0e-12 (AC001229) 


EST gb N37484 comes 


from this gene 




[Arabidopsis thaliana] 1 








Seq. No. 


36382 


Seq.' ID 


OJ990618_ 


_03". 9B19.C19 


Gene No. 


74861 


Strand 


+ 




Start 


131 


End • 


216 




Name 


.OJ990618 03.9B19.C19.ol.gs . 


Method 


GENSCAN 




Start 


131 


End 


216 




GI 


none 


Score 


1 ' 




Exons 


131. .216 ' 








Seq. No. 


36382 


Seq. ID 


OJ990618_ 


_03.9B19.C19 


Gene No. 


74862 ' 


Strand 






Start 


194 


End 


412 




Name 


OJ990618 03.9B19.C19.ol.gp ' 


Method 


AAT/GAP 




Start 


' 194 


End 


412 




GI 


1398 1.R1084 


Score 


358 




Exons 


194. .412 









36043 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 2190544 1.0e-32 (AC001229) Similar to Saccharomyces 
hypothetical protein P9642. 2 (gb_U40828) . [Arabidopsis 
thaliana] 1 



36383 ^ Seq. ID 

74863 Strand 

191 End 

OJ990408_08 . 9B12 . C3 . ol . gs Method 

191 End 

none Score 

191. .426, 438. .507 



OJ990408_08.9B12.C3 
507 

GENSCAN 

507 

.4 



Seq. No. 36384 Seq. ID 

Gene No. 74864 Strand 

Start 213 End 

Name OJ990408_08 . 9B12 .C5.ol.gs Method 

Start 213 End 

GI none Score 

Exons 213 . . 251 



OJ990408JD8. 9B12.C5 
251 

GENSCAN 

251 

.51 



Seq. No. . 36385 Seq. .ID 

...Gene No._.. v 7486.5 _ .. . ,_.Stran_d ... 

..Start.. .302 , ......... End:.. 

Name OJ99040'8_08 . 9B12 . C6 . ol . gs Method 

Start 302 End 

GI none Score 

Exons 302.. 377 



OJ990408_08. 9B12.C6 

GENSCAN 

377 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36385 Seq. ID OJ9904 08_08 . 9B12 . C6 

74866 Strand 

309 End 636 

OJ9904 08_08 . 9B12 . C6 . ol . gp Method AAT/GAP 

309 End 636 

uC-osflcypl62h03al Score 614 

309. .636 

1 4 176420/dbj | BAA371 67 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



36386 Seq. ID 

74867 Strand 

204 End 

OJ9904 08_08\ 9B12 ,C7 . ol .gs Method 
204 ' End 

none Score 
204. .321 



OJ990408_08 . 9B12.C7 
+ 

321 

GENSCAN 

321 

.49 



Seq. No. 36387 Seq. ID 

Gene No. 74868 Strand 

Start 1 End 

Name OJ990408_08 . 9B12 . C8 . ol . np Method 

Start 1 End 

GI 6630699 . Score 
Exons 1..85, 547.. 641 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I'dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ990408_08 . 9B12.C8 
+ 

641 

AAT/NAP 

641 

87 



36044 



Seq. No. 


36388 


Gene No. 


74869 


Start 


1 


Name 


OJ990408 


Start 


1 


GI 


4206309 


Exons 


1. .468 


GI Descrip. 


(AF04911 


Q&n Nn 


36388 


Gene No. 


74869 


Start 


1 


Name 


OJ990408 


Start 


80 


GI 


none 


Exons 


80. . 375 


Qctri No 


36388 


Gene No. 


74869 


Start 


1 


Name 


OJ990408 


Start . . ... 


...12.Z 


GI-. . . . 


...none,... 


Exons 


127. .468 


Con No 


JUJUU 


Gene No. 


74869 ' 


Start 


1 


Name 


OJ990408 


Start 


208 


GI 


none 


Exons 


208. .417 


Qart No 


J U %J (J u 


Gene No. 


74869 


Start 


1 


Name 


OJ990408 


Start 


211 


GI- 


' none 


Exons 


211. .468 


o fci . LN \j . 


_? O _> O _7 


Gene No. 


74870 


Start 


1112 • 


Name 


OJ990408 


Start " 


1112 


GI 


none 


Exons 


1112. .15 


Seq. No. 


- 

36390 


Gene No. 


74871 


Start 


1 


Name 


OJ990408 


Start 


1 


GI 


4378066 


Exons 


1. .652, 


GI Descrip. 


(AF09880 



,391 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

„EnoU. 
...S.core 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

. 9B12 . C9 . ol . tw Method 

End 
Score 

211. .468, 215. .292, 320. .466, 367. .468 

Seq. ID 
Strand 
End 

. 9B12 . C10 . ol . gs Method 
• * End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990408_08. 9B12.C9 
468 

AAT/NAP 

468 

438 



OJ990408_08. 9B12.C9 
468 

GENSCAN 
375 
. 68 



OJ990408_08. 9B12.C9 
468 

TBLASTX: Soybean 

.4M. ... 

.1.92._. „ 



OJ990408_08. 9B12.C9 
"468 

TBLASTX : Maize 

417 

92 



OJ990408_08. 9B12.C9 
468 

TBLASTX: Wheat 

468 

39 



OJ990408_08. 9B12.C10 

+ - ■ 

1547 ■ 

GENSCAN . ' 

1547 

1 



OJ9904 08_08.9B12.C12 
+ 

790 

AAT/NAP 
7 90 
303 



36045- 



Seq. No. 


36390 


Gene No. 


74871 


Start 


1 


Name 


OJ990408_08 


Start 


59 


GI 


none 


Exons 


59. .334, 61 


Seq. No. 


36390 


Gene No. 


74871 


Start 


1 


Name 


OJ990408 08 


Start 


86 


GI 


none 


Exons 


86. .748 


Seq. No. 


36390 


Gene No. 


74871 




1 • * 


. Name..'.... -~ - 


._JDJ.9.9Q4Q8...0B 


Start 


98 


GI ' 


none 


Exons 


98. .421 


Seq. No. 


36391 


Gene No. 


74872 


Start 


1 


Name 


OJ990408 08 


Start 


1 


GI 


2832245 


Exons 


1 . . 436 


GI Descrip. 


(AF031569) 


Seq. No. 


36392 


Gene No. 


74873 


Start 


1 


Name 


OJ990408 08 


Start 


1 


GI 


283004 


Exons 


1..158, 360 


■GI Descrip. 


DNA-binding 




gt-2* [Oryza 


Seq. No. 


36392 


Gene No. 


74873 


Start 


1 


Name 


OJ990408 08 


Start 


5 


GI 


none 


Exons 


5. .130, 24. 


Seq. No. 


36392 


Gene No. 


74873 


Start 


1 



gil 4 680208 | gb | AAD27571 . 1 |AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 

Seq. ID OJ990408_08.9B12.C12 

Strand + 

End 7 90 

il2.C12.ol.tm Method TBLASTX : Mai ze 

End 334 

Score 248 



165 



Seq. ID OJ990408_08.9B12.C12 

Strand + 

End 7 90 

Method GENSCAN 

End 748 

Score .83 



Seq.- ID OJ990408_08.9B12.C12 
Strand + 

.En.oU 2SQ. _ . ; ^ „ 

. Method ... . J?BLASTX; Wheats 



End 
Score 



421 
192 



Seq. ID OJ990408_08.9B12.C13 
Strand 

End 436 

Method AAT/NAP 

End 436 

Score 165 



Seq. ID OJ990408_08.9B12.C14 
Strand 

End 420 . 

' Method ■ AAT/NAP 
End 420 
Score 207 

rice gi| 20249 |emb|CAA48328 j (X68261) 



Seq. ID OJ990408_08.9B12.C14 
Strand 

End 420 

Method TBLASTX : Soybean 

End 159 

Score 8 6 



Seq. ID OJ990408_08.9B12.C14 
Strand 

End 420 



36046 



Name 

Start 

GI 

Exons 



OJ9904 08_08 . 9B12 . C14 . ol . gs Method GENSCAN 

18 End 156 

none Score 1 
18. .156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36392 
74873 . 
1 

OJ990408JD8 . 9B12 vG14 . ol . tc 
21 

none 



Seq. ID OJ990408_08.9B12.C14 

-Strand 

End 420 

Method TBLASTX : Cress 

End 162 

Score 131 



21. .158, 25. .162, 51. .152, 67. .141 



Seq. No. 36392 

Gene No. 74873 

Start 1 

Name OJ9904 08_08 . 9B12 . C14 . ol . tm 

Start 24 

GI none 

Exons 24.. 161, 26.. 157 

.Seq. ( „No. . . .,...,3.639.3 ,' 

.Gene.Jio..™ . .. ..7 4.87,4 ^ _ . 

Start 1097 

Name OJ990408_08 . 9B12 . C15 . ol . gs 

Start 1097 

GI none 

Exons 1097.. 1141, 1226.. 1452 



Seq. ID OJ990408_08.9B12.C14 

Strand 

End 420 

Method TBLASTX : Mai ze 

End 161 

Score 197 



.Ssq.. „ J .D„ QJ.9.9.0 4 0A_.Q 8. ,.9B 1 2-,„C1.5 

Strand r^. ^ 

End 1452 
Method GENSCAN 
End 1452 
Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.- 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



36394 
74875 
1 

OJ990408_08. 9B12 . C16 . o2 . np 
1 

6721547 

1..51, 3006. .3098, 4088. .4179 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990408_08.9B12.C16 
Strand 

4842 
AAT/NAP 
4179 
104 



End 

Method 

End 

Score 



36394 
74875 
1 

OJ990408_08. 9B12 . CI 6 . ol . gs 

27" 

none 



Seq. ID OJ990408_08.9B12.C16 
Strand 

End 4842 

Method GENSCAN 

End 4 200 

Score .4 



27. .61, 2169. .2230, .2579.-2653, 2778. .3154, 4095. .4200 



Seq. - No. 
Gene No. 
■Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



36394 
74875 
1 

OJ990408_08. 9B12.C16.ol .np 

1176 

1091678 



Seq. ID OJ990408_08.9B12.C16 
Strand 

End 4842 

Method AAT/NAP. 

End 4842 

Score 152 



1176. .1261,. 2319. .2603, 2912. .3037, 4776. .4842 
activator-like transposable element [Pennisetum glaucum] 



36394 
74875 



Seq. ID OJ990408_08.9B12.C16 
Strand 



36047 






Start 


1 




End 


4842 






Name 


OJ990408 08. 9B12.C16.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


2169 




End 


2523 






GI 


none 




Score 


186 






Exons 


2169. .2222, 2323. .2523, 


2327 


. . 2521 








Seq. No. 


36394 




Seq. ID 


OJ990408 08.9B12 


-C16 




Gene No. 


74875 




Strand 








Start 


1 




End 


4842 






Name 


OJ990408 08. 9B12.C16.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


2338 




End 


2551 






GI 


none 




Score 


142 






Exons 


2338 . .2541, 2339. .2551 












Seq. No. 


36395 




Seq. ID 


OJ990408_08. 9B12 


-C17 




Gene No. 


74876 




Strand 


+ 






Start 


1381 




End 


1708 






Name 


OJ990408 08.9B12.C17.ol 


• gp 


Method 


AAT/GAP 






Start 


1381 




End - 


1708 






GI 


uC-osflcyp!62h03al 




Score 


531 






Exons 


1381. .1708 












GI_De.s.crip.._ 


4.17 6,4207xibjJ BAA37 X33J . .: 


2..J0.e- 


11... (ABO 0.8 097 ) . cy.tOchrpme,„PA5.0_. .„ 


Jfjjj 


.^^.^ ^. 


... JAr.abjLdops i.s_ thai i.aina..] \ 












Seq. No. 


36395 




Seq. ID 


OJ990408_08.9B12 


-C17 




Gene No. 


74877 




Strand 








Start 


2159 




End 


2590 




1=1 


Name 


OJ990408 08.9B12.C17.ol 


.np 


Method 


AAT/NAP 




i J 


Start 


2159 




End 


2590 ■ ■ 






GI 


4773907 




Score 


132 






Exons 


2159. .2590 










i y 
~ 


GI Descrip. 


(AF074 021) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


36395 




Seq. ID 


OJ990408_08. 9B12 


.C17 




Gene No . 


74877 




Strand 






I.* 


Start 


2159 




End 


2590 




• == 


Name 


OJ990408 -08.9B12.C17.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


2258 




End 


2546 






GI 


none 




Score 


99 






Exons 


2258. .2326, 2259. .2330, 


2259 


..2405, 2350.. 2451, 2456.. 2521, 






2457 . . 2546 












Seq. No. 


36396 




Seq. ID 


OJ990408_O8. 9B12 


.C18 




Gene No. 


74878 




Strand 


+ 






Start 


38 9 * ■ . 




' End 


927 






Name 


■OJ990408 08; 9B12 .C18 . ol 


.gs 


Method . 


- GENSCAN ' 






Start . 


389 




• End 


927 






GI 


none 




Score 


.57 ■ 






Exons 


389. .564, 597. .640, 782 


. .927 










Seq. No. 


36396 




Seq. ID 


OJ990408_08.9B12 


.C18 




Gene No. 


74879 




Strand 








Start 


1128 




End 


5598 






Name 


OJ990408 08.9B12.C18.ol 


.np 


Method 


AAT/NAP 






Start 


1128 




End 


3424 






GI 


3834307 




Score 


372 






Exons 


1128. .1318, 1412. .1623, 


2241 


..2396, 3115. .3424 





36048 



GI Descrip. (AC005679) Strong similarity to gene T10I14.120 gi 1 2832679 

putative" protein from Arabidopsis thaliana BAC gb | AL0217.12 . - 

■* .■ ' -EST.s ;-'gb.| : "N 65887 and gb.l N65 627 • come. •-. from, this gene. [Arabidopsis 

.thaliana]'-' .'**■'.* 



beg. no. 


jojyb 








Seq. ID 


OJ990408 


08 . 9B12 . C18 


Gene No . 


*7 A Q H Q 

/ 4 o / y 








Strand 






otart 


1 1 O D 








End 


5598 




Name 


uj y yu 4 Do Uo . 


QD1 O 


Llo . Ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1 1 C A 
I l34 








End 


1626 


GI 


none 








Score 


105 




Exons 


1154. .1318, 


1156. 


.1317, 


1385. 


1615, 1438. .1509, 


1513. .1626 


Seq. No. 


J b jy d 








Seq. ID 


OJ990408 


08 . 9B12 . C18 


Gene No . 


"7 A o t n 

/ 4 o / y 








Strand 






Start 


1 1 o o 








End 


5598 




Name 


uj y yu4 Uo Uo . 


An T o 

yBi^ . 


Clo . Ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1 1 bZ 








End 


2345 




C T 


none 








Score 


106 




Exons 


1162. . 1269, 


1163. 


.1276, 


1235. 


1318, 1237. .1317, 


1264. .1320, 




1394.. 1624, 


1394 . 


.1624, 


1408. 


1626, 1411. .1626, 


2241. .2345, 




„ 22.4 ( 2...-...2.34:3„_ 














Seq. No. 


36396 








Seq. " ID 


OJ990408 


_08.9B12.C18 


Gene No. 


74879 








Strand 






Start 


1128 








End 


5598 




Name 


OJ990408 08. 


9B12. 


C18.o2 


.gs 


Method 


GENSCAN 




Start 


3070 








End 


5598 




GI 


none 








Score 


.43 




Exons 


3070. .3535, 


3929. 


.4009, 


4545. . 


4843, 5506. .5598 





Seq. No. 36397 Seq. ID 

Gene No. 74880 Strand 

Start 996 End 

Name OJ9904 08_08 . 9B12 . CI 9 . ol . gs Method 

Start 996 End 

GI . none Score 

Exons 996.. 1080, 1401. -.1579 



OJ990408_08.9B12.C19 
+ 

1579 
GENSCAN 
1579 
.66 



Seq. No. 36397 

Gene No. 74881 

Start 3199 

Name " OJ990408_08 .'9B12 : C19 . oil np . 

Start 3199 

GI' * '5295967 " . 

Exons ■• 3199. .3373-, 3421. .3447, 40-24. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4172, 



OJ990408_ 
+ 

6533 
AAT/NAP 
6533 
41 

6482., 6533 



08. 9B12.C19 



(AB026295) Similar to Lycopersicon esculentum pT53 mRNA for 
wound-repressed gene, partial cds.(X59883) [Oryza sativa] 



Seq. No. 36397 Seq. ID 

Gene No. 74882 Strand 

Start 2191 End 

Name OJ990408_08 . 9B12 . C19 . ol . gp Method" 

Start 2191 End 

GI none Score 

Exons 2191.. 2933 



OJ9904 08_08 . 9B12 .CI 9 

3537 
AAT/GAP 
2933 
1451 



36049 




C 1 n VT ^ 

beq. iNo . 






Seq. ID 


/"\ Tnnn >i no ao An 1 o 

OJ990408 08.9B12 


. ciy 


Gene No. 


74882 




Strand 






vstart* .• 


2191 




,End 


.3537 - 




Name 


ujyyu^uo uo . ybiz . gi y . 01 


.np 


Method 


AAT/NAP 




btart 


Z /Zl 




End • 


3468 




GI 


dUUdod / 




Score 


331 




Exons 


OIOI O Q*5 /I THRO Tyi CO 

Z /Zl . . Zy J4 , JUoz . . J4bo 










GI Descrip. 


^Ati4o/ju; nomeouomain 


leucine zipper 


protein [Oryza sativa] 


Seq. No. 


36397 




Seq. ID 


OJ990408_08 . 9B12 


.C19 


Gene No. 


74882 




Strand 






b tar l 


01 Q1 




End 


3537 




Name 


ujyyu4uo uo . ytsiz . Giy . 01 


. tw 


Method 


TBLASTX: Wheat 




btart 


ju 4 y 




End 


3325 




GI 


none 




Score 


125 




Exons 


304 9. .3324, 3107. .3325 










Seq. No. 


36397 




Seq. ID 


OJ990408_08 . 9B12 


. C19 


Gene No. 


74882 




Strand 






otart 


9 1 Q 1 

ziyi 




End 


3537 




Name 


a Toon ^ no no o.t> 1 o o 1 n ^ i 

ojyyo4Uo Uo.9Biz.ciy.oi 


. ts 


Method 


TBLASTX : Soybean 






_„AQAS , 




, .End : . 


3325 






.. none ............. ...... 




. .Scare. . „ 


.2.56............. . . ..... . 




Exons 


oU4y..oJz4, judu. . Jozo 










Seq. No. 


36397 




Seq. ID 


OJ990408_08.9B12 


.C19 


Gene No. 


74882 




Strand 








ziyi 




End 


3537 




Name 


0Jy9U4(jy oh . 9Biz.ci9.oi 


. tm 


Method 


TBLASTX: Maize 




start 


Ju4y 




End 


3325 




GI 


none 




Score 


262 




Exons 


oU4y..ooZ4, oUbZ..ooZo 










Seq. No. 


36397 




Seq. ID 


OJ990408_08.9B12 


.C19 


Gene No. 


74882 




Strand 






otart 


ziyi 




End 


3537 




Name 


OJyyu4Uo Ub.9Biz.ciy.oi 


. tc 


Method 


TBLASTX: Cress . 




otart 


q n A Q 




End 


3318 




GI . . 


none 




Score 


67 




Exons 


Q A / n QOTC "31 "21 "3 a An 

JU4y..oZ/D, JIJ/..0ZU0, 


3265. 


.3318, 3272. .3310 




Seq. No. 


"2 /C "3 m 

JoJy / 




Seq. ID 


OJ990408_08. 9B12 


C19 


uene lno . 


74882 ■ 




Strand 






Start ■ ' 


-2191 




End 


- 3537 




Name 


OJ990408 08. 9B12.C19.o2 


• gp 


Method 


AAT/GAP 




C J. » v 4- 

btart 


3138 . 




'End - 


3537-- 




GI 


25184 1.R1084 




Score 


751 




Exons 


3138. .3537 










Gi uescrip. 


'5006857/gb|AAD3769?.l|AF145730 1 1 . Oe 


-19 (AF145730) homeodoma 




leucine zipper protein 


[Oryza 


sativa] ' 






Seq. No. 


36398 




Seq. ID 


OJ990408_08.9B12 


C20 


Gene No. 


74883 




Strand 






Start 


688 




End 


755 




Name 


OJ990408 08.9B12.C20.ol 


.gs 


Method 


GENSCAN 




Start 


688 




End 


755 




GI 


none 




Score 


.62 





36050 




Exons 688.. 755 



Seq'. No. 


36399 








Seq. ID* 


OJ990408 


_08 . 9B12 .C21 


Gene No. 


74884 








Strand 


+ 




Start 


274 








End 


1974 




Name 


OJ990408 08 


. 9B12 


.C21.ol 


.gs 


Method 


GENSCAN 




Start 


274 








End 


1974 




GI 


none 








Score 


. 5 




Exons 


274. .461, 1016.. 


1152, 1176.. 


1306, 1837 


. .1974 




Seq. No. 


36399 








Seq. ID 


OJ990408 


_08.9B12.C21 


Gene No. 


74885 








Strand 






Start 


2351 








End 


3476 




Name 


OJ990408 08 


. 9B12 


.C21.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1775 








End 


2536 




GI 


none 








Score 


202 




Exons 


1775. .1933, 


1775 


. .1933, 


1777 


. .1935, 1777. .1935, 


2488 . .2535, 




2489. .2536 














Seq. No. 


36399 








Seq. ID 


OJ990408 


08 . 9B12 .C21 


Gene No. 


74885 








Strand 






.S-ta,rJ; - 


„.23.5.1.„ 








_-JEDd 


_3,4 7„6 _ , 




Name.. . 


, OJ99Q4.0.8.-0.8..3B12 


.C2J. ,d2. 


. OS - 

' rJ ^ 


„_.Me.thodL. . 


,.gens.canL 




Start 


2351 








End 


'3315 ■ 




GI 


none 








Score 


.7 




Exons 


2351. .2425, 


2491 


. .3315 










Seq. No. 


36399 








Seq. ID 


OJ990408 


_08.9B12.C21 


Gene No. 


74885 








Strand 






Start 


2351 








End 


3476 




Name 


OJ990408 08 


.9B12 


.C21 .ol , 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2569 








End 


3109 




GI 


none 








Score 


70 




Exons 


2569. .2643, 


2570 


. .2644, 


2645 


..2743, 2647. .2808, 


2664 . . 2759, 




2830. .3003, 


2831 


. .2908, 


2839 


..2910, 2945. .3004, 


3034 . . 3108, 




3059. .3109 














Seq. No. 


36399 








Seq. ID 


OJ990408 


_08.9B12.C21 


Gene No. 


74885 • 








Strand 






Start 


2351 








End 


3476 




Name 


OJ990408 08 


. 9B12 


.C21 .ol . 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


2587 








End 


2999 




GI 


none 








Score 


239 - 




Exons 


2587. .2952, 


2588 


. .2743, 


2592 


..2939, 2593. .2949, 


2941 . .2997, 




2955. .2999, 


'2956 


..2997 










Seq. No. 


36399* 








Seq. ID 


OJ990408 


08 . 9B12 .C21 


Gene No. 


74885 








Strand 






Start 


2351 








End 


3476 




Name 


OJ990408 08, 


. 9B12 


.C21.ol. 


■ gp 


Method 


AAT/GAP 




Start 


2922 








End 


3272 




GI 


3107825 








Score 


675 




Exons 


2922. .3272 














Seq. No. 


36399 








Seq. ID 


OJ990408 


_08.9B12.C21 


Gene No. 


74885 








Strand 






Start 


2351 








End 


3476 





36051 



Name 
Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990408_08 . 9B12 . C21 . ol . tc Method TBLASTX : Cress 
2947 End 3456 

none Score 4 6 

2947.. 3204, 295.1.. 3004, 3034.. 3141, 3062.. 3166, 3121 . '. 324 3,- 
3176. .3247, 3176. .3247, 3235. .3276, 3316. .3456, 3317. .3448 



36399 
74885 
2351 

OJ9904 08_08. 9B12 . C21 . o2 . tm 

3109 

none 



Seq. ID OJ990408_08.9B12.C21 
Strand 

End 3476 

Method TBLASTX : Mai ze 

End 3458 

Score 157 



3109. .3270, 3109. .3276, 3113. .3274, 3281. .3442, 3283. .3456, 
3285..3443, 3293. .3448, 3294. .3458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exc-ns_ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36399 
74885 
2351 

OJ9904 08_08 . 9B12 . C21 . ol . tw 

3148. 

none 



Seq. ID OJ990408_08.9B12.C21 
Strand 

End 3476 

Method TBLASTX : Wheat 

End 3476 

Score 146 



3M&^3Z7J ,3,1 4 9.,., .327^ 315 3^3.2 8 4,.J3.2 6^..__._34_4a,- -a2_76.._ v 34_7_6., 
32 8X, ...3A4.2.,,/ 32 8.3- ......3-4 5 6,. ■ , • _ ._, 



36399 
74885 
2351 

OJ990408_08.9B12.C21.o2.ts 

3319 
none 

3319. .3444, 3320. .3448 



Seq. ID OJ990408_08.9B12.C21 
Strand 

End 3476 

Method TBLASTX: Soybean 

End 3448 

Score 136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl' 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



36400 
74886 
1 

OJ990408_08. 9B12 . C22 . ol . np 
1 

3080398 



Seq. ID OJ990408_08.9B12.C22 
Strand 

5589 
AAT/NAP 
3890 
75 



End 

Method 
End . 
Score 

1...113,. 362. .469, 576. .613, 712. .802, 1915. .2067, 3865. .3890 
(AL022603) putative protein [Arabidopsis thaliana] 



36400 
74886 
1 

• OJ990408_08.9B12.C22. ol: tm 

57 . • - ■ . * 
none 



Seq. ID OJ990408_08.9B12.C22 

Strand' - 

End 5589 

Method ' * TBLASTX': Maize ■ 

End 2026 

Score 93 



57. .158, 58. .156, 323. .481, 327. .482, 574. .606, 575. .619, 
704. .802, 705. .803, 707. .805, 1855. .2025, 1913. .2026 



Seq. No. 36400 

Gene No. 74 88 6 

Start 1 

Name OJ9904 08_08 . 9B12 . C22 . ol . ts 

Start 57 

GI none 
Exons 



Seq. ID OJ990408_08.9B12.C22 
Strand 

End 5589 

Method TBLASTX -.Soybean 

End 2011 

Score 142 



57. .158, 282. .470, 323. .481, 341. .502, 346. .501, 572. .619, 



36052 



574. .612, 704. .802, 705. .803, 1901. .2011, 1912. .2010 



Seq. No. ■ 36400 

Gene No. 74886 

Start l" 

Name OJ9904 08_08 . 9B12 . C22 . ol . gs 

Start 323 

GI none 
Exons 



Seq. ID OJ990408_08.9B12.C22 
Strand 

End 5589 

Method GEN SCAN 

End 5589 

Score .42 



323. .469, 1915. .2271, 2369. .2782, 4208. .4504, 4554. .4774, 
4884. .4981, 5277. .5371, 5469. .5589 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

,(lene.„Np_,- 

....Start, 

Name 

Start 

GI 

Exons 



36400 
74886 
1 

OJ990408_08 . 9B12 . C22 . o2 . tm 

2105 

none 



Seq. ID OJ990408_08.9B12.C22 
Strand 

End 5589 

Method TBLASTX : Mai ze 

End 2473 

Score 35 



2105. .2128, 2105. .2143, 2123. .2272, 2131. .2271, 2360. .2473, 
2366..24S8, 2367. .2459 



36400 

;_i4£JB6./__™.. 

. .. 

OJ9904 08 jD8 . 9B12 . C22 . o3 /tm 

2572 

none 



Se'q. ID OJ990408_08.9B12.C22 

,SJ;rand._ r -.„_ 

„\End . .55,8.9. 

Method TBLASTX: Maize 
End 2849 ' 

Score 67 



2572. .2658, 2573. .2653, 2595. .2678, 2610. .2678, 2643. .2849, 
2670. .2837 



Seq. No. 36401 

Gene No. 74887 

Start 1441 

Name OJ9904 08JD8 . 9B12 . C23 . ol . gs 

Start 1441 

GI none 

Exons 1441.. 1591 



Seq. ID OJ990408_08.9B12.C23 

Strand + 

End 1591 

Method GENSCAN 

End 1591 

Score .49 



Seq. No. 36402 
Gene No. . • 74888 

Start 340 

Name OJ990408_08 . 9B12 . C25 . ol . gs 

Start 340 

GI none 

Exons * 34 0.. 4 67 



Seq. ID OJ990408_08.9B12.C25 

Strand + 

End 4 67 

Method GENSCAN 

End 467 

Score .89 



Seq. No.- 36402 ■* - 
Gene No. 74889 
Start 1591 

Name OJ990408_08 . 9B12 . C25 . ol . np 

Start 1591 
GI 6630699 
Exons . 1591. .1872, 2693. .2771 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566 . il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID :OJ990408_08 / 9B12.C25 

Strand + 

End 2771 . 

Method AAT/NAP 

End 2771 

Score 90 



Seq. No. 



36402 



Seq. ID OJ990408 08.9B12.C25 



36053 



Gene No. 74890 Strand + 

Start 2899 End 3332 

Name OJ990408_08 . 9B12 . C25 . o2 . np Method AAT/NAP 

Start 2899 End 3332 

GI 6539570 Score 133 

Exons 2899.. 3117, 3281.. 3332 

GI Descrip. (AP000836) ■ hypothetical protein [Oryza sativa] 



Seq. No. 36402 

Gene No. 74891 

Start 6736 

Name OJ990408_08 . 9B12 .C25 . o3 

Start 6736 

GI none 

Exons 6736.. 6802, 8434.. 8493, 
10748. .11014, 11101. .11 



Seq. ID OJ990408_08.9B12.C25 

Strand + 

End 12582 
.gs Method GENSCAN 

End 12582 

Score .88 
84 99. .8 609, 9226. .9777, 9888. .1054 9, 
997, 12187.. 12582 



Seq. No. 36402 Seq. ID OJ990408_08.9B12.C25 

Gene No. 74892 Strand 

Start 979 End 1699 

Name OJ990408_08 . 9B12 . C25 . o2 . gs Method GENSCAN 

._StarJ; 979 : t ._,_ . . .End... ..„.._„ 16.9.9.. _.„«.L__«- 

^G.I..,..,. none. . ... Scorj=L , 

Exons "• 979. . 1120/ 1563. ..1699 

Seq. No. 36402 Seq. ID OJ9904 08_08.9B12.C25 

Gene No. 74893 Strand 

Start 12730 End 13148 

Name OJ990408_08 . 9B12 .C25 . o4 . gs Method GENSCAN 

Start 12730 End 13148 

GI none Score . 92 

Exons 12730. .12845, 12883 .. 12996, 13034.. 13148 



Seq. No. 36403 Seq. ID OJ9904 08_08.9B12.C26 

Gene No. 74894 Strand 

Start 470 End 1726 

Name OJ990408_08 . 9B12 .C26. ol . gs ' Method GENSCAN 

Start 470 End 1615 

GI . .none Score .58 

Exons 470. . 1615 



Seq. No. 36403 Seq. ID OJ9904 08_08.9B12.C26 

Gene No. 74894 ' Strand 

Start 470 End 1726 

Name OJ99Q408_08.9B12.C26:ol.np Method AAT/NAP* . ' 

Start ' -473 ; - End 1726 . 

GI "4378066 ' Score 971 

Exons 473. . 1726 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 i gb | AAD27571 . 1 1 AF114 171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. No. 36403 Seq. ID OJ9904 08_08.9B12.C26 

Gene No. 74894 Strand 

Start 470 End 1726 

Name OJ990408_08 . 9B12 . C26 . o2 . tw Method TBLASTX : Wheat 

Start 482 End 1081 



36054 



GI 

Exons 



none Score 52 

'482. .610, 788. .871, 803. .934, 804. .935, 962. .1081, 987. .1043, 
995. .1081 



Seq. No. 36403 

Gene No. 74894 

Start 470 

Name . 0 J990 4 0 8_0 8 . 9B12 . C2 6 . o3 . tm 

Start 800 

GI none - Score 

Exons 800.. 1036, 828.. 1019, 929.. 1030 



Seq. ID OJ990408_08.9B12.C26 
Strand 

End 1726 
Method TBLASTX : Mai ze 
End 1036 
130 



Seq. No. 36403 

Gene No. 74894 

Start 470 

Name OJ990408_08 . 9B12 . C26 . ol . ts 

Start 1052 

GI none 

Exons 1052.. 1276, 1277.. 1399 



Seq. ID OJ990408_08.9B12.C26 
Strand 

End 1726 

Method TBLASTX : Soybean 

End 1399 

Score 64 



Seq. No. 

...Gene. .No 
...Start 

Name 

Start 

GI 

Exons 



36403 

.7.^8 94 „. . 

..4 7o.._. 

OJ9904 08_08 . 9B12 . C26 . o2 . tm 

1052 

none 



Seq. ID OJ990408_08.9B12.C26' 

Str_and_ ; „ 

-End .. „. 172.6_.__; ... . 

Method TBLASTX: Maize 
End 1237 
Score 56 



1052. .1219, 1070. .1237, 1077. .1235 



Seq. No. 36403 

Gene No. 74894 

Start 470 

Name OJ990408_08 . 9B12 . C2 6 . ol . tw 

Start 1199 

GI none 

Exons 1199.. 1588, 1278.. 1391 



Seq. ID OJ990408_08.9B12.-C26 
Strand 

End 1726 

Method TBLASTX : Wheat 

End 1588 

Score 53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



36403 
'74894 
470 

OJ990408_08. 9B12 . C26 . ol . tm 

1238 

none 



36404 

74895 * • 

1' 

OJ990408_08 . 9B12 . C27 . ol . np 
1 

4206306 
1. .1923 

(AF049110) prpol [Zea mays] 

36404 
74895 
1 

OJ990408 08.9B12.C27.ol.ts 



Seq. ID .OJ990408_08.9B12.C26 
Strand 

End 1726 

Method TBLASTX: Maize 

End 1696 

Score 51 



1238.. 1696, 1239.. 1301, 1350. .1598 



Seq. ID OJ990408_08.9B12.C27 

Strand . - ' ' 

End 1923 

Method AAT/NAP 

End 1923 



Score 



1576 



Seq. ID OJ990408_08.9B12.C27 
Strand 

End 1923 

Method TBLASTX : Soybean 



36055 




Start 


33 




End 


461 




GI 


none 




Score 


83 




Exons 


33. . 461, 337.. .456 










Seq. No. 


36404 




Seq. ID 


OJ990408_08. 9B12. 


C27 


Gene No. 


74895 




Strand 






Start 


1 




End 


1923 




Name 


OJ9904 08_08. 9B12.C27 . o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


117 




End 


329 




GI 


none 




Score 


39 




Exons 


117. .329, 121. .198, 226 


. . 324 








Seq. No. 


36404 




Seq. ID 


OJ990408_08 . 9B12. 


C27 


Gene No. 


74895 




Strand 






Start 


1 




End 


1923 




Name 


OJ9904 08_08 . 9B12 .C27 ,o2 


. tm 


Method 


TBLASTX: Maize 




Start 


213 




End 


596 




GI 


none 




Score 


62 




Exons 


213. .596, 222. .329, 226 


. . 555 








Seq. No. 


36404 




Seq. ID 


OJ990408 08.9B12. 


C27 


.Gejrie'JijJo... 


.... 7. 4 8 9.5. 




Strand.. 






Start. . 


. .1 . .... - ... • , 


■ - - 


End,.... .... 


1923.. ..... . . 




Name 


OJ9904 08_08 . 9B12.C27 . ol 


. tw 


Method' 


TBLASTX: Wheat 




Start 


336 




End 


755 




GI 


none 




Score 


126 




Exons 


336. .755, 352. .489, 580 


. . 753 








Seq. No. 


36404 




Seq. ID 


OJ990408 08.9B12. 


C27 


Gene No. 


74895 




Strand 






Start 


1 




End 


1923 




Name 


OJ9904 08_08 . 9B12 .C27 ,ol 


. tm 


Method 


TBLASTX: Maize 




Start 


624 




End 


973 




GI 


none 




Score 


186 




Exons 


624. .926, 624. .908, 625 


. . 972, 


701 . . 973 






Seq. No. 


36404 




Seq. ID 


OJ990408 08.9B12. 


C27 


Gene No. 


74895 




Strand 






Start 


1 




End 


1923 




Name 


OJ990408 08 . 9B12 . C27 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


756 




End 


1089 




GI 


none 




Score 


204 




Exons 


756. '1085, 757. .1089,* 7 


30 .'.866 






Seq. No. 


36404 ' • " ' 




Seq. ID 


OJ990408 08 ; 9B12 . 


C27 


Gene Nov 


74895 


• 


Strand 






Start 


1 




End 


1923 




Name 


OJ990408_08. 9B12.C27 .o3 


. tw 


Method 


TBLASTX: Wheat . 




Start 


1314 




End 


1652 




GI 


none 




Score 


51 




Exons 


1314. .1535, 1323. .1424, 


1542. . 


1652 






Seq. No,, 


36405 




Seq. ID 


OJ990408J)8. 9B12. 


C28 


Gene No. 


74896 




Strand 






Start 


402 




End 


1410 




Name 


OJ990408 08. 9B12.C28.ol 


.gs 


Method 


GENSCAN 




Start 


402 




End 


1410 





36056 



GI 

Exons 



none 

402. .808, 1279. .1410 



Score 



.56 



Seq. No. 36406 Seq. ID 

Gene No. 74897 Strand 

Start 350 End 

Name OJ990408_08 . 9B12 . C29 . ol . gs Method 

Start 350 ' End 

GI none Score 

Exons 350. .397, 688. .928, 1467. .1486 



OJ990408_08.9B12.C29 

1486 
GEN SCAN 
1486 
.5 



Seq. No. 36407 

Gene No. 74898 

Start 910 

Name OJ990408_08 . 9B12 . C30 . ol . np 

Start 859 

GI 283004 

Exons 859.. 1259, 2154.. 3714, 3827 

GI Descrip. DNA-binding protein Gt-2 - 
gt-2 [Oryza sativa] 



Seq. ID OJ990408_08.9B12.C30 

Strand + 

End 9728 

Method AAT/NAP 

End 4081 

Score 3753 
. .4081 

rice gi |20249| emb|CAA48328 | (X68261) 



^eq..,._No. . .. 36407. - ./. ... 

Gene No._ „. 1.7A8 98_... ...... . V. ■. ~. - 

Start * 910 * " * 

Name OJ9904 08_08 . 9B12 . C30 . ol . gs 

Start 910 

GI none 

Exons 910.. 1259, 2154.. 3714, 3764. 

7867. .8007, 9521. .9728 



..Seq., J D. , . . 0 J 9 9.0.4 Q 8 __.0 .SL- T 9 B 3. ,2. ,Xl3£t ~. 

.1 , S.trand. . ..+ ' ...... _ _ . .... 

End 9728 

Method GENSCAN 

End 9728 

Score .82 
.4036, 4126. .4257, 6600. .6652, 



Seq. No. 36407 
Gene No. 74899 
Start 10954 

Name OJ990408_08 . 9B12 . C30 . ol 

Start 1150 
GI none 

Exons 1150.. 1260, 1150.. 1257, 

2±52..2301, 2158.. 2259, 
3306.. 3389 

Seq. No. 36407 
Gene No. . 74899 . 

Start' 10954 

Name OJ990408_08.9B12-.C30.ol 

'Start ' 1150 . * *' 

GI none ■ - 

Exons 1150.. 1257, 2158.. 2*265, 

Seq. No. 36407 
Gene No. 74899 
Start 10954 

Name OJ9904 08_08 . 9B12 . C30 . ol 

Start 1150 
GI none 

Exons 1150.. 1257, 2132.. 2242, 

3250.. 3336, 3291.. 3500, 
3652. .3714, 3667. .3717, 



Seq. ID OJ990408_08.9B12.C30 
Strand 

End 11679 
.tc Method TBLASTX : Cress 

End 34 98 

Score 166 
1152. .1271, 2142. .2282, 2148. ..2297, 
3223.. 3441, 3223 ? .'3498, 3294.'. 3476, 



Seq. ID OJ990408_08.9B12.C30 
Strand 

End 11679 

.ts Method TBLASTX : Soybean 

■ End . 3498 / 

Score . 107 ■ 
3223. .3498, 3294. .3497 

Seq. ID OJ990408_08.9B12.C30 
Strand 

End 11679 
•tm Method TBLASTX : Maize 

End 4118 

Score 102 
2148. .2261/ -2158. .2265, 3223. .3501, 
3454. .3546, 3484. .3543, 3642. .3686, 
3686. .3718, 3823. .3867, 3824. .3874, 



36057 






3824 . . 3880, 


3949 


. . 3993, 


3950. 


.3979, 3951. .4022, 


3952 . . 4023, 




4006. . 4116, 


4035 


. .4091, 


4057 . 


.4095, 4059. .4118 




Seq. No. 


36407 








Seq. ID 


OJ990408 


_08.9B12.C30 


Gene No. 


74899 








Strand 






Start 


10954 








End 


11679 




Name 


OJ990408 08 


. 9B12 


.C30.o2 


.gs 


Method 


GENSCAN 




Start 


10954 








End 


11679 




GI 


none 








Score 


.74 




Exons 


10954. .11065, 11582. .11679 








Seq. No. 


36408 








Seq. ID 


OJ990408 


_08 . 9B12 .C31 


Gene No. 


74900 








Strand 


+ 




Start 


7399 








End 


8590 




Name 


OJ990408 08 


. 9B12 


C31.o3 


gs 


Method 


GENSCAN 




Start 


7399 








End 


8590 




GI 


none 








Score 


.88 




Exons 


7399. .7795, 


7903 


.7991, 


8030. 


.8590 






Seq. No. 


36408 








Seq. ID 


OJ990408 


_08 . 9B12 .C31 


Gene No. 


74900 








Strand 


+ 




.„Start._ 


. . 7399 ; .. 








. End 


..853.CL-™ 


^ ... r .„^„ , 


.Najne 


i)J 9.9 6.4.0.8 ..0.8 


. 9B1Z 


!c3lV.oi' 


np ... 


Method . 


.. „AAT/,NAP_ 


.,. . . .... 


Start 


7420 








End 


8572 




GI 


4538968 








Score 


4 98 




Exons 


7420. .7466, 


7537 


.7795, 


7900. 


.8572 






GI Descrip. 


(AL049488) 


putative protein kinase [Arabidopsis 


thaliana] 


Seq.* No. 


36408 








Seq. ID 


OJ990408 


08. 9B12.C31 


Gene No. 


74901 








Strand 






Start 


9801 








End 


11243 




Name 


OJ990408 08 


. 9B12 


C31.o3 


tm 


Method 


TBLASTX: 


Maize 


Start 


3020 








End 


3568 




GI 


none 








Score 


73 




Exons 


3020. .3067, 


3068 


.3193, 


3296. 


.3568, 3423.. 3551 




Seq. No. 


36408 








Seq. ID 


OJ990408 


08.9B12.C31 


Gene No . 


74901 








Strand 






Start 


9801 








End 


11243 




Name 


OJ990408 08 


. 9B12 


C31.o3 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3134 








End 


3484 




GI 


none 








Score 


55 




Exons 


■3134 . . 3169,. 


3293 


.3484/ 


3397. 


.3459" 






Seq. No. 


36408 








Seq. ID 


OJ990408 


_08.9B12.C31 


*Gene No.-. 


7*4901 








Strand 






Start 


9801 








End 


11243 




Name 


OJ990408 08 


.9B12. 


C31.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


7407 








End 


7946 




GI 


none 








Score 


141 




Exons 


7407. .7457, 


7549. 


.7665, 


7555. 


.7656, 7660. .7794, 


7674 . .7766, 




7753. .7788, 


7810. 


.7944, 


7878. 


.7946, 7902. .7946 




Seq. No. 


36408 








Seq. ID 


OJ990408 


_08.9B12 ; >C31 


Gene No. 


74901 








Strand 






Start 


9801 








End 


11243 




Name 


OJ990408 08 


.9B12.C31.ol. 


tm 


Method 


TBLASTX: 


Maize 



.36058 



Start 7590 End 7958 

GI none Score 308 

Exons 7590.. 7766, 7591.-7794, 7753.. 7800, 7902.. 7958, 7902.. 7958 



Seq. No. 


36408 






Gene No. 


74901 






Start 


9801 






Name 


OJ990408 08 


. 9B12 


.C31 .ol 


Start 


7609 






GI 


none 






Exons 


7609. .7791, 


7914 


. .7958, 


Seq. No. 


36408 






Gene No. 


74901 






Start 


9801 






Name 


OJ990408 08 


-9B12 


.C31.ol 


Start 


7669 






GI 


none 






Exons 


7669. .7785, 


8017 


. .8322, 



Seq. ID OJ990408_08.9B12.C31 
Strand 

End 11243 

■tc Method TBLASTX: Cress 

End 8530 

Score 111 
8018. .8155, 8180. .8326, 8348. .8530 

Seq. ID OJ990408_08.9B12.C31 
Strand 

End 11243 

.ts Method TBLASTX : Soybean 

End 8326 

Score 65 
8018. .8326 



Seq. No. 
.Gene. ,. No . 
.Starts... 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36408 

.7 4 901 _ . .„ 

.9801 . ......... . - 

OJ990408_08. 9B12.C31 .o2.tw 

7999 

none 



Seq. ID. OJ990408_08.9B12.C31 

Strand, . . ... _ 

End! 
Method 
End 
Score 



„112.4 3 

TBLASTX: Wheat 

8226 

72 



7999. .8061, 8000. .8158, 8021. .8158, 8179. .8226 



36408 Seq. ID 

74901 Strand 

9801 End 
OJ990408_08 . 9B12 . C31 . o2 . tm Method 

8110 End 

none Score 

8110. .8376, 8116. .8283, 8117. .8374 



OJ990408_08.9B12.C31 
11243 

TBLASTX: Maize 

8376 

111 



Seq.. No. 


36408 


Seq. ID 


OJ990408_08 


9B12.C31 


Gene No. 


74901 


Strand 






Start 


9801 


End 


11243 




Name 


OJ990408 08.9B12.C31.o4 . gs 


Method 


GENSCAN 




Start 


9801 


End 


11243 




GI 


none 


Score 


..41 




Exons 


9801. .9856/ 11072-. .112 4 3 * ' 








Seq. No. 


36409 


Seq. ID 


OJ990408._08. 


9B12.C35 


Gene No. 


74902. " 


Strand 






Start 


1 


End 


693 




Name 


OJ990408 08.9B12.C35.ol.np 


Method 


AAT/NAP 




Start 


1 


End .. 


693 




GI 


4973431 


Score . 


74 




Exons 


1..26, S39..639, 669. .693 








GI Descrip. 


(AF148877) putative aldehyde 


dehydrogenase OS-ALDH 


[Oryza sativa 




subsp. indica] 








Seq. No. 


36409 


Seq. ID 


OJ990408_08. 


9B12.C35 


Gene No. 


74902 


Strand 






Start 


1 


End 


693 





36059 



Name OJ990408__08 . 9B12 . C35 . ol . gs Method GENSCAN 

Start 541 End 637 

GI none Score . 95 

Exons 541.. 637 



Seq. ID OJ990408_08.9B12.C36 

Strand + 

End 3026 

Method GENSCAN 

End 302 6 

Score .5 

346. .531, 582. .722, 939. .991, 1495. .1988, 2035. .3026 



Seq. No. 36410 

Gene No. 74903 

Start 346 

Name OJ9904 08_08 . 9B12 . C36 . ol . gs 

Start 34 6 

GI none 
Exons 



Seq. No. 


36410 




Seq. ID 


OJ990408_08 


. 9B12..C36 


Gene No. 


74904 




Strand 


~ 




Start 


124 




End 


1232 




Name 


OJ990408 08.9B12.C36.ol 


.np 


Method 


AAT/NAP 




Start 


124 




End 


1232 




GI 


6815053 




Score 


617 




Exons 


124. .361, 410. .585, 108 


6. .1232 






GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq No. 


. 36.411 "JI. Si ~ " , . 




Seq. JD 


bj9.90408_08- 


."aBi2.'.xi3j/r". .. 


Gene No. 


74905 




' : Strand 


'+ 




Start 


136 




End 


517 . 




Name 


OJ990408 08.9B12.C37.ol 


.gp 


Method 


AAT/GAP 




Start 


136 




End 


517 




GI 


5002855 




Score 


708 




Exons 


136. .517 










Seq. No. 


36411 




Seq. ID 


OJ990408_08 


.9B12.C37 


Gene No. 


74906 




Strand 


+ 




Start 


1119 




End 


1224 




Name 


OJ990408 08.9B12.C37.o2 


.gp 


Method 


AAT/GAP 




Start 


1119 




End 


1224 




GI 


LIB3477-003-P1-K1-E9 




Score 


117 




Exons 


1119. .1224 










GI Descrip. 


1 24 9858 6/sp |Q4 0638 IMP01 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) 


>gi_ 


_1173557 (U31771). Ory s 


1 [Oryza 



sativa] ' 



Seq. No. . 


36411 


Seq. ID 


OJ990408_ 


_08.9B12.C37 


Gene No. 


74907 - ...... 


" Strand 


+ . ' . 




Start 


1423 


End 


67 7 2. 




Name 


OJ990408 08 . 9B12 . C37 . ol . gs 


Method " 


GENSCAN 




Start k 


1423 


End V 


6772 




GI 


none 


Score 


.53 




Exons ' 


1423. .1522, 2088. .2216, 3325 


.3371, 3970.. 4103, 


6253. .6772 


Seq. No. 


36411 


Seq. ID 


OJ990408_ 


_08.9B12.C37 


Gene No. 


74907 


Strand 


+ 




Start 


1423 


End 


6772 




Name 


OJ990408 08 . 9B12 . C37 . o3 . gp 


Method 


AAT/GAP 




Start ■ 


2106 


End 


2799 




GI 


83032 1.R1084* 


Score 


1020 




Exons 


2106. .2799 








GI Descrip.. 


• 6041757/gb IAC011806. 1 IAC011? 


S06 O.Oe+OC 


Genomic 


Sequence For 



36060 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

.GI_Pejsc.r..ip; ? 



36411 Seq. ID 

74907 Strand 
1423 End 
OJ990408_08 . 9B12 . C37 . o4 . gp Method 
5000 End 
LIB34 34-053-P1-K1-H7 Score 
5000. .5178 

' 6041757/gb|AC0118O6. 1 IAC011806 2.0e-12 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990408_08.9B12.C37 
+ 

6772 
AAT/GAP 
5178 
276 



36411 Seq. ID 

74907 Strand 

1423 End 
OJ990408_08 . 9B12 . C37 . o5 . gp Method 

6294 End 

2569_2.R1084 Score 
6294. .6614 

.genomic sequence, ,complete_ sequence!-. , .^^^.^ 



OJ990408_08.9B12.C37 
+ 

6772 
AAT/GAP 
6614 
440 . 



Seq. No. 


36411 






Seq. ID 


OJ990408_08.9B12 


.C37 


Gene No. 


74908 






Strand 


+ 




Start 


11680 






End 


15680 




Name 


OJ990408 08 


.9B12.C37.o2. 


np 


Method 


AAT/NAP 




Start 


11680 






End 


15680 




GI 


2262105 






Score 


2028 




Exons 


11680. .11716, 12145. .124 


195, 


12592. .127 64, 13868. .13965, 






14053. .1418 


7, 14320. .144 


191, 


14573. .14712, 14770. .15680 




GI Descrip. 


(AC002343) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


36411 






Seq. ID 


OJ990408_08. 9B12 


.C37 


Gene No. 


74909 






Strand 






Start 


4890 






End 


10049 




Name 


OJ990408'08 


.9B12.C37.ol. 


np 


Method 


AAT/NAP 




Start 


4890 






End 


8323 




GI 


6522545 






Score 


237 




Exons 


4890. .4963, 


6805. .7026, 


8168 


..8323 






GI Descrip. 


(AL132955). 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


36411 ' 






■ Seq. ID 


OJ990408_08.9B12 


.C37 


Gene No. . 


74909 ' ■ 






.Strand 






Start : 


4890' 






. End - . 


10049 




Name 


OJ990408 08 


.9B12.C37.o2. 


gs 


Method 


GEN SCAN 




Start 


7720 






End 


10049 




GI 


none 






Score 


.41 




Exons 


7720. .8040, 


8058. .8257, 


9896 


. .10049 






Seq. No. 


36411 






Seq. ID 


OJ990408_08.9B12 


.C37 


Gene No. 


74910 






Strand 






Start 


19843 






End 


20555 




Name 


OJ990408 08 


.9B12!c37.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


6699 






End 


7011 




GI 


none 






Score 


141 





36061 



R von <5 


6699.. 6761, 6808.. 6948, 6809.. 6952, 6938.. 7000, 


6939. .7 




fiQS? 70.1 1 

U?j£. i . lull 










Seq. No. 


36411 




Seq. ID 


OJ990408 


JD8.9B12 


Gene No. 


74910 




Strand 






u Lai l 


19843 




End 


20555 




Name 


OJ990408 08.9B12.C37. 


o4 . ts 


Method 


TBLASTX : 


ooyoean 


OLdX L 


6731 




End 


7009 




none 




Score 


72 




XT' vnn q 


6731. .6796, 6744. .6797, 6805. .7005, 6815. .7009 




Seq. No. 


36411 




Seq. ID 


OJ990408 


_08.9B12 


Gene No. 


74910 




Strand 








19843 




End 


20555 




Name 


OJ990408 08.9B12.C37. 


o2.tc 


Method 


TBLASTX: 


Cress 


Start 


6808 




End 


7008 






none 




Score 


186 




Exons 


6808. .7008, 6824. .6994 








Seq. No. 


36411 




Seq. ID 


OJ990408 


_08.9B12 


Gene No. 


74910 




Strand 






^ t" ^ T-f- 


1 9.84.3, 






J2J15.5S , , 




^Naitie, - 


GJ19 9.0.4 0 8. J)& .J9BX 2, C3X. 


o3...±.cu. 


Method..., 


, T BL AS IX .: jCXes sl. , « . 


Cf ar f 


12227 




End " 


12478 






none 




Score 


258 




T* 1 V /"\ T"l C 


12227. .12478, 12234.. 


12476 








Seq. No. 


36411 




Seq. ID 


OJ990408 


Uo . yBiz 


Gene No. 


74910 




Strand 






O Lai L. 


i qon 




End 


20555 




Name 


OJ990408 08.9B12.C37. 


o4 . tm 


Method 


TBLASTX: 


Maize 


C -t- y-f- 

OLdi L 


12227 




End 


12769 




\J J. 


none 




Score 


288 






12227. .12496, 12234.. 


12497, 


12636. .12767, 12638 


. . 12769 


Seq. No. 


36411 




Seq. ID 


OJ990408 


__08.9B12 


Gene No. 


74910 




Strand 






OLal I 


19843 




End 


20555 




Name 


■ OJ990408 08.9B12.C37. 


o3 . ts 


Method 


. TBLASTX: 


Soybean 


C 4- q -r -j- 

o Let I. L 


12227 




End 


12776 




± 


none 




Score 


282 




£j AUl lo 


12227. .12496, 12234. . 


12497, 


12575. . 12772, 12609 


. . 12776 


Cp/f Kin 


36411 




Seq. ID 


OJ990408 


_08. 9B12 




74910 




■ Strand 






OldX L 


19843 




End 


20555 • . 




Name 


OJ990408 08.9B12.C37. 


ol ..tm 


Method 


TBLASTX: 


Maize 


Start 


13865 




End 


15188 




GI 


none 




Score 


174 




Ej .A. v_J i lo 


13865. .13969, 13870.. 


13965, 


13870. .13974, 14051 


. . 14179, 




14052. .14186, 14053.. 


14187, 


14055. . 14186, 14285 


. .14500, 




14290. .14514, 14291.. 


14506, 


14571. . 14684, 14572 


. .14685, 




14572. .14685, 14573.. 


14686, 


14762. .15187, 14766 


. .15188, 




14766. ,15185, 14819.. 


15187 








Seq. No. 


36411 




Seq. ID 


OJ990408 


_08.9B12 


Gene No. 


74910 




Strand 







36062 



Start 


19843 






End 20555 




Name 


OJ990408 08.9B12.C37. 


o2. ts 


Method TBLASTX : Soybean 




Start 


13876 






. End 1467? 




GI 


none 






Score * 148 




Exons 


13876 


..13974, 13877., 


13966, 


13880. .13975, 13882. .13977, 






14050 


..14175, 14051., 


14179, 


14 05 4.. 14 17 9, 14 091.. 14180, 






14291 


..14491, 14301., 


14471, 


14302. .14484, 14309. .14506, 






14313 


..14498, 14571., 


14621, 


14 57 2. . 14 67 6, 14 57 3.. 14 67 7 




Seq. No. 


36411 






Seq. ID OJ990408_08 . 9B12 


.C37 


Gene No. 


74910 






Strand 




Start 


19843 






End 20555 




Name 


OJ990408 08.9B12.C37. 


p4 . tc 


Method TBLASTX : Cress 




Start 


14306 






End 14855 




GI 


none 






Score 196 




Exons 


14306 


..14506, 14308.. 


14493, 


14576 . . 14641, 14587 . . 14 652 , 






14799 


. .14855 








Seq. No. 


36411 






Seq. ID OJ990408_08 . 9B12 


.C37 


Gene No. 


74910 






Strand 




Start 


19843 






End 20555 






^^s^aj^s^izj^j^q^xm.^ 






St.axt-_ 


.__U7-8.4 




------ 


End,, ;..^:.^;1 5,67 


~- 


GI 


none 






Score . 278 




Exons ,\ 


14784 


.15056, 14817.. 


15026, 


14 822. .15064, 15027. .15215, 






15056 


.15244, 15056.. 


15247, 


15096. .15281, 15276." . 15413, 






15281 


.15418, 15419.. 


15670, 


15426. . 15677, 154 31. . 1567 9 




Seq. No. 


36411 






Seq. ID OJ990408J38 . 9B12 


.C37 


Gene No. 


74910 






Strand 




Start 


19843 






End 20555 




Name 


OJ990408 08.9B12.C37. 


ol.tc 


Method TBLASTX : Cress 




Start 


14891 






End 15671 




GI 


none 






Score 503 




Exons 


14891. 


.15379, 14892.. 


15377, 


15193. . 15384, 15369 .. 15671 , 






15371. 


. 15664 








Seq. No. 


36411 






Seq. ID OJ990408 08.9B12 


.C37 


Gene No. 


74910 






Strand 




Start 


19843 






End 20555 




Name 


OJ990408 08.9B12.C37. 


o2.tm 


Method TBLASTX : Mai ze 




Start' 


15189 






End . 15688 




GI * " 


* none 






. Score " '797 ■ 




Exons , - 


' 15189. 


.15686, 15190.. 


15687, 


15191. . 15688, ■ 15191; .1567 6 




Seq. No. 


36411 






Seq. ID OJ990408 08.9B12 


.C37 


Gene No. 


* 74910 






Strand 




Start 


19843 






End 20555 




Name 


OJ990408 08.9B12.C37. 


ol . tw 


' Method TBLASTX: Wheat 




Start 


15297 






End 15712 






none 






Score 424 




Exons 


15297. 


.15677, 15302.. 


15679, 


154 87. .15702, 154 94. .15712 




Seq. No. 


36411 






Seq. ID OJ990408 08.9B12 


.C37 


Gene No; 


74910 






Strand 




Start 


19843 






End 20555 




Name 


OJ990408_08 . 9B12 . C37 . 


o3 . np 


' Method AAT/NAP 





36063 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19575 End 20555 

1091678 Score 239 

19575. .19713, 19837 .. 20555 . 

activator-like transposable element [Pennisetum glaucum] 



36411 
74910 
19843 

OJ990408_08 . 9B12 . C37 . o4 . gs 

19843 

none 

19843. .20475 



Seq. ID OJ990408_08.9B12.C37 
Strand 

End 20555 

Method GEN SCAN 

End 20475 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

G.ene.. Nq... 
Start 
"Name 
Start 
GI 

Exons 



36411 
74910 
19843 

OJ990408_08 . 9B12 . C37 . o5 . ts 

19868 

none 

19868. .20053, 19870. .20124 

"19843 - 

OJ9904 08_08. 9B12 . C37 . o3 . tm 

19870 

none 



Seq. ID OJ990408_08.9B12.C37 
Strand 

End 20555 

Method TBLASTX : Soybean 

End 20124 

Score 100 



^Str,and,_,- _ _ ; ,„.„,_ 
End '20555' 
Method TBLASTX : Mai ze 
End 20202 
Score ' 177 



19870. .20076, 1987 1 20056, 20095.. 20202 



Seq. No. 36412 

Gene No. 74911 

Start 1 

Name OJ9904 08_08 . 9B12 . C38 . ol . np 

Start 1 

GI 5732064 

Exons 1..930, 1228.. 1380 

GI -Descrip. (AF147263) contains similarity to transposases [Arabidopsis 
thaliana] 



Seq. ID OJ990408_08.9B12.C38 
Strand 

End 1380 

Method AAT/NAP 

End 1380 

Score 503 



Seq. No. 36412^ 

Gene No. 74911 

Start .1 

Name . OJ9904 08_08 . 9B12 . C38 . ol . gs ' 

Start 66 

GI * none 

Exons 66. . 1119 



Seq. ID OJ990408_08.9B12.C38 
Strand 

End 1380 
Method * GENSCAN ■ 
End- 1119 
Score ■ .81 



Seq. No. 36412 

Gene No. 74911 

Start 1 

Name OJ990408_08.9B12.C38.ol.tw 

Start 169 

GI- none 

Exons 169.. 426, 170.. 244, 337.. 426 



Seq. ID OJ990408_08.9B12.C38 
Strand 

End 1380 

Method TBLASTX: Wheat 

End 426 

Score 42 



Seq. No. 
Gene No. 



36412 
74911 



Seq. ID OJ990408_08.9B12.C38 
Strand 



36064 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq... .No.,.. ..' 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 

OJ990408_08 . 9B12 . C38 . ol . tm Method 

238 End 

none Score 
238. .831, 368. .442, 539. .766 

36412 Seq. ID 

74911 Strand 

1 End 

OJ990408_08 . 9B12 .C38 . ol . ts Method 

412 End 

none Score 
412. .549, 484. .906, 641. .769 

36412 Seq. ID 

74911 Strand 

1 End 

OJ990408_08. 9B12 . C38 . ol . tc Method 

484 End 

none Score 
484.. 846, 539.. 766 



... .36,412..,.^...., ^ v ..^ Seq,.. ID. 

74911" Strand 

1 End 

OJ990408_08. 9B12 . C38 . o2 . np Method 

1020 End 

2943742 Score 
1020. .1179, 1337. .1380 
(AB002266) XA1 [Oryza sativa] 

36413 Seq. ID 

74912 Strand 

816 End 

OJ990408_08 . 9B12 . C42 . ol . gp Method 

816 End 

5002855 Score' 
816. . 1033 



1380 

TBLASTX: Maize 

831 - 

45 



OJ990408_08.9B12.C38 
1380 

TBLASTX : Soybean 

906 

61 



OJ990408_08.9B12.C38 
1380 

TBLASTX: Cress 

846 

87 



. X>J99Q4.0.8_0.8...9.B1Z. 03$^ 

1380 
AAT/NAP 
1380 
■43 



OJ990408_08.9B12.C42 
+ 

1033. 
AAT/GAP 
1033 
373 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ' 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36414 Seq. ID 

74913 Strand 

1 • End 

OJ990408_08'.9B12.C4 3.ol.np Method 

1 • • • End 

283004 Score 
1. .361 

DNA-binding protein Gt-2 
gt-2 [Oryza sativa] 

36414 Seq. ID 

74913 Strand 

1 End 

OJ990408_08 . 9B12 . C4 3 . ol . gs Method 

59 ' ' End 

none Score 
59. .328 



OJ990408_08.9B12.C43 
+ 

361 

AAT/NAP 

361 

438 



rice gi|20249|emb|CAA48328| (X68261) 



OJ990408_08.9B12.C43 
+ 

361 

GENSCAN - 

328 

.73 



36065 




Seq. No. 


36415 






Seq. ID 


OJ990408_08.9B12 


.C45 


Gene No. 


74914 






Strand 


+ 




btart 


A C\C\ 

fl UU 






End 


C A A 

542 




Name 


OJy 904 08 


AO A o i o A C —.1 

Oo . 9B12 . C45 . ol . 


.gs 


Method 


GENSCAN 




Start 


yi A A 

400 






End 


542 






none 






Score 


. 7 6 




Exons 


4 00 . . o4z 












Seq. No. 


36416 






Seq. ID 


OJ990408_08.9B12 


.C47 


Gene No. 


74915 






Strand 


+ 




start 


z 1 1 






End 


C £1 A 

564 




Name 


OJ 9 904 08 


AO A T1 1 A A~l -~ 1 

Oo . 9B12 . C47 . ol . 


gs 


Method 


GENSCAN 




Start 


Oil 

z 1 1 






End 


429 




GI 


none 






Score 


. 82 




Exons 


Oil ^OQ 

Zll . . 4z9 












Seq. No. 


36416 






Seq. ID 


OJ990408JD8.9B12, 


.C47 


Gene No. 


74915 






Strand 


+ 




b tart 


Oil 






End 


C f A 

564 




Name 


OJ y 904 08 


AO An 1 O ri yn _ 1 

08 . 9B12 . C4 7 . ol . 


tm 


Method 


TBLASTX : Maize 




Start 


O O A 

234 






End 


564 




.G.I . 


npn.e._-__. 






„; Score- 


j.2 : r3_„_ 




. Exons „ 


O O /i O. O *3 

, <J4„. ...jZ j 








~ — — ■ — • * 




Seq. No. 


36417 






Seq. ID 


OJ990408_08.9B12. 


.C50 


Gene No. 


74916 






Strand 


+ 




Start 








End 


352 




Name 


/-s t A A A A AO 

00990408 


ao nn 1 o pen _ -i 

Oo . 9B12 . C50 . ol . 


gs 


Method 


GENSCAN 




Start 








End 


352 






none 






Score 


. 78 




Exons 


CO o c o 












Seq. No. 


36418 






Seq. ID 


OJ990408 08.9B12. 


,C53 


Gene No . 


74917 






Strand 


+ 




Start 


1 






End 


831 




Name 


OJ990408 


08.9B12.C53.ol. 


np 


Method 


AAT/NAP 




otari: 


1 






End 


•831 




GI 


2465923 






Score 


375 




Exons 


1..377, 460. .831 










GI Descrip. 


(AF024648 


) receptor-like 


i serine/threonine kinase [Arabidops: 




thaliana] 












Seq'. No. 


36418 






Seq. ID 


OJ990-408_08".'9B12\ 


C53 


Gene No . 


74917 






Strand 


+ 




Start 


1 






End 


831" . ' • 




Name 


OJ990408 


08.9B12.-C53.ol. 


to 


Method 


TBLASTX: Cress- 




Start 


145 






End 


607 






none 






Score 


288 




Exons 


145. .381, 


161. .370, 446. 


.607, 


465. .587 






OC^t INU. 


36418 






Seq. ID 


OJ990408J38. 9B12. 


C53 


Gene No. 


74917 






Strand 


+ 




Start 


1 






End 


831 




Name 


OJ990408 


08.9B12X53.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


145 






End 


705 




GI 


none 






Score 


324 




Exons 


145. .381, 


161. .370, 465. 


.605, 


465. .605, 


473. .634, 610. .645, 



36066 



631. .705 



Seq. No. 36418 

Gene No. 74917 

Start 1 

Name OJ990408_08 . 9B12 . C53 . ol . tin 

Start 161 

GI none 

Exons 161.. 370, 166.. 378, 468.. 629, 

Seq. No. 36418 

Gene No. 74917 

Start 1 

Name OJ9904 08_08 . 9B12 . C53 . ol . tw 

Start 161 

GI none 

Exons 161.. 367, 166.. 378, 477.. 605, 



Seq. ID OJ990408_08.9B12.C53 

Strand + 

End 831 

Method TBLASTX : Mai ze 

End 657 

Score 273 

476. .634, 631. .657 

Seq. ID OJ990408_08.9B12.C53 

Strand + 

End 831 

Method TBLASTX : Wheat 

End 607 

Score 205 

483. .605, 488. .607 



Seq. No. 36418' 

Gene No. 74917 

Start ' 1 

Name... /.,„. ..PJ.99MQ8_Q.8.. .9B.1_2 : C53_, .pl\._gg 

Start. ..... .1.67_„\_ . . ^ , .... _ 

GI none 

Exons 167.. 394 



Seq. ID OJ990408_08.9B12.C53 
Strand + 
End 831 

Method- . , GEN SCAN . . . _ . 

End 3.94_„ , 



Score 



, 91 



Seq. No. 36419 Seq. ID 

Gene No. 74918 Strand 

Start 184 End 

Name OJ990408_08 . 9B12 . C54 . ol . gs Method 

Start 184 End 

GI none Score 

Exons 184.. 299 



OJ990408_08.9B12.C54 
+ 

299 

GENSCAN 

299 

.81 



Seq. No. 36420 Seq. ID 

Gene No. 74 919 Strand 

Start 108 : End 

Name OJ9904 08_08 . 9B12 . C57 . ol . gs Method 

Start 108 End 

GI none Score 

Exons 108.. 164, 722.. 811 



OJ990408_08.9B12.C57 
+ 

811 

GENSCAN 

811 

.46 



Seq.- No. • ' 36421 . Seq. ID' 

Gene No. 74 920 Strand 

Start ■ 523 End 
Name ' OJ990-408_08.9B12.C58.ol.gs Method 

Start 523 End 

GI none * * Score 

Exons 523. .588 



OJ990408" 08.9B12.C58 



588 



GENSCAN 

588 

.62 



Seq. No. 36422 Seq. ID 

Gene No. 74921 Strand 

Start 1 End 

Name . OJ9904 08_08 . 9B12 . C59 . ol . gp . Method 

Start 1 End 

GI 5780_1.R1084 Score 

Exons 1..162, 262. .394 



OJ990408_08 . 9B12 .C59 
846 

AAT/GAP 

394 

476 



36067 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•4972075/emb|CAB43882.1| 2.0e-61 (AL078467) proton pump 
interactor [Arabidopsis thaliana] 1 



36422 
74921 
1 

OJ990408_08.9B12.C59.ol.np 
1 

4972075 
1..144, 192. .456, 665. .846 

(AL0784 67) proton pump interactor [Arabidopsis thaliana] 



Seq. ID OJ990408_08.9B12.C59 
Strand 

End 846 

Method AAT/NAP 

End 846 

Score 238 



36422 
74921 
1 

OJ9904 08_08 . 9B12 . C59 . ol . ts 
40 

none 



Seq. ID OJ990408_08.9B12.C59 
Strand 

End 846 

Method TBLASTX : Soybean 

End 459 

Score 62 



40. .195, 56. .163, 272. .304, 301. .459, 302. .454 



Seq. No. 36422 

_Gejie„Nav__ _2A92.1; : ... ... 

Start. J ..1 ' _ , ' _ „ 

Name " OJ99040'8_08 . 9B12 . C5 9 . ol . gs 

Start 43 
GI none 

Exons 43. .162, 262. .456, 665. .779 



Seq. ID OJ990408_08.9B12.C59 

„S tx ancU - _ . „ . ; 

End, _ , 8J& , . 

Method GENSCAN 

End 779 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI ■ . 
Exons 

GI Descrip. 



36422 
74921 
1 

OJ990408_08. 9B12 . C59 . ol . tm 
45 

none 



Seq. ID OJ990408_08.9B12.C59 
Strand 

End 846 

Method TBLASTX : Mai ze 

End 805 

Score 117 



45. .164, 46. .195, 50. .163, 259. .453, 264. .452, 269. .454, 
270. .458, 661. .720, 663. .803, 665. .805, 666. .794 



36423 
74922 
1 

OJ9904 08_08 . 9B12 . C60 . ol . np 
1 

4 836874 
1. .368, 550. .628 

(AC007260) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



Seq. ID OJ990408_08.9B12.C60 

Strand - , 

End 628 

Method AAT/NAP 

End 628 

Score 245 . ■ ' ' 



Seq. No. 36423. 

Gene No. 74922 

Start 1 

Name OJ9904 08_08 . 9B12 . C60 . ol . gs 

Start 47 

"GI none 

Exons 47 . . 298 



Seq. ID OJ990408_08.9B12.C60 

Strand 

End 628 

Method GENSCAN 

End 298 

Score . . 56 



Seq. No. 
Gene No. 



36423 
74922 



Seq. ID OJ990408_08.9B12.C60 
Strand 



36068 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

. tslame;„,; t _ . 
Starts. _ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990408_08.9B12.C60.ol.ts 
50 

none 

50. .301, 51. .287 



End 628 

Method TBLASTX : Soybean 
End 301 

Score ' 175 



36424 
74923 
1 

OJ9904 08_08. 9B12 . C63 . ol . np 
1 

6503299 
1. .318 

(AC011713) Contains similarity to gb|U82481 KI domain 
interacting kinase 1 from Zea mays and contains PF 100069 
Eukaryotic protein kinase domain. ESTs gb|H77140, gb|H76842 and 
gb|AI994303 come from this gene. [Arabi... 



Seq. ID OJ990408_08.9B12.C63 

Strand + 

End 429 

Method AAT/NAP 

End 318 

Score 97 



36424 
74923 

1 End.' 

... Q J.9.9 Q 4 0 S_0 8... £6 3..-. pJU't s„ . r Me.t.hQ<A 

none Score 
68. .166, 69. .227, 69. .239, 70. .240 



Seq. ID OJ990408_08.9B12.C63 
Strand + 

429 

,TBL^STK.:..S.oybean , - 

,21QL 

70 



36424 
74923 
1 

OJ9904 08_08.9B12.C63.ol.gs 
70 

none 
70. .429 



Seq. ID OJ990408_08.9B12.C63 

Strand + 

End 429 

Method GENSCAN 

End 429 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



36424 
74923 
1 

OJ990408_08.9B12.C63.ol.tc 
70 

none 

70. .327, 70. .189, 75. .332 



Seq. ID OJ990408_08.9B12.C63 

Strand + 

End ■' 429 

Method TBLASTX : Cress 

End . 332 

Score 221 



36425.' ' "• * ■ 

74924 
1 

OJ990408_08.9B12.C67 .ol.gp 
1 

33017_1.R1084 
1..99, 191. .280 

'3643603 7.0e-58 (AC005395) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990408_08 ; . 9B12.C67 ' 
Strand 

End'' '599 " 
Method - AAT/GAP 
End 280 
Score 311 



36425 
74924 
1 

OJ9904 08_08.9B12.C67 .ol.np 
1 



Seq. ID OJ990408_08.9B12.C67 
Strand 

End " 599 

Method AAT/NAP 

End 599 



36069 





4 Do U4 / 1 


Score 


224 




Exons 


i. . yo, loo. . ooz, jUj . . oyy 








ol* UcSCiip . 


Iauuuduoi j unKnown proLem 


[Arabidopsis thaliana] 




Seq. No. 


36425 - 


Seq. ID 


OJ990408_08. 9B12 


.C67 


Gene No. 


74924 


Strand 






O Lai L 


i 
i 


End 


599 




Name 


nTQQn^HQ HQ Qui 9 P£'7 ^1 fm 

ujyyu4Uo u o . yoi z . bo / . oi . urn 


Method 


TBLASTX : Maize 




Of -iyf 

o tar l 


i 


End 


385 




C T 


none 


Score 


58 




Exons 


1 ft A 9 01 1 QQ T QQ 
1 . . O *i , Z . . y f f j. .70/ J . . yd/ 


186. .380, 


187. .378, 191. .385 


Seq. No. 


36425 


Seq. ID 


OJ990408_08. 9B12 


.C67 


Gene No. 


74924 


Strand 


- 




G f -a -*-f 


i 
i 


End 


599 




Name 


O.TQQndHP Oft QR1 9 P67 ol t- q 


Method 


TBLASTX: Soybean 






9 
Z 


End 


380 






none 


Score 


o o 
OO 




Exons 


9 Q7 lft£ "-^ft 1 ft £ 7ftn* 

z . . y / , loo. . jjO/ loo. . joU/ 


187. .345 






Seq. No. 


36425 


Seq. ID 


OJ990408 08.9B12 


.C67 


Gene. No , r 


.„7AJ9Z4_„ _ 


„„ .S£r.an<d,,_ 


^ s 








. ^ . End , . 






Name 


ujyyu4Uo Uo . ytiiz . Lo / ..oi . gs 


Method 


GEN SCAN 




O f -vf 

otart 


1 QQ 

loo 


End 


377 




■ol 


none 


Score 


. 65 




IT 1 /"v r""i 


i q ft inn 

lOO. . J J 1 








Seq. No. 


36426 


Seq. ID 


OJ990408_08. 9B12 


.C68 


Gene No. 


74925 


Strand 


- 




O -i , v- f 

o cart 


Q Q 
O 0 


End 


277 




Name 


ujyyu4Uo Uo . ybiz . ubo . oi . gs 


Method 


GENSCAN 




Of i y> f 


ft Q 

o o 


End 


277 




ol 


none 


Score 


.44 




Exons 


o o . . z / / 








Seq. No. 


36427 


Seq. ID 


OJ990408JD8. 9B12 


.C70 


Gene No. 


74926 


Strand 


+ 




Cf a v-f- 


97 Q ... 


End 


597 




Name 


PiTQQn/riQ HQ Qd1 O PIA aT 

ujyyu^uo uo . ybiz . l /u . oi . gs 


Method 


GENSCAN 




Of -,V-f 

otart 


z / y 


End 


597 




P T 
ol 


none 


. Score . 


.57. 




Exons 


O "7 Q OQ1 c;c;t cqt 

z/y. . z y i , ooi. . oy / 








oeq. no. 


o o 4 Z o 


Seq. ID 


OJ990408_08. 9612 


.C72 


Gene No. • 


74927 


.Strand 


+ 




Start 


1 


End 


511 




Name 


OJ990408 08. 9B12 . C72 . ol . np 


Method 


AAT/NAP 




Cf 3 v*f 

start 


1 


End 


511 




p t 


4234852 


Score 


560 




Exons 


1. .511 








GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


36428 


Seq. ID 


OJ990408_08. 9B12 


.C72 


Gene No. 


74927 


Strand 


+ 




Start 


1 


End 


511 




Name 


OJ990408 08. 9B12 . C72 . ol . tm 


Method 


TBLASTX: Maize 





36070 



Start 
GI 

Exons 



3 End 428 

none Score 245 

3. .314, 29. .313, 357. .428 



Seq. No. 36428 Seq. ID 

Gene No. 74927 Strand 

Start 1 End 

Name OJ9904 08_08 . 9B12 . C72 . ol . tw Method 

Start 84 End 

GI none Score 

Exons 84. .317, 95. .214, 135. .302, 312. .425 



OJ990408_08.9B12.C72 
+ 

511 

TBLASTX: Wheat 

425 

148 



Seq. No. 36428 Seq. ID 

Gene No. 74 927 Strand 

Start 1 End 

Name OJ990408_08 . 9B12 . C72 . ol . gs Method 

Start 88 End 

GI none Score 

Exons 88. .494 



OJ990408_08.9B12.C72 
+ 

511 

GENSCAN 

494 

.43 



Seq. No. 36428 Seq. ID 

5e.o.e_. Nc> 7.4.9.2.7. - _ „ .. ..Strand _ 

^Start. X ... . , .End 

Name OJ9904 08_08 . 9B12 . C72 . ol . ts " " Method 

Start ' 201 End 

GI none Score 

Exons 201.. 467 



OJ990408_08 . 9B12 . C72 

„t ... .„ ' 

5ll^r'"™77. 
TBLASTX : Soybean 
467 
223 



Seq. No". 36429 Seq. ID 

Gene No. 74 928 Strand 

Start 214 End 

Name OJ990408_08 . 9B12 . C74 . ol . gs Method 

Start 214 End 

GI none Score 

Exons 214.. 425 



OJ990408_08.9B12.C74 
425 

GENSCAN 

425 

.45 



Seq. No. . 36430 Seq. ID 

Gene No. 74929 ■ Strand 

Start 51 End 
Name ' OJ9904 08JD8 . 9B12 . C7 6 . ol . gs Method 

Start 51 End 

GI none Score 

Exons -.51 . .57 9 ' : • ■ 



OJ990408_08 . 9B12.C7 6 
579 

GENSCAN 

579 

.76 



Seq. No. 36431* Seq. ID 

Gene No.. 74930 ' . . Strand 

Start 228 End 

Name OJ9904 08_08 . 9B12 . C7 7 . ol . gs Method 

Start ' 228 - .. End 

GI none Score 

Exons 228 . .267 



OJ9904 08_08 . 9B12.C7 7 

+ . • 

267 

GENSCAN 

267 

.45 



Seq. No. 36432. Seq. ID 

Gene No. 74931 Strand 

Start 1 End 

Name OJ9904 08_08 . 9B12 . C78 . ol . np Method 

Start 1 End 



OJ9904 08_08.9B12.C7 8 

■754 

AAT/NAP 
507 



36071 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6539588 Score 150 

1..33, 220. .507 

(AP000837) hypothetical protein [Oryza sativa] 



36432 
7493i 
1 

OJ9904 08J38. 9B12 . C78 . ol . gs 

231 

none 

231. .347, 370. .480, 692. .754 

36433 
74932 
139 

OJ990408_08. 9B12 . C81 . ol . gs 

139 

none 

139. .410 



Seq. ID OJ990408_08.9B12.C78 

Strand 

End 754 

Method GENSCAN 

End 754 

Score .46 



Seq. ID OJ990408_08.9B12.C81 

Strand + 

End 410 

Method GENSCAN 

End 410 

Score .82 



Seq. No. 36434 

..Qene^.No , ._.JZA93JL_ : 

.Start -_,28a- ^ - 

Name OJ9904 08_08 . 9B.12 . C82 . ol . gs 

Start 288 

GI none 

Exons 288.. 375 



Seq. ID OJ990408_08.9B12.C82 

„jSJ;rand, :__:„. ; 

.End _ ... „375. 

Method GENSCAN 
End 375 
Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36435 
74934 
175 

OJ9904 08_08.9B12.C83.ol.tc 
35 

none 



Seq. ID OJ990408_08V9B12.C83 

Strand + 

End 651 

Method TBLASTX : Cress 

End 543 

Score 121 



35. .121, 43. .120, 73. .174, 214. .255, 243. .314, 243. .314, 
247. .369, 286. .543, 324. .428, 349. .456, 486. .539 



36435 
74934 
175 

OJ9904 08_08. 9B12 . C83 . ol . tw 

35 • 

none 



Seq. ID OJ990408_08.9B12.C83 

Strand + 

End 651 

Method TBLASTX : Wheat 

End 34 2 . - • " 

Score 124 ' 



35. .121, 42. .122, 43. .123, 47. .124, 49. .123, 73. .207, 120. .209, 
120. .224, 20*6. .337, 214. .342, 216. .341 



36435 
74934 
175 

OJ9904 08_08 . 9B12 . C83 . ol . tm 
56 

none 



Seq. ID OJ990408_08.9B12.C83 

Strand + 

End 651 

Method TBLASTX : Mai ze 

End 573 

Score 68 



56. .121, 57. .122, 115. .207, 120. .197, 134 . .205, 214. .474, 
215. .382, 216. .383, 220.. . 423/ 385 .. 528 , 385. .522, 386.-523, 
538. .573, 559. .573 



Seq. No. 



36435 



Seq. ID OJ990408_08.9B12.C83 



36072 



Gene No. 74934 Strand + 

Start 175 End 651 

Name OJ9904 08_08 . 9B12 . C83 . ol . gs . Method GENSCAN 

Start 175 End 644 

GI none Score .95 

Exons 175.. 644 



Seq. No. 36435 . Seq. ID 

Gene No. 74 934 Strand 

Start 175 End 

Name OJ9904 08_08 . 9B12 . C83 . ol . gp Method 

Start 218 End 

GI 3107825 Score 

Exons 218.. 568 



OJ990408_08.9B12.C83 
+ 

651 

AAT/GAP 

568 

675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

_E^PO.S..-.™ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ' 
■ Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



36435 Seq. ID 

74934 Strand 

175 End 

OJ9904 08_08 . 9B12 . C83 . ol . ts Method 

381 End 

none Score 



OJ990408_08.9B12.C83 
+ 

651 

TBLASTX : Soybean 
651 

96 .. . 



.Ml^,J3. 1 3.82 4 5 : .6.,_ . .£45 .4.8,2. . , .65 L,~-5.8.2 0_ , 



36436 
74935 
33 

OJ9904 08JD8 . 9B12 . C84 . ol . tm 
33 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



33. .119, 71. .112, 102. .308, 129. .296 



OJ9904 08_08 . 9B12 .C84 
308 

TBLASTX: Maize 

308 

67 



OJ990408 08.9B12.C85 



36437 Seq. ID 

74936 Strand 

193 End 745 

OJ990408_08 . 9B12 . C85 . ol . gp Method AAT/GAP 

193 End 745 

80420_1.R1084 Score 938 

193. .745 

, 4973431/gb[AAD3508-9.1|AF148877_l 1.0e-64 (AF148877) putative 

aldehyde dehydrogenase OS-ALDH [Oryza sativa subsp. indica]' 

36437 - Seq.- ID OJ990408_08.9B12.C85 

'74 936* " ■* ; Strand - \ v '- 

193 ' End " 745 

OJ'990408_08.9B12.C85.ol.np ' Method AAT/NAP 

469 . • End 745 ... • , 

4973431 Score 257 

469. .745 

(AF148877) putative aldehyde dehydrogenase OS-ALDH [Oryza sativa 
subsp. indica] 



36437 Seq. ID 

74936 • Strand 

193 "End 
OJ990408_08.9B12.C85.ol.gs Method 
481 End 
none Score 



OJ990408_08.9B12.C85 
745 

GENSCAN 

678 

.63 



36073 



Exons 



481. .678 



Seq. No. 36437 Seq. ID 

Gene No. 74936 * Strand 

Start 193 End 

Name OJ990408_08 . 9B12 . C85 . ol . tm Method 

Start 482 End 

GI none Score 

Exons 482. .721, 488.-649, 520. .723 . 



OJ990408_08 . 9B12 .C85 
745 * 

TBLASTX: Maize 

723 

270 



Seq. No. 


36437 






Seq. ID 


OJ990408_08.9B12, 


.C85 


Gene No. 


74936 






Strand 






Start 


193 






End 


745 




Name 


OJ990408 


08. 9B12.C85. 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


517 






End 


727 




GI 


none 






Score 


152 




Exons 


517. .723, 


569. .727 










Seq. No. 


36437 






Seq. ID 


OJ990408_08.9B12, 


.C85 


Gene No. 


74936 






Strand 






Start 


193 






End 


745 




Name, 


aj9.apiQ8_ 






...Method 






Start. . , fc 


',.565 






..End _ 


J 23: ... 




GI 


none 






Score 


86 




Exons 


565. .723, 


620. .718 











Seq. No. 36438 Seq. ID OJ990408_08.9B12.C86 

Gene No. 74937 Strand 

Start 1030 End 1132 

Name OJ990408_08 . 9B12 . C86 . ol . gp Method AAT/GAP 

Start 1030 End 1132 

GI 72424_1.R1084 Score 78 

Exons 1030. .1132 

GI Descrip. ' 28424 93/emb | CAA168 90 . 1 | 8.0e-32 (AL021749) predicted protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36438 , Seq. ID 

74938 Strand 

2499 End 
OJ990408_08 . 9B12 . C8 6 . o2 . gp Method 

2499 End 

80420_1.R1084 - . Score ..- 

24 99. .3023,- 3196. .3345, 34 32. .3522, ' 



OJ9904 08_08. 9B12.C8 6 

6917 
AAT/GAP 
3686 
1478 

'3607. .'3686' ' ; 



' 4973431/gbl AAD35089. 1 | AF148877_1 1.0e-64 (AF148877) putative 
aldehyde dehydrogenase OS-ALDH [Oryza sativa subsp... indica] 1 



36438 
74938 
2499 

OJ990408_08. 9B12 . C8 6 . ol . np 

2775 

4973431 

2775.. 3023, 3196. .3345, 3432 
4210. .4420, 6506. .6602, 6704 



OJ990408 08.9B12.C86 



Seq. ID 
Strand 

End 6917 
Method AAT/NAP 
End 6917 
Score 1192 

3522, 3607 ...3767, 3878.. 4106, 
6772, 6897.. 6917 

(AF148877) putative aldehyde dehydrogenase OS-ALDH [Oryza sativa 
subsp. indica] 



36074 



Seq. No. 36438 Seq. ID 

Gene No. 74 938 Strand 

Start 2499 End 

Name OJ990408_08 . 9B12 . C8 6 . ol . gs Method 

Start 2787 End 

GI none Score 

Exons 2787. .3023, 3196. .3345, 3432. .3522, 

4214. .4420, 6506. .6602 



OJ990408_08.9B12.C86 

6917 
GENSCAN 
6602 
.84 

3607. .3767, '3878. .4110, 



Seq. No. 36438 Seq. ID 

Gene No. 74938 Strand . 

Start 2499 End 

Name OJ9904 08_08 . 9B12 . C86 . o2 . tm Method 

Start 2788 End 

GI none Score 

Exons 2788. .3027, 2794.. 2955, 2826.. 3029, 3163. 

3253. .3342, 3253. .3360, 3254. .3364, 3402. 

3429. .3518, 3431. .3532 



OJ990408_08.9B12.C86 
6917 

TBLASTX: Maize 
3532 
270 

,3252, 3167. .3253, 
,3518, 3403. .3522, 



Seq. ID OJ990408_08.9B12.C86 
Strand 

_E.ad_: 



Seq. No. 36438 
Gene No. 74938 

.Staxt. - _J. , , • , 

.Name ... ... ,OJ.9.90108_Q8..9B12...a8;6 ./o2 .,t.s._ _ Method. XBLASTX,:„Soybe.an . 

Start 2823 ' End 3273 

GI none Score 151 

Exons 2823.. 3029, 2875.. 3030, 3137.. 3250, 3163.. 3273 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36438 
74938 
2499 

OJ9904 08JD8 . 9B12 . C8 6 . ol . tc 

2871 

none 



Seq. ID OJ990408_08.9B12.C86 
Strand 

End 6917 

Method TBLASTX : Cress 

End 3518 

Score 8 6 



2871. .3029, 2926. .3024, 3163. .3360, 3209. .3331, 3429. .3518, 
3430. .3516 



Seq. No. ■ 36438 

Gene No".*' " 74938 

Start 2499 

Name OJ9904 08JD8 . 9B12 . C8 6 . ol . ts 

Start 3426 

GI ■ * none 

Exons ' • 34 26 . . 3'518,' 3427 . .3519, 3.606. 

4010. . 4111, 4014 .. 4112, 4209, 



Seq. ID OJ990408_08.9B12.C86 

Strand' - 

End 6917 

Method TBLASTX : Soybean 

End 6581 

Score 71 
;3728, "384.2. .3991, 3936 . ".'3992 / 
.4418, 4210. .4416, 6507. .6581 



Seq. No. 36438 . 

Gene No. 74938 . 

Start 2499 

Name OJ9904 08_08 . 9B12. C8 6 . ol . tm 

Start 3745 

GI none 

Exons 3745.. 3768, 3884.. 4003, 3890. 

4005. .4181, 4014. .4112, 4209. 



-Seq. ID OJ990408_08.9B12.C86. 
Strand 

End 6917 

Method TBLASTX :Maize 

End 4389 

Score 139 
.4003, 3998. .4111, 4001. .4111, 
.4364, 4210. .4389 



Seq. No. 
Gene No. 
Start 



36439 
74939 
1 



Seq. ID OJ990408_08.9B12.C87 
Strand + 
End 1194 



36075 




Name 


OJ9904 08_08.9B12.C87.ol.np 


Method 


AAT/NAP 






Start . 


1 


End 


1194 






GI 


81286 


Score 


100 






Exons 


1 . .292, 725 . . 1194 










GI Descrip. 


extensin - Volvox carteri 


(fragment) gi | 21992 | emb | CAA46283 | 




(X65165) extensin [Volvox 


carteri] 








Seq. No. 


36439 


Seq. ID 


OJ990408_08 


. 9B12 


.C87 


Gene No. 


74939 


Strand 


+ 






Start 


1 


End 


1194 






Name 


OJ9904 08_08 . 9B12 . C87 . ol . gs 


Method 


GENSCAN 






Start 


377 


End 


622 






GI 


none 


Score 


. 88 






Exons 


377 . . 622 










Seq. No. 


36439 


Seq. ID 


OJ990408_08 


. 9B12 


.C87 


Gene No. 


74940 


Strand 


+ 






Start 


2290 


End 


2764 






Name 


OJ990408 08 . 9B12 . C87 . ol . gp 


Method 


AAT/GAP 






Start 


2290 


End 


2764 






GI 


. none . 


Score 


829 






Ex.Qns *~,™ 


2.2. 9_CL.„, .2 7 g 4 _ 





. 






Seq. No. 


3643$ 


^ 

Seq. ID 


.^..^ , 
OJ990408_08 


. 9B12 


.C87 


Gene No. 


74941 


Strand 








Start 


880 


End 


3835 






Name 


OJ9904 08_08 . 9B12 .C87 . o2 . gs 


Method 


GENSCAN 






Start 


880 


End 


3835 






GI 


none 


Score 


. 82 






Exons 


880. .1167, 3683. .3835 










Seq. No. 


36440 


Seq. ID 


OJ990408_08 


. 9B12 


.C88 


Gene No. 


74942 


Strand 


+ 






Start 


178 


End 


2726 






Name 


OJ990408 08 . 9B12 . C88 . ol . gs 


Method 


GENSCAN 






Start 


178 


End 


2726 






GI 


none 


Score 


. 7 






Exons 


178. .360, 922. .1001, 1182. 


.1219, 2585. 


.2726 






Seq. No. 


36441 


Seq. ID 


OJ990408_08 


. 9B12 


,C91 


Gene No. 


74943 


Strand 








Start 


4 ... 


, . End-- 


281 






Name 


OJ990408 08 . 9B12 .C91 . ol\ tm 


Method 


T BL AS TX : Ma i z e : 




Start 


4 


End 


281 






GI 


none 


Score 


61 






Exons 


4. .90, 4. .87, 27. .110, 42. 


.110, 75. *.28.1, 102.. 269 






Seq. No. 


36442 


Seq. ID 


OJ990518_02 


. 9B16 


.CI 


Gene No. 


74944 


Strand 


+ 






Start 


562 


End 


586 






Name 


OJ990518 02.9B16.Cl.ol.gs 


Method 


GENSCAN 






Start 


562 


End 


586 






GI 


none 


Score 


.64 






Exons 


562. .586 










Seq. No. 


36443 


Seq. ID 


OJ990518_02 


. 9B16 


.C2 


Gene No. 


74945 


Strand 


+ 







36076 






D 1 


Lno 








Name 


ujyyuoio u<: . ybi o . . oi . gs 


Method 


GENSCAN 






o car c 


0 / 


End 


342 








none 


Score 








Exons 












beq. no. 




Seq. ID 


ojyyooio 


r\ o ft r> i /* 

0^ . 9B1 6 . 


C2 


Gene No . 


74946 


Strand 


+ 






Start 


796 


End 


1248 






Name 


OJ990518 02.9B16.C2.ol.gp 


Method 


AAT/GAP 






Of 2 

otam. 


796 


End 


1248 








uC-osroM202020e03bl 


Score 


902 






Exons 


796. .1248 • 










oi uescrip. 


, 5852170/emb|AL117265.1 IOST17804 2 . Oe- 


10 Oryza 


sativa 






indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone:tl7804 


i 


Seq. No. 


36444 


Seq. ID 


OJ990518 


_02.9B16. 


C4 


Gene No. 


74947 


Strand 


+ 






Of a y-4- 


208 


End 


323 






Name 


OJ990518 02.9B16.C4.ol.gs 


Method 


GENSCAN 






Of n v<- 

btart 


208 


End 


323 






-Ul , 


..„nQue_ .:■ : 


S. c.Qi:e._.;_ 


. .., 66 _ 






£xo.ns„.. v. . 


.....208. ...323..:, ,.,\. . 








-A: J* 


Seq. No. 


36444 


Seq. ID 


OJ990518 


_02.9B16. 


C4 


Gene No. 


74948 


Strand 








Start 


329 


End 


602 






Name 


OJ990518 02. 9B16.C4.ol.gp 


Method 


AAT/GAP 






Start 


329 


End 


602 






GI 


2017 1.R1084 


Score 


525 






Exons 


329. .602 











fy GI Descrip. ' 4507223/ref | NP_003130 . 1 | pSRPR | 1.0e-102 signal recognition 
I particle receptor (' 'docking protein 11 ) 

L >gi_134892_sp_P08240_SRPR_HUMAN SIGNAL RECOGNITION PARTICLE 

H RECEPTOR ALPHA SUBUNIT (SR-ALPHA) (DOCKING PROTEIN ALPHA) 

(DP-ALPHA) >gi_88607_pir A29440 signal recognition particle 

receptor - human >gi_30866_emb^CAA29608_ (X06272) docking 
protein [Homo sapiens] 1 



Seq. No. 


36445 


Seq. ID 


OJ990518 


_02. 


9B16 


.C7 


Gene No. 


74949 


Strand 


+ 








Start 


4 63- .. 


- End 


.3699 








Name 


OJ990518 02 . .9B16-:C7':-ol;-gs ' 


Method 


GENSCAN " 








Start 


463 


. End 


3311 








GI 


none 


Score 


* .79 








Exons 


463. .561,. 221.9-. .2352, 2984.... 


3311 










Seq. No. 


36445 


Seq. ID 


OJ990518 


_02. 


9B16 


.C7 


Gene No. 


74949 


Strand 


+ 








Start 


463 


End 


3699 








Name 


OJ990518 02. 9B16.C7.ol.np 


Method 


AAT/NAP 








Start 


1412 


End 


3699 








GI 


6539588 


Score 


226 . 








Exons 


1412. .1438, 2152^.2457, 3632 


. .3699 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


36445 


Seq. ID 


OJ990518_ 


_02. 


9B16 


.C7 



36077 



1 



Gene No. 74950 Strand 

Start 2240 End 3699 

Name OJ990518_02 . 9B16 . C7 . o2 . np Method AAT/NAP 

Start 2240 End 3699 

GI 6721512 Score 16 

Exons 2240.. 2344, 3128.. 3227, 3521.. 3699 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 

Seq. No. 36446 Seq. ID OJ990518_02 . 9B1 6 . C8 

Gene No. 74 951 Strand + 

Start 1275 End 2426 

Name OJ990518_02 . 9B16 . C8 . ol . gs Method GEN SCAN 

Start 1275 End 2426 

GI none Score .43 

Exons 1275. .1401, 1442. .1565, 2267. .2426 

Seq. No. 36446 Seq. ID OJ990518_02 . 9B1 6 . C8 

Gene No. 7 4 952 Strand + 

Start 2548 End 5978 

Name OJ990518_02 . 9B16 . C8 . o2 . np Method AAT/NAP 

Start 2548 End 5978 

„GJ ,.„-._„;.;. L4 9.5.2 59. . _ £cpxe_ _ 5 §5^ _ j ; 

..Exons. . 2.5.4.8,.,. 2 6.6.6, .2929.. .'.3.6.Q&,,^523:U ..5.772,. ,3 8.6 4.. .397,8.,.., ... 

GI Descrip.. (X97826) " orf 04 [Arabidopsis thailana] 

Seq. No. 36446 Seq. ID OJ990518_02 . 9B1 6 . C8 

Gene No. 74952 Strand + 

Start 2548 End 5978 

Name OJ990518_02 . 9B1 6 . C8 . o2 . gs Method GENSCAN 

Start 2718 End 5950 

GI none Score . 4 

Exons 2718.. 3008, 5231.. 5772, 5864.. 5950 



Seq. No. 36446 

Gene No. 74952 

Start 2548 

Name OJ990518_02 . 9B1 6 . C8 . o2 . tm 

Start 2817 

GI none 
Exons 



Seq. ID OJ990518 02.9B16.C8 



Strand 
End 

Method 

End 

Score 



+ 

5978 

TBLASTX: Maize 

5475 

295 



2817. .3011, 2822. .3019, 5230. .5475, 5231. .5473 



Seq. No. 


36446 - 








Seq. ID 


OJ990518_02.9B16.C8 


Gene No. 


7 4 952 ;- ;• 








"Strand : 


" -4-" ' " ■■ " } 


Start . 


2548 




C8.0I. 




■ End- 


5978 " 


Name 


OJ990518 02 


.9B16 


tc 


Method' 


' TBLASTX: Cress 


Start 


2829 








End 


5948 • 


GI* 


none 








Score 


157 


Exons 


2829. .3011, 


5230 


.5331, 


5231. 


.5512, 5386.. 5502, 5681.. 57-70, 




5864. .5947, 


5865. 


.5948 








Seq. No. 


36446 








Seq. ID 


OJ990518_02. 9B16.C8 


Gene No. 


74952 








Strand 


+ 


Start 


2548 








End 


5978 


Name 


OJ990518 02 


9B16. 


C8.0I. 


gp 


Method 


AAT/GAP 


Start 


2848 








End 


4817 


GI 


4715947 








Score 


1050 


Exons 


2848. .3008, 


3950. 


.4341, 


4797. 


.4817 





36078 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



36446 Seq. ID 

74952 Strand 

2548 End 

OJ990518JD2. 9B16.C8.ol.ts Method 

2913 End 

none Score 

2913. .3011, 2918. .3028, 5230. .5508, 5231. .5512, 5231. .5746, 
5681. .5746 



OJ990518_02.9B16.C8 
+ 

5978 

TBLASTX: Soybean 

5746 

118 



Seq. No. 36446 
Gene No. 74952 
Start 2548 

Name OJ990518_02 . 9B16 . C8 . ol . tm 

Start 5588 
GI none 

.£xpns_ .5.583..^ 5J32^5£13 ,^37J D f ; 5695... 

-5.8 65 ,,..,5918-.., ...... . 



Seq. ID OJ990518_02.9B16.C8 

Strand + 

End 5978 

Method TBLASTX : Mai ze 

End 5954 

Score 170 



Seq. No. 36447 Seq. ID 

Gene No. 74953 Strand 

Start 1 End 

Name OJ990518_02 . 9B16 . C9 . ol . np Method 

Start 1 End 

GI 3367522 Score 

Exons 1..176, 270. .356, 457. .513, 605. .843, 

1370. .1432 

GI Descrip. (AC004392) EST gb|T04 691 comes from this gene 
thaliana] 



OJ990518_02. 9B16.C9 
+ 

1438 
AAT/NAP 
1432 
471 

955. .1073, 1195. .1281, 



[Arabidopsis 



Seq. No. 36447 

Gene No. 74953 

Start 1 

Name ' OJ990518_02 . 9B16 . C9 . ol . gs 

Start 112 

GI none 
Exons ■ 



Seq. ID OJ9905-18 02.9B16.C9 



Strand 
End 

Method 

End 

Score 



+ 

1438 
GENSCAN 
938 
.47 



112. .176, . 270. .356, 457.. 513, 605.. 938 



Seq. No. 

Gene No.*- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



.36447 • - Seq. ID 

74 953 - Strand ' 

1 - End 

OJ990518J32. 9B16 . C9 . ol . gp Method 
706 End 
2800839 Score 
706. .843, 955. .1074, 1195. .1281, 1368. 
5668808 /gb | AAD4 6034. 1 |AC007519_19 9.0e-21 
[Arabidopsis thaliana] 



OJ990518__02. 9B16.C9 , 
+ 

1438 ■• 
AAT/GAP 
1438 
572 .. 
1438 

(AC007519) F16N3.20 



36447 Seq. ID 

74954 Strand 

9787 End 

OJ990518_02. 9B16.C9.o5.np Method 



OJ990518_02.9B16.C9 

+ '■ • 

11861 

AAT/NAP 



36079 




Start 


9787 


End 


11861 


GI 


2281088 


Score 


129 


Exons 


9787. . 9841, 11111. .11439, 


11834. .11861 




GI Descrip. 


(AC002333) putative glucosyltransf erase [Arabidopsis thaliana] 


Seq. No. 


36447 


Seq. ID 


OJ990518_02.9B16.C9 


Gene No. 


74954 


Strand 


+ 


Start 


9787 


End 


11861 


Name 


OJ990518 02.9B16.C9.o3.gs 


Method 


GENSCAN 


Start 


10909 


End 


11756 


GI 


none 


Score 


.45 


Exons 


10909. .11119, 11177. .114 53 


, 11587. .11756 


Seq. No. 


36447 


Seq. ID 


OJ990518_02. 9B16.C9 


Gene No. 


74955 


Strand 




Start 


2474 


End 


11699 


Name 


OJ990518 02. 9B16.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


64 


End 


848 


GI 


none 


Score 


200 


Exons 


.64. .174, 66. .194, 66. .176, 


266. .352, 268. .360, 270. .353, 




271. .354, 421. .513, 455. .514, 461. .514 


, 605. .847, 606. .848, 




...6.Q6, v a4 8_; 






Seq. No. 


36447 ' 


Seq. ID 


OJ990518_02. 9B16.C9 


Gene No. 


74955 


Strand 


— 


Start 


2474 


End 


11699 


Name 


OJ990518 02. 9B16.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


64 


End 


1284 


GI 


none 


Score 


116 


Exons 


.64. .174, 78. .182, 271. .354 


, 424. .507, 


458. .508, 602. .868, 




603. .845, 948. .1049, 1186. 


.1284 




Seq. No. 


36447 


Seq. ID 


OJ990518_02.9B16.C9 


Gene No . 


74955 


Strand 




Start 


2474 


End 


11699 


Name 


OJ990518 02. 9B16.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


102 


End 


1233 


GI 


none 


Score 


62 


Exons 


102.. 176, 103.. 174, 271.. 354, 602.. 844 


, 603. .845, 948. .1070., 




953. .991, 1189. .1233 






Seq. No. • 


36447 . ...... 


Seq. . ID 


OJ990518JD2, 9B16.C9. 










Gene No." * 


" : "74 955 - * "'" "■ " ■ r ' " * 


" ' Strand ' 




Start' 


2474 " • • • ■ 


End ■ ■ 


' 11699 


Name 


OJ990518 02. 9B16.C9.o3.tm 


Method 


TBLASTX: Mai z'e" ' " *' 


Start 


948 • 


End. 


1284 ■ - - - • 


GI 


none 


Score 


157 


Exons 


948. .1070, 954. .1067, 1189 


. .1284 




Seq. No. 


36447 


Seq. ID 


OJ990518_02.9B16.C9 


Gene No. 


74955 


Strand 




Start 


2474 


End 


11699 


Name 


OJ990518 02.9B16.C9.o2.gp 


Method 


AAT/GAP 


Start 


2240 


End 


5232 


GI 


2017 1.R1084 


Score 


2693 


Exons 


2240.. 2599, 2686.. 2769, 3016.. 3141, 3242.. 3361, 3695.. 3802, 



3892. .4044, 4154. .4249, 4365. .4449, 4927. .5232 



36080 



GI Descrip. 1 4 507223/ref | NP_003130 . 1 1 pSRPR | 1.0e-102 signal recognition 
particle receptor ('' docking protein' 1 ) 

>gi_134 8 92_sp_P0824 0_SRPR_HUMAN SIGNAL RECOGNITION PARTICLE 
RECEPTOR ALPHA SUBUNIT (SR-ALPHA) {DOCKING PROTEIN ALPHA) 

(DP-ALPHA) >gi_88607_pir A29440 signal recognition particle 

receptor - human >gi_308 66_emb_CAA29608_ (X06272) docking 
protein [Homo sapiens] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36447 
74955 
2474 
OJ9905 
2311 
none 
2311. . 
2471. . 
3010. . 
3686. . 
3892. . 
4365. . 
5014. . 
5241... 
.5278.. 
5676. . 
5810. . 



Seq. ID 
Strand 



OJ990518 02.9B16.C9 



18 02, 



2403, 
2599, 
3144, 
3811, 
4047, 
4448, 
5127, 
531.5., 
5331, 
5732, 
5908, 









End 


11699 






9B16 


C9.o2. 


tm 


Method TBLASTX: 


Maize 










End 


5920 












Score 


38 








2321 


.2413, 


2322. 


.2399, 


2451. 


.2600, 


2452. 


.2601, 


2683 


.2772, 


2684. 


.2770, 


3002. 


. 3142, 


3006. 


.3143, 


3013 


.3144, 


3240. 


.3362, 


3242. 


.3367, 


3260. 


.3364, 


3692. 


.3805, 


3697. 


.3807, 


3868. 


.4050, 


3887. 


.4045, 


4154. 


.4249, 


4158. 


.4250, 


4177. 


. 4251, 


4361. 


.4441, 


4365. 


.4451, 


4927. 


.4959, 


4929. 


.4961, 


4994. 


.5122, 


5015. 


.5122, 


5049. 


.5141, 


5120. 


.5245, 


5123. 


.5200, 


524 6. 


.5275., 


.5248, 


■ 528..0, 


.527 6.. 


..5.329, 


5277. 


..53J3.9., _ 


5463, 


...5588, 


5.498. 


.556.6, 


558 6... 


.5723, 


..5,5.8.8.. 


..5.632.,. ... 


5722, 


.'5817, 


5726. 


.5821, 


5726. 


.5821, 


5810. 


.5920, 


5818, 


.5916 















Seq. No. 36447 Seq. ID 

Gene No. 74 955 --- Strand 

Start 2474 End 

Name OJ990518_02 . 9B16 . C9 . o3 . ts Method 

Start 2430 End 

GI none Score 
Exons 



OJ990518_02.^9B16.C9 
11699 

TBLASTX : Soybean 

3367 

177 



2430. .2600, 2474. .2599, 2500. .2610, 2500. .2601, 2683. .2772, 
2684.. 2770, 3010.. 3144, 3013.. 3159, 3035.. 3151, 3226.. 3363, 
3240. .3362, 3242. .3367, 3260. .3364 



Seq. No. 36447 

Gene No. 74955 

Start 2474 

Name ' OJ990518_02 . 9B16 . C9 . o2 . np 

Start 2474 

GI 4507223 

Exons" 7 ' r : • ■ - * 2 4 7 4 Y: 2 5 9~9 , 

* " 3892. .4044, 
GI Descrip. 



•2 6 8 6v: 27 69/ *3016": 
4154. .4249, 4365. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

! 3141, 324 2 
.4449, 4927 



OJ990518 02.9B16.C9 



11699 
AAT/NAP 
5901 
7.87 - 
' " " 3361," 
5901 



'3656>. 3802,' 



signal recognition particle receptor ('docking protein 1 ) 
gi I 134892 |sp|P08240|SRPR_HUMAN SIGNAL RECOGNITION PARTICLE 
RECEPTOR ALPHA SUBUNIT (SR-ALPHA) (DOCKING PROTEIN ALPHA) 
(DP-ALPHA) gi| 88607 |pir | IA29440 signal recognition particle 
receptor - human gi-| 3-08 66 | emb | CAA2 9608 | (X06272) docking protein 
[Homo sapiens] . 



Seq. No. 36447 Seq. ID 

Gene No. 74955 Strand 

Start -2474 End 

Name OJ990518_02 . 9B1 6 . C9 . o2 . tw Method 

Start 2474 End 

GI none Score 



OJ990518_02.9B16.C9 
11699 

TBLASTX: Wheat 

3069 

149 



36081 



Exons 



2474.. 2599, 2475.. 2600, 2679.. 2771, 2683.. 2772, 2684.. 2770, 
3010.. 3069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



36447 
74955 
2474 

OJ990518_02. 9B16.C9.o2.gs 

2474 

none 

2474. .2599, 2686. .2769, 3016. 
3892. .4044, 4154. .4249, 4365. 
6221. .6404, 6517.. 6562, 7453. 
9013. .9343, 9474. .9539, 9768. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990518 02.9B16.C9 



11699 
GENSCAN 
10511 
.85 

3141, 3242. .3361, 3695.. 3802, 
4449, 4927. .5630, 5636. .5915, 
7611, 7649. .7684, 8311. .8547, 
9913, 9972.. 10169, 10383.. 10511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
..GI ..Des.cr.ip.. 



36447 Seq. ID 

74955 Strand 

2474 End 

OJ990518_02. 9B16.C9.o3.np Method 

2990 End 

134891 Score 



OJ990518 02.9B16.C9 



11699 
AAT/NAP 
5901 
613 

,4044, 



4154 . .4249, 



2990. .3141, 3242. .3361, 3656. .3802, 3892. 

„ 4.3.65.. .44.49,. 4 927,. .59(31.. _ ... . \. , . ... ^ ;.. 

SIGNAL. RECOGNITION PARTICLE., RECEPTOR., ALPHA SUBUNIT (SR-&LPHA).,. 
(DOCKING PROTEIN ALPHA) (DP-ALPHA) gi | 89066 | pir | | A24 570 signal 
recognition particle receptor precursor - dog 
gi|997|emb|CAA26945| (X03184) signal recognition particle 
receptor [Canis sp.] gi | 224778 | prf | | 1112224A signal recognition 
particle receptor [Canis familiaris] 



Seq. No. 36447 

Gene No. 74955 

Start 2474 

Name OJ990518_02 . 9B1 6 . C9 . o4 

Start 3235 

GI none 

Exons 3235.. 3363, 3240. 

' 3692. .3805, 3697. 



. tw 



.3362, 3242. 
.3807, 3881. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3367, 3260 
.3916, 3887 



OJ990518 02.9B16.C9 



11699 

TBLASTX: Wheat 
3916 
185 

3364, 3686. .3811, 
3916 



Seq. No. 36447 

Gene No. 74955 

Start 2474 : 

Name . . . OJ990518_02 ..9B1 6 . C9 . o2 . ts 

: Start ' " • - " -3725" " : "•. : • ' \ 

GI „ none 

Exoris .3725. 

4157, 



,3811, 3726.. '3803, 3868. 
,4249, 4158. .4277, 4365. 



Seq. ID OJ990518_02.9B16.C9 
Strand 

End 11699 

Method TBLASTX: Soybean. 

End' ' 5141* " "- 

Score "80- - 
.4050, 3872.'. 4048, 3891.. 4055, 
.4493, 4365.. 4451, 4929. .4961, 



4988. .5125, 5049. .5141 



Seq. No. 36447 Seq. ID 

Gene No. 74955 Strand 

Start 2474 End 

Name OJ990518_02 . 9B16 . C9 . ol . tw Method 

Start 3975 End 

GI none ' Score 
Exoris" 



OJ990518_02.9B16.C9 
11699 

TBLASTX: Wheat 

5059 

100 



3975. .4046, 3975. .4046, 3976. .4047, 3976. .4050, 4146. .4250, 
4153. .4248, 4154. .4249, 4156. .4251, 4365. .4451, 4365. .4451, 
4366.-4452, 4918. .4974, 4927. .4980, 4928. .5059, 5015. .5053 



36082 



Seq. No. 


36447 








Seq. ID 


OJ990518 


_02.9B16, 


.C9 


Gene No. 


74955 








Strand 








Start 


2474 








End 


11699 






Name 


OJ990518_02 


. 9B16 


.C9.o5. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5067 








End 


5435 






GI 


none 








Score 


137 






Exons 


5067 . . 5153, 


5070 


. . 5303, 


5247 . 


.5303, 5257.. 5325, 


5258. .5317, 




5302 . .5322, 


5381 


. . 5404 , 


5382 . 


.5435 








Seq. No. 


36447 








Seq. ID 


OJ990518 


02 . 9B16 , 


,C9 


Gene No. 


74955 








Strand 








Start 


2474 








End 


11699 






Name 


OJ990518 02 


. 9B16 


.C9 . o4 . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


coon 








End 


5901 






GI 


none 








Score 


63 






Exons 


5220 . . 5303, 


5248 


. .5307, 


5463. 


.5582, 5586. .5723, 


5711 . . 5E 


321, 




5851 . . 5901 
















Seq. No. 


36447 








Seq. ID 


OJ990518 


_02.9B16, 


.C9 


Gene No. 


74955 








Strand 








S,t art 


™J24_7„4._ ^ 








..End 


_U.699_ , 




, 


Name,..,. .,.... .,„. 


. __QJ.9;90518_0 t 2 


.9B1J6. 


. C9..o.3 .,t.w , 


_ Method,.-. 




Wheat, 




Start 


5586 








End 


5908 






GI 


none 








Score • 


85 ■ 






Exons 


5586. . 5723, 


5759 


. .5821, 


5837. 


.5905, 5852. .5908 






Seq. No. 


36447 








Seq. ID 


OJ990518 


_02.9B16. 


.C9 


Gene No. 


74955 








Strand 








Start 


2474 








End 


11699 






Name 


OJ990518_02 


. 9B16 


.C9.o3. 


gp 


Method 


AAT/GAP 






Start 


6123 








End 


6457 






GI 


5803582 








Score 


614 






Exons 


6123. . 6457 
















Seq. No. 


36447 








Seq. ID 


OJ990518 


02 . 9B16 . 


C9 


Gene No. 


74955 








Strand 








Start 


2474 








End 


11699'' • 






Name 


-.- OJ990518 02 


. 9B16 


.C9.o4 . 


gp 


Method 


AAT/GAP 






Start 


8001 








End 


8278 






GI 


5005143 








Score 


472 






Exons 


8001 . .8278 
















Seq. No. 


36447 








Seq. "ID* 


OJ990518 


_02.9B16. 


C9 


Gene No . 


' '74955 








Strand 








Start 


2474 








End 


1169-9 






Name 


OJ990518 02 


.9B16 


.C9.o4. 


np 


Method 


AAT/NAP 






Start 


8299 








End 


10198 






GI 


4115913 








Score 


314 






Exons 


8299. .8547, 


9013 


. . 9347, 


9477. 


.9708, 9972. .10198 







GI Descrip. (AF118222) contains similarity to Iron/Ascorbate family of 

oxidoreductases {Pfam: PF00671, Score=307.1, E=2.2e-88, N=l) 
[Arabidopsis thaliana] gi | 4539409 | emb | CAB40042 . 1 | (AL049524) 
putative flavanone 3-beta-hydroxylase -[Arabidopsis * thaliana] 

Seq. ID OJ990518_02. 9B16.C9 
Strand 

36083 



Seq. No. 36447 
Gene No. 74955 



Start 
Name 
Start 
GI . 
Exons 



2474 

OJ990518_02. 9B16.C9.o5.ts 

8308 

none 

8308. .8394, 8419. .8574, 9007. 
9455. .9601 



End 11699 

Method TBLASTX : Soybean 

End 9601 

Score 105 

.9165, 9011. .9166, 9175. .9345, 



Seq. No. 36447 Seq. ID OJ990518_02 . 9B1 6 . C9 

Gene No. 74955 Strand 

Start 2474 End 11699 

Name OJ990518_02 . 9B1 6 . C9 . o5 . gp Method AAT/GAP 

Start 9260 End 11699 

GI 3117_1.R1084 Score 1295 

Exons 9260.. 9343, 9474.. 9708, 9972.. 10169, 11515.. 11699 

GI Descrip. '2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana]' 



Seq. No. 


36448 






Seq. ID 


OJ990518_ 


_02. 


. 9B16 


.C10 


.Gene. _No 


...;7435„6..____. .... 






..St rand. 


+ 








.Start,. _ ? ... 


^.918.0 . ... 






-End ... , _ 


„.„iaoa4__. 








Name 


OJ9905i8_02 


. 9B16 . 


C10.O4 .gs 


Method 


GENSCAN 








Start 


9180 






End 


11014 








GI 


none 






Score 


.88 








Exons 


9180. .9209, 


10673. .11014 












Seq. No. 


36448 






Seq. ID 


OJ990518_ 


02, 


.9B16 


.C10 


Gene No. 


74957 






Strand 










otart 








End 


2003 








Name 


OJ990518 02 


.9B16. 


C10.ol.gs 


Method 


GENSCAN 








Start 


1286 






End 


2003 








GI 


none 






Score 


.76 








Exons 


1286. .1507, 


1668. 


.2003 












Seq. No. 


36448 






Seq. ID 


OJ990518_ 


_02< 


.9B16 


.C10 


Gene No. 


74958 






Strand 










Start 


3126 






End 


4 417 








Name 


OJ990518 02 


. 9B16. 


C10.o2.gs 


Method 


GENSCAN 








Start 


3126 






End 


4417 








GI .. 


none . . 






Score . 


.81 








Exons- 


" '3126". .3259," 


'■'3401. 


: :3607,'-374 9'; 


'.3*971 ;* v 4006 : :7418f, 


4 27 9. . 4.4 1?~ 


Seq. No.' 


36448 






Seq. ID' 


OJ990518_ 


02, 


. 9B1'6 


.C10 


Gene No. 


74958 ■ 






Strand 










Start 


3126 






End 


4417 








Name 


OJ990518 02 


. 9B16. 


C10.ol.np 


Method 


AAT/NAP 








Start 


3177 






End 


3893 








GI 


6714305 






Score 


266 








Exons 


3177. .3259, 


3359. 


.3636, 3749. 


.3893 










GI Descrip. 


(AC013354) 


F15H18 


1.4 [Arabidopsis thaliana] 








Seq. No. 


36448 






Seq. ID 


OJ9905181 


02. 


,9B16 


.C10 


Gene No. 


74959 






Strand 










Start 


7340 






End 


8311 








Name 


OJ990518 02 


.9B16. 


C10.o3.gs 


Method 


GENSCAN 









36084 





Start 


7340 






End 


8311 








GI 


none 






Score 


. 57 








Exons 


7340 . .7458, 


r»o/"A 00*1*1 

8260 . . 8311 














Seq. No. 


36448 






Seq. ID 


OJ990518 


_02.9B16. 


CIO 




Gene No. 


74960 






Strand 










Start 


12517 






. .End 










Name 


OJ990518_02 . 


9B16.C10.o5 


gs 


Method 


GENSCAN 








Start 


12517 






End 


i i o n a 

13290 








GI 


none 






Score 


. 65 








Exons 


12517 . . 12703 


, 13271.. 13290 












Seq. No. 


36448 






Seq. ID 


OJ9905 


02. 9B16. 


CIO 




Gene No. 


74961 






Strand 










Start 


13907 






End 


141L. 








Name 


OJ9905l8_02 . 


9B16.C10.ol 


.ts 


Method 


TBLASTX: 


Soybe n 






Start 


3189 






End 


3887 








GI 


none 






Score 


108 








Exons 


3189. . 3266, 


3387. .3581, 


3403 


. .3561, 3754. .3876, 


3771. .3887. 




Seq. No. 


3 6.4 4 8 






Seq. ID 


OJ990518 


__02.9B1*6. 


CIO 




_,„Qe.A^.N.Q. ; C 


.....7496l_ . _ , 






j.. St rand 










. .Start... ....... 


.1.3.90.7 ... 






„ .End ....... 


4 160, 7 








Name • 


OJ9.90518_02 . 


9Bi6'.C10".ol 


. tc 


Method 










Start 


3367 






End 


3 > • 








GI 


none 






Score 


116 






= y 


Exons 


3367 . . 3573, 


3399. .3566 












O 


Seq. No. 


36448 






Seq. ID 


OJ990518 


_02.9B16. 


CIO 




Gene No. 


74961 






Strand 










Start 


13907 






End 


14160 








Name 


OJ990518_02 . 


9B16.C10.o2 


.tm 


Method 


TBLASTX: 


Maize 




= • 


Start 


3417 






End 


3899 








GI 


none 






Score 


119 








Exons 


3417 . . 3581, 


3436. .3678, 


3762 


..3899, 3763. .3894 








Seq. No. . 


36448 






Seq. ID 


OJ990518 


_02.9B16. 


CIO 




Gene No. 


74961 






Strand 










Start 


139.07 






End 


14160 








Name 


OJ990518 02. 


9B16.C10.ol 


.tm 


Method 


TBLASTX: 


Maize 






Start 


12613 






End 


13033 








GI 


none 






• Score 


155 








' Exons 


12613 . 12834 / 12 6427. 121 


336r r 


1264 2;". 1284 2, • 12838 


':Tl289r;~ 





12840. . 12896, 12 938 .. 13033, 1294 1 .. 13021- 



■Seq. No. 36448 

Gene No. 74961 

Start 13907 

Name OJ990518_02 . 9B16 . CIO . o2 . gp 

Start 13907 

GI 57919_1.R1084 

Exons 13907.. 14160 

GI Descrip. 1 5441872/dbj I AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomi 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



Seq. ID OJ990518_02.9B16.C10 

Strand - " 

End 14160 

Method AAT/GAP 

End 14160 

Score 433 



Seq. No. 
Gene No. 



36449 
74962 



Seq. ID OJ990518_02.9B16.C11 
Strand 



36085 



Start 


752 


End 


1179 


Name 


OJ990518_02 . 9B16.Cll.ol.gp 


Method 


AAT/GAP 


Start 


752 


End 


1179 


GI 


5455510 


Score 


812 


Exons 


752. . 1179 






Seq. No. 


36449 


Seq. ID 


OJ990518__02. 9B16.C11 


Gene No. 


74963 


Strand 




Start 


1447 


End 


3255 


Name 


OJ990518 02. 9B16.Cll.o2.gp 


Method. 


AAT/GAP 


Start 


1379 


End 


3255 


GI 


5455511 


Score 


688 


Exons 


1379. .1680, 3134. .3255 






GI Descrip. 


4966364/gb|AAD34695.1 IAC006341 23 3.0e- 


-35 (AC006341) Similar to 




gb AJ224359 surfeit locus protein 5 (surf 5b) from Homo sapiens. 




[Arabidopsis thaliana] 






Seq. No. 


36449 


Seq. ID 


OJ990518__02.9B16.C11 


Gene No. 


74963 


Strand 




Start 


1447 


End 


3255 


Name 


OJ990518 02.9B16.Cll.ol.gs 


Method 


GENSCAN 


Start _ . 


. .,14.4 7,.. ~ - \, ... 


. .,End_ '] 


3199 ^ „ 


GI„. / 


w..aone.... , ... • 


Scor.e. „ . 




Exons 


1447. .1680, -3134. .3199 






Seq. No. 


36449 


Seq. ID 


OJ990518_02.9B16.C11 


Gene No. 


74963 


Strand 




Start 


1447 


End 


3255 


Name 


OJ990518 02. 9B16.Cll.ol.np 


Method 


■AAT/NAP 


Start 


1453 


End 


2905 


GI 


4966364 


Score 


195 


Exons 


1453. .1680, 2882. .2905 






GI Descrip. 


(AC006341) Similar to gb|AJ224359 surfeit locus protein 5 




(surf 5b) from Homo sapiens. 


[Arabidopsis thaliana] 


Seq. No. . 


36449 


Seq. ID 


OJ990518__02.9B16.C11 


Gene No. 


74963 


Strand 




Start 


1447 


End 


3255 


Name 


OJ990518 Q2.9B16.Cll.ol.ts , 


Method 


TBLASTX : Soybean 


Start 


1471 


End 


3205 


GI 


4396058 


Score 


156 


Exons., . 


1471. .1689, 1472. .1681, 3077 


..3205, 3129. . 3200- 


GI Descrip'. 


: 24989777 sp 'Q62276"SUR5" MOUSE 


: 1; 0e-\L2 SURFEIT" LOCUS PROTEIN* 5 V '" * 




■ >gi_1150512_emb_CAA5 94 53_ (X85169) SURF-5 protein [Mus musculus; 


Seq. No. 


36449 


Seq. ID 


•OJ990518_02.9B16.C11 


Gene No. 


74963 


Strand 




Start 


1447 


End 


3255 


Name 


OJ990518 02.9B16.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


1474 


End 


3205 . 




none 


Score 


97 


Exons 


1474.. 1680, 1529.. 1672, 3077 


..3193, 3077. .3205 


Seq. No. 


36450 


Seq. ID 


OJ990518_02 . 9B16.C13 - 


Gene No. 


74964 


Strand 




Start 


288 


End 


361 


Name 


OJ990518 02. 9B16.C13.ol.gs 


Method 


GENSCAN 



36086 



Start 
GI 

Exons 



288 
none 

288. .361 



End 
Score 



361 
.52 



Seq. No. 36451 Seq. ID 

Gene No. 74 965 Strand 

Start 237 End 

Name OJ990518_02.9B16.C15.ol.gs Method 

Start 237 End 

GI none Score 

Exons 237.. 394 



OJ990518_02.9B16.C15 
+ 

394 . 
GENSCAN 
394 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

j3.ene..Np,. 

Start. ....... 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' ' 

Exons 

GI Descrip. 



OJ990518_02.9B16.C21 
489 

GENSCAN 

489 

.76 



02.9B16.C22 



36452 Seq. ID 
74966 Strand 
3 End 
OJ990518_02 . 9B16 . C21 . ol . gs Method 
3 End 
none Score 
3. .37, 426. .489 

36453 Seq. ID 

_14.9§X _ . „. Strand 

„JU . _ . .... End 

OJ990518_02 . 9B16 . C22 . ol . np . Method 
1 . End 
4115913 Score 
1..66, 308. .540, 670. .889 

(AF118222) contains similarity to Iron/Ascorbate family of 
oxidoreductases (Pfam: PF00671, Score-307.1, E=2.2e-88, N=l) 

[Arabidopsis thaliana] gi | 4539409 | emb | CAB40042 . 1 | (AL049524) 
putative flavanone 3-beta-hydroxylase [Arabidopsis thaliana] 



OJ990518_ 

.*889_ 

AAT/NAP 

889 

141 



OJ990518_02.9B16.C22 
+ 

889 

AAT/GAP 
757 
597 



36453 Seq. ID 

74967 Strand 
1 End 
OJ990518_02. 9B16.C22.ol.gp Method 
308 End 
3117_1.R1084 Score- 
308. .543, 674 . .757 

'2252840 3.0e-09 (AF013293 ) contains 'regions of similarity 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana ] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains "regions of * similarity" to 'Haemophilus influ'enz'ae 
permease (SP: P38767) ' [Arabidopsis thaliana] 1 



Seq. No. 


36453' 








Seq. ID 


OJ990518 


Gene No. 


74967 








Strand 


+ 


Start 


1 








End 


889 


Name 


OJ990518 


02.9B16.C22 


.ol, 


.gs 


Method 


GENSCAN 


Start 


350 . 








End 


809 


GI 


none 








Score 


.96 


Exons 


350. .543, 


674. .809 










Seq. No. 


36453 








Seq. ID 


OJ990518 


Gene No. 


74967 








Strand 


+ 


Start 


1 








End 


889 


Name 


OJ990518 


02.9B16.C22 


.o2. 


■ gp 


Method 


AAT/GAP 



36087 



Start 786 End 

GI 699683 Score 

Exons 786.. 889 

Seq. No. 36454 Seq. ID 

Gene No. 74968 Strand 

Start 8022 End 

Name OJ990518_02 . 9B16 . C23 . o2 . gp Method 

Start 8022 End 

GI none Score 

Exons 8022.. 8251 



889 
188 



OJ990518_02.9B16.C23 
+ 

8251 
AAT/GAP 
8251 
395 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Ge.nel No.;.., 

.Start,, .. , 

Name 

Start 

GI 

Exons 

GI Descrip. 



36454 Seq. ID 

74969 Strand 

16904 End 
OJ990518_02 . 9B16 . C23 . o3 . gs Method 

16904 End 

none Score 

16904. .1697 9, 18 930. .19111 



OJ990518_02.9B16.C23 
+ 

19111 
GENSCAN 
19111 
.89 



Seq. ID 

.Strand _ 
End. . . 
Method 
End 
Score 



36454 

7 4.9.69 ... _ _ ; _ 

.16904 . , „ . 

OJ990518_02. 9B16.C23.o5.gp 
18414 

LIB34 32-059-P1-K1-D8 
18414. .18877 

! 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, . clone : P0538C01 1 



OJ990518_ 

, \ 

a 9 li C- 

AAT/GAP 

18877 

725 



02. 9B16.C23 



Seq. No. 36454 Seq. ID OJ990518_02 . 9B1 6 . C23 

Gene No. 74970 Strand + 

Start 20667 End 25379 

Name OJ990518_02 . 9B16 . C23 . o2 . np Method AAT/NAP 

Start 20667 End 21637 

GI 6907106 Score 339 

Exons 20667. .21115, 211 66 . .12137 4 , 21451.. 21637 

GI Descrip. (AP001129) EST AU0682 91 (C12960 ) corresponds* to a region of the 

■ predicted gene .;. hypothetical protein [Oryza sativa] . 

Seq. No. 36454 Seq. ID OJ990518_02 . 9B1 6 . C23 

Gene No. . 74 970 . Strand ;+ 

r St : art "■' ' ■"• 20667- : : End '25379'- ~ - ■■• ■ 

Name". • * OJ990518_02 . 9B1 6 . C23. o3 . np • Method AAT/NAP 

.Start ' ' '21406 ' End 25379 

GI ■ 4539658 .• Score 104 

Exons 21406. .21462, 22730 .. 22873, 25314.. 25379 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 

bicolor] -j 

Seq. No. _36454 Seq. ID OJ990518_02.9B16.C23 

Gene No. 74970 Strand + 

Start 20667 End 25379 

Name OJ990518 J)2 . 9B1 6 . C23 . 06 . gp Method AAT/GAP 

Start 22555 End 22860 

GI LIB3475-004-P1-K2-A5 Score 405 

Exons 22555. .22714, 22766.. 22860 



,36088 



GI Descrip. ' 5777 612/emb | AJ24 5900 . 1 | OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome 1 



Seq. No. 36454 . Seq. ID 

Gene No. 74971 Strand 

Start 29360 End 

Name OJ990518_02 . 9B16. C23 . o7 . gp Method 

Start 29360 End - 

GI LIB3432-059-P1-K1-D8 Score 

Exons 29360. .29812 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



OJ990518_02.9B16.C23 
+ 

29812 
AAT/GAP 
29812 
708 



Seq. No. 36454 Seq. ID 

Gene No. 74972 Strand 

Start 312 End 

Name OJ990518JD2 . 9B16 . C23 . ol . gp Method 

Start 312 End 

GI 5005057 Score 

Exons 312.. 576 



OJ990518_02.9B16.C23 
576 

AAT/GAP 

576 

522 



. .Gene^Nb . 
Start 
Name 
Start 
GI 

Exons 



.36.45.4 _ _____ 

.14.913. 

3512 

OJ990518_02 . 9B16 . C23 . o2 . gs" 

3512 

none 



.Seq,, ^ lV„.m$$S)^^S)2^3$l§..£23 

.Strand _.,_.._..„. ^ _ ... 

End 13309 - : 

Method GENSCAN 
End 13309 
Score .79 



3512. .3637, 5116. .5418, 5594. .5698, 8490. .8556, 9179. .9257, 
9349. .9505, 9600. .9738, 9839. .10026, 10310 .. 1037 8 , 10507 .. 105 93, 
1067 6. .10819, 11350. .114 33, 11517 .. 1 1 615, 12116. .12238, 
12764. .13309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip: 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



36454 
74973 
3512 

OJ990518_02. 9B16.C23.ol.np 

8269 

3413511 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_02.9B16.C23 

13309 
AAT/NAP 
13288 
1973 

8269. .8400, 8490. .8556, 9179. .9257, 9349. .9505, 9600. .9738, 
9839. .9891, 10056 .. 10163, 10310 .. 10378 , 10507 .. 10572 , 
10676. . 10819, 11350. .11433, 11517 11615, 121 16 .. 12222 , 
12754 . . 13288 . - .. - • - . . 

(AJ000265)" glucose- : 6-phospriate~ isomerase" [Spinacia" oleraceaT 

36454 Seq.. ID OJ990518_02 . 9B1 6 . C23 

74973 ■* Strand 

3512 End 13309 

OJ990518_02. 9B16.C23.o3.gp Method AAT/GAP 

10075 End 10572 ., 

LIB3434-024-P1-K1-C4 Score 645 

10075. .10378, 10507. .10572 

f 4176420/dbj IBAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



36454 
74974 
25598 



Seq. ID 

Strand 

End 



OJ990518 02.9B16.C23 



29646 



36089 



Name 

Start 

GI 

Exons 



5 18_02 . 9B1 6 . C23 . o2 . tm Method TBLASTX : Mai ze 

End 1372 
Score 67 

807, 711. .815, 711. .848, 711. .824, 717. .818, 726. .851, 
817, 774. .845, 840. .965, 844. .972, 853. .966, 859. .981, 
902, 874. .996, 900. .1013, 900. .959, 906. .980, 989. .1147, 
1136, 998. .1162, 1008. .1166, 1017. .1124, 1017. .1160, 
.1180, 1022. .1174, 1022. .1174, 1042. .1080, 1109. .1201, 
.1201, 1190. .1342, 1192. .1347, 1193. .1342, 1198. .1353, 
.1345, 1204. .1350, 1205. .1351, 1205. .1354, 1217. .1336, 
.1372 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36454 
74974 
25598 

OJ990518_02. 

8266 

none 

8266. .8400, 
9179. .9259, 
9592. .9738, 
..98,4 3. .3902.,.-., 
10291. ..1037.7 
10504. .10617 



10674, 
11345, 



, 10820 
,11434 



11529. .11618 
12728. .13012 



Seq. ID OJ990518 
Strand 

End 29646 
9B16.C23.ol.tm Method TBLASTX : 
End 13073 
Score 142 
8273. .8377, 8487. .8555, 8490. .8561, 
9181. .9258, 9344. .9505, 9347. .9511, 
9603.. 9740, 9605.. 9763, 9606.. 9764, 
1.0 Q£3^,J.0.163-,. JMSJL+lBl&L^ 1Q03A, 
,.. 10,30.9.. .103.71.,.. .10,3 1.0.... 10.408.,, .1031.6 
, 10506. . 10619, 10509. . 10619, 10668 
, 10676. .10822, 11344. .11433, 11345 
, 11517. . 11618, 11521. .11616, 11524 
, 12105. .12221, 12113. .12223, 12123 
, 12761. .13072, 12771. .13073 



02.9B16.C23 



Maize 



8492. .8560, 
9469. .9510, 
9838. .9894, 

L0164., 

lQ37.8,„-_-_ .. 

. . 10823, 

. . 11434, 

. . 11625, 

. . 12224, 



Seq. No. 36454 

Gene No. 74974 

Start 25598 

Name OJ990518_02 . 9B16 . C23 . o3 . tc 

Start 8278 

GI none 
Exons 



Seq. ID OJ990518_02.9B16.C23 
Strand 

End 29646 

Method TBLASTX : Cress 

End 9505 

Score 124 



8278. .8400, 8279. .8374, 8279. .8401, 8487. .8561, 8487. .8555, 
8491. .8577,,. 9179. . 9259, 9181. .9258, 9344. .-9505 



Seq. No. 36454 
Gene No. 74974 
Start 25598 

Name. OJ990518_02 . 9B1 6 . C23 . o2 . ts 

Start' * " . • 8281 "• " " ■ * • • • 

GI none 

Exons ' ' 8281.. 8400/ 8282.. 8374, 8487, 

9181. . '92-58, "9344. .9505, 9347, 
9600. .9788, 9829.. 9891, 9838, 



OJ990518_02.9B16.C23 
29646 

TBLASTX : Soybean 
10164 • - T V 

116 ' ' 



Seq. ID 
Strand 
End 

Method 
- : End • 
Score 

.8555, 84 91. .8559, 917 9. . 925 9, 
.9508, 9555. .9740-, 9571.. 9738, 
.9894, 10053. . 10163, 10054.. 10164 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



36454 Seq. ID- OJ990518_02.9B16.C23 

74974 Strand 

25598 End 29646 

OJ990518_02 . 9B1 6 . C23 . ol . ts Method TBLASTX : Soybean 

10310 End 13084 

none Score 58 

10310. .10378, 10508. .10573, 10510. .10617, 10647. .10715, 

10674. .10820, 10675. . 10821, 10676 10822, 10683 .. 10823, 

11344. .11433, 11345. . 11434, 11517 .. 11618 , 11518 .. 1161 6, 



36090'-- 






M rt * ^ rt rt rt rt 1 ^ *t *1 **\ 

12104 . . 12220, 12113. 


. 12241, 


12117. .12239, 12746. .13006, 




12750. .13082, 12761. 


. 13084 






Seq. No. 


36454 




Seq. ID 


OJ990518_02.9B16.C23 


Gene No. 


74974 




Strand 




Start 


25598 




End 


2964 6 


Name 


V* T rt rt rt — ^ rt rt rt rt 1 /~ y-w rt rt 

OJ990518_02 . 9B16.C23 


. o4 . tc 


Method 


TBLASTX : Cress 


Start 


12893 




End 


13088 


GI 


none 




Score 


127 


Exons 


-n rt /-> /** rt ^ rt rt ™) rt -i f*\ f*t /"\ A 

12893 . . 13078, 12894 . 


. 13088 






Seq. No. 


36454 




Seq. ID 


OJ990518_02.9B16.C23 


Gene No. 


74974 




Strand 




Start 


25598 




End 


29646 


Name 


OJ990518_02.9B16.C23 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


21075 




End 


21539 


GI 


none 




Score 


116 


Exons 


rt rt ~ i f rt rt rt rt rt *1 rt rt j| 

21075 . .21092, 21204 . 


.21341, 


21204. .21419, 21291. .21344, 




rt ^ rt rt rt -t rt »— i >■ rt ^ rt ~ /"^ 

21312. .21374, 21358. 


.21381, 


21390. .2148 


J5, 21414. .21491, 




rt * ~ ' rt rt -1 rt rt rt -1 /*\ 

21450 . .21539, 21460 . 


.21537 






S.e.q.. , No . ., . 


. .... 3 6.43 4 _ 




„£eq,..„ICL, 


. QJ.9.aO,5.18:_fl2;,. 931 


Gen.e . No 


74 974, 




. .Strand ..... 




Start 


25598 




End 


2964 6 


Name 


OJ990518 02.9B16.C23 


. o4 .np 


Method 


AAT/NAP 


Start 


25598 




End 


29646 


GI 


133435 




Score 


914 


Exons 


25598. .25629, 27083. 


.27695, 


29595. .29646 



GI Descrip. DNA-DIRECTED RNA POLYMERASE BETA 1 CHAIN gi | 66983 | pir | | RNRZC1 
DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - rice 
chloroplast gi | 11972 | emb | CAA33987 | (X15901) RNA polymerase beta 
subunit-1 [Oryza sativa] gi | 226690 | prf || 1603356Q RNA polymerase 
beta 1 -! [Oryza sativa] 



Seq. No. 


36454 




Seq. ID 


OJ990518_02.9B16 


.C23 


Gene No. 


74974 




Strand 






Start 


25598 




End 


29646 • 




Name 


OJ990518 02.9B16.C23 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


. 27087 




End 


27417 




GI 


none 




Score 


246 




Exons 


27087. .27332, 27087. 


.27416, 


27088. .27417 




Seq. No. - 


- 36454- 




v: : Seq; ; ID 


OJ990518_02.9B16 


;C23 


Gene No. 


74 974 * 




Strand 






Start' 


25598 




End 


29646 




Name 


OJ99051802.9B16.C23 


,o2.tc 


"Method 


• TBLASTX: Cress - 




Start 


27427 




End 


27647 




GI 


none 




Score 


306 




Exons 


27427. .27645, 27427. 


27645, 


27429. .27647 




Seq. No. 


36455 




Seq. ID 


OJ990518_02.9B16 


C24 


Gene No. 


74975 




Strand 


+ 




Start 


859 




End 


927 




Name 


OJ990518 02.9B16.C24 


ol . gs 


Method 


GENSCAN 




Start 


859 




End 


927 




GI 


none 




Score 


.54 




Exons 


859. .927 











36091 



Seq. No. 36456 Seq. ID OJ990518_02.9B16.C25 

Gene No. 74976 Strand + 

Start 1 End 2352 

Name OJ990518__02 . 9B16 . C25 . ol . gs Method GENSCAN 

Start 1 End 2352 

GI none ' Score .76 

Exons 1..222, 845. .931, 1040. .1138, 1232. .1433, 1546. .1667, 
1919. .2199, 2247. .2352 

Seq. No. 36456 Seq. ID OJ990518_02.9B16.C25 

Gene No. 74976 Strand + 

Start 1 End 2352 

-Name OJ990518_02 . 9B16 . C25 . ol . np Method AAT/NAP 

Start 1 End 2194 

GI 4160298 Score 468 

Exons 1..222, 845. .931, 1040. .1138, 1232. .1433, 1546. .1667, 

1919. .1976, 2022. .2194 

GI Descrip. (AJ011892) cyclin D2 . 1 protein [Nicotiana tabacum] 

Seq. No. 36456 Seq. ID OJ990518_02.9B16.C25 

j3eTie.^o,,..:^__7A977,„; : ■ _ „, ^^J&xm&^r^i^^^^'-^.. — 

Start.., . ..3243. ' , ....... ....EncC.-. 3332 ,. : _ 

Name OJ990518_02 . 9B16 . C25 . ol . tm Method TBLASTX : Maize 

Start 72 End 167 6 

GI none Score 76 

Exons 72. .134, 73. .147, 199. .225, 199. .246, 769. .798, 842. .931, 

856. .933, 1022. .1144, 1039. .1140, 1229. .1435, 1237. .1443, 
1544. .1579, 1545. .1676 

Seq. No. 36456 Seq. ID OJ990518_02.9B16.C25 

Gene No. 74977 Strand 

Start 3243 End 3332 

Name OJ990518_02 . 9B16 . C25 . ol . tc Method TBLASTX : Cress 

Start 827 End 1366 

GI none Score 87 

Exons 827.. 934, 839.. 931, 1031.. 1141, 104-5.. 1119, 1229.. 1366, . 
1237. .1350 

Seq. No. 36456 Seq. ID OJ990518_02.9B16.C25 

Gene No. 74977 Strand 

Start. . 3243. End . . . .3332 . .. .... 

Name - * ~ ": OJ990518_02 9B16 ,C25 . ol fts'" : " 'Method ; 'TBLASTX : Soybean' 

Start- ■ 839 -- ' * ' End 1420., ' 

GI none " Score 106 

Exons ' • . 839; .931, 1031. .1141, 1060 .-. 1137 , 1229 . . 142Q, 1252. .1335" . 

Seq. No. 36456 Seq. ID OJ990518_02.9B16.C25 

Gene No. 74 977 Strand ' - 

Start 3243 End 3332 

Name OJ990518_02 . 9B16 . C25 . o2 . gs Method GENSCAN 

Start 3243 End 3332 

GI none Score .93 

Exons ■ * 3243.. 3332 

Seq. No. 36457 Seq. ID OJ990518_02 . 9B16 . C2 6 

Gene No. 74978 Strand + 



36092 



Start 


474 




End 


908 


Name 


OJ990518 02.9B16.C26.ol 


.gs 


Method 


GENSCAN 


Start 


474 




End 


908 


GI 


none 




Score 


.44 


Exons 


474. .494, 588. .908 








Seq. No. 


36457 




Seq. ID 


OJ990518 


Gene No. 


74979 




Strand 




Start 


2971 




End 


5607 


Name 


OJ990518 02.9B16.C26.o2 


. gs 


Method 


GENSCAN 


Start 


2971 




End 


5607 


GI 


none 




Score 


.46 


Exons 


2971. .3002, 4387. .4512, 


4635. 


.4761, 4798. .4850, 




5500. .5607 









Seq. No. 36458 Seq. ID OJ990518_02.9B16.C27 

Gene No. 74980 Strand 

Start 2947 End 3039 

Name OJ9'90518_02 . 9B16.C27 .ol.gp Method AAT/GAP 

Start 2947 End 3039 

GI . LIB3477-003-P1-K1-E9 Score 118 

jExsos'-;, ■ 2.9 4 7.. ,...303 9 _ I . . _„ 

GI..Descrip. . . ' 2.4 98 5.8 6 /sp,|.Q.40 63 8 LMPQl^QRYSA.. 2 . 0e r 2,4. MAJOR. POLLEN .ALLERGEN ORY. 

S 1 PRECURSOR (ORY S I) >gi__117355~7 (U31771) Ory s 1 [Oryza 
sativa] » 



Seq. No. 36459 Seq. ID OJ990518 

Gene No. 74981 Strand + 

Start 777 End 1360 

Name OJ990518JD2 . 9B16 . C28 . ol . gs Method GENSCAN 

Start 777 End 1360 

GI none Score .78 

Exons 777.. 904, 1302.. 1360 



02.9B16.C28 



Seq. No. 


36459 




Seq. ID 


OJ990518 


_02. 


9B16 


.C28 


Gene No. 


74982 




Strand 










.Start 


1219 




End 


1701 








Name 


OJ990518 02 


,9B16.C28. ol.gp 


Method 


AAT/GAP 








Start 


1219 


■ End 


1701 








GI 


3760052 




Score 


786 








Exons 


1219. .1701 














"Seq. "NoV ." 


*- ; 36460 : ~' v 




"Seq.."-" ID' 


OJ9905i8 


J32.". 


9B1 : 6 


".TC29 


Gene No. 


■ 74983 ■ 




Strand 










Start 


1 




End 


239 - ' 








Name- 


■ OJ990518 02 


9B16.C29. ol.gp 


Method 


AAT/GAP 








Start 


1 




End 


239 








GI 


287171 




Score 


470 








Exons 


1. .-239 














Seq. No. 


36461 




Seq. ID 


OJ990518 


_02. 


9B16 


.C30 


Gene No. 


74984 




Strand 


+ 








Start 


7184 




End 


11186 








Name 


OJ990518 02. 


9B16.C30.o3.gs 


Method 


GENSCAN 








Start 


7184 




End 


11186 








GI 


none 




Score 


.56 








Exons 


7184 . .7446, 


10643. .10784, 


11115. .11186 











36093 



Seq. No. 


36461 


Seq. ID 


OJ990518 


_02 


.9B16. 


C30 


Gene No. 


74985 


Strand 










Start 


2963 


End 


5609 








Name 


OJ990518 02. 9B16.C30.o2.gs 


Method 


GENSCAN 








Start 


2963 


End 


5609 








GI 


none 


Score 


.7 








Exons 


2963. .3135, 3278. .3442, 3494 


.3560, 5430. .5609 








Seq. No. 


36461 


Seq. ID 


OJ990518_ 


02 


. 9B16. 


C30 


Gene No. 


74986 


Strand 










Start 


6606 


End 


10904 








Name 


OJ990518 02.9B16.C30.ol.np 


Method 


AAT/NAP 








Start 


6606 


End 


9861 








GI 


1345502 


Score 


96 








Exons 


6606. .6626, 9694. .9861 












GI Descrip. 


(X57297) TNP2 [Antirrhinum majus] 










Seq. No. 


36461 ' 


Seq. ID 


OJ990518_ 


_02 


9B16. 


C30 


Gene No. 


74986 


Strand 










Start 


6606 


End 


10904. 








..Name,. 


—.0 J 93.0 51£.„Q2 , T 5BL6..G.3a..Al...gR„ .. 


__Me.tbvQ.cL, 


AAT/GAP 


_ — , 






..Start 


. .8.529 , . . .... . ■ . 


End.. ... '., 


.1.030 A -i-v.*.. 






GI 


none 


Score • 


1111 








Exons 


8529. .8893, 10582 .. 10654 , 10725. .10904 










Seq. No. 


36461 


Seq. ID 


OJ990518_ 


_ 02 


9B16. 


C30 


Gene No. 


74987 


Strand 










Start 


11775 


End 


12212 








Name 


OJ990518 02. 9B16.C30.o4 . gs 


Method 


GENSCAN 








Start 


11775 


End 


12212 








GI 


none 


Score 


. 99 








Exons 


11775. . 11819, 12011. .12212 












Seq. No. 


36462 


Seq. ID 


OJ990518_ 


_02 


9B16. 


C31 


Gene No. 


74988 


Strand 


+ 








Start 


381 


End 


714 








Name 


OJ990518 02. 9B16.C31.ol.gs 


Method 


GENSCAN 








Start 


381 


End 


714 








GI 


none 


Score 


. 62 








Exons 


381. .476, 584. .714 












Seq : : : No. 


364 63 " " - ■ ■ ' 'v. " 


. Seq." ID- 


OJ990518_ 


_02, 


9B16. 


C32 


Gene No . * 


74989 


Strand 










Start 


1343 


End 


2373 








Name- • 


OJ990518 02.9B16'.C32.ol.gs 


Method* 


GENSCAN 








Start 


1343 


End 


2373 








GI 


none 


Score 


.86 








Exons 


1343. .1492, 2341. .2373 












Seq. No. 


36463 


Seq. ID 


OJ990518_ 


_02. 


9B16. 


C32 


Gene No. 


74990 


Strand 










Start 


5210 


End 


6050 








Name 


OJ990518 02.9B16.C32.o2.gs 


Method 


GENSCAN 








Start 


5210 


End 


6050 








GI 


none 


Score 


.5 








Exons 


5210. .5299, 5305. .5381, 5481. 


.5621, 5993.. 6050 









36094 



Seq. No. 


36464 






Seq. ID 


OJ990518 


_02 


. 9B16 


.C33 


flpnp Nip) 


/ *i _7 .7 X 






oLrdnu 










D Lax L 


-? 






.bnG 












O.TQQO^Ift 0 9 QR1 £ 


. Ljj . oi 


. gs 


Method 












Z> ~J c. 






±4 Ox 










1 1U1 it; 






Score 


. 4 3 












1 / CI 
. 1 H D X 














Seq.- No: 


36465 






Seq. ID 


OJ990518_ 


_02 


. 9B16 


.C34 


\JJ C 1 1C IN ^> . 


74992 






C +- ranr | 


X 








O Lai L 


56 






hna 


1 Q A Q 








Name 


OJ990518 02.9B16 


C34.ol 


.gs 


Method 


bLNbLAN 








C-j- -a v-+- 
OLdl L 


56 






bna 


1 Q /l Q 

±o4 o 








GI 


none 






OLUIC 










HiALJliO 


56. .115, 910. .954, 1783 


. . X O fl O 












Seq. No. 


36466 






Seq. ID 


OJ990518_ 


_02 


. 9B16 


.C35 


OtlllC LN W . 


"7 A Q Q Q 

/ 4 y y o 






Strand 










q+- a -r +■ 
OUdlL 


1165 








bZ 3 o 








Name 


OJ990518 02.9B16. 


C35.ol 


. gs . 


Method . 


"IT M C A 7\ M 








q+- a T-+- 

pJ*c|_X JU„. , .. 







— ■ — - 


j^nci;, , 




™- 






C T 

.yl . 


.none,. . „ . 






..Score, 










EjXOIIo 


1165.. 1265, 1663. 


.'1881,' 


co m 


C. O c; c; 
. OZOO 










Seq. No. 


36466 






Seq. ID 


OJ990518_ 


_02 


. 9B16 


.C35 


Gene No. 


n A Q Q "5 

/ 4 y y j 






Strand 












1165 






End 


CORE: 
bZ 0 0 








Name 


OJ990518 02.9B16. 


C35.ol 


np 


Method 


7\ 7\ rn / XT 7\ D 

PiAl / NAr 








qt- a -r t- 


2716 






End 


O Q A A 

Zo 4 4 










5852093 






Score 


£T 1 

Dl 








J_i .A. \J 1 1 0 


2716. .2844 


















(AL117264) zwhl6. 


1 [Oryza sativa] 










Seq. No. 


36467 






Seq. ID 


OJ990518_ 


_02 


9B16 


C38 


uCJIC IN » 


74994 






Strand 










q-t- a yt- 


393 






End 


4 0/ 








Name 


OJ990518 02.9B16. 


C38.ol. 


gs 


Method 


T7 "K7 O O 7\ M 








OL.Cti.L- 


393 






End 


4 0/. 










none 






Score 


. / Z 










393. .457 
















.Seqr No:" 7v : 


~ : 36468 " - " : 






Seq,.' ID" 


' OJ990518_ 


_02; 


9B16'. 


C4 0 


L3t;lltr INL/. 


74995 






Strand ■ 












461 






End 


o4 y 








Name 


OJ990518 02.9B16. 


C40.ol. 


gs 


Method • 


CjENSCAN 










461 






End 


o.4 y 








ox 


none 






Score . 


. / / 








Exons 


461. .549 
















Seq. No. 


36469 






Seq. ID 


OJ990518 


_02. 


9B16. 


C41 


Gene No. 


. 74996 






Strand 


+ 








Start 


53 






End 


119 








Name 


OJ990518 02. 9B16. 


C41.ol. 


gp 


Method 


AAT/GAP 








Start 


53 






End 


119 








GI 


LIB3477-003-P1-K1 


-E9 




Score 


84 








Exons 


53. .119 

















36095 




GI Descrip. 1 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



beq . jno . 


ob4 by 




beq. ID 


ATftftACI O nO A n 1 /" 

OJ990518 02.9B16 


. C41 


bene NO . 


/ 4 y y / 




Strand 






Of -i yf 

o rare 






bna 


Q O Q 

o Jo 




Name 


ATQQriRI Q HO Qnl C C A 1 «1 

ujyyuDio uz.ybib.L4i.oi. 


gs 


Method 


bENSCAN 




Start 


403 




End 


838 




GI 


none 




Score 


.45 




Exons 


4U0..4J.O, JOO. .OJO 










C *r Kl /-\ 

oeq . NO . 


JD4 / U 




beq. iu 


n TQont; 1 o no qdi ^ 

ujyyuoio uz.yBib 


. C4 Z> 


Gene No . 


n A Q Q Q 

/ 4 y yy 




Strand 






otart 


z i y 




hna 


1 1 on 

llz / 




Name 


ojyyuoia uz . yBib.C4o.oi. 


tm 


Metnoa 


TBLASTX : Mai ze 




Start 


122 




End 


453 




GI 


none 




Score 


174 




Exons 


10 0 ocn 10/1 o/:q i o o 
lzZ . . ZOU , lz4 . . oby , loz . 


O C Q 

. z by , 


too ooi; 
1 J J . . ZOO , 


oni >ico oon 


A C T 

4 51 


beq. no. 


o £ ^ t n 
Jb4 /U . 




Seq. ID 


OJ990518 02.9B16 


. C43 


.Gene.; Nq, . ^ 


"7 A Q QQ - 




,Sjtra_nd_ v 


-T- ™— ; 


— ^_ „ 


.Start . 


21 9 ' " 


- — - 


,End._ 


.11.27. .™ 





Name 


ujyyuDiy Uz.yBio.C4i.oi. 


gs 


Metnoa 


GENSCAN . 




b tar t 


O 1 Q 

z i y 




End 


705 






none 




Score 


.42 




Exons 


219. .705 










oeq . jno . 


36470 




Seq. ID 


OJ990518_02.9B16 


.C43 


Gene No . 


74998 




Strand 






b tart 


219 




End 


1127 




Name 


OJ990518 02. 9B16.C43.ol. 


gp 


Method 


AAT/GAP 




otait 


376 




End 


1127 






LIB3477-009-P1-K1-D12 




Score 


916 




Exons 


376. .682, 860. .954, 1034 


. .1127 






GI Descrip. 


t '5668808/gb|AAD46034.1|AC007519 19 9.0e-21 (AC007519) F16N3.20 




[Arabidopsis thaliana] 1 










beq. no. 


36471 ; 




Seq. ID 


OJ990518_02. 9B16 


.C4 4 


Gene No . 


74999 




Strand 


+ 




b tart 


789 




End 


1111 




Name 


OJ990518 02.9B16.C44.ol. 




Method 


GENSCAN . 




Start 


'7 89- : - - ■ ■ 




End' 


1111 »*'"... - 




GI 


none 




Score 


.85 




Exons 


789. .1111 










Seq. No. 


36472 




Seq. ID 


OJ990518_02. 9B16 


.C45 


Gene No. 


75000 




Strand 






Start 


553 




End 


1604 




Name 


OJ990518 02.9B16.C45.ol. 


gp 


Method 


AAT/GAP 




Start 


288 




End 


824 




GI 


17909 1.R1084 




Score 


808 




Exons 


288. .606, 704. .824 










GI Descrip. 


, 3766535/emb|CAA72383| 8 


.Oe-56 


(Y11687) 


14-3-3 protein 


[Solanum 



tuberosum] ' 



Seq. No. 



36472 



Seq. ID OJ990518_02.9B16.C45 



36096 




Gene No. 


75000 






Strand 






Start 


553 






End 


1604 




Name 


r\ tq onci q 

cjjy yuoio 


U2 . 9Blo.C4 5.Ol. 


tm 


Method 


TBLASTX : Maxze 




Start 


A O C 

4 ZD 






End 


a o o 

823 




C T 

bl 


none 






Score 


/" /- 

OD 




Exons 


/i o £ c n n 

4/b. .500, 


426 . . 500, 553 . 


.609, 


COT f 1 C 

577 . . 615 


, 698 . . 823, 698 . . 


820, 




*7 n. O QOl 

/Uz . . oz 1 , 


O f\ o o o o 

/U3 . . 822 










Seq. No. 


36472 






Seq. ID 


OJ990518_02.9B16 


.C45 


Gene No'. 


75000 






Strand 






btart 


c; e "X 






End 


loU4 




Name 


a m fine 1 o 

OJy 90518 


02 . 9B16 .C45 . ol . 


gs 


Method 


/I fl \Trt TV XT 

GENSCAN 




Start 


ceo 




End 


o o n 

820 






none 






Score 


n a 

. 94 




Exons 


553 . . dOd, 


704 . . 820 










beq. no. 


Jb4 /Z 






Seq. ID 




. C4 5 


I^ono NT 


/ juuu 






Strand 






Start 


553 






End 


1604 




Name 


OJ990518 


02. 9B16.C45.ol. 


np 


Method 


AAT/NAP 




Start . 


556 






End 


1604 




g;i_^ 


„ 4.66.3.3A_;, 






5 cp re _ ■ 


.188..-...; 




Exons... 


'.5.56_,..'..£Q6, 


3 DA-. Z B.2 2 f Z ". 1 .4 68 


....T6.D.4 








GI Descrip. 


(L29151) 


14-3-3 protein 


homologue [Solanum lycopersicum 





gi|1090846|prf I I2019487A 14-3-3 protein [-Lycopersicon 
esculentum] 



Seq. No. 


36472 






Seq. ID 


OJ990518_02.9B16 


.C45 


Gene No. 


75000 






Strand 






Start 


553 






End 


1604 




Name 


OJ990518 


02. 9B16.C45.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


698 






End 


828 




GI 


none 






Score 


132 




Exons 


698. .823, 


698. .820, 703. 


.828 








Seq. No. 


36472 






Seq. ID 


OJ990518JD2. 9B16 


.C45 


Gene No. 


7500.0 






Strand . 






Start 


553 






End 


' 1604 




Name 


OJ990518. 


02.9B16.C45.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


698 






End 


823 




GI 


none 






Score 


104 




Exons 


698.. 823, 


698.. 820. 










Seq. No. 


■ 36472' •' 






Seq. ID 


OJ990518_02. 9B16 


.C45 


Gene No. 


75000 






Strand 






Start 


553 






• End. 


1604 




Name 


OJ990518 


02. 9B16.C45.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


698 






End 


822 




GI 


none 






Score 


87 ' 




Exons 


698. .820, 


699. .821, 718. 


.822 








Seq. No. 


36473 






Seq. ID 


OJ990518_02.9B16 


.C47 


Gene- No. 


75001 






Strand 






Start 


395 






End 


755 




Name 


OJ990518 


02. 9B16.C47.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


393 






End 


747 




GI 


none 






Score 


137 





36097 




Exons 


jyo. . jIj, jyo..oi/, jyo 


. . Olo , 


678. .746, 679. .747 




Seq. No. 


36473 




Seq. ID 


OJ990518 02.9B16 


.C47 


Gene No. 


75001 




Strand 


- 










End 


755 




Name 


UJyyUDIo . ytil D . bfl / . Ol 


-4- T T 


Method 


TBLASTX: Wheat 




otart 


"3 Q 1. 




End 


518 




p t 
bl 


none 




Score 


75 




Exons 


oqq /iqc oqc cno one 

oyj..4oo, oyo..ouz, jyo 


. .01/, 


399. .518 






Seq. No. 


36473 




Seq. ID 


OJ990518_02. 9B16 


.C47 


Gene No. 


75001 




Strand 


- 




otarc 






End 


755 




Name 


p\TQQ.nc:iQ no qdi c r* ah ^ i 

ujyyuoio . ybi b . b4 / . oi 


. t s 


Method 


TBLASTX: Soybean 




0 4-—, -v~ 4- 

otart 


jy o 




End 


755 




P T 
bl 


none 




Score 


122 




Exons 


oyj..4oo/ oyo..oi/, jyo 


C O 1 


678. .755, 


679. .747 




beq. No. 






Seq. ID 


OJ990518_02.9B16 


. C47 


Gene No. 


/ 0 UU 1 




Strand 






Start 


395 




End 


755 




, Name " 


„.QJJ29LQ 5.1 8^.0-2 * 9.B 1.6.., G4 7., pX 


"SP-" 


.Method.,... . 


J\£T/.GAE_ ._„...„ 


— 


o.carjL..-. ( . _ _ 


TQC 


. • 


.End . 


7.55 ...... _ 




bl 


i / yuy i . Kiuo4 




Score 


461 




Exons 


jyj . . Ol / , OZ4 . . / 00 










GI Descrip. 


J / ooooo / eniD | LAA / Z jo J | c 


5 . Ue-o 


6 (Y11687) 


14-3-3 protein 


[Sol 




tuberosum] 1 










Seq. No. 


36473 




Seq. ID. 


OJ990518_02. 9B16 


.C47 


Gene No. 


75001 




Strand 


- 




otart 


j y o 




End 


755 




Name 


ujyyuoio . ybi o . b4 / . oi . 


gs 


Method 


GENSCAN 




O 4- -i -w-. 4- 

btart 


j y o 




End 


722 




P T 
bl 


none 




Score 


. 98 




Exons 


one c T -7 CO/1 *7 O O 

o y o . .oi/ f oz4. . /zz 










beq. no. 


J 04 / O 




Seq. ID 


OJ990518_02. 9B16 


. C47 


Gene No . 


75001 




Strand 






Start 


395 




End 


755 




Name 


OJ990518 02. 9B16.C47 .ol. 


np 


Method 


AAT/NAP 




Cf 2 yf 


395 




End 


755 




P T 

bl 


. 3912948 . 




Score 


320 




Exons.. 


395.V517,- 62 4." ;7 55 










GI Descrip. 


14-3-3-LIKE PROTEIN B gi|2697099 (U91723) 14 -3-3 ' isof orm b 




[Nicotiana tabacum] 










Seq. No. 


36473 




Seq. ID 


OJ990518_02. 9B16 


.C47 


Gene No. 


75001 




Strand. 






Of a-rf 

bear c 


395 




End 


755 




Name 


OJ990518 02.9B16.C47.ol. 


tm 


Method 


TBLASTX: Maize 




C -1 1 v 4- 

otart 


428 




End 


755 




GI 


none 




Score 


106 




Exons 


428. .517, 429. .518, 678. 


.755, 


679. .753 






Seq. No. 


36474 




Seq. ID 


OJ990518_02. 9B16 


C48 


Gene No. 


75002 




Strand 






Start 


1 




End 


189 





36098 



Name 


OJ990518JD2. 9B16 . C4 8 . ol . gp 


Method 


AAT/GAP 




Start 


1 


End 


189 




GI 


2442689 


. Score 


340 




Exons 


1 . . 189 








GI Descrip. 


151 9252 /gb I U65958 IOSU65958 


5.0e-15 Oryza sativa 


GF14-d proti 




mRNA, complete cds 






Seq. No. 


36474 


Seq. ID 


OJ990518 


_02.9B16.C48 


Gene No. 


75002 


Strand 






Start 


1 


End 


189 




Name . 


OJ990518 02.9B16.C48.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


112 




GI 


5902676 


Score 


121 




Exons 


1. .112 








GI Descrip. 


14-3-3-LIKE PROTEIN gi 13153902 (AF066076) 14-3- 


3-like prote; 




[Helianthus annuus] 








Seq. No. 


36474 


Seq. ID 


OJ990518 


_02.9B16.C48 


Gene No. 


75002 


Strand 






Start 


1 


End 


189 




Name 


OJ990518 02.9B16.C48.ol.gs 


Method 


GENSCAN 




..St.a.r.t_. 


... .14 ^ „ ; 


.End'-.:-: 





— -™ — — 


.GI. . .... . 


_ none .. . . . _ 


Scoxe,, 


. .43_._ 


— « 


Exons 


14. .118 








Seq. No. 


36474 


Seq. ID 


OJ990518 


_02 . 9B16.C48 


Gene No. 


75003 


Strand 






Start 


188 


End 


2968 




Name 


OJ990518 02.9B16.C48.o2.np 


Method 


AAT/NAP 




Start 


188 


End 


2968 




GI 


4680199 


Score 


193 




Exons 


188. .394, 2494. .2545, 2716. 


.2833, 2910 


. .2968 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


36474 


Seq. ID 


OJ990518 


_02.9B16.C48 


Gene No. 


75003 • 


Strand 






Start 


188 


End 


2968 




Name 


OJ990518 02. 9B16.C48 .o2.gs 


Method 


GENSCAN 




Start 


. 906 


End 


2328 




GI 


none 


Score 


.89 




Exons 


906. .988, 2247. .2328 








Seq/ No. " ' • 


" "364 7 4 *"-"•■"" \ : - ' :: '" v .' 


**' ' "Seq.. v ID r ' 


OJ990518; 


^02".'9B167C48' 


Gene No. *' 


75003 


Strand 






Start 


188 


End 


.2968 " 




Name' 


OJ990518 02. 9B16.C4 8 .ol.tm 


Method 


TBLASTX : 1 


Ma i ze 


Start 


2482 


End 


2831 




GI 


none 


Score 


89 




Exons 


2482. .2679, 2742. .2831 








Seq. No. 


36475 


Seq. ID 


OJ990518 


_02.9B16.C51 


Gene No. 


75004 


Strand 






Start 


77 


End 


158 




Name 


OJ990518 02.9B16.C51.ol.gs 


Method 


GENSCAN 




Start 


77 


End 


158 




GI 


none 


Score 


.77 




Exons 


77. .158 









36099 



Seq. No. 36476 Seq. ID OJ990518_02.9B16.C53 

Gene No. 75005 Strand + 

Start 22 End 772 

Name OJ990518_02 . 9B16 . C53 . ol . gp Method AAT/GAP 

Start 22 End 445 

GI 25719_1.R1084 Score 788 

Exons 22.. 445 

GI Descrip. ' 4544443/gb | AAD22351 . 1 | AC006592_8 6.0e-12 (AC006592) putative 
mitochondrial uncoupling protein [Arabidopsis thaliana] 1 

Seq. No. 36476 Seq. ID OJ990518_02.9B16.C53 

Gene No. 75005 Strand + 

Start 22 End 772 

Name OJ990518_02 . 9B1 6 . C53 . o2 . tm Method TBLASTX : Maize 

Start 71 End 253 

GI none Score 201 

Exons 71.. 253, 72.. 191 

Seq. No. 36476 Seq. ID OJ990518_02.9B16.C53 

Gene No. 75005 Strand + . .. . 

Start_. , 22 _ ^' - .End_ . . ..112 , ; .„„ 

..Name 1. ... .OJ99051.8._02,.3Bi&..C53.. ol.ts _ Method,.. _TBLA$TX.: Soybean .. ... 

Start 73 End 765 

GI none Score 144 

Exons 73. .180, 78. .182, 78. .182, 267. .398, 293. .394, 504. .701, 
558. .764, 739. .765 



Seq. No. 36476 

Gene No. 75005 

Start 22 

Name OJ990518_02 . 9B16 . C53 . ol . tw 

Start 281 

GI none 
Exons 



Seq. ID OJ990518_02.9B16.C53 
Strand 
End 

Method 
End 
Score 



+ 

772 

TBLASTX: Wheat 

635 

176 



281. .394, 282. .398, 489. .635, 495. .635 



Seq. No. 


36476 


Seq. ID . 


OJ990518_02.9B16 


.C53 


Gene No. 


75005' 


Strand 


+ 




Start 


22 


End 


772 




Name 


OJ990518 02. 9B16.C53.ol.np 


Method 


AAT/NAP 




Start 


294 


End 


772 




GI 


4220533- 


Score 


455 




Exons 


'294.*; 772"* - ■ - . 








GI Descrip. 


(AL035356) putative mitochondrial uncoupling protein . 






[Arabidopsis thaliana] 








Seq. No. 


36476 


Seq. ID 


OJ990518_02.9B16 


.C53 


Gene No. 


75005 


Strand 


+ 




Start 


22 


End 


7 7 t 2 




Name 


OJ990518 02.9B16.C53.ol.tc 


Method 


TBLASTX: Cress 




Start 


294 


End 


770 




GI 


none 


Score 


144 




Exons 


294. .398, 311. .376, 513. .701, 


518'. .676, 


597. .770 




Seq. No. 


36476 


Seq. ID 


OJ990518_02.9B16 


.C53 


Gene No. 


75005 


Strand 


+ 




Start 


22 


End 


772 





36100 






Name 




. gs 


Method 


PT?MCPZi NT 




C +- a r*+- 


1 






/ Oft 




ol 


none 




Score 


Q 

. y 






jOi . • f OH 










O /T XT /~\ 

beq. wo. 


o £ 4 7 c 




oeq. id 


ujyyuoio uz.yoib.uoJ 




Gene No. 


75005 - 




Strand 


+ 




Start 


22 




End 


772 




Name 


OTQQOMft 0,9 QR1 PR*} n1 


. LIll 


L v je unoa. 


TRT £ CITY • Ma i 




Of 3 y-f- 


O 0 




Jjua 


7 £ft 
/ DO 




P T 


none 




Score 






Exons 


4£P 4 Q1 /IRQ £7d 4P.Q 
*iOO..fiy-L, ftOy..O/4, <i O y 


£74 
. . 0 / ft , 


jUU . . 00 0 


Cic £QQ CQQ 7C"7 

, o / o . . o y o , o y y . . / o / , 






7TQ 7£P 
/ . /DO 










Seq. No. 


36477 




Seq. ID 


OJ990518_02-. 9B16.C54 




Gene No. 


75006 




Strand 


+ 




otdl L 


(CO p 




ijiia. 


Q RO 
you 




Name 


PiTQQORIP, 09 QR1 £ PR/1 ol 


.gs 


\A ^ -4— W /~\ f\ 

jxie inoa 








DO 0 






you 




PT 


none 




Score 


. Dl 




Exons 


(TOO CQ^ o o c ncn 

boo . . oy o , ozd . .you 










peq.. -..wo ....... 


"3 £>1 7 7 




aeq .. ,i y. „ 


jj.j,.y ,y.u p x o u ^ . y t> i v o . 


y 


bene ino . 


75007 




Strand 




i Ji 


Start 


r 




End 


102 


f n 


Name 


OJ990518 02.9B16.C54.ol 


gp 


Method 


AAT/GAP 






1 




End 


102 


f if 


p t 


4697 1.R1084 




Score 


188 


». _~ 


HtXons 


1. .102 








ly 


GI Descrip. 


, 4544443/gb|AAD22351.1|AC006592 8 3 . Oe 


-36 (AC006592) putati^ 






mitochondrial uncoupling protein [Arabidopsis thaliana] ' 


til 


Seq. No. 


36477 




Seq. ID 


OJ990518_02.9B16.C54 




Gene No. 


75008 




Strand 






oT-ari. 


6229 




End 


8220 




Name 


OJ990518 02. 9B16.C54 .o2. 


gs 


Method 


GENSCAN 






6229 


End 


8220 




P T 


none 




Score 


• .57 




Exons 


6229. .6327, 6492. . 6577, 


6996. 


.7116, 7518. .7540, 7889. .8220 




Seq. No. 


36478 




Seq. ID 


OJ990518_02.9B16.C55 




. Gene. No. 


75009 




Strand 






pLdll 


" 14 41 -.- •" 




End.. ■-" 


1565. ' \" " " '• ' 




Name" 


OJ990518 02. 9B16.C55.ol. 


gs . . 


Method 


GENSCAN # . . ■ 




otart 


' 1441 




End 


1565 




PT 


■none 




Score 


.94 




Exons 


1441.. 1565 










Seq. No. 


36479 




Seq. ID 


OJ990518_02.9B16.C58 




Gene No. 


75010 




Strand 


+ 




Start 


289 




End 


514 




Name 


OJ990518 02.9B16.C58.ol. 


gs 


Method 


GENSCAN 




Start 


289 




End 


514 




GI 


none 




Score 


.85 




Exons 


289. .514 










Seq. No. 


36480 




Seq. ID 


OJ990518_02.9B16.C60 



36101 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



75011 Strand + 

1 End 375 

OJ990518_02 . 9B16 . C60 . ol . np Method AAT/NAP 

1 End 369 

4220524 Score 284 
1..92, 152. .369 

(AL035356) putative protein [Arabidopsis thaliana] 



36480 Seq. ID 

75011 Strand 

1 End 
OJ990518_02 . 9B16. C60 . ol . gs Method 

91 End 

none Score 
91. .375 



OJ990518__02.9B16.C60 
+ 

375 

GENSCAN 

375 

.71 



Seq. No. 36480 Seq. ID 

Gene No. 75012 Strand 

Start 303 End 

Name OJ990518__02 . 9B16 . C60 . ol . tm Method 

Start 177 .End 

S.I .... ..... -.Ppnei - . : - — ......Score . 

.Exons . .177- .2.63, 17.7, . 356,. .178 . . 351,. . 332 . . 3,52 



OJ990518_02.9B16.C60 
+ 

437 

TBLASTX: Maize 

356 . 

84.._, ■ , ; : 



Seq. No. 36480 Seq. ID 

Gene No. 75012 Strand 

Start 303 End 

Name OJ990518_02 . 9B16 . C60 . ol . ts Method 

Start 177 End 

GI none Score 

Exons 177.. 263, 178. .357, 180.. 356 



OJ990518_02.9B16.C60 
+ 

437 

TBLASTX: Soybean 

357 

73 



Seq. No. 36480 Seq. ID 

Gene No. 75012 Strand 

Start 303 End 

Name OJ990518_02 . 9B16 . C60 . ol . tc Method 

Start 178 End 

GI none Score 

Exons 178.. 363, 198.. 362 



OJ990518_02.9B16.C60 
+ 

437 

TBLASTX: Cress 

363 

220 



Seq. No. 36480 Seq. ID 

Gene No. . 75012 Strand . 

Start"- . "303 " " ' : . ' ' " \; '/ ' ' End • : 
Name OJ990518 02« 9B16 . C60 . ol . gp Method 

Start ; 303 " " End ' 

GI- ■ 3760052 Score 
Exons 303. .437 



OJ990518_02.9B16.C60 

+ . 
"437 ' •" * " ; 

AAT/GAP .. " * 

437 
261 .. 



Seq. No. 36481 Seq. ID 

Gene No. 75013 Strand 

Start 1 End 

Name OJ990518_02 . 9B16 . C61 . ol . np Method 

Start 1 End 

GI 4966364 Score 

Exons l.\ 38, 182. .409 

GI Descrip. (AC006341) Similar to gb|AJ224359 surfeit locus protein 5 

(surf 5b) from Homo sapiens. [Arabidopsis thaliana] 



OJ990518_02.9B16.C61 
+ 

483 

AAT/NAP 
409 
196 



36102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36481 Seq. ID 

75013 Strand 
1 End 
OJ990518_02 . 9B16 . C61 . ol . ts Method 
172 End 
4396058 Score 
172. .270, 173. .391, 181. .390 

2498977/sp_Q62276_SUR5_MOUSE 1.0e-12 SURFEIT LOCUS PROTEIN 5 
>gi_1150512_emb_CAA594 53_ (X85169) SURF-5 protein [Mus musculus] 



OJ990518_02.9B16.C61 
+ 

483 

TBLASTX: Soybean 

391 

58 



36481 Seq. ID 

75013 Strand 
1 End 
OJ990518_02. 9B16.C61.ol.gp Method 
182 End 
5455511 Score 
182. .483 

4966364/gb|AAD34695.1|AC006341_23 3.0e-35 (AC006341) Similar to 
gb_AJ224 359 surfeit locus protein 5 (surf 5b) from Homo sapiens. 
[Arabidopsis thaliana] 



OJ990518_02.9B16.C61 
+ 

483 

AAT/GAP 

483 

570 



Seq.. . No,. 


.3-64.8 L.*...- 


Gene. No. 


75013 


Start 


1 


Name 


OJ990518 


Start 


182 


GI 


..none 


Exons 


182.. 388 


Seq. No. 


36481 


Gene No. 


75013 


Start 


1 


Name 


OJ990518 


Start 


182 


GI 


none 


Exons 


182. .415 


Seq. No. 


36482 


Gene No. 


75014 


Start 


200 


Name 


OJ990518 


Start* 


. -200 


G'i- 


none 


Exons 


200. .348 


Seq. No. 


36483 


Gene No. 


• 75015 


Start 


180 


Name 


OJ990518 


Start 


180 


GI 


none 


Exons 


180. .328 


Seq. No. 


36484 


Gene No. 


75016 


Start 


1 



..Seq., ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



. Q J 9.9 0 5 J. S_Q2. .3 B 1 £L£.6 li : 
+ ' - 

483 

TBLASTX: Cress 

388 

191 



OJ990518_02.9B16.C61 
+ 

483 

GENSCAN 

415 

.76 



Seq. ID OJ990518_02.9B16.C63 

Strand 

End 348 

Method. . GENSCAN 

End • ' • 348 '- -* ' " ' ~ 

Score . . 72 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990518_02.9B16.C64 
+ 

328 

GENSCAN 
328 
.76 . 



OJ990818_09. 9B08.C1 
+ 

582 



36103 



Name OJ9908 18_09 . 9B08 . CI . ol . np 

Start 1 

GI 2979554. 

Exons 1 . . 582 

GI Descrip. (AC003680) unknown protein 

Seq. No. 36485 

Gene No. 75017 

Start 1 

Name OJ9908 18_09 . 9B08 . C2 . ol . np 

Start 1 

GI 2979554 

Exons 1..61, 136. .279, 484. .637, 
GI Descrip. (AC003680) unknown protein 



Method AAT/NAP 
End 582 
Score 531 

[Arabidopsis thaliana] 

Seq. ID OJ990818_09.9B08.C2 

Strand +■ 

End 1119 

Method AAT/NAP 

End 1119 

Score 338 
668. .973, 1071. .1119 
[Arabidopsis thaliana] 



Seq. No. 36485 
Gene No. 75017 
Start 1 

Name OJ9908 18_09 . 9B08 . C2 . ol . gs 

Start 130 
GI none 

JJxsmu U : 3a.--.272,™4M^. 933. ... _ _ 



Seq. ID OJ990818_09.9B08.C2 

Strand + 

End 1119 

Method GENSCAN 

End 969 

Score .85 



Seq. No. 36486 - 

Gene No. 75018 

Start 1 

Name OJ9908 18_09 . 9B08 . C3 . ol . np 

Start 1 

GI 2979554 

Exons 1..139, 394.. 416 

GI Descrip. (AC003680) unknown protein 

Seq. No. 36487 

Gene No. 75019 

Start 669 

Name OJ9908 18_09 . 9B08 . C4 . ol . gs 

Start 669 

GI none 

Exons 669. .779 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818__09. 9B08 .C3 
+ 

416 

AAT/NAP 

416 

56 



[Arabidopsis thaliana] 

Seq. ID OJ990818_09.9B08.C4 

Strand + 

End 779 

Method GENSCAN 

End 77 9 

Score .76 



Seq. No. 36487 Seq. ID 

Gene No. . 75020 , Strand 

Start, ; '1 ' ' ' ' : End ■ 

Name ¥ OJ9908'18_09 . $B08 . C4 . ol . gp Method 

Start 1 End' 

GI-* none Score 

Exons 1 . . 130 



OJ990818_09.9B08.C4 

.130 " -'" : " : '• ' 

AAT/GAP 

130 ' 

256 



Seq. No.., 36488 Seq. ID 

Gene No. 75021 Strand 

Start 819 End 

Name OJ9908 18_09 . 9B08 . C5 . ol . gs Method 

Start 819 End 

GI none Score 

Exons 819.. 913 



OJ990818_09.9B08.C5 
913 

GENSCAN 

913 

.79 



Seq. No. 



36489 



Seq. ID OJ990818_09. 9B08.C6 



36104 



Gene No. 


75022 


Strand 








Start 


£ 13 


End 


480 






Name 


OJySJOolo 09 . 9B08 . Co . ol . tm 


Method 


TBLASTX : 


Maize 




Start 


2. 1 3 


End 


480 






GI 


none 


Score 


53 






Exons 


113. .ill, 293. .310/ 33/. .480, 


338. .463, 367. .480 




Seq. No. 


364 90 


Seq. ID 


OJ990818 


_09.9B08 


,C7 


Gene No. 


75023 


Strand 








Start 


1 


End 


925 






Name 


OJ990818 09. 9B08.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


776 






GI 


4263784 


Score 


136 






Exons 


1..20, 609. .776 










GI Descrip. 


(AC006068) putative glycoqenin [Arabidopsis thaliana] 




Seq. No. 


36490 


Seq. ID 


OJ990818 


_09.9B08 


-C7 


Gene No. 


75023 


Strand 








Start 


1 


End 


925 






Name 


OJ990818 09. 9B08.C7 .ol. tm 


Method 


TBLASTX: 


Maize 




Start . 


603 


End 


925 






-&L-™ ....... 


_,n.one__.. ; 


. iLoare.. _ 


„..9„8 „ 






Exon.s.„ ^ 


„ 603... . 68 3^ .60.8. .....68 2 ,1 £32. \ 75.(3 


.683.., 751 


,...683,. .75.1,.. 869..,..925, 


Seq. No. " 


36491 


Seq. ID 


OJ990818 


_09. 9B08 


,C8 


Gene No. 


75024 


Strand 


+ 






Start 


2840 


End 


3241 






Name 


OJ990818 09.9B08.C8.ol.gp 


Method 


AAT/GAP 






Start 


2840 


End 


3241 






GI 


3758977 


Score 


748 






Exons 


2840. .3241 










Seq. No. 


36491 


Seq. ID 


OJ990818 


_09. 9B08 


.C8 


Gene No. 


75025' 


Strand 


+ 






Start 


4440 


End 


5806 






Name 


OJ990818 09.9B08.C8.o2.gs 


Method 


GENSCAN 






Start 


4440 


End 


5721 






GI 


none 


Score 


.89 






Exons 


.4440. .4544, 4951. .5114, 5277. 


.5658, 5707. .5721 






Seq. No. 


36491 


Seq. ID 


OJ990818 


_09.9B08 


,C8 




75025 . 


Strand 


+ 






Start 


"4440 * ' ■ : -" : 


End* 


'5806' v - : ; 






Name. 


OJ990818 09..9B08.C8.o2.np 


Method- 


AAT/NAP 


• 




Start 


5265 


End 


5806- 






GI 


3218544. 


Score • 


634 






Exons 


5265. .5658, 5750. .5806' 










GI Descrip. 


(AB004813) alternative oxidase [Oryza 


sativa] 







gi|3218546|dbj IBAA28773I (AB004864) alternative oxidase [Oryza 
sativa] gi | 6467126 | dbj | BAA86963. 1 | (AB007452) alternative 
oxidase [Oryza sativa] 



Seq. No. 36491 Seq. ID 

Gene No. ". 75026 Strand 

Start 7303 End 

Name OJ9908 18_09 . 9B08 . C8 . o4 . gs Method 

Start 7303 End 



OJ990818_09. 9B08.C8 
+ 

10309 

GENSCAN 

10309 



36105 




GI 


none 






Score 


.7 


Exons 


1 303 . . 7521, 7550 


. . 7670, 


1119. 


.7849, 7963. .8044, 8450. .8547 




o 620 . . 8667 , 925o 


. . 93 3d, 


10196 


. . 1U JU9 




Seq. No. 


364 91 






Seq. ID 


OJ990818_09.9B08.C8 


Gene No. 


75027 






btrana 


+ 


Start 


14895 








155 65 


Name 


OJ990818 09.9B08 


.C8.o3. 


np 


Me tnoa 


AAT/NAP 


Start 


14895 








lozofi 


GI 


1084461 






Score 


coo 
Ooo 


Exons 


14895. .15284 










GI Descrip. 


RCc3 protein - rice gi | 


/ O DlOZ 


(L27208) 


RCc3 [Oryza sativa] 


Seq. No. 


36491 






oeq . 1 u 


riTQQDPI P HQ QQOQ CQ 


Gene No. 


75027 






Strand 


+ 


Of -s >-+- 

btart 


14895 






End 


1 r r /-r 

15565 


Name 


OJ990818 09.9B08 


C8.06. 


gs 


Method 




Start 


14895 






End 


1 COOT 

152S7 


GI 


none 






Score 


1 


Exons 


14895. .15287 










jSjejq.. ;_Njcu .. 


36.4 SLL_ .„,._ 






.seq..,, id,. 


Oja9Q.ll 8^0.2 ..9BJ9^.j:a. 


Gene.. .No...... ^. 


.7.5027 - i *. . 






.Strand,. _ 




Start 


14895 






End 


15565' ' -' : "- ' 


Name 


OJ990818 09.9B08, 


C8.o2. 


gp 


Method 


AAT/GAP 


Start 


15108 






End 


15565 


GI 


587 3.R1084 






Score 


898 


Exons 


15108. . 15565 











GI Descrip. 1 4240032/dbj | AB018587 . 1 1 AB018587 4.0e-14 Zea mays ZmGRla mRNA, 
complete cds 1 



Seq. No. 36491 Seq. ID 

Gene No. 75028 Strand 

Start 18095 End 

Name OJ990818_09 . 9B08 . C8 . o3 . gp Method 

Start 18012 End 

GI 587_2.R1084 Score,.. 

Exons 18012. . 18808 

GI Descrip. ' 1084461/pir | | S53012 6.0e-50 RCc3 protein - rice >gi_786132 
(L27208) RGc3 [Oryza sativa] 1 



OJ990818JD9. 9B08.C8 
+ 

18808 
AAT/GAP 
18808 
1472. 



Seq.. No.. 36491 Seq. ID 

Gene .No."*" 75028 * : " **- - • ' Strand 

Start 18095 ■ , End , * 

Name OJ990818_09 . 9B08 . C8 '08 . gs Method 

Start - 18095 End 

GI none Score 

Exons 18095. .18238, 18240.. 18491 



OJ990818_09. 9B08.CS 

+■ '** .-, - - - 

18808 
GENSCAN 
18491 
1 



Seq. No. 36491 Seq. ID 

Gene No. 75029 Strand 

Start 21310 End 

Name OJ9908 18_09 . 9B08 . C8 . o4 . np Method 

Start 21310 End 

GI 6721516 Score 

Exons 21310. .21546, 21957.. 22272 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ990818_09. 9B08.C8 
+ 

22272 
AAT/NAP 
22272 
576 



36106 




Seq. No. 36491 Seq. ID OJ990818_09 . 9B08 . C8 

Gene No. 75030 Strand + 

Start 26895 End 29004 

Name OJ990818_09 . 9B08 . C8 . o5 . np Method AAT/NAP 

Start 26895 End 28620 

GI 508304 Score 331 

Exons 26895. .27014, 27235 .. 27321 , 28331.. 28620 

GI Descrip. (L22305) bimodular protein [Medicago sativa] 

Seq. No. 36491 Seq. ID OJ990818JD9 . 9B08 . C8 

Gene No. 75030 Strand + 

Start 26895 End 29004 

Name OJ990818_09 . 9B08 . C8 . o4 . gp Method AAT/GAP 

Start 28137 End 28420 

GI 97240_1.R1084 Score 532 

Exons 28137. .28420 

GI Descrip. 1 4240032/dbj | AB018587 . 1 | AB018587 4.0e-14 Zea mays ZmGRla mRNA, 
complete cds 1 ' 

Seq. No. 36491 _ Seq. ID OJ99'0818_09 . 9B08 ..C8 

Gexte. N.o,„. ... ,_75.030- Strand .... t .. _ _ ^ 

, . Start ..26.825 ',. . ...... End .'. .29.004 . 

Name OJ990818_09. 9B08 .C8 .olO.gs Method GEN SCAN 

Start 28210 End 28623 

GI none Score .97 

Exons 28210. .28623 

Seq. No. 36491 Seq. ID OJ990818_09 . 9B08 . C8 

Gene No. 75030 Strand + 

Start 26895 End 29004 

Name OJ990818_09 . 9B08 . C8 . o5 . gp Method AAT/GAP 

Start 28441 End 29004 

GI 3763780 Score .1017 

Exons 28441. .29004 

GI Descrip. 4240032/dbj | AB018587 . 1 | AB018587 4.0e-14 Zea mays ZmGRla mRNA, 
- complete cds 

Seq. No. 36491 ' Seq. ID ■ OJ990818_09 . 9B08 . C8 

Gene No. * 75031 ' Strand 
Start 1084 End 3247 

Name . - OJ990818_09 . 9B08 . C8 . ol . np Method AAT/NAP. 

** "Start - 993 ; ' : •'•>-"" - ' End ' 2667- : . v : "" v "~ " 

GI . 2944178 . ' Score ■ 616 

Exons 993. .1040, 1144. .1236, 1338 .. 1478, " 1568 .. 1645, 1772. .1864, 

1957.. 2064, 2181.. 2261, 2369.. 2440,- 2535.. 2667 

GI Descrip. (AF007778) trehalose-6-phosphate phosphatase [Arabidopsis 
thaliana] 

Seq. No. 36491 Seq. ID OJ990818_09 . 9B08 . C8 

Gene No. 75031 Strand 

Start 1084 End 3247 

Name OJ9908 18_09 . 9B08 . C8 . ol . gs Method GENSCAN 

Start 1084 End 3247 

GI none Score . 69 

Exons 1084. .1236, 1338. .1478, 1568. .1645, 1772. .1873, 2369. .2440, 

2535. .2675, 2754. .2886, 2888. .2975, 3072. .3162, 3242. .3247 



36107 




Seq. No. 


36491 








Seq. ID 


OJ990818_09.9B08.C8 


f^pno Mo 

OC1JC LNL* • 


7 sen? 
/ ~j \j *j 








OLIal ILL 




O Lai. L 


Rft9D 

JOtU 








PnH 

Hi 1 ILi 


6997 


LNCUUC 


O.TQQ0R1 R DQ 




rft o^ 


, gs 


Mof hArl 
L it: L 1 IvJLL 




Of a r +- 










LjL ILL 


6997 


\J I 


none 








O L.L'i. C 




III AUI 1 >-> 


q o n 6997 












Seq. No. 


36491 








Seq. ID 


OJ990818_09.9B08.C8 


(~1&Ti & Mo 


75033 








Strand 




O Lai L 


11237 








End 


13846 


LN cu lie 


OJ990818 09 


.9B08 


.C8.o5. 


gs 


Method 


GENSCAN 


o Lai l 


11237 








End 


13846 


GI 


none 








Score 


.67 


P von q 


11237. .12096, 12685. .12799, 


12937. . 13104, 13835. . 1384 6 


Cpn Mo 


36491 








Seq. ID 


OJ990818J)9. 9B08.C8 


Gene No. 


75034 








Strand 




Start 


30197 








End 


30480 


LN CLXLIC 


OJ990818 09 


.9B08 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 


Of ar f ' 


..." 97.3: . „ 


- 






_End 


..2231: . 


\j.± ...... . , 


ncDne_., ... 








. v ^Sc.or,e. . ... 


.64, .... 


Exons 


973. . 1041, 


995*7/ 


1042, 1138 . . 


1215, 1142. 


,.1216, 1143. .1220, 




1311. .1478, 


1338 


. . 1478, 


1565 


..1657, 15* 


56. .1658, 1770. .1874, 




1772. .1873, 


2187 


99^1 








Seq. No. 


36491 








Seq. ID 


OJ990818_09.9B08.C8 


Ce^ne* Mo 

VJCllC LNU • 


75034 








Strand 




Of- a r f 


30197 








End 


30480 


LN CHllC 


OJ990818 09 


.9B08 


,C8.o4. 


tw 


Method 


TBLASTX: Wheat 


Cf a r +- 

O Lai L 










End 


1479 


w X 


none 








Score 


39 


P von q 


994. . 1041, 


1138. 


.1239, 


1142. 


.1237, 1327. .1479, 1335. .1478 


°i orr Mo 


36491 








Seq. ID 


OJ990818J)9.9B08.C8 


(?on o Mo 

OCIiC LNL/ • 


75034. 








Strand 




Start - 


30197 






End 


304 80 


Name 


OJ990818 09 


.9B08 


.C8.o2. 


tc . 


Method 


TBLASTX: Cress 


O L CI -I L 


1005 








End 


2676 


CT 

\J X 


none 








Score 


46 


P v on q 

Hi AUILO 


- ■ 1005. .1040, 


1006 


. . 1041, 


1138 


..1218, 1142. .1222, 1335. .1481, 




•- 1336 V. 14 7 9,.' 


1563- 


. :i658/ 


1565 


.-.1657, 1772 /. 1864, 1773 . . 1874 , 




' I960. .2025,' 


2155' 


. .2262, 


2181. 


. .2261, 2366.. 2440, 2367.. 2441, 


• 


2514.. 2606, 


2520 


. .2666, 


2542 


. .2676 




Seq. No. 


36491 








Seq. ID 


OJ990818_09.9B08.C8 


Gene No. 


75034 








Strand 




O Ldl L 


30197 ' 








End 


30480 


Name 


OJ990818 09 


.9B08, 


,C8.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


1141 








End 


1874 


GI 


none 








Score 


83 


Exons 


1141. .1239, 


1335, 


. .1481, 


1336 


..1479, 1565. .1666, 1772. .1861, 




1773. .1874 












Seq. No. 


36491 








Seq. ID 


OJ990818_09.9B08.C8 


Gene No. 


75034 








Strand 





36108 






Start 


30197 








End 


30480 




Name 


Utiyyuoio uy 


QQHQ 


. Co . 04 . 


t s 


Method 


TBLASTX: Soybean 




Start 


*i o o o 

2202 








End 


2667 




GI 


none 








Score 


77 




Exons 


2202 . .22 61, 


O "3 f 1 

2361 


. .2441, 


2366 . 


.2443, 2369. .2443, 2529. .2642 






ZD oZ . . 2 bob, 


254 5 


. . 266 / 










Seq. No. 


36491 








Seq. ID 


OJ990818_09.9B08.C8 




Gene No. 


75034 








Strand 






Start 


Duly f 








End 


30480 




Name 


ojyyooio oy 


. yB08 


. C8 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


O O O "3 

222 J 








End 


2667 




GI 


none 








Score 


78 




Exons 


22 2 J . . 22 0 1 , 




A A 1 

. .2441, 


O Q ^ o 

2 oby . 


.2440, 2520. .2666, 2545. .2667 




Seq. No. 


36491 








Seq. ID 


OJ990818_09.9B08.C8 




Gene No. 


75034 








Strand 






Start 


ju i y / 








End 


30480 




Name 


ojyyooio oy 


. 9B08 


C8 . o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


O O o 

22 J2 








End 


2667 




GI. 


none 








Score 


81 




, „ .Exons 


OOOO OOiC1 

. _ 4, 2 _J 2. .„ ... 2 2 Jb J.,,. 




...244.0 , 


O D ~7 O 


a 4 A! „ ZSZQ^.JZS -6A, ^2AA3 M 2MJ. 


IT' 


Seq. No. 


36491 




- ■ — - ■ 


„ . . . . 


Seq. ID 


OJ-?90 818_09. 9B08.C8 


• ~= 


Gene No. 


75034 








Strand 




•i : " 


Start 


juiy / 








End 


30480 




Name 


OJyyOoib 09 


On O O 

. 9B08 


C8 . o4 . 


tm 


Method 


TBLASTX: Maize 


3 L5 


Start 


c o n 

5206 








End 


5433 


L_i 


GI 


none 








Score 


274 


§ ; H 


Exons 


cone c OTQ 

52U6 . . Do /y , 


c o c >i 
5254 


. 5 4 oo , 


5265 . 


.5429 






Seq. No. 


36491 








Seq. ID 


OJ990818_09.9B08.C8 




Gene No. 


75034 








Strand 




= 

f 1 


Start 


~3 n 1 0*7 

J019 / 








End 


30480 




Name 


a rnnnoi o o o 

OJ990818 09 


O n O O 

. 9B08 . 


C8 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


5254 








End 


5851 


r ~" 


GI 


none , 








Score 


599 




Exons 


5254 . .5658, 


5260 . 


E O O O 

. 5382 , 


5265 . 


.5660, 5750.. 5851 




Seq. No. ' 


36491 








Seq. ID 


OJ990818_09. 9B08 .C8 




Gene No. 


75034 








Strand 






btart 


o U i y /. 








End 


30480 . - , 




Name ' * 


/"\TOOOO*io o o 

OJ99081o 09 


9B08 . 


C8 : ol . 


ts; 


Method 


TBLASTX : Soybean- : " : 




Start 


5254 








End 


5809. " ■ ■ 




GI 


none 








Score 


595 




Exons 


5254 . . 5 658 , 


5259 . 


. 5660 , 


57 50. 


5809 






Seq. No. 


36491 








Seq. ID 


OJ990818_09.9B08.C8 




Gene No. 


75034 








Strand 






Start 


30 1 y / 








End 


30480 




Name 


OJ990818 09 


9B08 . 


C8 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5350 








End 


5658 




GI 


none 








Score 


204 




Exons 


5350. .5514, 


5355. 


.5510, 


5527. . 


5658, 556 


6. . 5658 




Seq. No. 


36491 








Seq. ID 


OJ990818_09.9B08.C8 




Gene No. 


75034 








Strand 





36109 



30197 End 

OJ9908 18_09 . 9B08 . C8 . o3 . tm Method 

5433 End 

none Score 



30480 

TBLASTX: Maize 

5812 

353 



5433. .5660, 5434. .5670, 5566. .5679, 5750. .5809, 5750. .5812 



36491 
75034 
30197 

OJ990818_09.9B08.C8.ol. tw 

14869 

none 

14869. .14955, 14 874 .. 14 94 8 , 
15029. .15181, 15030. .15188, 
18074. .18169, 18080. .18160, 
18231. .18401, 18408. .18485, 
28368.-28532, 28369 .. 2854 5 , 
28540. .28617 



Seq. ID OJ990818_09.9B08.C8 

Strand 

End 30480 

Method TBLASTX : Wheat 

End 28617 

Score 108 
14880. . 15209, 14 918 14 977 , 
15207. . 15290, 15221 .. 1528 9, 
18165. . 18410, 18230. .18382, 
18422. . 18484, 28225 .. 282 90 , 
28381. .28545, 28539 28607 , 



36491 
75034 

..J3DJL97 . ; „: 

bj99Q818__d9..9.Bb8;.C8 ..62 . 
14883 
none 
14883. 
18083, 
28371, 



ts. 



.14969, 15032. .15106, 
. 18160, 18233. . 18484, 
.28601, 28372.. 28620 



Seq. ID 
Strand 

Method . 
End 
Score 



OJ990818 09.9B08.C8 



„ 



. .TBLASTX.:. Soybean,, 
28620 
78 

15033. .15284, 15170. .15283, 
18234 18485, 28 198 . . 2828 1 , 



36491 Seq. ID 

75034 Strand 
30197 End 
OJ990818_09 . 9B08 . C8 . ol . tm Method 
14886 End 
none Score 

14886. .15332, 14886. . 14948, 14918 

18086. . 18160, 18089. .18163, 1.8155 



28225. .28290, 28368 .. 28 64 6, 28369.. 28638 



OJ990818 09.9B08.C8 



30480 

TBLASTX: Maize 
28646 
555 

15283, 18075. . 18104, 
18490, 18165. .18491, 



36491 Seq. ID 

75034 Strand 

30197 . . _ End 

' OJ9"908'18_09":"9B08 VC8". 63 . tc Method' 
15035' " ...*■'■ ■ - End 

none * Score 



OJ990818_09.9B08.C8 
30480 

" TBLASTX fCr ess 
28623 ' " ' ' 

332 ' 



15035. .15106, 15039. .15.284, 15173 .. 15283, 18236 .. 18 4 96, 
18240. . 18533, 28368 .. 28607 , 28372.. 28623 



36491 Seq. ID 

75034 Strand 

30197 End . 
OJ990818_09.9B08.C8.oll.gs Method 

30197 End 

none Score 

30197. .30258, 30426.. 30480 



OJ9908-J8_09.9B08.C8 

30480 
GENSCAN 
30480 
.86 



36492 



Seq. ID OJ990818_09. 9B08.C9 



36110 





Gene No. 


75035 




Strand 






Start 


720 




End 


6276 




Name 


OJ990818 09.9B08.C9.ol. 


gs 


Method 


GENSCAN 




Start 


720 




• End 


627 6 




GI 


none 




Score 


. 61 




Exons 


720. .919, 3185. .3320, 3418. .3579, 4697. 


, . 4807, 6022 . . 604 9, 






bZZj. . bZ 1 b 










Seq. No. 






beq. ID 


OJ990818 09.9B08.C10' 




Gene No. 


i c; n "3 £ 

/DU jo 




o l rana 


- 




Start 


ol / , 




bna 


1117 




Name 


OJ990818 09.9B08.C10.ol 


.gs 


Method 


GENSCAN 




Start 


817 




End 


1117 




GI 


none 




Score 


. 4 2 




Exons 


81/..1U/3, 1093. .111/ 










Seq. No. 






Seq. ID 


OJ990818 09.9B08.C11 




Gene No. 


H C O O "7 




Strand 


+ 




Start 


too 




End 


1420 




Name 


OJyyUblo 09 . 9BUo . Cll . Ol 


,np 


Method 


AAT/NAP 




Start 


638 . 




End 


1420 


;. ; _ r . 


— , Gi^„„™,- r .... 


lasm^;^^-.- 




_Scx>r t e_,. _ 


..;.105l5l. : ^ ... 


- ~" 


Exons.. 


C5Q' ■ 1 ^ on 






• ~ - 1 r 


5 ; 

■c 


GI Descrip. 


(AF067401) Sell protein 


[Oryza sativa] 




w 


Seq. No. 


364 94 




Seq. ID 


OJ990818 09.9B08.C11 


sn 


Gene No. 


i c r\ *d o 

/oU3o 




Strand 


+ 




Start 


o4 03 




End 


8946 


- — 


Name 


r\ Trtn^o 1 o n Anno /-^ i i — o 

ojyyuoio uy . yBUo . ci l . oz 


.np 


Method 


AAT / NAP 




Start 


o4 03 




End 


894 6 




GI 


6539585 




Score 


141 


s y 


Exons 


8403. .8570, 8870. .8946 








s 


GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


36494 




Seq. ID 


OJ990818 09.9B08.C11 




Gene No. 


75039 




Strand 






Start 


8649 




End 


9131 




Name 


OJ990818 09.9B08.Cll.ol 


.tm- 


Method 


TBLASTX: Maize 




Start 


47 




End 


1548 • • 




GI 


none 




Score 


104 




Exons 


47. .190, 110. .151, 145. 


.186, 


220. .309, 


227. .310, 338. .445, 




i . . . , . 


. 354. .452, 355. .453, 367 


. .453, 


.368. .997, 


532. .-996, 545.. 997, 






; '823.V999,'94"3-. .1125, 97 9 / . ;i44 3 , 980/.T4 4 4 , " v 984'/. 1451 , " 7 " • 






' 1265. .1450, 1434 . ..1457, • 


14 34. 


.1457, 1435. .1458, 1457. .1504, 






' : 145*7. .1504, 1459. .1548,' 


1459. 


.1506 






Seq. No. 


36494 




Seq. ID 


OJ990818_09.9B08.C11 




Gene No. 


75039 




Strand 






Start 


8649 




End. 


9131 




Name 


OJ990818 09. 9B08.Cll.ol 


. ts 


Method 


TBLASTX: Soybean - 




Start 


370 




End 


1426 




GI 


none 




Score 


63 




Exons 


370. .453, 373. .453, 377, 


. .472, 


533. .691, 


562. .639, 665. .745, 






673. .729, 760. .894, 983, 


..1213, 995. .122 


!8, 1222. .1419, 1223., 




Seq. No. 


36494 




Seq. ID 


OJ990818_09.9B08.C11 




Gene No. 


75039 




Strand 





36111 






Start 


8649 




End 


9131 








Name 


OJ990818 09 9B08 Cll ol 


.tc 


Method 


TBLASTX : 


Cress 






Start 


533 ~~ 




End 


895 








GI 


none 




Score 


116 








Exons 


533.. 637, 562 636. 665 


..760, 673. .735 


, 767. .895, 775.. 


ft 

O JJ 




Seq. No. 


36494 




Seq. ID 


OJ990818 


_09.9B08 


.Cll 




Gene No. 


75039 




Strand 










Start 


8649 




End 


9131 








Name 


OJ990818 09 9B08 Cll o2 




Method 


TBLASTX: 


Cress 






Start 


980 ~~ 




End 


1426 








GI 


none 




Score 


39 








Exons 


980. .1036, 1157 1219, 


1213. 


.1419, 1214. .1426 








Seq. No. 


36494 




Seq. ID 


OJ990818 


_09.9B08 


.Cll 




Gene No. 


75039 




Strand 


- 








Start 


8649 




End 


9131 








Name 


OJ990818 09 9B08 Cll o2 


. gs 


Method 


GENSCAN 








Start 


8649 — 




End 


9131 








GI 


none 




Score 


.64 








Exons 


8649 8734 8844 8945 


8 951 


. . 9131 










Seq... Nq. 


"~3 64 a?"" 7™7~7™ 7" . 7- ™." 




.Seq... .ID . 


"OJ9908J8 


.39."9B08 






Gene No. 


75040 ' 




Strand 










Start 


8183 




End 


9939 








Name 


OJ990818 09 9B08 C12 ol 


• gp 


Method 


AAT/GAP 






c n 


Start 


7789 _ 




End 


8132 






r t a 


GI 


3107015 




Score 


656 








Exons 


7789 8132 














Seq. No. 


36495 




Seq. ID 


OJ990818 


_09.9B08 






Gene No. 


75040 




Strand 










Start 


8183 




End 


9939 






= 


Name 


OJ990818 09.9B08.C12.ol 


.np 


Method 


AAT/NAP 








Start 


8174 




End 


9939 






■zz 


GI 


5541709 




Score 


1649 






f- 


Exons 


8174. .8748, 8979. .9939 














GI Descrip . 


(AL096860) putative protein 


[Arabidopsis thaliana] 




f ^ 


Seq. No. 


36495 




Seq. ID 


OJ990818 


_09. 9B08 


.C12 




Gene No. 


75040 




Strand 










Start 


■ 8183 




End 


9939. 








Name : 


"'■ OJ9908 18 v 0 9 9 B0 8" ,"C 1*2 . o 2 


.gs: - 


• ; Method 


'GENSCAN" 








Start 


8183 




End 


9699 








GI 


none 




Score 


.98 








J— ' N-^ li O 


8183. -.8748, 8979. .9699 














" Sea No 


36495 




Seq. ID 


OJ990818 


_09.9B08 


• r i 9 




Gene No. 


75040 




Strand 










Start 


8183 




End 


9939 








Name 


OJ990818 09.9B08.C12.o2 


gp 


Method 


AAT/GAP 








Start 


8971 




End 


9320 








GI 


428100 




Score 


610 








Exons 


8971. .9320 














GI Descrip. 


5541709/emb|CAB51214.1 | 


4.0e- 


-24 (AL096860) putative protein" 



[Arabidopsis thaliana] 



36112 



Seq. No. 36495 

Gene No. 75040 

Start 8183 

Name OJ990818_09 . 9B08 . C12 . o3 . gp 

Start 9322 

GI uC-osflcyp002bllbl 

Exons 9322.. 9862 

GI Descrip. 1 554 1709/emb | CAB51214 . 1 | 4. 

[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_09 . 9B08 .C12 

9939 
AAT/GAP 
9862 
1054 



Oe-24 (AL096860) putative protein 



Seq. No. 36495 Seq. ID 

Gene No. 75041 Strand 

Start 9878 End 

Name OJ9908 18_09 . 9B08 . C12 . o4 . gp Method 

Start 9878 End 

GI none Score 

Exons 9878.. 10023, 11198.. 11316 



OJ990818_09.9B08.C12 

11316 
AAT/GAP 
11316 
426 



Seq. No. 36495 

Gene No. 75042 

Start 11220 

.Name _ _ _ : .0393.0 81 8^0:9^ J3BJ3.S,.JC.1.2.,.o.L t .tia.. 

Start. . . 8216 . . . 

GI none 
Exons 



Seq. ID 
Strand 
End 



OJ990818 09.9B08.C12 



12136 

. „ . . .Met hojci . ^XBLASXX ;.Ma i z e . 

„ End , 91.00 „ : .. _ 

Score 626 



8216. .8749, 8220. .8750, 8976. .9098, 8977. .9099, 8978. .9100 



Seq. No. 36495 

Gene No. 75042 

Start 11220 

Name OJ990818_09 . 9B08 . C12 . ol . tc 

Start 8217 

GI none 
Exons 



Seq. ID OJ990818 09.9B08.C12 



Strand 
End 

Method 

End 

Score 



12136 

TBLASTX: Cress 

8740 

81 



8217. .8342, 8231. .8350, 8342. .8740, 8343. .8738 



Seq. No. 36495 

Gene No. 75042 

Start 11220 

Name OJ990818_09 . 9B08 . C12 . ol 

Start 8222 

GI none 

Exons 8222.. 8773, 8225.. 8356, 
8981. .9103, 9178. .9690, 



Seq. ID OJ990818_09.9B08.C12 
Strand 

End 12136 
.ts Method TBLASTX : Soybean 

End 9690 

Score 85 
8235. .8750, 8980. .9102, 8980. .9135, 
9199.. 9456, 9203.. 9682. 



Seq. No. 36495 w Seq. ID OJ99Q818_09.9B08.C12 

Gene No.-' ' 75042 - Strand - ' '* 

Start - ■ 11220 ■ End - 12136 

Name OJ990818_09 . 9B08 . C12 . o3 . tm ' Method TBLASTX : Mai ze 

Start 9127 End 9388 

GI none - t ' Score 190 

Exons 9127.. 9387, 9128.. 9388 

Seq. No. 36495 Seq. ID OJ990818_09.9B08.C12 

Gene No. 75042 Strand 

Start 11220 End 12136 

Name X)J990818_09 . 9B08 . C12 . o2 . tc Method TBLASTX : Cress 

Start 9421 End 9682 

GI none Score 42 



36113 



Exons 9421.. 9681, 9422.. 9493, 9433.. 9678, 9504.. 9680, 9533.-9682 



Seq. No. 36495 

Gene No. 75042 

Start 11220 

Name OJ990818_09 . 9B08 . C12 . o2 . tm 

Start 9466 

GI none 
Exons 



Seq. ID OJ990818_09.9B08.C12 
Strand 
End 

Method 
End 
Score 



12136 

TBLASTX: Maize 

9882 

173 



9466.-9693, 9467. .9694, 9511. .9705, 9766. .9882 



Seq. No. 36495 Seq. ID 

Gene No. 75042 Strand 

Start 11220 End 

Name OJ990818_09 . 9B08 .C12 . o3 . gs Method 

Start 11220 End 

GI none Score 

Exons 11220. .11431, 11947.. 12136 



OJ990818_09.9B08.C12 

12136 
GENSCAN 
12136 
.55 



Seq. No. 36496 Seq. ID OJ990818_09.9B08.C13 

Gene No. 75043 Strand + 

Start 809 End 4875 

. .. Name_ .OJ9a0.8J.8_QS;.;9aQ.8,. Cl.X-.pJL:. gs. M.e.tbpd ;.GENSCM-:_ . ~ 

Start, 809' ... . _.End .4 84.L . . . 

GI none Score . . 66 

Exons 809.. 1080, 1792.. 1908, 2960.. 3094, 3116.. 3271, 3646.. 3705, 

3839. .3914, 4000. .4137, 4472. .4841 

Seq. No. 36496 Seq. ID OJ990818_09.9B08.C13 

Gene No. 75043 - Strand + 

Start 809 End 4875 

Name OJ990818_09 . 9B08 . C13 . ol . gp Method AAT/GAP 

Start 3136 End 4842 

GI 48077_1.R1084 Score 1495 

Exons 3136. .3319, 3646. .3705, 3852. .3914, 4000. .4137, 4472. .4842 

GI Descrip. '3249066 1.0e-53 (AC004473) Similar to S. cerevisiae SIK1P 

protein gb_984964. ESTs gb_F15433 and gb_AA395158 come from 

this gene; [Arabidopsis thaliana] 1 

Seq. No. 36496 - Seq. ID OJ990818_09.9B08.C13 

Gene No. 75043 Strand + 

Start 809 End 4875 

Name OJ990818_09 ..9B08 . C13.. ol . np Method AAT/NAP 

Start"' ■.•"•3770- ' ' ■ End " " " 4875' "v " ■ ~" 

QI- 3249066 . - Score . 6D9 

Exons ' 3770. .3914, ' 4000. .4137, 4472. .4875 ' ' 

• GI 'Descrip. (AC004473) Similar to S. cerevisiae SIK1P protein gb I 984964. 

ESTs gb|F15433 and gb|AA395158 come from this gene. [Arabidopsis 
thaliana] 

Seq. No. '36496 Seq. ID OJ990818_09.9B08.C13 

Gene No. 75043 Strand + 

Start 809 End 4875 

Name OJ990818_09 . 9B08 . C13 . ol . tm Method TBLASTX : Maize 

Start 3841 End 4875 

GI none ' Score 99 

Exons 3841. .3915, 3846. .3914, 3990. .4136, 4001. .4138, 4004. .4126, 

4042. .4152, 4089. .4136, 4445. .4873, 4468. .4875, 4468. .4872 



36114 



Seq. No. 36496 

Gene No. 75043 

Start 809 

Name OJ990818_09 . 9B08 . C13 . ol . tc 

Start 3852 

GI none 
Exons 



Seq. ID OJ990818_09.9B08.C13 

Strand + 

End 4875 

Method TBLASTX: Cress 

End 4704 

Score 82 



3852. .3908, 4042. .4152, 4443. .4667, 4466. .4669, 4468.-4668, 
4669. .4704, 4678. .4704 



Seq. No. 36496 

Gene No. 75043 

Start 809 

Name OJ9908 18JD9 . 9B08 . C13 . ol . ts 

Start 4700 

GI none 

Exons 4700.. 4807, 4706.. 4861, 4708. 



Seq. ID OJ990818_09.9B08.C13 

Strand + 

End 4875 

Method TBLASTX : Soybean 

End 4861 

Score 196 
.4860 



Seq. No. 
Gene No. 
Start • 

.Name... 

Start. , 
GI 

Exons 

GI Descrip 



36497 
75044 
1 



Seq. ID OJ990818_09.9B08.C14 
Strand + 
End 104 6 



:~ . QJ.99„08i8_.0 9.,,9B£)8 . C14..,_oL. np : _;J3.eJt.hp.d AAT/NAP__,„ 



..End ... 10.3.7... . 

3249066 Score - ' ' 518 ' ■ " 

1..262, 442. .512, 624. .726, 962. .1037 

(AC004473) Similar to S. cerevisiae SIK1P protein gb 1984964. 
ESTs gb|F15433 and gb|AA395158 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . • • 

Exon$ t 

Gl Descrip. 



36497 
75044 
1 

OJ990818_09.9B08.C14.ol.tm 
2 

none 

2. .151, 3. .167, 3.. 167, 5. .169 

36497 
7504 4 
1 

OJ990818_09.9B08.C14 .ol.gp 
8 

16547 l.RiO'84- 



Seq. ID OJ990818_09.9B08.C14 

Strand + 

End 1046 

Method TBLASTX : Mai ze 

End 169 

Score 272 



Seq. ID OJ990818_09.9B08.C14 

Strand + 

End 1046 

Method AAT/GAP 

End 1041 

Score : 892 " ' * v " - "■ - * " v" 



8 . .262, 442. .512, ..624. .726,- 9.62. .1041 . 
'3249066 3.0e-40 (AC004473)* Similar' to S. cerevisiae SIK1P - 
protein gb_984 964. ESTs gb_F15433 and gb_AA395158 come from 
this gene. [Arabidopsis thaliana] ^ 



Seq. No. 36497 

Gene No. 75044 

Start 1 

Name OJ9908 18_09 . 9B08 . C14 . ol . gs 

Start 47 

GI none 

Exons 47.. 234, 624.. 726, 962. .1037 



Seq. ID OJ990818_09.9B08.C14 

Strand + 

End 104 6 

Method GENSCAN 

End 1037 

Score .94 



Seq. No. 



36497 



Seq. ID OJ990818_09.9B08.C14 



36115 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



75044 Strand 

1 End 

OJ9908 18_09 . 9B08 . C14 . o2 . tm Method 

455 End 

none Score 



+ 

1046 

TBLASTX: Maize 

1046 

100 



455. .514, 455. .508, 457. .513, 615. .710, 622. .732, 635. .727, 
636. .734, 953. .1036, 959. .1039, 963. .1046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

.SUr„t„ _ 

GI . 
Exons 



36498 
75045 
1 

OJ990818_09.9B08.C15.ol.np 
1 

2979554 



Seq. ID OJ990818_09.9B08.C15 
Strand 

End 2583 

Method AAT/NAP 

End 2583 

Score 1051 



1..269, 906. .1272, 1603. .1716, 1806. .1902, 2462. .2583 
(AC003680) unknown protein [Arabidopsis thaliana] 



36498 
75045 
1 

OJ990818 "09.9B08.C15.ol.tm 



Seq. ID OJ990818_09.9B08.C15 
Strand 

End 2583 

Method TBLASTX: Maize 



Knd._;__..„X657 

Score.. 151 



.._...1,5_ 

... none . ... 

15. .164, 21. .161," 22. .180, 31. .276, 74. .277, 74.. 277, 219.. 281, 
863. .1318, 904. .1320, 1570. .1656, 1574. .1657 



Seq. No. 36498 

Gene No. 75045 

Start 1 

Name OJ990818_09 . 9B08 . C15 . ol . gs 

Start 28 

GI none 

Exons 28.. 269, 906.. 1272, 1806.. 1874 



Seq. ID OJ990818_09.9B08.C15 
Strand 

End 2583 

Method GENS CAN 

End 1874 

Score .95 



Seq. No. 36498 

Gene No. 75045 

Start ' 1 

Name OJ990818_09 . 9B08 . C15 . o3 . ts 

.Start 85 . 

GI none 

Exons 85. .276, 107. .277, 904. .966 



Seq. ID OJ990818_09.9B08.C15 
Strand 

End 2583 

Method TBLASTX : Soybean 

End 966 

Score 181 



Seq. No. • ■ - 364 98 "-" - : ■ " ■"*"■ " ■" 

Gene No. / 75045 

Start 1 

Name • OJ990818_09.9B08.C15.ol.tw 

Start 102 

GI none 
Exons 



Seq. -ID OJ990818_09.9B08 ? C15 
Strand - 

2583 

TBLASTX: Wheat 
1161 
129 



End ' 
Method 
End 
Score 

102. .269, 102. .164, 103. .276, 104. .277, 903. .1136, 904. .1161, 
904. .1149 



Seq. No. 36498 

Gene No. 75045 

Start 1 

Name OJ990818_09 . 9B08 . C15 . ol . ts 

Start 976 

GI none 



Seq. ID OJ990818_09.9B08.C15 
Strand 

End 2583 

Method TBLASTX : Soybean 

End 1284 

Score 112 



36116 



Exons 



976. .1284, 980. .1120, 1069. .1179 



Seq. No. 36498 

Gene No. 75045 

Start 1 

Name OJ990818_09. 9B08 . C15 . o2 . ts 

Start 1574 

GI none 

Exons 1574. .1723, 1585.. 1716, 1803. 

2459. .2512, 2511. .2543, 2512. 



Seq. ID OJ990818_09.9B08.C15 
Strand 

End 2583 

Method TBLASTX : Soybean 

End 2561 

Score 137 

.1901, 1804. .1899, 2458. .2511, 
,2544, 2514. .2561 



Seq. No. 36498 
Gene No. 75045 
Start 1 

Name 0 J9 9 0 8 1 8_0 9 . 9B0 8 . C 1 5 . o2 . tm 

Start 1658 
GI none 

Exons 1658.. 1717, 1659.. 1709, 1663. 

1805. .1909, 1817. .1909, 2458. 
2470. .2574, 2511. .2582, 2512. 



Seq. ID OJ990818_09.9B08.C15 
Strand 

End 2583 
Method TBLASTX : Mai ze 
End 2583 
Score 73 

.1716, 1803. .1901, 1804. .1899, 
.2511, 2459. .2512, 2463. .2522, 
.2583 



Geae ..No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



„3^.43.9.;_„.„.:,,^;,.. _:..„_ :,JSe.q^.ID™DjI9.2QJl^ 

75046 ........ .... Strand. . , 

1 ' End 1168 

OJ990818_09.9B08.C16.ol.np Method AAT/NAP 

1 End 1168 

2979554 Score 473 

1..47, 120. .205, 281. .349, 425. .477, 562. .648, 743. .812, 

1020. .1168 

(AC003680) unknown protein [Arabidopsis thaliana] 



36499 
75046 
1 

OJ990818_09. 9B08.C16.ol.tc 

120 

none 



Seq. ID OJ990818_09.9B08.C16 
Strand 

End. 1168 

Method TBLASTX : Cress 

End 64 6 

Score 45 



120. .161, 158. .208, 164. .208, 281*. .352, 282. .350; 283. .351, 
422. .526, 426. .503, 595..642> 596. .646 



Seq. No. 36499 

Gene No. ".. 7504 6 . • . : ■ 

Start : '~'-"' : Y "■ vr : 

Name . OJ990818_0 9 . 9B,08 . C16 . ol . tm 

Start * " 167 

GI ' none 
Exons 



Seq. ID OJ990818_09.9B08.C16 
Strand - _. . . . . 

'End ' ■■*-"Ti"68- *""'•" ; ' ~ 
•Method TBLASTX: Maize 
*End' 1095 
Score 45- 



167. .208, 168. .206, 271. .339, 281. .352, 282. .350, 419. .508, 

424 . .483, 426. .482, 566. .595, 567. .593, 590. .649, 595. .648, 

745. .813, 746. .835, 747. .812, 1010. .1090, 1017. .1094, 
1019. .1093, 1021. .1095 



Seq. No. 36499 

Gene No. 75046' 

Start 1 

Name OJ990818_09 . 9B08 . CI 6 . ol . gs 

Start 281 

GI none 



Seq. ID OJ990818_09.9B08.C16 
Strand 

End 1168 

Method GENSCAN 

End 1168 

Score .78 



36117 



Exons 



281. .380, 1020. .1168 



Seq. No. 


36500 


Seq. ID 


OJ990818_09 


.9B08 


.C18 


^pnp Mo 


75047 


Strand 








ouai l 


1 


End 


1785 








HQ QROR PI R ol nn 


Method 


AAT/NAP 










End 


1785 






pt 


2979554 


Score 


416 






Hi AVJi lo 


1 ^6 4R4 61 R 1119 17R5 










GI Descrip. 


(AC003680) unknown protein ' 


[Arabidopsis thaliana] 






Spa No 


36500 


Seq. ID 


OJ990818_09 


9R0R 


PI R 
. V— X O 




7 5047 


Strand 








Start 


1 


End 


1785 








P.T990R1R 09 9RDR PI R ol rrc; 


Method 


GENSCAN 








1141 ~~ 

X X *a X 


End 


1770 






vJ X 


n ono 
nunc 


Score 


.92 






IT vnn c 


1141 1 77(1 

X X *± X . .X / / U 










Seq. No. 


36501 


Seq. ID 


OJ990818_09 


.9B08 


-C19 


UCllC LNU • 


75048 


Strand 








C +- -> 

.OJ^fifTJ- , 


1 


£jOCU_. 


„... .2.18.3. , 




. — r — 


Name . . .. ~ . 


O.TQQDR1R 0Q QRDR PI Q ol no 

, .Uu,7jU.o1 0,« .U -/ . . Z7DU O . Wl " . O.X . .lip. 


, , Method, . 


. AAT./NAE . . ... 


* 




O L. ClI u 


1 _ " 
X 


' End 


2280 






py 

VJX 


9979554 


Score 


1613 






U 1 von c 


i 756 99ro 










GI Descrip. 


(AC003680) unknown protein 


[Arabidopsis thaliana] 






O " ^ • LN >vJ . 


36S01 

J U -J v X 


Seq. ID 


OJ990818_09 




PI Q 


VjCllC LN • 


7 504R 


Strand 








9 -ha rt- 


1 
X 


End 


2483 






LN CalllC 


O.T990R1R 09 QROR PI Q ol rr<? 


Method 


GENSCAN 






Start 


657 _ 


End 


2483 








none 


Score 


.4 






Exons 


657. .2483 










Spa No 


36502 


Seq. ID 


OJ990818_08. 


QR1 9 


P9 


f2onp Mo 

OCliC IN W • 


7 504 9 
i u \j h y 


Strand 


+ 






O L-Ql L- 


91 R 
X o 


End 


1133 / 






Name 


D.T990R1R OR QR1 9 P9 n1 


Method 


GENSCAN 






O Lai L 


9 1 R ~~ 

^ X o 


End 


906 






PT 


none . 


Score 


• : 4 ... 3 






R von q 












Seqi No. 


' '36502 


Seq. ID 


OJ990818_08. 


9B12 


C2 


Gene No. 


•75049 


Strand 








Start 


218 


End 


1133 






Name 


OJ990818 08.9B12.C2.ol.gp 


Method 


AAT/GAP 






o Lai L 


698 


End 


1133 






GI 


38782 1.R1084 


Score 


755 






Exons 


698. .1133 










GI Descrip. 


f 6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomi 




DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


36502 


Seq. ID 


OJ990818__08. 


9B12. 


C2 


Gene No. 


75050 


Strand 








Start 


1 


End 


1133 







36118 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ9908 18_08 . 9B12 . C2 . ol . np Method AAT/NAP 

1 End 1133 

6907086 Score 274 

1..176, 234. .290, 935. .1133 

(AP001129)- hypothetical protein [Oryza sativa] 

36503 Seq. ID OJ990818_08 . 9B12 . C3 

75051 Strand + 

1 End 424 

OJ9908 18_08 . 9B12 . C3 . ol . gp Method AAT/GAP 

1 End 424 

38782_1.R1084 Score 530 

1..73, 112. .424 

1 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 










beq. ID 


ojy yUo lo 


0b , 


no i o 

. 9B1<_ . 


Co 


Gene No. 


75052 








Strand 


+ 








Start 


1246 








End 


1453 








Name 


OJ990818 08. 


9B12 


.C3.ol. 


gs 


Method 


GENSCAN 








Start 


1246 








End 


1453 








GL . . 


none ; • L .. 








.__.Sc.OEe 


. 1 








Exons,. .. 


. .. 124 6... 1453. . 


















Seq. No. 


36503 








Seq. ID 


OJ990818_ 


: 08. 


. 9B12. 


C3 


Gene No. 


75053 








Strand 


+ 








Start 


4928 








End 


6039 








Name 


OJ990818 08. 


9B12 


,C3.o2. 


gs 


Method 


GENSCAN 








Start 


4928 








End 


6039 








GI 


none 








Score 


.89 








Exons 


4928. .5011, 


5629 


. .6039 














Seq. No. 


36504 








Seq. ID 


OJ990818_ 


08. 


, 9B12. 


C4 


Gene No. 


75054 








Strand 


+ 








Start 


484 








End 


. 596 








Name 


OJ990818 08. 


9B12 


,C4.ol. 


gs 


Method 


GENSCAN 








Start 


484 








End 


596 








GI 


none 








Score 


.75 








Exons 


484. .596'- 



















Seq. No. 36504 Seq. ID 

Gene No. .75055 ^ _ . Strand 

: Start" :: -" : ■■ ~-;il82l"- J "" : ""'-" r ; - :: "y End 
Name' OJ9908 18_0&.'9B12 . C4 /ol . gp •■ Method. 

Start 11821 . * End 

GI 2427953 Score 

Exons 11821.. 12148 

GI Descrip. 3880192/emb | CAA96689 . 1 | 3.0e-ll (Z72516) Similarity to Yeast 
nonsense-mdiated mRNA decay protein (SW:NMD3_YEAST) ; cDNA EST- 
EMBL:M88908 comes from this gene [Caenorhabditis elegans] 



OJ990818_08.9B12.C4 

"'"12207 — 
J^AT / GAP 

12148 • 

561 



Seq. No. 36504 

Gene No. 75055 

Start 11821 

Name OJ990818_08 . 9B12 . C4 . ol . np 

Start 11926 

GI 4582430 



Seq. ID OJ990818_08.9B12.C4 



Strand 
End 

Method 

End 

Score 



+ 

12207 
AAT/NAP 
12207 
261 



36119 




Exons 11926. .12207 

GI Descrip. (AC007196) putative nonsense-mediated mRNA decay protein 
[Arabidopsis thaliana] 



beg. no. 


j bDU4 


Seq. ID 


OJ990818_08. 9B12. 


,C4 


Gene No . 


"7 t: n c a 


Strand 






O 4- -i v- 4- 

btart 


2 4 bo 


End 


7514 




Name 


ujyyuoio Uo . ybi2 . C4 . 02 . gs 


Method 


GENSCAN 




Start 


2465 


End 


7514 




GI 


none 


Score 


.42 




Exons 


Z4DO..ZOD// . . DJiy, DOOO 


..6533, 7061. .7157, 7380. .7514 


beq. no. 




Seq. ID 


OJ990818_08.9B12. 


,C4 


Gene No . 


/0U0 / 


Strand 






Start 


1 1 y i y 


End 


12207 




Name 


ojyyuoio ua.yBi2.c4.oi.ts 


Method 


TBLASTX : Soybean 




Start 


11919 


End 


12207 




GI 


none 


Score 


282 




Exons 


nyiy . . 121 f[)f nyoo. .1220/ 








Seq. No. 


T r r a / 


Seq. ID 


OJ990818_08. 9B12. 


C4 


Gene . No..,.. _ 


T C n C T 

. / o(Jo /_„. 


St r.anoL 






.Start. . ....... 


,„i.iy.iy .. . . . .. . 


End „ „. . 






Name 


OJ990818 08 . 9B12 . C4 . ol . t c 


• Method 


TBLASTX: Cress 




Start 


1 1 Ci. A C 

1194 b 


End 


12195 




GI 


none 


Score 


264 




Exons 


1194 6. .12071, 11950. .12195 








beq. no. 


Jbouo 


Seq. ID 


OJ990818_08.9B12. 


C5 


Gene No. 


n c r\ c 0 


Strand 


+ 




Start 


1 


End 


4167 




Name 


OJyyUolo Uo . 9B12 . Co . Ol . np 


Method 


AAT/NAP 




otart 


X 


End 


920 




GI 


45824 JO 


Score 


723 




Exons 


1..920 








GI Descrip. 


(AC007196) putative nonsense- 


-mediated mRNA decay protein 




[Arabidopsis thaliana] 








Seq. No. 


36505 


Seq. ID 


OJ990818_08.9B12. 


C5 


Gene No. 


75058 


Strand 


+ 




Start 


1 


End 


4167 




Name 


OJ990818 08.9B12.C5.ol.gs 


Method 


GENSCAN . 




Start' ~ 


-5.7 ■ : - - 


"End" " ' " 


; -4T67- 




bl 


none . " '.'",-'* ' . . 


Score 


.87 r _ ; 




Exons 


5*7. .897, 3475. .3608, 3706. .4167 






Sea No 


36505 


Seq. ID 


OJ990818_08..9B12. 


C5 


Gene No." 


75058 


Strand 


+ 




Start 


1 


End 


4167 




Name 


OJ990818 08.9B12.C5.ol.gp 


Method 


AAT/GAP 




Start 


116 


End 


451 




GI 


2443019 


Score 


660 




Exons 


116. .451 








GI Descrip. 


45824 30/gb|AAD24816. 1 |AC007196_2 1 . Oe- 


-26 (AC007196) • ■ . 






nonsense-mediated mRNA decay protein [ 


;Arabidopsis thaliana^ 


Seq. No. 


36505 


Seq. ID 


OJ990818_08.9B12. 


C5 



36120 



Gene No. 75058 Strand + 

Start 1 End 4167 

Name OJ990818_08 . 9B12 . C5 . o3 . gp Method AAT/GAP 

Start 3507 . End 4127 

GI 26513_1.R1084 Score 779 

Exons 3507.. 3608, 3706.. 4127 

GI Descrip. ' 586784/sp | P38087 | YMC2_YEAST 2.0e-16 MITOCHONDRIAL CARRIER 

PROTEIN YMC2 PRECURSOR >gi_1078116_pir S48269 mitochondrial 

carrier protein YMC2 precursor - yeast (Saccharomyces 
cerevisiae) >gi_4 7 6060_emb_CAA55607_ (X78993) YBR0833 
[Saccharomyces cerevisiae] >gi_536390_emb_CAA85059_ (Z35973) ORF 
YBR104w [Saccharomyces cerevisiae] 1 



Seq. No. 


36505 










Seq. ID 


s-\ tOA AO 1 ( 

OJ 990o It 


3__08 . 9B12 


.C5 


Gene No. 


75058 










Strand 


+ 






Start 


1 










End 


A 1 {1 1 






Name 


OJ990818 


_08 


.9B12. 


C5.o2 


.np 


Method 


TV t\ m /xi 7\ r\ 

AAT/NAP 






Start 


3718 










End 


4113 






GI 


1397292 










Score 


261 






Exons 


3718. .4113 
















GI Descrip. 


(U61949) 


C. 


elegans DIF-1 protein (PIP 


: S55056 ) 


[Caenorhabditis 


... — ...... 


_e.lg.gan.sj. 


















~ ' • 

Seq. No. 


36505 


- 


........ 






- - — 

Seq. ID 


OJ9908 It 


•* 

3__08 . 9B12 


— 

-■'•■><' — 
.C5 


Gene No. 


t c r\ c n 

75059 










Strand ■ 








Start 


730 










End 


1155 






Name 


OJ990818 


08 


9B12. 


C5.o2 


. ts 


Method 


TBLASTX 


Soybean 




Start 


3 










End 


482 






GI 


none 










Score 


470 






Exons 


3. .482, 


119 


.481 














Seq. No. 


36505 










Seq. ID 


OJ9908 It 


3_08 . 9B12 


.C5 


Gene No . 


75059 










Strand 








Start 


730 










End 


1155 






Name 


• OJ990818 


_08 


9B12. 


CS.ol 


. tc 


Method 


TBLASTX 


Cress 




Start 


. 71 










End 


671 






GI 


none 










Score 


343 






Exons 


"■ T 71. .295, 


81 


. 449, 


455. 


.559, 


459. .560, 


618 . . 671 






Seq. No. 


36505 










Seq. ID 


OJ99081S 


3_08.9B12 


.C5 


Gene No. 


75059 










Strand 








Start 


730 










End 


1155 . 






Name; : ■ ' * ~ 


'"6J99"681*8" 


-0'8 : , 


"9B12". 


C5iot 


7tm- ' 


' "" "Method : 


"TBLASTX 


Maize "*"*" 




Start. * - . 


71 










: End 


718 






GI 


none 










Score 


997 






Exons 


" 71. .658, 


' 8-1. 


.716, 


381. 


.668-, 


386. .718, 


397. ..717 






Seq. No. 


36505 










Seq. ID 


OJ99081S 


i_08.9B12 


.C5 


Gene No. 


75059 










Strand 








Start 


730 










End 


1155 






Name 


OJ990818 


_08. 


9B12. 


C5.o2 


.gp 


Method 


AAT/GAP 






Start 


730 










End 


1155 






GI 


none 










Score 


573 






Exons 


730. .1155 
















Seq. No. 


36505 










Seq. ID 


OJ99081E 


J_08. 9B12 


.C5 


Gene No. 


75060 










Strand 









36121 



Start 


J 7 17 






End 


4113 






Name 


OJ990818_08 . 


9B12 . C5 . ol . 


t s 


Method 


TBLASTX: 


Soybean 




Start 


3717 






End 


4112 






GI 


none 






Score 


512 






Exons 


37 17 . .4112, 


A A T A >1TTA 

3 /18 . .4110, 


a o a r 

384 6. 


.3968, 3847. .3969, 


4014. .4079 


Seq. No. 


36505 






Seq. ID 


OJ990818 


JD8.9B12 


.C5 


Gene No. 


75060 






Strand 








Start 


J / 1 / 






End 


4113 






Name 


a to n n n 1 o a o 


9B12 . Co . Ol . 


tm 


Method 


TBLASTX: 


Maize 




Start 


3 7 1 / 






End 


4113 






GI 


none 






Score 


556 






Exons 


J/1/. . 4 1 lz , 


J / lo . . 4 1 1U , 


A A C A 

Jo d9 . 


.4011, 4018. .4113 






Seq. No. 


36505 






Seq. ID 


OJ990818 


_08.9B12 


.C5 


Gene No. 


75060 






Strand 








Start 


J / 1 / 






End 


• 4113 






Name 


OJ990818 08. 


A T"> 1 A /~i c ^A 

9B12 . C5 . o2 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


3718 






End 


3980 






GI 


none 






Score 


350 






Exons 


A "7 1 O A A /" A 

3718 . . 3963, 


A A A T> A A O A 

3723 . .3980 












r 

Seq.... No...... 


A ^~ C A /" 


— -' 


— , 


Seq.. . ID . 


OJ99081S 






Gene No . 


75061 






Strand' 


+ 






Start 


1 






End 


1932 






Name 


OJ990818 08. 


9B12.C6.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


1716 






GI 


6754952 






Score 


229 






Exons 


1..33, 1171. 


. 1716 












GI Descrip. 


ornithine transporter, 


mitochondrial 1 









Seq. No. 
Gene No. 
Start 
Name*- ■ 
Start 
GI 

Exons 



gi | 5565890 | gb | AAD45252 . 1 | AF133914_1 (AF133914 ) ornithine 
transporter [Mus musculus] 



36506 Seq. ID 

75061 Strand 

1 End 

OJ990818_08. 9B12.C6.ol.gs Method 

1207 End 

none Score 
1207. .1705 



OJ990818_08.9B12.C6 
+ 

1932 
GENSCAN 
1705 
.98 



jSeq. No,. 
Gene No. ■ • 
Start 
Name ' 
Start 
Gi' 
Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ990818_08.9B12.C6 

V ■ ■ '■ -*-•"" " ■"-"*■ 

1932 

AAT/GAP 

1932 

952 



36506 ... Seq. ID 

75061 ' ' " ' ' •'Strand" 

1 ' . End. 

OJ990818_08. 9B12.C6.ol.gp '* Method " 
1389 • - * End - ■ 

3760280 Score 
1389. .1932 

586784/ sp | P3 8087 | YMC2_YEAST- 2 . 0e-16 MITOCHONDRIAL CARRIER 

PROTEIN YMC2 PRECURSOR >gi_1078 1 1 6_pir S48269 mitochondrial 

carrier protein YMC2 precursor - yeast ( Saccharomyces 
cerevisiae) >gi_4 7 6060_en±_CAA55607_ (X78993) YBR0833 
[Saccharomyces cerevisiae.] >gi_536390_emb_CAA85059_ (Z35973) ORF 
YBR104w [Saccharomyces cerevisiae] 



36506 
75062 



Seq. ID OJ990818_08. 9B12. C6 
Strand + 



36122 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2750 End 

OJ990818_08 . 9B12 . C6 . o2 . gs Method 

2750 End 

none Score 
2750. .3141, 3885. .4443 



4604 
GENSCAN 
4443 
.98 



36506 Seq. ID OJ990818_08 . 9B12 . C6 

75062 Strand + 

2750 . End 4604 

OJ990818_08.9B12.C6.o2.np Method AAT/NAP 

2750 End 4501 

1085002 Score 514 

2750. .3145, 3958. .4501 

mitochondrial carrier protein DIF-1 homolog - Caenorhabditis 
elegans gi | 472902 | emb | CAA53721 | (X76115) carrier protein (cl) 
[Caenorhabditis elegans] gi | 829102 | emb | CAA88283 | (Z48240) DIF-1 
[Caenorhabditis elegans] 





Seq. No. 


36506 


Seq. ID 


OJ990818_08.9B12.C( 




Gene No. 


75062 


Strand 


+ 




Start . 


2750 


End 


4604 




„Name__ w _ 


J2J9 9 D 8X8_.0A. .2BlZ,-C-6^o2._gp 




_AAI/GA£_ 




Start ' . . 


2.999 „. 


.En.d. ... - 


41.6.4 .. V . ... 




GI 


2799944 


Score 


737 


%J 


Exons 


2999. .3141, 3885. .4164 






rr= 


Seq. No. 


36506 


Seq. ID 


OJ9908i8_08.9B12.C( 


i y 


Gene No. 


75062 


Strand 


+ 




Start 


2750 


End 


4604 




Name 


OJ990818 08.9B12.C6.o3.gp 


Method 


AAT/GAP 




Start 


4209 


End 


4604 




GI 


13026 1.R1084 


Score 


698 




Exons 


4209. .4604 








GI Descrip. 


? 5852170/emb|AL117265. 1 IOST17? 


304 l.Oe- 


177 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4 


, BAC clone: tl7804 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990818_08.9B12.C6 
+ 

8880 
AAT/NAP 
8880 
1383 



.36506 Seq. ID 

75063 Strand 

5899 End 

OJ990818_08 . 9B12 .C6.o3.np Method 

5899 End 

133435 Score 
"5899V. 6-7307 '8-8"4 : l*V. -8*880." ' ■ ' •.. 

DNA-DIRECTED RNA POLYMERASE BETA' CJiAIN gi | 66983 | pir | | RNRZC1 

DNA-directed RNA polymerase (EC 2.7.7.*6) beta f -l chain - rice 

chloroplast gi | 11972 | emb [CAA33987 | .(X15901) RNA .polymerase beta 1 

subunit-1 [Oryza sativa] gi | 226690 I prf || 1603356Q RNA polymerase 

beta f -l [Oryza sativa] 



36506 



75063 
5899 

OJ990818_08. 9B12.C6.o5.np 
7430. 
132804 - 
7430. .7708 

CHLOROPLAST 50S RIBOSOMAL PROTEIN L23 gi | 7 1300 | pir | | R5RZ23 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818_08. 9B12.C6 
+ 

8880 
AAT/NAP 
7708 
491 



36123 



ribosomal protein L23 - rice chloroplast gi 1 12031 1 emb | CAA33938 | 

(X15901) ribosomal protein L23 [Oryza sativa] 

gi I 12071 |emb|CAA33923 | (X15901) ribosomal protein L23 [Oryza 

sativa] gi I 226652 | pff | 1 1603356CC ribosomal protein L23 [Oryza 

sativa] 



Seq. No. . 36506 Seq. ID 

Gene No. 75063 Strand 

Start 5899 End 

Name OJ990818JD8 . 9B12 . C6 . 06 . np Method 

Start 7730 End 

GI 1213600 Score 

Exons 7730.. 8119, 8783.. 8880 

GI Descrip. (X15901) ribosomal protein L2 [Oryza sativa] 

gi|1213602|emb|CAA33928| (X15901) ribosomal protein L2 [Oryza 
sativa] gi I 226679 | prf | | 1603356DG ribosomal protein L2 [Oryza 
sativa] 



OJ990818_08.9B12.C6 
+ 

8880 
AAT/NAP 
8880 
712 



Seq. No. 
Gene No. 
Start 

Name 

.Start. , . . . 
GI 

Exons 



36506 
75064 
3791 

„.Q3930M8J)& , 9BjL2..5fi-xal..tjtt__ 

1166 . ... ' 

none 

1166. .1534, 1264. .1503, 1267. 

1546. .1668, 1547. .1669, 1559. 

2891. .3043, 4002. .4025, 4003. 

4188. .4247, 4284. .4403, 4285. 



Seq. ID OJ990818_08.9B12.C6 
Strand 

End 8880 

..Me.thod IB.L ASJ JLr.Maiz a. . „ „ 

.End _ 4 4.37 „ 

Score ' 377 
.1383, 1268. .1384, 1462. .1506, 
.1699, 2747. .3142, 2749. .3144, 
.4035, 4074. .4271, 4075. .4272, 
.4407, 4296. .4400, 4297. .4437 



Seq. No. 36506 

Gene No. 75064 

Start 3791 

Name OJ990818_08 . 9B12 . C6 • o2 . tw 

Start 1206 

GI none 

Exons ■ 1206.. 1472, 1250.. 1567, 1250, 
2890. .2955, 4003. .4035, 4074, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818 08.9B12.C6 



8880 

TBLASTX: Wheat 
4428 
407 

1534, 1264. .1569, 1559. .1690, 
4307, 4075. .4305, 4297. .4428 



Seq. No. 36506 
Gene No. 75064 
Start 3791 

Name OJ990818_08 . 9BL2 . C6 . o4 . ts 

Start" ' ' "126? ; ■ ■ '■ : "- ' "" ' :: " ■" ' 

GI ■ ... none . 
Exons 1267,. 1308, 1268.. 1384, 1268. 

\ 1301.. 1711, 1301.. 1711., 1546.. 

2749. .3144, 2750. .3142, 2882. 

3991. .4443, 4074. .4439, 4284. 



Seq. ID OJ990818_08. 9B12.C6 
Strand * - 
End 8880 

Method . TBLASTX: Soybean . 
End " : 4 4-4 3 ; ' : --"" :r " : ~ '■ :;r -:" -- 7 

Score 63 . . 

.1309, 12 68 /. 14 08,- 1300. .1710,' 
.1668, 1547. .1669, *1608 . . 1715,- 
.3001, 2884.. '3000, 3990.. "4025, 
.4403, 4285. .4407 



Seq. No. 36506 

Gene No. 75064 

Start 3791 

Name OJ9908 18_08 . 9B12 . C6 . o2 . tc 

Start 1268 

GI none 

Exons 1268. .1408, 1459. .1701, 1481. 

4182. .4445, 4219. .4446 



Seq. ID OJ990818_08. 9B12.C6 
Strand 

End 8880 

Method TBLASTX: Cress 

End 44 4 6 

Score 106 

.1705, 2881. .3000, 2882. .3001, 



36124 



Seq. No. 36506 Seq. ID OJ990818_08 . 9B12 . C6 

Gene No. 75064 Strand 

Start 3791 End 8880 

Name OJ990818_08 . 9B12 . C6 . o4 . np Method AAT/NAP 

Start 3791 End 8880 

GI 6686165 Score 231 

Exons 3791.. 3849, 6673.-6997, 8857.. 8880 

GI Descrip. HYPOTHETICAL .269.6 KD PROTEIN YCF2 gi | 5881737 | dbj | BAA84 428 . 1 | 
(AP000423) ycf2 [Arabidopsis thaliana] 

gi I 5881758.|dbj IBAA84449.il (AP000423) ycf2 [Arabidopsis 
thaliana] 

Seq. No.' 36506 Seq. ID OJ990818_08 . 9B12 . C6 

Gene No. 75064 Strand 

Start 3791 End 8880 

Name OJ990818_08 . 9B12 . C6 . o5 . tc Method TBLASTX : Cress 

Start 5811 End 6028 

GI none Score 54 

Exons 5811. .5867, 5821. .5871, 5830. .5889, 5896. .6027, 5898. .6026, 

5900.. 6028 



Seq. .No. ...36506 _ S,eq. 'ID OJ9908 .18_Q&. '9B1ZLC.6 , 

Gene No. 75064 ' * Strand. 

Start 3791 End 8880 

Name OJ990818_08 . 9B12 . C6 . o3 . t s Method TBLASTX : Soybean 

Start 5887 End 6344 

GI none Score 614 

Exons 5887... 6339, 5889.. 6344, 5890.. 6339, 5930.. 6343 

Seq. No. 36506 Seq. ID OJ990818_08 . 9B12 . C6 

Gene No. 75064 Strand 

Start 3791 End 8880 

Name OJ990818_08 . 9B12 . C6 . o4 . tm Method TBLASTX :Maize 

Start 6248 End 6417 

GI none Score 85 

Exons 6248.. 6295, 6250.. 6303, 6256.. 6297, 6297.. 6365, 6298.. 6363, 

6372.. 6413, 6373.:6417, 6374.. 6415 

Seq. No. 36506 Seq. ID OJ9908 18_08 . 9B12 . C6 

Gene No. 75064 Strand 

Start .3791 . _ End .. 8880 

Name : ~* : - V ' - OJ9908i8_0'8 .-9B12*. C6 . 63 : tc" ---"Method"** * TBLASTX :.Cress ' •--".;; : -"{- 

„ Start 6322 , \ ' End : ' 6607 • 

GI none ' Score 257 

Exons 6322... 6603, 6329. .6607, 6330. .6548 

Seq. No. 36506 ^ " Seq". ID OJ9908 18_08 . 9B12 . C6 

Gene N.o. 75064 Strand 

Start ' 3791 End 8880 

Name OJ9908 18_08 . 9B12 . C6 . o5 . ts Method TBLASTX : Soybean 

Start 6429 End 6734 

GI none Score 34 

Exons 6429. .6488, 6460. .6489, 6490. .6615, 6490. .6564, 6593. .6733, 
6603.. 6734 

Seq. No. 36506 Seq. ID OJ990818_08 . 9B12 . C6 



36125 




Gene No. 


75064 








Strand 






Start 


3791 








End 


8880 




Name . 


Pi TQQflQ 1 P HQ 

vjjyyuoio uo 


on 1 9 
. yoiz 


. Lb . Oh . 


4- _ 

tc 


Method . 


TBLASTX: 


Cress 


C+- -a v+- 


£7 9 Q ~ 

o / z y 








End 


6995 




P T 
Vjl 


none 








Score 


80 




Exons 


£7 9 Q £P n £ 


£7 1 n 


. * DO ID/ 


D / OU . 


.6804, 6731.. 6805, 


Do U 1 . . Do 0 1 , 




DOU1 . . DjjU, 


£Q n 7 

OOUO 


. . Dy 4 y , 


C Q fi R 
DoUO . 


.6951, 6951.. 6995, 


DyoD. .Dyyi 


Seq. No. 


36506 








Seq. ID 


OJ990818 


_08.9B12.C6 


Gene No. 


75064 








Strand 








"37 G 1 
o / y ± 








End 


8880 




Name 




Q171 9 

. yoiz 


. CD . 00 . 


tw 


Method 


TBLASTX: 


wneai- 


brar u 


7 1 A Q 
/ 1 fi y 








End 


7376 




P T 


none 








Score 


210 




U 1 /^n r*\ c 


7 1 4 Q 7 9 Q ^ 
/ 1 ft y . . / Z y 0 , 


7 1 A Q 

/ 1 *± y 


7^10 
. . / jlU/ 


7017 


.7376, 7318.. 7374 




Cart M ^ 


JOjUD 








Seq. ID 


OJ990818 


CiQ Qnl 9 P£ 

uo . y diz . ld 


Gene No . 


/ OU D4 








Strand 






Of 3 yf 


o / y i 








End 


8880 




Name 


ujyyuoio uo 


. yoiz 


p a 1 
.tb.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7225 








End 


84 4 3 






^....none.,^ 








_5.core_. 


.8L3 / _™ 




Exons . 


^ , ./ Z Z D.. . .( O 1 l r , . 


7 9 9 7 

/.Z z ./ 


701 n 
..... /olU, 


7 O 7 R 
/..ZOO ., 


.7 31 5, 7 3.1 6. ...-J-.3.90.,. 


7717 7/11D 

J 0.1, 1 . « J3 14/ 




/jlO . . i H\JH , 


"7 *3 O yi 
/ oZ 4 


. . / 4 Z Z , 


7/i HQ 

/ 4 uy . 


.8050, 7409.. 8035, 


/yio. .oUoz, 




ono/i 01 on 
oUj4 . . 0 1ZU , 


Q H 7Q 
0 U JO 


. . 0 1Z 1 , 


Q H 7Q 

0 U jo . 


.8118, 8087. .8119, 


O lOl . . OZ H f f 




pi Q 7 7 Q 
0 1 0 0 . . O Z 0 y , 


0 loo 


. . 0 Z 4 0 , 


Q 9 7 /I 
ozo4 . 


.8365, 8246. .8443, 


ozDo . .04 4 1, 




Q A C\0 Q A A 1 
O 4 UZ . . O 4 4 0 














beq . ino . 


jDjUD 








Seq. ID 


OJ990818 


no QTD 1 0 c c, 

Uo . ytsiz . Lb 


Gene No . 


7 1; n c /i 

/ 0 U D4 








Strand 






Start 


3791 








End 


8880 




Name 


OJ990818 08 


. 9B12 


C6.01. 


tm 


Method 


TBLASTX: 


Maize 


Oldlt 


7747 








End 


8834 




pt 

LI 


none 








Score 


705 




Exons 


7 7/7 7Q71 
/ OH / . . 1 O 1 1 , 


7 "5 A Q 

/ 04 y 


7 Q 7 Q 

. / 0 / y , 


/ 04 y . 


.7870, 7872. .8036, 


7Q77 7Q7Q 

to / o. . / yoo, 






7Q1 c 

/ y 10 


. oU4 j, 


q r\ 7 a 
oUo4 . 


.8120, 8038.. 8121, 


QH7D Q1 1 Q 

0U00 . . 0 llo , 




priQ7 01 1 Q 


Q 7 7 7 

0 / / / 


0070 
. OOJJ, 


Q77Q 

* 0 / / 0 . 


.8834 






Seq. No. 


36506 








Seq. ID. 


OJ990818 


_08 . 9B12.C6 . 


Gene No. 


75064 








Strand 






Of 3 y*+- 


77 Q T 








End 


8880 




Name 


PTQQHQ1Q HP 
UJ y y Uo 10 Uo 


. ytnz 


Lb.Ol. 


tw 


Method 


TBLASTX: 


wne a l. 




/ 0 / / 








"End"*""; 


•V 7753~-"" T; " 




p T 


none ^ 








Score 


557 




Exons 


7077 7f!7Q 


7070 


71 C) 

. / / oz , 


7 7 7 Q ' 
/ O / O . 


:7752, 7379.. 7753, 


7 77 Q tico 

/ 0 / y . . / / 00 


o e q . in o . 


7£R A£ 

-5 DO U D 








Seq. ID 


OJ990818 


HQ Qni 0 C G> 

U 0 . yol Z . L D 


Gene No. 


75064 








Strand 






Start 


3791 








End 


8880 




Name 


u j y y uo 1 0 uo 


y bi z . 


Lb . Ol . 


ts 


Method 


TBLASTX : 


Soybean 


O Ldlt 


7/1 1 c 








End 


8834 




GI 


none 








Score 


877 




Exons 


7415. .8050, 


7415. 


.8035, 


7731. 


.8042, 7915. .8052, 


8034. .8120, 




8038. .8121, 


8038. 


.8118, 


8087. 


.8119, 8777.. 8833, 


8778.. .8834 


Seq. No. 


36506 








Seq. ID 


OJ990818 


_08.9B12.C6 


Gene No. 


75064 








Strand 







36126 




Start 


3791 








End 


8880 




Name 


OJ990818 08. 


9B12, 


,C6.o2 


.ts 


Method 


TBLASTX : 


Soybean 




ftl 91 

U 1 1 








End 


8776 




none 








Score 


323 




Exons 


Q 1 01 ft 1 Off 


fti 9^ 
0 x z 0 . 


ft ^7 4 


01 o-j 
, 0 X z 0 . 


.8365, 8268. .8387, 


ft "3 £ c; 0 a a 0 

O JDO . . O H <t Z , 




ft ^fifi ft4 4 ^ 


ft "3Q7 
005 / . 


ft £91 
. . 0 OZ X 


ft 4 4 ft 
, O H H 0 • 


.8627, 8449. .8622, 


0 3 y z . . 0 / bo/ 




ftfi^fi ft^7n 


ft 697 

O OZ / . 


ft fifift 


ft 69ft 

, O OZ 0 • 


.8669, 8630.. 8776, 


ft ft7 £1 
C3DDJ. .O/Dl 


Seq. No. 


36506 








Seq. ID 


OJ990818 


_08.9B12.C6 


Gene No. 


75064 








Of r3nr j 






q+- *-4- 


"37 Q1 








End 


8880 




Narne 


n.TQQns i ft Oft 


QR1 9 


LO. OZ 




Method 


TBLASTX : 


• 

Mai ze 


C ■)- yf 


ft ^47 ~ 
□ J4 / 








End 


8776 




ui 


none 








Score 


647 




Exons 


ft ^4 7 ft71ft 


ft 


ft 77 
. 0 / / 0 


ft ^^4 


.8776 






Seq. No. 


36506 








Seq. ID 


OJ990818 


_08.9B12.C6 


Gene No. 


75064 








Strand 






Of av-f 


^7 Q1 








End 


8880 




Name 


r\ TQQ0Q1 ft HQ 


Qm 9 
ynx z . 


Lt) . 04 


f T-T 


Method 


TBLASTX: 


wnea l 




Q 7 9 Q _ 








End 


8834 






np.ne.„_, 








„3gp_e£l — 


194 


; r — - 


Exons_. . . 


ft 7 9 Q ft ft ^ ^ 


ft 7 

, p 7 0 u . 


ft ft ^4 


ft 7 ^ n 

, , 0. / jU + ,. 


...88.34 _ 


. , ... ^ 




Seq. No. 


36507 








Seq. ID 


OJ990818 


_08.9B12.C7 


Gene No. 


75065 








otrana 


+ 




Qf a y- f 


119 
X J. z 








End 


351 




Name 


r* TQQflft 1 ft HQ 

ujyyuoio uo . 


Qnl O 


C / . Ol 


. gs 


Method 


GENSCAN 




Of a r-4- 


119 ~ 
X X z 








End 


351 






none 








Score 


.67 




Exons 


119 

X X Z . . jjl 














Seq. No. 


36508 








Seq. ID 


OJ990818 


_08.9B12.C8 


Gene No. 


75066 








Of "V , y-J 

otrana 


+ 




Of ar f 


4 Q 








End 


408 




Name 


OTQQOftlft rift 


9B12. 


C8.OI 


. gs 


Method 


GENSCAN 




Otait 


4 Q ~~ 








End 


408 




rir 
\j x 


none 








Score 


.98 




P von q 


4Q 9sn "39 9 


..408 - 










Seq. No. 


36509 








Seq. ID 


OJ990818 


_08. 9B12.C9 


Gene No. 


75067. - 








Strand 




'._ 


OLdl L 


Z 1 3 • 






. ..: 


T5h"d : "'" " ' 


'708 : "*" 




Name 


nTQQnftift nft 


9B12. 


C9'.ol 


. gs 


Method 


GENSCAN 




Of a r-4- 

o car c 


9 / c 

Z 4 J 








End 


659 


• * 




none 








. Score 


1 




jjXuns 


z d . . 00 y 














beq. no. 


"3 £ R ft Q 








Seq. ID 


OJ990818 


Uo . 9Blz . C9 


Gene No. 


75067 








Strand 






Start 


245 








End 


708 




Name 


OJ990818 08. 


9B12. 


C9.ol. 


.np 


Method 


AAT/NAP 




Start 


261 








End 


708 




GI 


2894596 








Score 


384 




Exons 


261. .708 















GI Descrip. (AL021889) putative protein [Arabidopsis thaliana] 



36127 




Seq. No. 


36509 


Seq. ID 


OJ990818JD8.9B12 


.C9 


Gene No. 


75068 


Strand 






Start 


C 1 "3 

bl 3 


hna 


n n q 
/Uo 




Name 


OJyyuoio Uo . yBiz . cy . oi . tc 


Method 


TBLASTX : Cress 




Start 


" O 1 O 


hna 


TAT 

/ U / 




GI 


none 


Score 


1 T Q 

1 18 




Exons 


31z..44b, o!4..44z, 4dz . . oby, 


a c; o con 


C/11 t n c CCT 

b4 1 . . / Ub, bo / . . 


/U / 


Seq. No. 


36509 


Seq. ID 


OJ990818_08.9B12 


.C9 


Gene No. 


75068 - ;> 


Strand 






Start 


CIO * 

613 


hna 


*7 n o 
/Uo 




Name 


ojyyuoio Do . yBiz . cy . oi . tm 


Metnoa 


mnT TV O T> V • M -i -! ^, 

i dLAoIa : Mai ze 




Start 


O 1 O 

31z 


End 


one 

/Ub 




GI 


none 


Score 


yz 




Exons 


oi o >i o i /ion yscio coo 


/co con 






Seq. No. 


36509 


Seq. ID 


OJ990818_08.9B12 


.C9 


Gene No. 


75068 


Strand 






Start 


613 


End 


708 




Name 


a to on o 1 o ao nolo o n _ -i — 

ojyyuoio ub . yBi^ . cy . oi . ts 


Method 


TBLASTX : Soybean 




Start 


o 1 o 

31z 


End 


708 




SX „..™ r 






,12,8.. - _ 




.Exons ..„, ...J,.,,, 


.... 31 . 4 .o,/„.. 3.1.4... .,4 /.o.f ^ A . .....6.3.-4 


/co con 
.4.0 3 .... .0 9JJ / 


... 65.6 ,_..7J)A^.. 66/7.,,, ,7.05. , 


Seq. No. 


36509 


Seq. ID 


OJ990818_08.9B12 


.C9' 


Gene No. 


75068 


Strand 






Start 


CIO 

613 


End 


708 




Name 


OJyyOolo Uo . 9Blz . C9 . ol . gp 


Method 


AAT/GAP 




Start 


r i o 

613 


End 


708 




GI 


none 


Score 


176 




Exons 


CIO TrtO 

bl J . . / Uo 








Seq. No. 


36510 


Seq. ID 


OJ990818_08.9B12 


.C10 


Gene No. 


75069 


Strand 


+ 




Start 


73 


End 


9485 




Name 


OJ990818 08.9B12.C10.ol.gs 


Method 


GEN SCAN 




Start 


73 


End 


7678 




GI 


none 


Score 


.41 




Exons 


73.. 87, 1876'. .1950, 4013.. 4042, 5297.. 5509, 5581.;5667, 






6760. .6896, 7418. .7545, 7566.. 


7678 






Seq. No. 


36510 ... 


Seq. ID 


OJ990818J38. 9B12 


.C10 


Gene " "No r 


"-1 50 : 69"~" • 7 v-~ v ■"" 


Strand * 


+ • - ~ ' ■ — 




Start . ' 


.73 - . 


End . 


9485 ' ; 




Name 


OJ990818. 08. 9B12.C10.ol.np * 


Method . 


AAT/NAP 




Start 


■ 4193 - 


End 


68-64 




GI 


4218129 


Score 


148 




Exons 


4193.. 4250, 5379.. 5509, 5581.. 


5667, 6760. .6864 




GI Descrip. 


(AL035353) hypothetical protein [Arabidopsis thaliana] 




beq. no. 


36510 


Seq. ID 


OJ990818_08.9B12 


.C10 


Gene No. 


75069 


Strand 


+ 




Start 


73 


End 


9485 




Name 


OJ990818 08.9B12.C10.o2.np 


Method 


AAT/NAP 




Start 


6831 


End 


9485 




GI 


4512704 


Score 


65 




Exons 


6831. .6919, 8093. .8264, 8900.. 


8962, 9135. .9221, 9314. .9485 



36128 



GI Descrip. (AC006569) hypothetical protein [Arabidopsis thaliana] 



oeq, in o ■ 


O DO 1U 


beq. 1U 


uj y y Uo i o 


ao no 1 o 
Uo . yBlZ 


. blU 


bene lno > 


/ OU by 


otrana 


+ 






Q -f- v-f- 


7 1 


tna 


y ^ oo 






Name 


PiTQQAQI R HQ QT31 9 PI H r\0 /-re? 
UJyyUOlO UO . yblZ . blU . . y S 


Method 


PPHOPJ\M 

bbiNbbAN 






ou.art 


011c 
0 110 


LnQ 


o y bo 








none 


Score 


Q A 






Exons 


8115. .8315, 8555. .8965 










Con M 
Oct}. IN U > 


JtjJlU 


oeq . i u 


Pi TQ QHQ 1 Q 

uj y y Uo i o 


ao om o 

Uo . ybiz 


PI A 

. bl u 


bene ino . 


/ jU / U 


Strand 


+ 






OLaXL 




T~i — —J 

bno 


1U1U b 






Name 


O.TQQOftlP Oft QR1 9 PI 0 r>1 rrr^ 










C f- -3 y +- 

0 car u. 






1 u l u b 






P T 
bl 


none 


Score 


7 o. a 
f y b 






Exons 


9687. . 10106 










O c C] . IN U . 


jDjIU 


oeq. liJ 


Pi TQQOQ 1 Q 

u j y y Uo io 


A Q Qnl O 

Uo . ybiz 


pi A 

. blU 


Gene No . 


/DU / 1 


Strand 


+ 






Of ^yf 

0 car c 


Z U4 bU 


hna 


Z 1U1 0 






.. r N;amj£ 


ATQQflQI Q AO Q Q 1 O P 1 A ^ A 


,_„-.Me,thQ,o,, .. 




, — 




. p taxi., f _i 













p t 


0 T 1 1 Q 1 C 

z J 1 1 y i b 


Score 


a c o 
boo 






Exons 


o c\ a cc\ o a 7 i i onano o i a i c 
ZU4 bU . . ZU / 1 1 , zuyuo..ziuio 










Seq. No. 


36510 


Seq. ID 


OJ990818 


_08.9B12, 


CIO 


bene lno . 


7 c f|7 9 
/ O U / Z 


Strand 


+ 






btart 


Z 1U4 U 


End 


24497 






Name 


OTdOflfil Q HQ QD1 O P 1 A 

ujyyuoio uo . ybiz . biu . oo . gs 


Method 


GENSCAN 






Of a v~ 4- 


Z 1 U 4 U 


End 


24245 






P T 
bl 


none 


Score 


.72 






Exons 


Z 1U4 u . . z loo O , Z 1 Do 0 . . z i y h J , 


21949. .22093, 22986 


. . Z 3117 , 






zjbob. . z oo i / , z_»yiy. . Z4 Z4 o 










Seq. No. 


36510 


Seq. ID 


OJ990818_ 


_08.9B12. 


CIO 


Gene No. 


75072 


Strand 


+ 






Of a r 4- 
OUdX U 


9 1 OA n 


End 


24497 






Name 


vjjyyuoio uo . ybiz . biu . oo . gp 


Method 


AAT/GAP 






0 c ar c 


Z 1 jj 1 


End 


23820 






b± 


Z11UO l.KlUOfi 


Score 


693 






Exons . 


oi coi 91 cq^ 01 cqq on/in 
ziooi. . z 1 p 0 0 , ziboo. .Zl / 4 U , 


22986. .23117, 23656 


. .23820 




bi- uescrip. 


'*9'C\QQ~9 9 7 /arnKTrn A-1 A QKl-l O-* A^ - 

zoyozz //emo f bAAiuoo / f z.ue- 


: 43""(A"J2225&5) "AT-"h6ok : protein"" "l" 




' [Arabidopsis .thaliana] V ; . 










•Seq. No. 


36510 


■■ Seq: . ID 


OJ990818_ 


_08. 9B12. 


Cl.O . 


Gene No. 


75072 


Strand 


+ 






Cf 2 v-4- 

0 cart 


z iuy U 


End 


24497 






Name 


AiQOr\oi 0 no nolo p 1 a ~> /z «^ 

ujyyuoio Uo . ybiz . biu . oo . gp 


Method 


AAT/GAP 






Start 


23928 


End 


24497 






GI 


16325 1.R1084 


Score 


1053 






Exons 


23928 . .24497 










GI Descrip. 


1 4 097013/gb|U43954 IXXU43954 


1.0e-ll Expression vector pBMRz, 




complete cds ' 










Seq. No. 


36510 


Seq. ID 


OJ990818_ 


_08. 9B12. 


C10 


Gene No. 


75073 


Strand 









36129 



Start 
Name 
Start 
GI 

Exons 



26156 End 
OJ990818_08. 9B12.C10.o6.gs 
26156 
none 

26156. .26188, 27 117 27197 , 
28076. .28155, 28255. .28386 



36060 
Method GENSCAN 
End 28386 
Score .79 
27324. .27392, 27829 27892, 



■Seq. No. 36510 
Gene No. 75073 
Start 26156 

Name OJ9908 18_08 . 9B12 . C10 . o5 . np 

Start 27321 
GI 6014701 

Exons 27321. .27392, 27829 .. 27896, 

28510. .28593, 29013 .. 29097 , 
33960. .34058, 35600 .. 35700 , 



Seq. ID OJ990818_08. 9B12.C10 

Strand + 

End 36060 

Method AAT/NAP 

End 36060 

Score 802 
28080. .28155, 28255 .. 28338, 
32865. .32986, 33824 .. 33884 , 
35779. .35820, 35926.. 36060 



GI Descrip. (AF190450) enoyl-CoA-hydratase [Avicennia marina] 



Seq. No. 36510 Seq. ID 

Gene No. 75073 Strand 

Start 26156 End 

.N3meJ_„__^ MstJxQd;-.- 

St.ar.t ...... . . .2.7 8.22. . . End.., _ 

GI 29362_1 .R1084 Score 

Exons 27822. .27892, 28076. 28179 

GI Descrip. '2880043 1.0e-30 (AC002340) putative 

3-hydroxyisobutyryl-coenzyme A hydrolase [Arabidopsis thaliana] ' 



OJ990818_08. 9B12.C10 
+ 

3.60 60' 

_AAX/fi&P-_-- = 

28.173 _ . . . 

228 



Seq. No. 36510 Seq. ID 

Gene No. 75073 Strand 

Start 26156 End 

Name OJ9908 18_08 . 9B12 . C10 . 08 . gp Method 

Start 28510 End 

GI 12453_1.R1084 Score 

Exons 28510. .28594, 29014.. 29097 

GI Descrip.. 1 6014701/gb | AAF01467 . 1 | AF190450_1 1.0e-91 (AF190450) 
enoyl-CoA-hydratase [Avicennia marina] 1 



OJ990818_08.9B12.C10 
+ 

36060 
AAT/GAP 
29097 
243 



Seq. No.. 


36510 




Seq. ID 


OJ990.818_08. 9B12.C10 


Gene No. 


75073 




Strand 


+ 


Start 


26156 




End 


36060 


Name 


OJ990818 08.9B12.C10. 


08 . gs 


Method 


GENSCAN 


Start :v7 "~ 


: :: 3i8i3 •"• ••"•••">. 




'■" End " : ' 


'-34 443 ' ™" 


GI--- 


none- - 




Score 


.78 * 


Exons 


318.13. .32061, 32865.. 


32986, 


33824. .338 


84, 33960. .34145, 




34291. .3444-3 









Seq. No. 


36510 




Seq. ID 


OJ990818_08.9B12 


Gene No. 


75073 




Strand 


+ 


Start 


26156 




End 


36060 . 


Name 


OJ990818 08.9B12.C10 


.olO.gp 


Method 


AAT/GAP 


Start 


32865 


End 


33919 


GI 


12453 1.R1084 




Score 


295 


Exons 


32865. .32986, 33824. 


.33919 






GI Descrip. 


'6014701/gb|AAF01467 


.1|AF190450_1 l.Oe 


-91 (AF190450) 



enoyl-CoA-hydratase [Avicennia marina] 1 



36130 



Seq. No. 36510 Seq. ID OJ990818_08 . 9B12 . CIO 

Gene No. 75073 Strand + 

Start 26156 End 36060 

Name OJ9908 18_08 . 9B12 . CIO . ol2 . gp Method AAT/GAP 

Start 33726 End 34058 

GI LIB3434-042-P1-K1-B12 Score 354 

Exons 33726. .33884, 33960.. 34058 

GI Descrip. f 6014701/gb | AAF014 67 . 1 | AF1 904 50_1 5.0e-20 (AF190450) 
enoyl-CoA-hydratase [Avicennia marina] 1 

Seq. No. 36510 Seq. ID OJ9908 18JD8 . 9B12 . C10 

Gene No. 75073 Strand + 

Start 26156 End 36060 

Name OJ9908 18_08 . 9B12 . C10 . oil . gp Method AAT/GAP 

Start 33822 End 34093 

GI LIB3432-035-P2-K1-D8 Score 237 

Exons 33822. .33884, 33960.. 34093 

GI Descrip. f 6014701/gb IAAF014 67 . 1 | AF190450_1 3.0e-26 (AF190450) 
enoyl-CoA-hydratase [Avicennia marina] 1 

Seq. No. 36510 Seq. ID OJ990818J38 . 9B12 . C10 

G.eng.jjp..; :JJ>P13> _:•„ „__.„^aj^ncl_... 4_ , 

... Start .... ... ..26,15.6....." .... .„ .--.'End « '.3.606£/_, V „ 

Q Name OJ9908 18_08 . 9B12 . C10 . ol3 . gp Method AAT/GAP 

> s Start 35591 End 36053 

IZ GI 12453JL.R1084 Score 432 

*!! Exons 35591. .35701, 35780 .. 35820, 35926.. 36053 

GI Descrip. • 6014701/gb | AAF014 67 . 1 | AF190450_1 1.0e-91 (AF190450) 

IJ enoyl-CoA-hydratase [Avicennia marina] 1 

*3 Seq. No. 36510 Seq. ID OJ990818_08 . 9B12 . C10 

= f= Gene No. 75074 Strand 

Iy Start 9937 End 15967 

Name OJ990818JD8 . 9B12 . C10 . o3 . gs Method GENSCAN 

13 Start 9937 End 15967 

^ j GI none Score . 91 

il Exons 9937. .10157,. 10620. .10713, 10780 .. 108 94 , 11069 .. 11188, 

11908. .12079/ 13659. .13784, 13857 .. 13999, 1424 6 .. 14 4 54 , 

It 14768. .14885, .14 998. . 152 63, 15638.. 15967 
^.■^ 

£3 Seq. No. 36510 Seq. ID OJ9908 18_08 . 9B12 . C10 

Gene No. 75074 . . Strand - 

; - * " Start'* ;" - ' ;""9937~ r: -V' : '- r End*""'" 15967-" : " '"*"" .'" 

Name OJ9908 18_08 , 9B12,. C10 . o3 . np : Method AAT/ NAP 

Start 9949 '" ' . ' End 12011 

GI '3786001 Score 691 

Exons 9949V. 10157, 10620 .. 107 13, 10780 .. 108 94 , 11069 .. 11188, 
11908.. 12011 

GI Descrip. (AC005499) unknown protein [Arabidopsis thaliana] 

Seq. No. 36510 Seq. ID OJ990818JD8 . 9B12 . C10 

Gene No. . 75074 Strand 

Start 9937 End 15967 

Name OJ990818_08 . 9B12 . C10 . o2 . gp Method AAT/GAP 

Start 10683 End 12133 

GI 10888_1.R1084 Score 880 

Exons 10683. .10713, 10780 .. 108 94 , 11069 .. 11188 , 11908.. 12133 



36131 



GI Descrip. 1 3786001 1.0e-53 (AC005499) unknown protein [Arabidopsis 
thaliana] 1 

Seq. No. 36510 Seq. ID OJ9908 18_08 . 9B12 . CIO 

Gene No. 75074 Strand 

Start 9937 End 15967 

Name OJ990818_08 . 9B12 . CIO . o3 . gp Method AAT/GAP 

Start 13170 End 13984 

GI 10443_1.R1084 Score 1492 

Exons 13170.. 13984 

GI Descrip. ' 4 4 69011/emb | CAB38272 | 2.0e-45 (AL035602) carbohydrate 
kinase-like protein [Arabidopsis thaliana] 1 

Seq. No. 36510 Seq. ID OJ990818JD8 . 9B12 . C10 

Gene No. 75074 Strand 

Start 9937 End 15967 

Name OJ9908 18_08 . 9B12 . C10 . o4 . np Method AAT/NAP 

Start 13567 End 15823 

GI 4469011 " Score 1242 
Exons 13567. . 13999, 14246 .. 14454 , 14768 .. 14885, 14 998 152 63, 
15638.. 15823 

GI . .Qe.sjcr.ip_. (ALQ3££L9ZL,£3.r^^ .£>rpt.e in., JAr^Lbicip.p : aij5 

. X3 „ ... - Jzhaliana]. . . „ „ . .;. .... . t , „ . . _ 

1% Seq. No. 36510 Seq. ID OJ990818_08 . 9B12 . C10 

Gene No. 75075 Strand 

Start 29582 End 30550 

U Name OJ990818_08 . 9B12 . C10 . o7 . gs Method GENSCAN 

[J Start 29582 End 30550 

l] GI none Score .61 

l~* Exons 29582. .29655, 30114 .. 30251 , 30502.. 30550 

s _ Seq. No. 36510 Seq. ID OJ990818_08 . 9B12 . C10 

C3 Gene No. 75075 Strand 

Start 29582 End 30550 

ll Name OJ9908i8_08 . 9B12 . C10 . o9 . gp Method AAT/GAP 

Start 29876" End 30415 

;!; GI LIB3434-038-P1-K1-F1 Score 828 

^ Exons 29876. .30415 

lj GI Descrip. ? 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 

- • ' SeqV No . " 36510- " • ■ " ' ' ■' " " ■ r '- : " "■ Seq/ I D OJ990818^08'. 9B12 : ."C10 

G^ne No. 75076 . Strand - 

Start . 35108 "... End 36054 

Name OJ9908 18_08 . 9B12 . C10 . o4 . tm Method TBLASTX : Maize 

Start 9809 End 11168 

GI none Score 42 

Exons 9809. .9859, 9881. .9904, 9904. .9969, 9928. .9969, 9966. .10154, 

9967.. 10158, 9968.. 10162, 10559 .. 10705, 10580 .. 10.7 14 , 
10618. . 10734, 10618. .10716, 10777 .. 108 96, 10778 108 97 , 
11032. .11166, 11063. .11167, 11091. .11168 

Seq. No. 36510' Seq. ID OJ9908 18_08 . 9B12 . C10 

Gene No. 75076 Strand 

Start 35108 End 36054 

Name OJ9908 18JD8 . 9B12 . C10 . o3 . ts Method TBLASTX : Soybean 



36132 




Start 


9985 






End 


12014 




\J X 


none 






Score 


119 




uAU IIS 


.7 ^ O «J * 


.10158, 9994. .10158, 9995. .10159, 


10618. . 10716, 






10619 


..10705, 10759. 


. 10887, 


10777. .10875, 10779. .10886, 






11069 


..11188, 11071. 


. 11187, 


11916. .12014 




Seq . No . 


36510 






Seq. ID 


OJ990818_08.9B12 


.LIU 


Cpnp No 


75076 






Strand 






Start 


35108 






End 


36054 




Name 


OJ990818 08.9B12-.C10 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


9994 






End 


12024 




GI 


none 






Score 


91 




Ej A 1 1 O 


9994. 


10158, 9995.. 10162, 10597 .. 10716, 10619 .. 10714 , . 






10772 


.10897, 10777. 


. 10896, 


10778. .10903, 10780. .10911, 






11069, 


.11188, 11069. 


1 1 1 ft s 

. X X X O .J , 


11071 1 1 1 J 
xxu/x. . x X x i 


3 7 11Q11 T O C\0 A 






11916. 


.12002 










Seq. No. 


36510 






OcLji XL/ 




.C10 


Gene No. 


75076 






C 4- yarn-] 






Start 


35108 






End 


36054 




LN aUlc 


OJ990818 08.9B12.C10 


. o3 . tc 


Method 


TBLASTX: Cress . 






Ji.3J5.7J_ 






„ .End. 


43.804 - 


. 


GI 


. . . none. 






.Score_, . 


i.6ja „ 




P. yon <5 


" 13573. 


.13803,- 13616/ 


. X J O U 1 








Seq. No. 


36510 






Seq. ID 


OJ990818_08.9B12 


.C10 


Gene No. 


75076 






Strand 






Start 


35108 






End 


36054 




Mam pi 


OJ990818 08.9B12.C10 


. \J X • u o 


Method 


TBLASTX: Soybean 




Start 


13576 






End 


13909 




GI 


none 






Score 


348 




Ex on 


13576. 


.13908, 13598. 


• x o _/ \j y 








Seq. No. 


36510 






Seq. ID 


OJ990818_08.9B12 


.C10 


Gene No. 


75076 






Strand 






Start 


35108 






End 


36054 




ln aiuc 


OJ990818 08.9B12.C10 




Method 


TBLASTX: Maize 




Start 


13771 






End 


14329 




GI 


none 






Score 


238 




Ex on *=? 


13771. 


.14004, 13772. 


. 14008, 


14246. .14329, 14248. .14328 




Sea No 


. - 36510 






Seq. ID 


OJ9.90818_08.9B12 


PI fl 
. LIU 


Gene No: 


• ■- '-75076" 






' ■ Strand" " 






Start 


35108 






End 


36054 ' 




Name 


OJ990818 ' 08. 9B12.C10 


.ol. tc 


Method 


TBLASTX: Cress 






13852 






End- 


14460 




GI 


none 






Score 


85 




Py nn 


13852. 


.14004, 13856. 


. 13921, 


13856. .14005, 13951. .14004, 






14245. 


.14460, 14246, 


. 14455, 


14247. .14456 




Seq. No. 


36510 






Seq. ID 


OJ990818_08.9B12 


X \J 


Gene No. 


75076 






Strand 






Start 


35108 






End 


36054 




Name 


OJ990818 08.9B12.C10 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


14263 






End 


15676 




GI 


none 






Score 


68 




Exons 


14263. 


.14409, 14263. 


. 14460, 


14270. .14 4 55, 14 768 .. 14 887 , 





36133 





14769. 


.14888, 14997. 




14998. .15078, 15078 15263, 






15079. 


.15264, 15635. 


1 S676 








^prr No 


36510 






o e q . J-U 


OTQQOR1R OP Qm 0 


.LIU 


Cpnp No 


75076 






Strand 






Start 


35108 






End 


36054 




Name 


OJ990818 08.9B12.C10 


. o2 . tm 


M^f" hi nH 






Start 


14 329 






CjX id 


1 ^904 
X D Z U 4 




GI 


none 






Score 


1 PO 
X O VJ 




P vnn ^ 

J_j x\ W HO 


14329. 


.14460, 14330. 


1 44 


1 4760 1 4fi 

X 4 / DU i . 140 


RP 14 7 fiP 1 4 R Q£ 

OO, X4/OO..X40.70, 






14768 . 


14887 14990 


1 S1 QQ 


14QQ7 1^9 


00 1 4 QQ7 1 R90^ 






1 4 QQfl 


1 S904 










Qprr M n 


36510 






Ot: . X U 


OTQQ0P1R OR QR1 9 


CI 0 
• LIU 


n p> NIo 


75076 






Strand 






Start 


35108 






End 


36054 




Name 


OJ9908 


18_08.9B12.C10 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


21361 






End 


23960 




ox 


none 






Score 


68 




TP ynn c; 


21361. 


.21405, 21502. 


91 S67 


21511. .215 


91, 21681. .21740, 






22983. 


.23096, 22985. 




23636. .237 


97, 23653. .23808, 




"* * 


... .23654 . 


.23818., 2.3655. 


9?R1 Q 


2 3 9 1 5. . , 2 3 9 [5.9 , . . 2 39 1 6 219 6.CL , 




O C- • IN (J * 


36510 






■ Seq. -ID 


OJ99"0818"_08.9B12 


. Ll U 


Gene No. 


75076 






Strand 






Start 


35108 






End 


36054 




Name 


OJ990818 08.9B12.C10 


-I- e 

• w J . to 


Method 


TBLASTX: Soybean 




Start 


21681 






End 


23775 




GI 


none 






Score 


63 




F, vnn ^ 


21681. 


.21740, 22965. 


9 ^0R7 


22983. .231 


17, 22985. .23110, 






23653. 


.23775, 23655. 


9^774 








kj C • 1NU • 


36510 






Seq. ID 


OJ990818_08.9B12 


LIU 


Gene No. 


75076 






Strand 






Start 


35108 






End 


36054 




Name 


OJ9908 


18_08.9B12.C10 


• o6 • tm 


Method 


TBLASTX: Maize 




o u ai l. 


21686 






End " 


23119 




GI 


none 






Score 


98 




4 — ) A w 1 lO 


21686. 


.21742, 21687. 


91740 


21689. .217 


42, 22983. .23117, 






22985. 


.23119, 22985. 


9^116 








Sea No 


36510 






Seq. ID 


OJ990818_08.9B12. 


n o 

LIU 




75076 






• Strand : 






Start 


. 35108- 






■ End 


36054 




Name 


OJ9908 


18_08. 9B12.C10 


. ol.tm ' 


Method 


..TBLASTX: Maize 




Start 


■ 23656 






End 


24251 




GI 


none 






Score 


254 




1_| *\ UllO 


23656. 


.23811, 23658. 


. Z O O X :? , 


23667. .23819, 23915 .. 24001, 






23915. 


.2,4001, 23916. 


94 009 

. Z 4 UUZ , 


23916. .24041, 23963 . . 24 12 1 , 






23985. 


.24035, 24001. 


940QQ 

• Z 4 U .7 .7 , 


24023. .24124, 24 155 .. 2424 7 , 






24156. 


.24251 










Seq. No. 


36510 






Seq. ID 


OJ990818_08. 9B12. 


C10 


Gene No. 


75076 






Strand 






Start 


35108 






End 


36054 




Name 


OJ990818 08.9B12.C10 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


27106 






End 


35958 





36134 



GI 

Exons 



none 

27106. 

27330. 

28023. 

28251. 

28510. 

32879. 

33819. 

35599. 

35776. 



.27189, 
.27392, 
.28076, 
.28358, 
.28593, 
.32986, 
.33884, 
,35700, 
,35820, 



27117, 
27808. 
28074 . 
28255. 
28523. 
32880. 
33822. 
35601. 
35923. 



.27200, 
.27888, 
.28157, 
.28359, 
.28594, 
.32987, 
.33884, 
.35699, 
,35958, 



Score 
27117. 
27820. 
28075. 
28503. 
29007. 
32881. 
33948. 
35676. 
35923. 



72 

27197, 
27888, 
28161, 
28601, 
29081, 
32988, 
34061, 
35816, 
35958 



27323. 
27828. 
28075. 
28509. 
29008. 
32892. 
33959. 
35770. 



.27397, 
.27902, 
.28158, 
.28592, 
.29076, 
.32987, 
.34057, 
.35820, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36510 
75076 
35108 

OJ990818_08. 9B12.C10.o4 .ts 

27114 

none 

27114. .27200, 27826 .. 278 94 , 
28073. .28156, 28074 .. 28157 , 
28240. .28338, 28253 .. 28339, 
28509. .28589, 28510 285 90 , 
.J 2 B13^.:323J3:, r 3 2 8-35 :*^323$J.* 

36510 * 

75076 

35108 

OJ9908 18_08 . 9B12 . C10 . o9 . gs 

35108 

none 

35108. .35119, 35268. .35324 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27828 

28081 



OJ990818 08.9B12.C10 



36054 

TBLASTX: Soybean 
34040 
72 

27902, 27828. .27893, 
28161, 28098. .28157, 



28254. .28358, 28255 .. 28359, 
29007. .29081, 29012 29077 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_08 . 9BI2 . C10" 

36054 
GENSCAN 
35324 
.68 



Seq. No. 36510 
Gene No. 75076 
Start 35108 

Name OJ990818_08 . 9B12 . C10 . ol . tw 

Start 35616 
GI ndhe 
Exons 35616. 

35776. 

35925. 



35699, 35617, 
35820, 35781, 
36053 



.35700, 
,35834, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818 08.9B12.C10 



36054 

TBLASTX: Wheat 
36054 
155 

35619. .35702, 35766. . 35840, 
35923. .36054, 35923 .. 36051 , 



Seq. No. 


36511 










Seq. . ID 


OJ990818_ 


JD8 ..9B12. 


C12 


Gene ' No . 


: 7 507 7 - * "■" 










-"Strand 


" + ■ ■ • 






Start 


198 










• End 


341' • 






Name - 


' OJ990818 08 


■9B12' 


C12 


.ol 


.gs 


Method 


GENSCAN 






Start 


198 










End 


341 






GI 


none 










Score 


.97 






Exons 


198. .341 


















Seq. No. 


36511 










Seq. ID 


OJ990818_ 


_08. 9B12 


C12 


Gene No. 


75078 










Strand 








Start 


890 










End 


1660 






Name 


OJ990818 08. 


9B12. 


C12 


ol 


np 


Method 


AAT/NAP 






Start 


861 








End 


. 1660 






GI 


4680179 










Score 


951 






Exons 


861. .1660 



















GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



36135 



Seq. No. 


36511 






Seq. ID 


OJ99081E 


_08.9B12 


.C12 


Gene No. 


75078 






St rand 








Start 


890 






End 


1660 






Name 


OJ990818 08 


. 9B12 


C12 o2 as 










Start 


890 ~~ 




End 


1609 






GI 


none 






Score 


1 






Exons 


890 1609 














Seq. No. 


36511 






Seq. ID 


OJ990818 


_08.9B12 


.C12 


Gene No. 


75078 






Strand 








Start 


890 






End 


1 660 

-L.yJ \J \J 






Name 


OJ990818 08 


. 9B12 


.C12.o2.tw 


Method 




VV 1 1 C; Cl L. 




Start 


905 ~~ 






End 


1238 






la J. 


none 






Score 


1 U 4 






Exons 


905 . . 1237, 


926 . . 


1075, 969.. 1238 








Seq. No. 


36511 






Seq. ID 


OJ990818 


J38.9B12 


.C12 


Gene No. 


75078 






Strand 








Start 


890 






End 


1 660 

-L \J \J KJ 






Name 


OJ990818 08 


. 9B12 


.C12.o2.tm 


Method 


TRT.A^TY • 


1 -7 /~\ 
L iai ^.tr 




Start 


920 • - ~~ • 






.:.£ncL_. _ 


1 1 S4 : 






,GI. 


none 






Score. A 




- - , 


'.V :■■ — 

*" ' ' 


Exons 


920 1150 


922 


1005, 922. .1152, 957; . 


1154 






Seq. No. 


36511 






Seq. ID 


OJ990818 


_08.9B12 


.C12 


Gene No . 


75078 






Strand 








Start 


8 90 






End 


±uou 






Name 


OJ990818 08 


. 9B12 


.C12.ol. tm 


Method 




Ma ~\ *7 0 
l id j_ t; 




Start 


1157 — 






End 


1612 






GI 


none 






Score 


1 OR 

j. u o 






Exons 


1157 1612, 


1158 


..1304, 1262. 


.1612 








Seq. No. 


36511 






Seq. ID 


OJ990818 


_08.9B12 


.C12 


Gene No . 


75078 






Strand 








Start 


890 






End 


i 660 






Name 


OJ990818 08 


. 9B12 


.C12.ol. tw 


Method 


TRT A^TY * 






Start 


1238 ~ 






End 








GI 


none 






Score 


17 4 

J. / *i 






Exons 


1238 1660 


1380 


..1658, 1523. 


.1660 








Seq. No. 


36512 






Seq. ID 


OJ990818 


_08 . 9B12 


..C13 


Gene No. 


•7507 9 ■ ■ * ' 






Strand- 


-+ 






Start 


4995 " 






End 


12154 






Name 


OJ990818 08 


.9B12 


. Cl3 . o5 . np 


Method ' 


AAT/NAP 






Start 


4 995 






End 


11837 






GI 


5042454 






Score 


232 ' 






Exons 


4995. .5020, 


7347 


..7613, 10933 


. .11136, 


11362. .11537,.- 11784. .11837 


GI DsscriD . 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


36512 






Seq. ID 


OJ990818 


_08. 9B12 


.C13 


Gene No. 


75079 






Strand 


+ 






Start 


4995 






End 


12154 






Name 


OJ990818 08 


. 9B12 


.C13.o2.gs 


Method 


GENSCAN 






Start 


6290 






End 


12154 






GI 


none 






Score 


.4 






Exons 


6290. . 6446, 


7527 


..7916, 9630. 


.9719, 10250. .10376, 11017 


. .11094, 



36136 




11276. .11348, 11448. .11537, 11784 11978, 12068.. 12154 



Seq. No. 


36512 Seq. ID 


OJ990818_08 


. 9B12 


.C13 


P, o ti o Mo 


75079 Strand 


+ 






OLdl l 


4 995 End 


12154 






Name 


OJ990818 08.9B12.C13.o3.np Method 


AAT/NAP 






Q+- a r-+- 
O tdl L 


7178 End 


9082 






PT 


6907086 Score 


1755 






Exons 


7178. .7953, 8011. .8272, 8499. .8546, 8670. .8839, 8891. .9082 


GI Descrip. 


fZXPnni19CM h \/oo+- Hot- -i oa 1 nrni-oi n f Pit- W7 a 


sativa ] 








36512 Seq. ID 


OJ990818_08 


. 9B12 


.C13 




75080 Strand 


+ 






Start 


12815 End 


14624 






Ma mo 


OJ990818 08. 9B12.C13.o3.gs Method 


GENSCAN 






Otdit 


12815 End 


13408 






PT 


none Score 


.9 






Exons 


12815. .13408 








Seq. No. 


36512 Seq. ID 


OJ990818_08 




pi ^ 




75080 ' Strand 


+ 






C -f- ~> v-f- 

,p ua.r 


.a.2.8.15.. .,.._._...„.. „-„En.cl. 


14.624 








. OJ990818 . 08^9B12.C13..o6.np ..Method . 








O Ldil 


128 96 ' ,. ' End 


14624 






P T 


3608146 Score 


186 






T7 1 v t"\ o 


12896. .13019, 13068. .13354, 14595. .14624 






f~* t o v t t™\ 
ox UcbCiip . 


(AC005314) unknown protein [Arabidopsis thaliana] 






Seq. No. 


36512 Seq. ID 


OJ990818_08 


QP.1 9 


' PI "3 


ucllc InO • 


75081 Strand 










1 End 


3728 






Name 


OJ990818 08.9B12.C13.ol.np Method 


AAT/NAP 






jLdl L 


1 End 


3728 






P T 


4680179 Score 


3536 






T7 1 v /~\ r^i o 


1..2554, 2657. .3728 








(~1 T PlO GOVT O 


(AF111709) polyprotein [Oryza sativa subsp. indica 


1 

1 




Seq. No. 


36512 Seq. ID 


OJ990818_08 


QU1 0 

. ytS± Z 


PI T 


flon o Mo 


75082 Strand 










4203 End 


4984 






Name 


OJ990818 08 . 9B12.C13.o2.np Method 


AAT/NAP 






C +- a >"+■ 


4203 .. . End 


4984 








6002794' ' " v -'"'Score 


1215' ~ ~ 








4203. .4 984.. 








P X P 1 ! /^i ^ /-> v* "I 

\jx uescri'p. 


(AF149813) unknown [Oryza sativa] 








Seq. No.' 


36512 * Seq.' ID 


OJ990818_08 


. 9B12 


.C13 


Gene No. 


75083 Strand 








Start 


5281 End 


5774 






Name 


OJ990818 08.9B12.C13.ol.gp Method 


AAT/GAP 






Start 


5281 End 


5774 






GI 


38782 1.R1084 Score 


817 






Exons 


5281. .5774 








GI Descrip. 


1 6069643/dbj | AP000616. 1 1 AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


36512 Seq. ID 


OJ990818_08 


9B12 


.C13 



36137 




Gene No. 


75084 


Strand 






Start 


9396 


End 


10148 




Name 


OJ990818 08.9B12 C13 o4 no 


Method 


AAT/NAP 




Start 


9396 ~~ 


End 


10148 




GI 


4680183 


Score 


156 




Exons 


9396.. 9471, 10078 10148 








GI Descrip. 


(AF111709) aaa-Dol orotein 


[Oryza sativa subsp. indica] 




Seq. No. 


36512 


Seq. ID 


OJ990818_08. 9B12 


.C13 


Gene No. 


75085 


u Li aliu 






Start 


14117 


End 


18667 




Name 


OJ990818 08 9B12 C13 o3 tm 


Method 


TBLASTX: Maize 




Start 


9 ~~ 


End 


299 




GI 


none 


Score 


230 




Exons 


9. .299, 13. .288 








Seq. No. 


36512 


Seq. ID 


OJ990818_08.9B12 


.C13 


Gene No. 


75085 


Strand 






Start 


14117 


End 


18667 




Name 


OJ990818 08 9B12 C13 o2 N 


Method 


TBLASTX : Soybean 




Start 


99 "~ 


End 


354 




GI.-, 




S,c.pre. 


67_ ; 


« — , — 


Exons 


99 227, 99 347 100 354 




, m 




Seq. No. 


36512 


Seq. ID 


OJ990818_08. 9B12 


.C13 


Gene No. 


75085 


Strand 






Start 


14117 


■ End 


18667 




Name 


OJ990818 08.9B12.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


123 


End 


440 




GI 


none 


Score 


101 




Exons 


123. .266, 139. .264, 267. .440, 321. .419 






Seq. No. 


36512 


Seq. ID 


OJ990818_08.9B12 


.C13 


Gene No. 


75085 


Strand 






Start 


14117 


End 


18667 




Name 


OJ990818 08.9B12.C13.o2.tw' 


Method 


TBLASTX: Wheat 




Start 


147 


End 


671 




GI 


none 


Score 


266 




Exons 


147. .671, 151. .519 








Seq. No. 


36512 


Seq. ID 


OJ990818_08.9B12 


C13 


Gene No. 


75085 


Strand 






Start ' " : 


- 14 TIT ■"**'" 


" "End - ■* 


18667 — . 


^ : ■ — 


Name 


OJ990818 08.9B12.C13vol.tm 


Method 


TBLASTX: Maize •■ ' 




Start 


, 707 


End 


1067 




GI 


none 


Score 


234 




Exons 


'707. .1066, 714. .1067, 715.. 


1065 






Seq. No. 


36512 


Seq. ID 


OJ990818_08.9B12. 


C13 


Gene No. 


75085 


Strand 






Start 


14117 


End 


18667 




Name 


OJ990818 08.9B12.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


714 


End 


1140 




GI 


none 


Score 


294 




Exons 


714. .1139, 715. .1140 








Seq. No. 


36512 


Seq. ID 


OJ990818_08.9B12. 


C13 



36138 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Expas. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 
Gene No. 
Start "*" 
Name ' 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



75085 
14117 

OJ990818_08. 

888 

none 

888. .1133 

36512 
75085 
14117 

OJ990818_08. 

1074 

none 

1074. . 1421, 

36512 
75085 
14117 

OJ990818_08. 
1146 
none 
...1 14.6, U.4.4.2 „; 

'36512- 
75085 
14117 

OJ990818_08. 

1155 

none 

1155. .1514, 
1518. .1550 

36512 
75085 
14117 

OJ990818_08. 

1437 

none 

1437. .1904, 

36512 
75085 

•14117 " 
OJ990818_08. 
1491 
none 

1491. .1973,' 

36512 
75085 
14117 

OJ990818_08. 
1905 
none 

1905. .2102, 



9B12.C13.o4.ts 



Strand 
End 

Method 

End 

Score 



18667 

TBLASTX : Soybean 

1133 

213 



9B12.C13.o4 .tm 
1219.. 1353 

9B12.C13.o4 .tw 

US3.^,.L3-S8_ . 

9B12.C13.ol.ts 



Seq. ID OJ990818_08.9B12.C13 
Strand 

End 18667 

Method TBLASTX : Maize 

End 1421 

Score 65 



Seq. ID OJ990818_08.9B12.C13 
Strand 

End 18667 

Method TBLASTX : Wheat 

End 1442 

Score 171 



Seq.' ID" OJ990818_08.9B12.C13' 
Strand 

End 18667 

Method TBLASTX : Soybean 

End 1550 

Score 141 



1183. .1398, 1206. .1514, 1438. .1533, 1518. .1550, 



9B12.C13.o2.tm 



1656. . 1832, 1660, 



2B12.C13.o3.tw - 



1500. .1946, 1519. 



9B12.CI3.o7.tm 



1906. .2052 



Seq. ID OJ990818_08.9B12.C13 
Strand 

18667 

TBLASTX: Maize 
1.9.04 
93 " 



End 

Method 
End 
Score 
,1833 



Seq. ID OJ990818_08.9B12.C13 
Strand - . 

18667. - ' "• ' " 
TBLASTX: Wheat 
1974 
167 " 



End • 
Method 
End ' ' 
Score - 
.1974 



Seq. ID OJ990818_08.9B12.C13 
Strand 

End 18667 

Method TBLASTX : Mai ze 

End 2102 

Score 156 



Seq. No. 



36512 



Seq. ID OJ990818_08.9B12.C13 



36139 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



75085 Strand 

14117 End 

OJ9908 18_08 . 9B12 . C13 . o5 . tw Method 

2115 • End ' 

none Score 



18667 

TBLASTX: Wheat 

2519 

84 



2115. .2285, 2170. .2289, 2298. .2519, 2365. .2475, 2466. .2519 



Seq. No. 36512 Seq. ID 

Gene No. 75085 Strand 

Start 14117 End 

Name OJ990818_08 . 9B12 . C13 . 06 . tm Method 

Start 2202 End 

GI none Score 

Exons 2202.. 2525 



OJ990818_08.9B12.C13 
18667 

TBLASTX: Maize 

2525 

200 



o e q . in o . 


36512 




beq . i u 




A Q QD 1 o 




Gene No. 


75085 




Strand 








Start 


14117 




End 


18667 






Name 


OJ990818 08.9B12.C13 


. o5 . tm 


\A 4— /~\ /«J 

LYie inou 


1 Dlj/ib 1 A . 


Mai ze 






2835 




Ji»nQ 


"5001 








none 




Score 










.-2 8 3.5^. ™ 




- — . ..... 


- ™ 


. 


™ 


b e q . in o . 


36512 




beq. iu 


u j yyuo i o 


aq om o 


.LI J 


Gene No. 


75085 




Strand 








Start 


14117 




End 


18667 






Name 


OJ990818 08.9B12.C13 


. 06 . tw 


ixie unoQ 


TEST Zi C TV • 


TaJ K trx -a +• 

wnea z 




o tar u 


3117 




titna 


"5 A Q A 








none 




Score 


loo 






Exons 


3117. .3221, 3291. .3494 










o e q . LN O . 


36512 




beq. iu 


uj y yu o i o 


A Q QD1 0 


.LI j 


bene ino . 


75085 




Strand 








C -f- 

oL.ari. 


14117 




End 


18667 








OJ990818 08.9B12.C13 


. o3 . ts 


' Method 


TBLASTX: 


ooyueaii 




Start 


13111 




End 


13336 




GI 


none 




Score 


226 






Exons 


13111. ,13308, 13112. 


13336 ■ 










Seq. No. 


36512 




Seq. ID 


OJ990818 


_08. 9B12 


.C13 


Gene No. 


75085 




Strand 








Start 


14117 




End 


18667 






Name 


: -~ 'OJ990818' 0C9Bi2.C13" 


-b"8'.*tm ' 


■ ' Method 


TBLASTX : 


Maize 




Start 


13123. 




End 


13363 






GI 


none ' ' " 




' Score 


189 ' 






Exons ■ 


'13123. . 13308/ 13172, 


13363 ' 










Seq. No. 


36512 




Seq. ID 


OJ990818 


_08. 9B12 


.C13 


Gene No. 


75085 




Strand 








Start 


14117 




End 


18667 






Name 


OJ990818 08.9B12.C13, 


o4 . gs 


Method 


GENSCAN 






Start 


14117 




End 


18667 






GI 


none 




Score 


. 65 






Exons 


14117. .14190, 14314. . 


14452, 


14561. .14677, 14735 


. .14804, 






' 15946. . 16015, 16227.. 


16389, 


16509. .16541, 16857 


. .17510, 






17737. . 17861, 18273.. 


18554, 


18601. .18667 







36140 



Seq. No. 


36513 




Seq. ID 


OJ990818_08.9B12.C14 


Gene No. 


75086 




Strand 




Start 


228 




Fnd 


"34 *3 

OHO 


ln dint; 


O.TQQOftl ft Oft QR1 9 PI 4 ol 


gs 




(jjCjIMoUAJn 




228 ~~ 




FnH 


^4 ^ 
OH o 




none 




Score 


• 3 / 


F, von ^ 


228 . .343 








Seq. No. 


36513 




Seq. ID 


OJ990818_08.9B12.C14 


Gene No. 


75087 




Strand 




Start 


3756 




FnH 


4 7 fi^ 




OJQQOfilft Oft QR1 9 PI 4 o9 




L v iG cnou. 


C T7 M Q C Zi M 




37 S6 ~ 


FnH 


4 £7 Q 
HO l ¥ 


GI 


none 






O 
. O 




17Sfi 17QP 4MQ 467Q 








Sea No 


36513 






n.TQQDRIft Oft QR1 9 PI 4 


Gpno No 


75087 




Strand 




Start 


3756 




End 


4763 


Name 


OJ990818 08.9B12.C14.ol, 


gp 


Method 


AAT/GAP 


Start 


4122 




End 


4763 


QT 


1fid4Q 1 Rlf1ft4 ■ 

.JL r \jJ± H , .J... J\.±y P„H^ , , 


— — 


Sjc. o.r.e 




F von q 


4 199 _ 47 6^ 








f2 T HpQPr "i o 


1 2 8 94 S /pmh 1 71^ 11 


J. . Uc 


-43 (AL021889) putative protein 




r Z\ yaKi Hi^no i c f ha 1 "i ana 1 ' 
[rtl aJJlUUpblo Lnallalla J 








C £2> /-r Ha 


36514 




Seq. ID 


OJ990818_08.9B12.C15 


Qpnp Mo 


75088 




Strand 




Start 


1 




End 


1664 


Name 


OJ990818 08.9B12.C15.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


1063 


(IT 


16449 1.R1084 




Score 


952 


F von q 


1..81, 175. .417, 884. .1063 






O J. LJCO^ L -L • 


' 2894599/emb | CAA17133 . 1 | 


l.Oe- 


-43 (AL021889) putative protein 




[Arabidopsis thaliana] 1 








Sea No 


36514 




Seq. ID 


OJ990818_08.9B12.C15 


Gene No. 


75088 




Strand 




Start 


1 




End . 


1664 


Name 


OJ990818 08. 9B12.C15.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1664 


GI 


6714272 




Score . 


233 


Exons 


1. .81, 175. .393,- 1553. .1664 • 







GI Descrip. "(AC017118) F6N18.8 [-Arabidopsis thaliana] 



Seq. No. -. 


36514 






Seq. ID 


OJ990818_08.9B12 


-C15 


Gene No. 


75089 






Strand 






Start 


2835 






End 


3074 




Name 


OJ990818 


_08.9B12.C15.ol 


.tc 


Method 


TBLASTX :.Cress 




Start 


1 






End 


364 




GI 


none 






Score 


68 




Exons 


1. .87, 2 


..73, 172. .198, 


286. 


.363, 287. 


.364 




Seq. No. 


36514 






Seq. ID 


OJ990818_08. 9B12 


.CIS 


Gene No. 


75089 






Strand 






Start 


2835 






End 


3074 




Name 


OJ990818 


08.9B12.C15.ol 


tm 


Method 


TBLASTX: Maize 





36141 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 94 6 

none Score 89 

1..84, 5. .115, 175. .198, 176. . 199, 268. .378, 269. .364, 861. .944, 
882. .944, 883. .945, 884. .946 



36514 Seq. ID 

75089 Strand 

2835 - End 
OJ990818_08 . 9B12 . C15 . o2 . gs Method 

2835 End 

none' Score 
2835. .3074 



OJ990818_08.9B12.C15 

3074 
GENSCAN 
3074 
.97 



Seq. No. 36515 Seq. ID 

Gene No. 75090 Strand 

Start 441 End 

Name OJ990818_08 . 9B12 . C16 . ol . gs Method 

Start 441 End 

GI none Score 

Exons 441.. 605 



OJ990818_08.9B12.C16 
+ 

605 

GENSCAN 

605 

.92 



fy 
ill 



Se.q,,„_No.. 
.Gene^No.. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.7.5091 t „ ;, 

145 . • 

OJ990816_08.9B12.C17.ol.tm 

139 

none 



Jjgsu :I;D,;.„jD.aa9ma^a8^.aBlZ.CL17, 
,_StranoL_- . 

End " ' 286 

Method . TBLASTX : Mai ze 

End 286 

Score 140 



139. .279, 145. .270, 146. .286, 146. .286 



36516 Seq. ID 

75091 Strand 

145 End 
OJ990818_08 . 9B12 . C17 . ol . gs Method 

14 5 End 

none Score 
145. .267 



OJ990818_08.9B12.C17 
286 

GENSCAN 

267 

.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI : " 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36517 
75092 
156 

OJ990908_05 . 9B22 . C3 . ol . gs 
156 

none ' * - ~ * ' •■ 

156. .1190, 1214. .1810, 2255.. 
5630.. 5859, 58 99 6126, 6679 . 
9894. 9970, 10239 .. 10361 , 



Seq. ID 

Strand 
End 

Method 
End_ 
Score " 
2435," 2664 



OJ990908_05.9B22.C3 
+ 

10361 

GENSCAN 

10361 

-.58 " ■ " "* 

..4715, 4944 



.7071, 7700.. 7781, 8743. 



5093, 
. 8823, 



36517 Seq. ID 

75092 Strand 

156 End 

OJ990908_05 . 9B22 . C3 . ol . np Method 

1745 End 

6623973 Score 
1745. . 1801, 2255. .6234 

(AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 
thaliana] 



OJ990908_05.9B22.C3 
+ 

10361 
AAT/NAP 
6234 
2606 



36142 




Seq. No. 36517 Seq. ID OJ990908_05 . 9B22 . C3 

Gene No. 75092 Strand + 

Start 156 End 10361 

Name OJ990908_05 . 9B22 . C3 . o2 , np . Method AAT/NAP 

Start 4781 End 8317 

GI 2864613 Score 296 

Exons 4781.. 4869, 6624.. 7182, 8240.. 8317 

GI Descrip. (AL021811) S-receptor kinase -like protein [Arabidopsis 

thaliana] gi | 4 04 9333 | emb | CAA22558 . 1-| (AL034567) S-receptor 
kinase-like protein [Arabidopsis thaliana] 

Seq. No. 36517 Seq. ID OJ990908_05 . 9B22 . C3 

Gene No. 75093 Strand + 

Start 15446 End 16072 

Name OJ990908_05 . 9B22 . C3 . o2 . gs Method GENSCAN 

Start 15446 End 16072 

GI none Score 1 

Exons 15446. . 16072 

Seq. No. 36517 Seq. ID OJ990908_05.9B22.C3 

Gene No. 75094 Strand 

„SX&x±^,-.: JJ5.22.S__ ™;„_,;_:j:naL .^Z2MA ^ . ~ 

.. Name .. _<DJ.9.909.a8_05. 9.B22 ._C3......o.l . tc ..Method „ . TBLASTX : C.re.s s 

Start ' 291 End 7164 

GI none Score 40 

Exons 291. .317, 303. .407, 417. .551, 567. .689, 906. .956, 1032. .1109 

1274. .1330, 1631. .1759, 1736. .1816, 1825. .1887, 6625. .6858, 
6699. .6845, 6862. .6933, 7084. .7164 

Seq. No. 36517 Seq. ID OJ990908_05 . 9B22 . C3 

Gene No. 75094 Strand 

Start 16928 End 22644 

Name OJ990908_05 . 9B22 . C3 . o9 . tw Method TBLASTX: Wheat 

Start 1797 End 6864 

GI none Score 93 

Exons 1797. .1820, 1809. .1877, 1819. .1887, 6612. .6824, 6625. .6846, 

6628.. 6864, 6684.. '6863 

Seq. No. 36517 Seq. ID OJ990908_05 . 9B22 . C3 

Gene No. 75094 Strand 

Start 16928 End 22644 

Name OJ990908_05 . 9B22 . C3 . 06 . ts Method TBLASTX : Soybean 

"Start" V '• 1840' ' v - .- ' "End •" ''6933 * : " 

GI .none "■ Score .69 

Exons' ■ ' 1840. .1923, 6625'.. 6846, 6699 ... 6845 , 6873. .'6914, 6874. .6933 

Seq. No. '36517 Seq. ID OJ990908_05 . 9B2'2 . C3 

Gene No. 75094 Strand 

Start 16928 .. End 22644 

Name OJ990908_05 . 9B22 . C3 . ol4 . tw Method TBLASTX : Wheat 

Start 2611 End 2981 

GI none Score 117 

Exons 2611. .2757, 2612. .2758, 2628 .. 2759, 2744 .. 2854 , 2786. .2842, 

2843.. 2914, 2940..29'81 

Seq. No. 36517 Seq. ID OJ990908_05 . 9B22 . C3 

Gene No. 75094 Strand 



36143 




Start 


1 CQOQ 








1-7 — -j 

End 


A A C A A 




Name 


ojyyo90o 05 


AO A A 

. 9B22 


. CJ . Oo . 


tm 


Method 


TBLASTX : Mai ze 




Start 


A <Z A a 








End 


A 1 A A 

4174 




GI 


none 








Score 


32b 




Exons 


oOjZ . . 4 1 / 4 , 


"3 Q O C 


A 1 9 Q 
. . 4 1 Z 0 










Seq. No. 


36517 








Seq. ID 


OJ990908_05.9B22. 




Gene No. 


75094 








Strand 






Start 










End 


22644 




Name 


ojyyoyoo 05, 


AO A A 


. C J . Oo . 


tw 


Method 


TBLASTX : Wheat 




Start 


o i a a 
J / 00 








End 


4366 




GI 


none 








Score 


329 




Exons 


*D "7 A A A C\H H 

J /00 . .40/ / , 


J /Ul 


. . 4 15 J / 


A 1 O C 

4 lo 5 . 


.4244, 4186. .4245, 4262. .4366 


Seq. No. 


36517 








Seq. ID 


OJ990908_05.9B22. 


,C3 


Gene No. 


75094 








Strand 






btart 


j. oy2o 








End 


22644 




Name 


ojyyuyuo uo, 


AO A A 


. C J . O J . 


ts 


Method 


TBLASTX : Soybean 




Start 


jy Jo 








End 


4399 




GI 


none 








Score 


258 




Exons 


jy Jo . . 42b4 , 


jy4 j 


A A "7 A 
. .40/4, 


A A A O 

4 oy j . 


.4263, 4250.. 4399 




,S.e.q. ..No,.. rfl 


. ^*36512'* ^irT 


— , , _ 






. Seq.....ID 


,Q J9 9 Q.9 0.8 , aK..9B2ZX3 


Gene No. 


75094 








Strand ' 






Start 


1 o9Za 








End 


22644 




Name 


a innnnAO ac 

OJyy090o 05. 


AO O A 

. 9B22 


A — A 

. CJ . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


jy do 








End 


4510 




GI 


none 








Score 


149 




Exons 


jy bo . . 424 b , 


/OCT 

4 2 b2 


/ C T A 

. .4 510 










Seq. No. 


36517 








Seq. ID 


OJ990908_05.9B22. 


,C3 


Gene No. 


75094 








Strand 






Start 


i byzo 








End 


22644 




Name 


A Trt A A n AO AC 

ojyyoyoy 05. 


A O A A 

, 9B22 


. C3 . olO 


. tw 


Method 


TBLASTX: Wheat 




Start 


A f A A 

4 b00 








End 


4870 




GI 


none 








Score 


313 




Exons 


4 bOO . . 4 o by , 


4 bO^l 


A O "7 A 










Seq. No. 


36517 








Seq. ID 


OJ990908_05. 9B22. 


C3 


Gene No. 


75094 








Strand 






Start 


i by^o 








End 


22644 




Name . . 


/^TAAAAAO AC 

ojy9oyuo U5. 


AO A A 


. C J . o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


4 0 D / 








End " 


"5296- '* ' : " ' 




GI 


none 








Score t " 


333 




Exons 


A Ct Cl CI ZTO 

4b b / . . 51b J, 


* /I O (CO 

4 b bo 


C A a r 

. .52 9b 










Seq. No. 


36517 








Seq. ID 


OJ990908_05.'9B22. 


C3 


Gene No. 


75094 








Strand 






Start 


1 C. A a o 

i by^o 








End 


22644 




Name 


/^TAAAAAO AC 

ojyyuyob 05. 


A O A A 

yB22 


. C J . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4 871 








End 


5649 




GI 


none 








Score 


332 




Exons 


4871. .5200, 


4873 


. .5184, 


5195. 


.5455, 5455. .5649 




Seq. No. 


36517 








Seq. ID 


OJ990908_05. 9B22. 


C3 


Gene No. 


75094 








Strand 






Start 


16928 








End 


22644 





36144 



Name 




.9B22.C3.o2. 


f- c 

LS 


we cnou 


i riij/io i a . boyoean 


o tar u 


4 p no ~~ 
ft O -?Z 










COQ1 

JZ o 1 




none 








Score 


ji?D 


TT vr\n c: 


4 P, Q9 S9R 1 


4 R Q4 
4 0 3? fl 


M R4 




^94 0 
• J Z 4 u 




oeq . ino . 


J O J JL / 








Seq. ID 


OJ990908_05.9B22.C3 


Gene No. 


75094 








Strand 




Start 


16928 








End 


22644 


Name 






P^ r\R 
. U J . O J . 


L.1U 


Method 


TBLASTX: Maize 


Of 2 rf 










End 


,5752 . 


pt 


none 








Score 


115 


Exons 


R^n^ ^4^9 

JjUj . . J H J Z , 


J J X X 


• • J J -7 X , 


R4 4 6 


.5724, 5455. .5739, 5487. .5729 




JJUJ. i . j / j £ 












Seq. No. 


36517 








Seq. ID 


OJ990908__05.9B22.C3 


Gene No. 


75094 








Strand 




q+- a r +- 

O Lai L 


1 6Q9R 

J. D .7 O 








End 


22644 


Name 


UU^SUyUO Uj 


QR99 

. JDZZ 


. Lj . o J . 


f- 


Method 


TBLASTX: Cress 


Of 2 V+- 

otail 


C CO O ~~ 

j OZ j 








End 


6225 


p t 


none 








Score 


64 


Exons 


jOlj. . j / j ± , 


R 7 4 £ 
J / *± 0 


. . jOjU/ 


rp £n 


.5997, 6013. .6225 


.Seq. -No.. „, . 


"'36.5.17.'.* '"' 






" — " " "" ~ -* 


.,S.eq... ID . 


QJ9.9090a_05....9.B22...C3 


Gene No. 


75094' 








'Strand 




Q4- a -r-h 
o Lait 










End 


22644 


Name 


pi tq Qfi qpip nt; 


. yriz z 


p"3 ^ 1 o 
. Lj . Ol j 




Method 


TBLASTX : Wheat 




J / 4 J 








End 


6198 


P T 


none 








Score 


122 


Exons 


J/4j. . J 17 0 O , 


0 / / y 


C Q*7 Q 


^.p ^n 


.5982, 5998. .6198, 6009. .6197 


Seq. No. 


36517 








Seq. ID 


OJ990908_05.9B22.C3 


Gene No. 


75094 








Strand 




Of- -a r +- 
O L. Cl L l_ 


1 fiQOQ 
J. \J J o 








End 


22644 


Name 


n TQQOQflP OR 
uu y^u juo uj 


QR9 9 
. ;7nZ Z 


P"3 r*9 
. LJ . OZ . 


r.m 


Method 


TBLASTX: Maize 




co no ™~ 
J 0 U J 








End 


6225 


p,t 


none 








Score 


495 


Exons 


jOUj. • D^^J r 


Rfl 90 


6991 
. . OZ Z X 








Seq. No. 


36517 








Seq. ID 


OJ990908_05.9B22.C3 


Gene No. 


75094 








Strand 




OLdlL 


1 6Q9R 








End 


22644 


Name 


UJ 77U"UO Uj 


QR9 9 
. JDZ Z 


P7 r\ c 


us 


Method 


TBLASTX: Soybean . . 




• c o o / - " ' - ~* - -". 
j 0 Z 4 








"End **■ 


6222- - '• 


PT 


none 








Score 


248 


Exons 


co o 4 ■ • no 
jo z 4 . . oyy y f 


CP. 9 £ 
J o Z D 


. . OU O O , 


^p ^ ^ 

Oo jj . 


.6096, /6109..6222, 6117.. 6215 


Seq. No.' 


36517 








Seq. ID 


OJ990908___05.9B22.C3" 


Gene No. 


75094 








Strand 




O tcir U 


1 6Q9R 








End 


22644 


Name 


Uu yyuyUO Uj 


Q.T50 0 


po /-v i n 
. Lj . OIU 


. tin 


Method 


TBLASTX: Maize 


o caru 


O OZ j 








End 


6933 


GI 


none 








Score 


227 


Exons 


6625. . 6858, 


6634 


. .6846, 


6699. 


.6857, 6861. .6911, 6862. .6933 


Seq. No. 


36517 








Seq. ID 


OJ990908_05.9B22.C3 


Gene No. 


75094 








Strand 




Start . 


16928 








End 


22644 



36145 





O.TQQnQnft QR99 

VJUj7j?U-7UO U3..7IJZZ.LO 


. o3 . qs 


Method 


GENSCAN 




C ■(- o >- f- 


1 6Q9R ~~ 
x u _7 o 


End 


22644 




OX 


nono 




Score 


.4 




Exons 


1 fiQ9fl oi 47Q 91 pTQ 
lD^iO . . Z. X fl ZIO / y 


. . ctU jo , 


22071. .2264 4 




Con Ma 


JDJl / 




Seq. ID 


OJ990908_05. 9B22 


. Lj 


Gene No. 


75094 




Strand 


- 




Start 


16928 




End 


22644 




Name 


OJ990908 05.9B22.C3 


. o3 . np 


Method 


AAT/NAP 




Qf a -r +- 


16931 




End 


21493 




(~1 T 


4680179 




Score 


7893 




TT vnn q 
dauu o 


16931. .21493 












(AF111709) polyprotein [Oryza sativa 


subsp. indica] 




Seq. No. 


36517 




Seq. ID 


OJ990908_05.9B22 


C3 


Gene No. 


75094 




Strand 






Start 


16928 




End 


22644 




Name 


ujyyuyuo uo.ybzz.cj 


. o7 . tw 


Method 


TBLASTX: Wheat 




Cf-a -v--j- 


16941 




End 


17308 




o X 


none 




Score 


35 






16941. .16994, 16976 


. . 17308, 


17100. . 17216, .17201. . 17281 




Se.q... No. 






Seq.l. ID 


1 OJ.9905A8l"a5„.!,9B2zIc3 


Gene No . 


* 75094 




Strand 






O Lai L 


16928 




End 


22644 




Name 


ujyyuyuo uo.ybz^.oj 


. oiz . tm 


Method 


TBLASTX: Maize 






16955 




End 


17152 






none 




Score 


197 






16955. .17152 










Seq. No. 


36517 




Seq. ID 


OJ990908_05. 9B22. 


C3 


Gene No. 


75094 




Strand 






uLdl L 


16928 




End 


22644 




Name 


ujyyuyuo uo.yB^z.Co 


. ol . tm 


Method 


TBLASTX: Maize 




OLdll 


17156 




End 


17755 






none 




Score 


261 




EjAUIIO 


17156. .17596, 17169 


. .17594, 


17594. ..17755, 17601.. 17747 




Seq. No. 


36517 




Seq. ID 


OJ990908_05.9B22. 


C3 


Gene No. 


75094 




Strand 






Start 


16928 




End 


22644 




Name 


OJ990908 05.9B22.C3 


. ol . tw 


Method 


TBLASTX: Wheat 




C +- o v-4-- - . - ■ . . 
o u a x u 


.■.'■17309' " • " : ' 




v: End "" ~ 


-'17935' : . 




(27 

\J X 


none 




Score 


; 347 . ' 




Exons 


17309. .17935, 17310 


..17933 . 








Seq. No*. 


36517 




'Seq. ID- 


OJ990908_05. 9B22. 


C3 


Gene No. 


75094 




Strand 








16928 




End 


22644 




Name 


OJ990908 05.9B22.C3 


. 06 . tm 


Method 


TBLASTX: Maize 




o Ldx l_ 


17804 




End 


18094 




GI 


none 




Score 


251 




Exons 


17804. .18094, 17808 


.18080 








Seq. No. 


36517 




Seq. ID 


OJ990908_05.9B22. 


C3 


Gene No. 


75094 




Strand 






Start 


16928 




End 


22644 





36146 



Name 

Start 

GI 

Exons 



OJ990908_05 . 9B22 . C3 . o4 . ts 

17894 

none 

17894. .18154, 17895 .. 1814 9, 



Method TBLASTX : Soybean 
End 18154 
Score 149 
17990'. .18151 



Seq. No. 36517 Seq. ID 

Gene No. 75094 Strand 

Start 16928 End 

Name OJ990908J35 . 9B22 . C3 . o4 . tc Method 

Start 17918 End 

GI none Score 

Exons 17918 .. 18061, 17919 .. 18059, 18062.. 18235 



OJ990908_05.9B22.C3 
22644 

TBLASTX: Cress 
18235 
90 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ...No, 
. Gene. No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36517 Seq. ID 

75094 Strand 

16928 End 

OJ990908_05. 9B22 . C3 . o3 . tw Method 

17942 End 

none Score 

17942. . 18421, 17943 18350, 17975. .18388 



OJ990908 05.9B22.C3 



22644 

TBLASTX: Wheat 
18421 
307 



36517, . _ 

.7.5.0.9 4_ 1 . .: ... 

16928 " ' 

OJ990908_05. 9B22 . C3 . o2 . tw 
18425 
none 

18425. .18934, 18509. .18856, 



. . „Seq,_ .J D. „. .QJ99.09Q8^05 9B22,.J13 . 

Strand.. , .... 

End' * 22644 

Method TBLASTX : Wheat 

End 18935 

Score 245 
18591. . 18 902, 187 50. . 18 935 



36517 Seq. ID 

75094 Strand 

16928 End 

OJ990908_05 . 9B22 . C3 . o3 . tm Method 

18497 End 

none Score 

184 97. .18808, 18509. .18862, 18594. .188 60 



OJ990908_05. 9B22.C3 
22644 

TBLASTX: Maize 
18862 
149 ' 



36517 Seq. ID 

75094 Strand 

16928 End 

OJ990908_05. 9B22 . C3 . o7 . ts Method 

18683 . _ End 
none " ■ " - ■ ~ " . Score 

18683. ..18928 / 



OJ990908_05.9B22.C3 
22644 

TBLASTX: Soybean 
18928 ' . . 

"204 - : "-■-■--■■-«■ 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



36517 - • • - Seq. ID' 

75094 * ' '* Strand 

16928 End 
OJ990908__05. 9B22 . C3 . o4 . tm Method 
18899 End 
none Score 

18899. .19234, 19014. .19148, 19220. .19399 



OJ990908_05. 9B22'.C3 
22644 

TBLASTX: Maize 

19399. 
100 



36517 \ Seq. ID 

75094 Strand 
16928 End 

OJ990908 05. 9B22 . C3 . 06 . tw Method 



OJ990908_05. 9B22.C3 
22644 

TBLASTX: Wheat 



36147 




Start 


18936 






1 Q2^7 




GI 


none 






237 




Exons 


18936 19217. 18941 


19237 




■ 




Seq. No. 


36517 




Seq. ID 


OJ990908_05. 9B22 




Gene No. 


75094 




Strand 






Start 


16928 




End 


22644 




Name 


OJ990908 05 9B22 C3 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


18950 "~ 




End 


19345 




GI 


none 




Score 


172 




Pvnn q 


18 950 19309 18951 


. . 19214 , 


19229. .19309, 19301 .. 19345, 






19313. 19345 










Seq. No. 


36517 




Seq. ID 


OJ990908_05.9B22, 


.C3 


Gene No. 


75094 




Strand 






Start 


16928 




End 


22644 




Name 


OJ990908 05 9B22 C3 


■ o5 . tw 


Method 


TBLASTX: Wheat 




Start 


19286 _ 




End 


19768 




GI 


none 




Score 


155 






19286 19768 19295 


19639 


19329. .19664 




.Se_q.,,„Np... 


J3.65JL7 . _ 




„:Se.q,.._ ( ID_; 




. Gene.. No.„._ 


.-...75-Q9A. . _ . ... - 


■ - *. 


_ Strand. „. 







Start 


16928 




End 


22644 




Name 


OJ990908 05 9R22 P3 


n 9 hm 

. \J ZJ . L.IU 


Method 


TBLASTX: Maize 




Start 


19467 ™~ 




End 


19756 




GI 


none 




Score 


165 




Exon 

J—J *\ \w/ 1 U 


19467 19658 19469 


. . 1 9756 










36517 




Seq. ID 


OJ990908_05. 9B22. 


C3 


Gene No. 


75094 




Strand 






Start 


16928 




End 


22644 




Name 


OJ990908 05 9B22 C3 


. ol2 . tw 


Method 


TBLASTX: Wheat 




Start 


19925 ~~ 




End 


20347 




GI 


none 




Score 


110 




Exon s 


19925 20116 19932 




19998. .20138, 20138 .. 20347 , 






20199 20297 










Seq. No. 


36517 




Seq. ID 


OJ990908JD5.9B2.2. 


C3 


Gene No. 


75094 




Strand 






Start 


16928 




End 


22644 




Name 


O.799090R OS QR22 




Method 


TBLASTX: Maize ' 




Start " ' 


' 20030 




* ' End ' 


■20350" 




GI • 


none 




Score' 


68 ' 




Exons 


20030 20350, 20205 


20297 - 








Seq. No. 


36517 




Seq'. ID 


OJ990908_65'. 9B22. 


C3 


Gene No. 


75094 




Strand 






Start 


16928 




End 


22644 




Name 


0.7990 908 OS 9R2? C\ 




Method 


TBLASTX: Maize 




Start 


20690 — 




End 


20986 




GI 


none 




Score 


102 




Exons 


20690. .20986, 20702, 


. . 20986, 


20799. .20969 




Seq. No. 


3-6517 




Seq. ID 


OJ990908_05. 9B22. 


C3 


Gene No. 


75094 




Strand 






Start 


16928 




End 


22644 





36148 



Name 


n TQQnanQ n qdoo r"i ^1 1 +- t.t 
ujyyuyuo uo. yoz^ .bj.oii.tw 


Method 


i Dj_i/\b i a . wnea l 


b tart 




i^na 


ZlZZD 




none 


Score 


1 A 7 


Exons 


oriQ^T 0199£ ofip^Q oi onn 






O /~r M r*\ 

beq . wo . 


JOOl / 


beq . X U 






75094 


Strand 




Start 


16928 


End 


22644 


Name 


OJ990908 05.9B22.C3.o4.np 


Method 


AAT/NAP 


otart 


21748 


End 


22578 




5042448 


Score 


1149 


Exons 


21748. .22578 






LjX uescrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 




retrotransposon [Oryza sativa] 




C rv Ma 

oeq. no. 


36518 


Seq. ID 


OJ990908 05.9B22 


oene no • 


75095 


Strand 


+ 


Start 


8412 


End 


15091 


Name 


OJ990908 05.9B22.C4.o4.np 


Method 


AAT/NAP 


otart 


8211 


End 


15091 




5852180 


Score 


488. 


„Ex,QDS„;.-„ 








.15.025......150-9U . J* , 






GI Descnp. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




beq. no. 


36518 


Seq. ID 


OJ990908_05.9B22 


Gene No. 


75095 


Strand 


+ 


Start 


8412 


End 


15091 


Name 


OJ990908 05.9B22.C4.o3.np 


Method 


AAT/NAP 


otart 


8288 


End 


10075 


C T 


6907086 


Score 


1197 


Exons 


8288. .9052, 9113. .9343, 9566. 


.9849, 9947. . 10075 


(jri uescrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


36518 


Seq. ID 


OJ990908_05. 9B22 


Gene No. 


75095 


Strand 


+ 


o u art- 


8412 


End 


15091 


Name 


OJ996908 05.9B22.C4.o2.gs 


Method- 


GENSCAN 


otart 


8412 


End 


9024 


PT 


none 


Score 


.9 


tjXons 


8412. .8489, 8578. .9024 






beq. no. 


-*3 651 ' v ^ r ' : ' T- ■"■'*■" - 


"Seq; "'"ID" 


OJ9909"08_05;SB22- 


Gene' No. 


75096 


Strand 


+ 


Starts / . , 


15264 


. End 


15709 ' : ' 


Name- 


OJ990908 ■0.5.9B22/C4.o2*'gp 


' Method- 


AAT/GAP ■ - ■■ - 


otart 


15264 


End ' 


15709 ' ' ' : 




44649 1.R1084' 


' ; Score 


590 


Exons 


15264. .15709 






GI. Descrip . 


'3420239 5.0e-72 (AF059484) actin [Gossypium hirsutum] ' 


Seq. No. 


36518 


Seq. ID 


OJ990908JD5.9B22 


Gene No.. 


75097 


Strand 


+ 


Start 


16624 


End 


21818 


Name 


OJ990908 05.9B22.C4.o3.gp 


Method 


AAT/GAP 


Start 


16624 


End 


18289 


GI 


428863 


Score 


514 



36149 



Exons 16624. .16756, 18050 .. 18125, 18212.. 18289 

GI Descrip. 113217/sp I P23343 | ACT1_DAUCA 4.0e-21 ACTIN 1 

>gi_100149_pir S07002 actin 1 - carrot 

Seq. No. 36518 Seq. ID OJ990908_05 . 9B22 . C4 

Gene No. 75097 Strand + 

Start 16624 End 21818 

Name OJ990908_05 . 9B22 . C4 . o4 . gs Method GENSCAN 

Start 18066 End 21818 

GI none Score .79 

Exons 18066. .18125, 18212 18605, 18823 .. 19436, 20736 .. 21005, 
21226. .21297, 21714.. 21818 

Seq. No. 36518 Seq. ID OJ990908_05 . 9B22 . C4 

Gene No. 75097 Strand + 

Start 16624 End 21818 

Name OJ990908_05 . 9B22 . C4 . o5 . np Method AAT/NAP 

Start 18066 End 19656 

GI 231503 Score 1826 

Exons 18066. .18125, 18212 .. 18605, 18823 .. 19436, 19594.. 19656 

GI Descrip. ACTIN 97 gi | 100417 | pir I I S20098 actin - potato' 

^.^^JUiJ^SA^ 

Seq. No. ^ ~ 36518 - ' Seq. ID OJ990908_05.9B22.C4 

Gene No. '75097 - Strand + 

Start 16624 End 21818 

Name OJ990908_05 . 9B22 . C4 . o4 . gp Method AAT/GAP 

Start 19030 End 19868 

GI 3767527 Score 1226 

Exons 19030. .19436, 19594.. 19868 

GI Descrip. 3420239 5.0e-72 (AF059484) actin [Gossypium hirsutum] 

Seq. No. 36518 Seq. ID OJ990908_05 . 9B22 . C4 

Gene No. 75097 Strand + 

Start 16624 End 21818 

Name OJ990908_05 . 9B22 . C4 . o5 . gp Method AAT/GAP 

Start 20737 End .21316 

GI LIB3479-006-Q6-K1-A9 Score ' 895 

Exons . 207.37. .21120, 21200. .21316 

GI Descrip. '4097561 7.0e-29 (U64918) ATGP1 [Arabidopsis thaliana] 1 

-Seq. No. . 36518 Seq. ID OJ990908_05 . 9B22 . C4 

Gene No7" : - '7~50 : 97' v " * v " Strand ' + ' : : ■ 

Start 16624 End 21818 

Name - " OJ990908_05. 9B22 . C4 . 06 .'np Method AAT/NAP 

Start ' 20883 End .. • 21818- ■ ~ • ; - 

GI' 4097579 " * Score 369 

Exons * 20883. .20935, 20981 .. 21120, . 21200 .. 21297 , 21714. .21818 

GI Descrip. (U64922) NTGP1 [Nicotiana tabacum] 

Seq. No. 36518 Seq. ID OJ990908_05 . 9B22 . C4 

Gene No. 75098 Strand + 

Start 21945 End 22458 

Name OJ9909'08_05 . 9B22 . C4 . 06 . gp Method AAT/GAP 

Start 21945 End ' 22458 

GI none Score 1003 

Exons 21945. .22458 



36150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36518 Seq. ID 

75099 Strand 
215 End 
OJ990908_05 . 9B22 . C4 . ol . np Method 
215 End 
4680179 Score 

215.. 3632, 3735.. 4791 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990908_05.9B22.C4 

4791 
AAT/NAP 
4791 
4588 



36518 Seq. ID 

75100 " Strand 

5282 End 

OJ990908_05 . 9B22 . C4 . o2 . np Method 

5282 End 

6002794 Score 
5282. .6063 

(AF149813) unknown [Oryza sativa] 



OJ990908_05. 9B22.C4 

6063 
AAT/NAP 
6063 
1244 



Seq. No. 36518 
Gene No. 75101 

...St:axt_:.; ; X1&9 

Name, J..,..,.., P J,9.9.Q9il8_Q.5...9.B2.2 ,.C4„ ...q.8 .jtlw,^ 

Start 259 

GI none 

Exons 259. .5 91 ,280. .54 9 



Seq. ID OJ990908_05. 9B22.C4 
Strand 

_ _;EnpL„„ ™ _ \: 

. .Me.thp.cU. , JBIiASJ.xjjWJi.e.at 

End' ' 591 

Score 142 



Seq. No. 36518 . Seq. ID 

Gene No. 75101 Strand 

Start 11096 End 

Name OJ990908_05 . 9B22 . C4 . olO . tm Method 

Start 274 End 

GI none Score 

Exons 274.. 432 



OJ990908_05. 9B22.C4 
15561 

TBLASTX: Maize 

432 

192 



Seq. ■ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36518 

75101 

11096 

OJ990908 

442 

none 



05. 9B22.C4 .o2.tm 



Seq. ID OJ990908_05. 9B22.C4 
Strand 
End 

Method 
End 
Score 



15561 

TBLASTX: Maize 

1035 

103 



442.. .759, 4.42. .879, 689.. 880, 737. .880, 877.. 1035, .884. ..1030 



Seq. No. ' 36518 ' Seq; ID 

Gene No .. 7 5101 ' Strand 

Start • - 11096.. End 
Name OJ990908_05 . 9B22 . C4 . o2 . tw ' ' Method' 

Start 592 End 

GI none Score 

Exons 592.. 1218, 716.. 1123 



OJ990908_05. 9B22.C4 
15561 : 

TBLASTX: Wheat 

1218 

257 



Seq. No. 36518 Seq. ID 

Gene No. 75101 Strand 

Start 11096 End 

Name OJ990908_05 . 9B22 . C4 . o5 . tm Method 

Start 1087 End 

GI none Score 



OJ990908_05.9B22.C4 
15561 

TBLASTX: Maize 

1379 

53 



36151 






Exons 


lUo / . . 1 j / / , 


iuyi 


1 1 QC 

. . lUo, 


1 1 0 n 
lib / 


..1366, 1245. .1379 




Seq. No. 


36518 








Seq. ID 


OJ990908_05.9B22 




Gene No. 


75101 








Strand 


- 




Start 


lioy 6 








End 


15561 




Name 




A O O O 

. 9B22 


. C4 . O J . 


t s 


Method 


TBLASTX : Soybean 




Start 


117/ 








End 


1432 




GI 


none 








Score 


71 




Exons 


-1-1-7-7 1 one 
11//. . loUO , 


11 1 1 


*i yi A c 

. . IhZd, 


1 1 0 n 
llo I 


.1432 






Seq. No. 


36518 








Seq. ID 


OJ990908_05. 9B22 




Gene No. 


75101 








Strand 






Start 


1 1 HQC 








End 


15561 




Name 




AD A A 

. yB22 


. C4 . o3 . 


tc 


Method 


TBLASTX: Cress 




Start 


T A A 1 
12U1 








End 


1518 






none 








Score 


101 




Exons 




lzl / 


1 A /I A 


loHD 


.1518, 1399. .1497 




Seq. No. 


36518 








Seq. ID 


OJ990908_05. 9B22 




Gene No. 


75101 








Strand 


- 




Start 


11096 








End 


15561 




_,Namg. 


ATrtnAOAO AC 

QJ SI 3LQ 9 .Q.8. _Q 5. 


J9E2.2 r 


. C.4_, .o„4... 


Jtjy. 


_Me£hQcL 


„.„T3iASTX :Wh£iit 




^.Starj;... 


. 12.2 51..^ 




" 




_.En.d.. 




r ^ 


GI 


none 








Score 


'268 




Exons 


T A A C 1 n ^ A 

1225 . .1/49, 


T A A A 

1229 


1 C A *7 

. . 1597 








cn 


Seq. No. 


36518 








Seq. ID 


OJ990908_05.9B22 


: 


Gene No. 


75101 








Strand 






Start 


1 1 not 

liuy d 








End 


15561 




Name 


OJ990908 05 


An A A 

9B22 


. C4 . o3 . 


tm 


Method 


TBLASTX: Maize 


\3 


Start 


1 "7 A A 

i7yz 








End 


2145 




GI 


none 








Score 


78 


= 


Exons 


1 / y2 . .2145, 


1 -7 a n 

17 97 


A A £2 A 

. . 2069, 


1 A A A 

184 4. 


.2143 






Seq. No. 


36518 








Seq. TD 


OJ990908_05. 9B22 




Gene No. 


75101 








Strand 






Start 


liuy 0 








End 


15561 


:. ™ 


Name 


a mnnnno a c 

OJ990908_05 , 


An A A 

9B22 


. C4 . o3 . 


tw 


Method 


TBLASTX: Wheat 


f 


Start 


17 92 








End 


2218 




01 


none 








Score 


130 


^~ 


Exons 


1 t aa A A 1 ^7 

i / y2 . .221 / , 


1 1 A /I 

1 / y4 


. . 2 15 0 , 


1 O A 1 

180 / . 


.2160, IS 


29. .2218 




' Seq". No. 


"3 65 i8 : " : "" 




:■ „ 


— : - v 


' Seq. ID 


" : OJ990 90B_05 : . 9B'i2' 




Gene No. 


■751*01 




.. . 




•Strand 






Start 


1 1 a 0 /C 

1 iu y p 








End 


15561 




• Name ■ 


OJ 990908 05 . 


•9B22 


. C4 . o5 . 


ts 


' Method 


TBLASTX: Soybean 




Start 


1966 








End 


* 2211 




GI 


none 








Score 


210 




Exons 


1 y do . . 22 1 1 














beq. no. 


jdjI 0 








Seq. ID 


OJ990908_05. 9B22 




Gene No. 


75101 








Strand 






Start 


11096 








End 


15561 




Name 


OJ990908 05. 


9B22 


.C4.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


2182 








End 


2682 




GI 


none 








Score 


63 




Exons 


2182. .2517, 


2192 


. .2356, 


2503. 


.2682 





36152 



Seq. No. 


36518 








Seq. ID 


OJ990908_05.9B22 


-C4 


Gene No. 


"7 c t a 1 

/5101 








Strand 






Start 


11096 








End 


*1 C C f 1 

155ol 




Name 


OJ990908 05. 


9B22 . 


C4 . o9 . 


tw 


Method 


m fit tv ft rn \ 7 t.t i_ 

TBLASTX : Wheat 




Start 


2224 








End 


A C A A 

252U 




GI 


none 








Score 


1/4 




Exons 


A A A /I A C A A 

2224 . . 2520, 


2261 . 


.247 6 










Seq. No. 


36518 








Seq. ID 


OJ990908_05.9B22 


.C4 


Gene No . 


1 5101 








Strand 






Start 


11096 








End 


15561 




Name 


A Tf\rtrt n AO AC 

OJ990908 05. 


9B22 . 


C4 . o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


2233 








End 


2628 




bl 


none 








Score 


141 




Exons 


A A O "3 A C A A 

22 J 3 . . 2592 , 


A A C 1 


A A 1 {1 

.241 6, 


A O O A 

2284 


..2592, 2596.-2628, 2596.. 2628 


Seq. No. 


36518 








Seq. ID 


OJ990908__05.9B22 


.C4 


Gene No. 


75101 








Strand 






Start 


11096 








End 


15561 




Name 


r\ t a a a o a a r\ r~ 

OJ990908 05. 


9B22 . 


C4 . o5 . 


tw 


Method 


TBLASTX: Wheat 




.Starjt^ 


2.5.65. 


— 


— 


— ' 




3.05.2: . 




GI .. 


. . ,none__ _ 


• ■ 




- - - 


_J3core ...... 


164. _ _ 




Exons ■ 


2569 . . 3051, 


2578 . 


. 3024 , 


2597 


. .3052 






Seq. No. 


36518 








Seq. ID 


OJ990908_05. 9B22 


C4 


Gene No. 


75101 








Strand 






Start 


11096 








End 


15561 




Name 


OJ990908_05 . 


9B22 . 


C4 . 06 . 


tm 


Method 


TBLASTX: Maize 




Start 


2752 








End 


3040 




GI 


none 








Score 


92 




Exons 


a -i r o A A A A 

2752 . . 3030, 


2752 . 


. 3039, 


2753 


. .3040 






Seq. No. 


36518 








Seq. ID 


OJ990908_05.9B22 


C4 


Gene No. 


1 C 1 A 1 

75101 








Strand 






Start 


1 1096 








End 


15561 




Name 


OJ990-908 05. 


9B22 . 


C4 . oil 


. tw 


Method 


"TBLASTX: Wheat 




Start 


3199 








End 


3598 




GI 


none 








Score 


84 




Exons 


A i r\ r\ a A /■* A 

3199 . . 3363, 


324 8 . 


. 3367 , 


3376 


.3597, 3443. .3598 




Seq.. No. 


■ 36518 _ 








.Seq. ID 


OJ990908JD5. 9.B22 


C4 


Gene No. 


• ' 7 5101 








'Strand- : 






Start' 


110 96 " 








End/ 


15561 




Name 


^TAAAAAA AC 

OJ990908_05 . 


9B22 . 


C4 . o9 . 


tm " 


Method 


TBLASTX: Maize 




Start 


"" ' ■ 3278 








.♦End 


3604 ' 




GI 


none 








Score 


44 




Exons 


3278 . . 3361, 


3280 . 


. 3603, 


3463 . 


.3597, 3491.. 3604 




Seq. No. 


36518. 








Seq. ID 


OJ990908_05.9B22. 


C4 


Gene No. 


75101 








Strand 






Start 


11096 








End 


15561 




Name 


OJ990908 05. 


9B22. 


C4 .08. 


tm 


Method 


TBLASTX: Maize 




Start 


3913 








End 


4314 




GI 


none 








Score 


237 




Exons 


3913. .4314 















36153 



Seq. No. 


36518 




Seq. ID 


OJ990908_05.9B22 


.C4 


Gene No. 


75101 




Strand 






Start 


11096 




End 


1J Jul 




Name 


OJ990908 05.9B22.C4.ol2.tw 


Mot - lr\ r\ri 


TUT aCTY * WKflaf 




Start 


4195 




Ej l L<JL 


4 J / L 




GI 


none 




Q r* r~\ y~ c>. 


fin 




Exons 


4195. . 


4572, 4454. .4555 










36518 




Seq. ID 


OJ990908_05. 9B22 


HA 


Gene No. 


75101 




Strand 






Start 


11096 




End 


15561 




Name 


OJ990908 05. 9B22.C4 ,o3.gs 


Method 


GENSCAN 




Start 


11096 




End 


15561 




GI 


none 




Score 


.6 




F.xnns 


11096. 


.11110, 11169. .11387, 


11496. .11624, 14066. .14312, 






14559. 


.14739, 15318.. 15561 










36518 




Seq. ID 


OJ990908_05. 9B22 


f" 1 /I 


Gene No. 


75101 




Strand 






Start 


11096 




End 


15561 




Name 


OJ990908 05.9B22.C4.ol.gp 


Method 


AAT/GAP . 




SXAXX .„ 


.„ „12 <50Z., 




„ End.. . . . ... 


.12 9.8.3 .... 




.GI. 


. _..uC-o.sf l.cypQ3.3a.0.4b.l ^ ^ .„ _ 


S.cor.e^. ,. 


.6.63. ;. _ 




Exons 


12602. 


.12983 









GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3 . Oe-59' Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 36518 
Gene No. 75102 
Start 18050 

Name OJ990908_05 . 9B22 . C4 . ol . ts 

Start 18050 
GI none 

Exons 18050. .18121, 18060 18 125 , 

18202. .18510, 18203. .18511, 
18493. .18591, 18494 18592, 
18816. .19439, 18818 .. 18877 , 
19587. .19661, 19588.. 19662 



Seq. ID OJ990908_05.9B22.C4 
Strand 

End 19675 

Method TBLASTX : Soybean 

End 19662 

Score 104 
18067. .18126, 18202. .18504, 
18203. . 18511, 18484. .18588, 
18522. .18593, 18808 . .19314 , 
189*1. .19435, 19584. . 19661, 



Seq. No. 36518 Seq. ID 

Gene No. 75102 Strand 

Start _ 18050 _ , / ^_ End 

Name ~""\~~6J990908^ tm Method"" 

Start 18062 ' '' . \ ■■ ' End 

GI none Score 

Exons ' 18062. -.13124, 18063 .. 18125, 1-8064 

18201. . 18593, 18202. .18639, 18203 

18818. . 18880, 18823. .19431, 18941 

19587. . 19655, 19588 19659, 19589 



OJ990908 05.9B22.C4 



19675... _ 
: TBLASTX: Maize"' 
196.75 - * 

ii3 

18126, 18065., 18127,. 
18610, 18816. . 19439, 
19435, 19053. .19439, 
19675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36518 



75102 
18050 

OJ990908_05.9B22.C4.ol.tc 
18066 
none 

18066. .18125, 18067. .1812 6, 18077. .18127, 18202. .18234, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990908 05.9B22.C4 



19675 

TBLASTX: Cress 

19659 

108 



36154 



18202. . 18 609, 18203. . 18 610, 18816. .19439, 18818. . 18880, 
18822. . 19007, 18 941. . 194 35, 19062. .19439, 19587. .19655, 
19588.. 19659 



Seq. No. 36518 Seq. ID 

Gene No. 75102 Strand 

Start 18050 End 

Name OJ990908_05 . 9B22 . C4 . ol . tw Method 

Start 18199 End 

GI none Score 

Exons 18199. . 1-8 609, 18203.. 18610 



OJ990908_05.9B22.C4 
19675 

TBLASTX: Wheat 

18610 

694 



Seq. No. 36518 

Gene No. 75102 

Start 18050 

Name OJ990908JD5 . 9B22 . C4 . o7 . tw 

Start 18816 

GI none 
Exons 



Seq. ID OJ990908_05.9B22.C4 
Strand 
End 

Method 
End ' 
Score 



19675 

TBLASTX : Wheat 

19109 

478 



18816. . 19109, 18818. .18880, 18820. .19104, 18 941. .19108 



OJ990908 05.9B22.C4 



Seq. No. . 36518 Seq. ID 

^Ane_NA,_ 75102 _ : __Stcand „ 

Start 18.05.0... _ .End... 

Name OJ990908_05 . 9B22 . C4 . 06 . tw Method 

Start 19110 End 

GI none Score 

Exons 19110. . 19439, 19112 .. 1 94 35, 19122 .. 194 39, 1 9130 .. 1 9474 , 

19587. . 19655, 19588 .. 1 9659, 19591. .19656 



. JL.96J5 

TBLASTX: Wheat 

19659 

526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36518 
75103 
20717 

OJ990908_05. 9B22.C4 .o2.tc 
20717 



none 
20717, 
20994, 
21713, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

20779, 20841. .20912, 20879 .. 20911, 20975 
21119, 21175. .21321, 21195. .'21299, 21711 
21805 



OJ990908 05.9B22.C4 



21827 

TBLASTX: Cress 
21818 
47 

21118, 
21818, 



Seq. No. 36518 
Gene No. 75103 

Start _ 2.0717 _ . 

"Name""" ; "" """" "OJSSMO^JdiV-SBlY^CA^olTiia 
Start- " 20795 ' ' ■ 

GI none' 
Exons 20795. 

20994, 

21711, 



,20812, 20883. 
,21119, 21175. 
.21827 



Seq. ID 
Strand 
.End 
Method 
End ' 
Score ■ 



OJ990908_05.9B22.C4 

21827 . . 

'TBLASTX : Mai ze" "™" 
21827 ■ 
44 



,.20912, 208S3. .20909, 20975 . .'21118 , 
,21312, 21195. .21299, 21711. .21818, 



Seq. No. 36518 

Gene No. 75103 

Start 20717 

Name OJ990908_05 . 9B22 . C4 . olO . tw 

Start 20879 

GI none 

Exons 20879. .20911, 2087 9 20908, 20975 
21175. .21312, 21195. .21299 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990908_05.9B22.C4 
21827 

TBLASTX: Wheat 

21312 

44 



,21118, 20994 . .21119, 



36155 " 






Seq. No. 


36518 


Seq. ID 


OJ990908_05.9B22 


.C4 




Gene No. 


75103 


Strand 








o car t 


0 H*7 1 *7 


End 


21827 






Name 


ojyyuyuy uo. yBzz.c4 ,o4 . ts 


Method 


TBLASTX : Soybean 






btart 




End 


21820 






bl 


none 


Score 


44 






Exons 


OnQQO OHQTO ontJQQ OHQIO 

^uboj . . ^uy ±£ , zuoo j . . zuyiz, 


20975. .21118, 20994. .21119, 








zllbb . . Zl oxl , Z 11 yb . . z 1 Juz , 


21711. .21818, 21713.. 21820 






Seq. No. 


36519 


Seq. ID 


ojyyuyub 05.9B22 


.C5 




Gene No. 


75104 


Strand 


+ 






start 


174 


End 


1314 






Name 


OJ990908 05.9B22.C5.ol.gs 


Method 


GENSCAN 






o tar u 


174 


End 


1314 






bl 


none 


Score 


.77 






Exons 


174. .239, 759. .845, 1264. .1314' 








Seq. No. 


36519 


Seq. ID 


OJ990908 05.9B22 


.C5 




Gene No. 


75104 


Strand 


+ 






btart 


174 


End 


1314 






Name 


_OJ.99.Q908 05.9B22.C5,,ol.np 


. „ . jyjejthpd,..^ 


AAT/NAP .. .. ... 






Staxt... 


.1.74. ... 


_ JlncL 


.13J.L. , 


~ — 


~z 


bl 


4097561 


Score 


226 






Exons 


174. .239, 759. .845, 1264. .1311 






z . . 


GI Descrip. 


(U64 918) ATGP1 [Arabidopsis 


thaliana] 






f 1 


Seq. No. 


36520 


Seq. ID 


OJ990908_05.9B22 


.C6 




Gene No . 


75105 


Strand 






" z 


Start 


1369 


End 


1484 






Name 


OJ990908 05. 9B22 . C6 . ol . gs 


Method 


GENSCAN 




ru 


otart 


1369 


End 


1484 




= 


bl 


none 


Score 


.94 






Exons 


1369. .1484 










Seq. No. 


36521 


Seq. ID 


OJ990908_05. 9B22 


.C7 


I s = 


Gene No. 


75106 


Strand 










695 


End 


2546 




f ^ ■ 


Name 


OJ990908 05.9B22.C7.ol.np 


Method 


AAT/NAP 






Start 


533 


End 


2546 






bl 


3738309 


Score 


116 






Exons 


533. ..552, 1785. .1981, 2473. 


.254 6 








GI* Descrip. 


: "-~CAC005'30"9 ) "" unknown 'protein 


[Arabidopsis thaliana]" 


.. 




Seq. ■ No . 


. 36521 ' 


Seq. 'iD 


OJ990908J)5.9B22 


C7 




Gene No. 


75106 * - 


Strand ^ 




* 




Start 


695 " 


End 


2546 






Name 


OJ990908 05.9B22.C7.o2.gs 


Method 


GENSCAN 






Start 


695 


End 


2484 






GI 


none . 


Score 


.92 






Exons 


695. .724, 1785. .1937, 2182. 


.2484 








Seq. No. 


36521 


Seq. ID 


OJ990908_05.9B22, 


C7 




Gene No. 


75106 


Strand 








Start 


695 


End 


2546 






Name 


OJ990908 05.9B22.C7.ol.ts 


Method 


TBLASTX: Soybean 






Start 


1772 


End 


1958 





36156 




GI 


none 






Score 


150 




Exons 


1772 . . 1915, 1785 . 


. 1958, 


1789 


. . 1953 






Seq. No. 


36521 






Seq. ID 


OJ990908 


_05 . 9B22 .C7 


Gene No. 


/SlOo 






Strand 






Start 


695 






End 


2546 




Name 


; OJ990908_05. 9B22. 


C7.ol. 


gp 


Method 


AAT/GAP 




Start 


1784 






End 


1948 




GI 


15861_1 . R1084 






Score 


265 




Exons 


1784 . . 1948 












GI Descrip. 


'3738309 2.0e-72 


(AC005309) 


unknown protein [Arabidopsis 




i i_ _ n J „ 1 1 

thaliana] 1 












Seq. No. 


36521 






Seq. ID 


OJ990908 


_05 . 9B22 . C7 


Gene No. 


75106 






Strand 






Start 


c n c 






End 


2546 




Name 


OJ990908_05 . 9B22 . 


C7 . ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


1785 






End 


1958 




GI 


none 






. Score 


195 




Exons 


1785 . . 1958, 1792 . 


.1953 










Seq,,.. No... , 


... 36521 . 




' ..J .. . 


_..Seq,/ ID . 


PJ.9.909Q8 


JJJ5 ., 9 B 2 <LJ£L™ 


Gene No.. . _ 


7 5106 . , 




........ 


Strand.... 




— • 


Start 


695 






End 


''254 6'"'"" " 




Name 


OJ990908_05 . 9B22 . 


C7.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1787 






End 


1958 




GI 


none 






Score 


54 




Exons 


1787 . . 1939, 1788 . 


.1829, 


1788 


..1958, 1789.. 1953 




Seq. No. 


36522 






Seq. ID 


OJ990908 


05 . 9B22 . C8 


Gene No. 


75107 






Strand 


+ 




Start 


369 






End 


821 




Name 


OJ990908 05.9B22. 


C8.ol. 


gs 


Method 


GEN SCAN 




Start 


369 






End 


821 




GI 


none 






Score 


.88 




Exons 


369. .500, 657. .821 










Seq. No. 


36522 






Seq. ID 


OJ990908 


_05. 9B22.C8 


Gene No. 


75108 






Strand 


+ 




Start 


6704 






End 


10708 




Name 


OJ990908 05.9B22. 


C8.o3. 


gs 


Method 


GENSCAN 




Start 


6704 






End .... 


.10708 




GI *-■ " ' 


"none '• ~ " - " 






Score ' 


'■v7~ 




Exons 


6704. .6712, 6761. 


\ 6884, 


7345 


. .-748'8, 7566. 17710, 


77 92. .'"7979,"" 




' 7996. .8095, '10534 


. ;i070 


8 








Seq. No.' 


36522 






Seq. ID 


OJ990908 


_05. 9B22.C8 


Gene No. 


75109 






Strand 


+ 




Start 


16036 






End 


16488 




Name 


OJ990908 05.9B22. 


C8.o3. 


gp 


Method 


AAT/GAP 




Start 


16036 




End 


16488 




GI 


LIB3432-059-P1-K1 


-D8 




Score 


706 




Exons 


16036. .16488 













GI Descrip. 1 5734 616/db j | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 

Seq. No. 36522 Seq. ID OJ990908_05 . 9B22 . C8 



36157 




Gene No. 


75110 




Strand 


+ 




Start - 


21743 




End 


24490 




Name 


OJ990908_05.9B22.C8 


. o3 . np 


Method 


AAT/NAP 




Start 


21743 




End 


24160 




GI 


6560768 




Score 


438 




Exons 


217 43 .. 218 18 , 22680 


. .22819, 


22941. .2311 


32, 23476. 


0 0 c: c 0 




23810 .. 23900, 24065 


. .24160 








GI Descrip. 


(AC010155) F3M18.7 


[Arabidopsis thaliana] 




Seq. No. 


36522 




Seq. ID 


OJ990908_ 




Gene No. 


75110 




" Strand 


+ 




Start 


21743 




End 


24490 




Name 


OJ990908 05.9B22.C8 


.08 .gs 


Method 


GENSCAN 




Start 


23258 




End 


24490 




GI 


none 




Score 


.53 




Exons 


23258. .23553, 23810 


. .23900, 


24065. .24130, 24380. 


.24490 



Seq. No. 
Gene No. 
Start 
Name 

..S.tart 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.'- 
Gene No. 
Stast- ' - 
Name 
Start 
GI 

Exons 

GI Descrip, 



36522 Seq. ID 
75111 Strand 
1263 End 
OJ990908_05 . 9B22 . C8 . o2 . gs Method 
1263-,... .... ~- ... End.. : 

none...!... J,„ . . ... .Scare,. .1 . ,,..8,8 ^ „ 

1263. .1628, 2088. .2245, 3127 .. 3280, 4230 .. 4 358 , 5300. .5470 



OJ990908_05.9B22.C8 

5470 
GENSCAN. 

.54.7 0. 



36522 Seq. ID 

75112 . Strand 

10685 End 

OJ990908_05 . 9B22 . C8 . ol . gp Method 

10685 End 

4604_1.R1084 Score 
10685. .11117, 11558. .12002 
'2773154 3.0e-10 (AF039573) 
protein [Oryza sativa] 1 

36522 Seq. ID 

75112 Strand 

10685 End 

OJ990908_05 . 9B22 . C8 . o4 . gs Method 

10914 End 

none Score 
10914 .-.11168,. 11558.. 11902 



OJ990908_05.9B22.C8 

12002 
AAT/GAP 
12002 
1658 



abscisic acid- and stress-inducible 



OJ990908_05.9B22.C8 

12002 
GENSCAN • 
11902 
.93 



OJ990908 05. 9B22/C8 



36522 - . *: - ' . - • ' :, Seq.. ID 

75112 ' ■ . ' Strand ' - ' 

'10685 .1 * . • - • . * End • 12002- 

OJ990908_05.9B22.C8.ol.np Method AAT/NAP : 

10935 ■ End 11794 

2773154 Score 212 
10935. .11117, 11558. .11794 

(AF039573) abscisic acid- and stress-inducible protein [Oryza 
sativa] 



Seq. No. 36522. Seq. ID OJ990908JD5 . 9B22 . C8 

Gene No. 75113 Strand 

Start 15968 End 16032 

Name OJ990908_05 . 9B22 . C8 . o2 . gp Method AAT/GAP 



36158 



Start 15968 End 16032 

GI LIB3477-003-P1-K1-E9 Score 83 

Exons 15968. .16032 

GI Descrip. 1 24 9858 6/sp I Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi__1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 36522 

Gene No. 75114 

Start 16673 

Name OJ990908_05 . 9B22 . C8 . o7 . gs 

Start 16673 

GI none 
Exons 



Seq. ID OJ990908_05. 9B22.C8 
Strand 

End 21877 

Method GENSCAN 

End 21877 

Score .87 



16673. .16780, 1964 9 .. 19826, 20420 20508 , 21218 2 1877 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.E.X.QQ5. — 

.GI.,.De.scrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36522 
75114 
16673 

OJ990908_05. 9B22.C8 .o2.np 

19468 

6143893 



Seq. ID OJ990908_05.9B22.C8 
Strand 

End' 21877 

Method AAT/NAP 

End 21448 

Score 367 



-.2.94.6.8 IS 5.3.Q ...1964.1, ,19.8.26 t .. JLQA2.CU,. 2 0.5.Q 8. , . 2 13.3 .2^2.1 .4.4.8. 

„ (AC.Q107.18) ...thioredoxin-llke „px,ot.ein..|Arabido.ps.is. thallana. 



36522 Seq. ID 

75115 Strand 
25078 End 
OJ990908_05. 9B22.C8 .o2.tm Method 
19452 End 
none Score 

19452. .19529, 194 53 .. 19530, 

1964 9. .19798, 19649. .19798 



OJ990908_05. 9B22.C8 
25714 

TBLASTX: Maize 
19798 
84 

19454. .19531, 19647 .. 1 97 96, 



Seq. No. 36522 Seq. ID 

Gene No. 75115 Strand 

Start 25078 End 

Name . ' OJ990908_05 . 9B22 . C8 . o2 . tc " Method 

Start 19465 • End 

GI none Score 

Exons 19465. .19530, 19647 19826, 1964 9 .. 19825 , 19663 .. 19860, 
20419. .20496 



OJ990908_05.9B22.C8 
25714 

TBLASTX: Cress 
20496 
162 



Seq. No. ; -y.36522- / : " 

Gene No. ' 75115 

Start * ; 2507*8 ' • ' 

Name~ ■"' O J990908_05 . 9B22 . C8 . oZ.-ts 

Start 19465 

GI none 
Exons 



Seq. ID' OJ990908" 05.9B22.:c& 



'Strand- 
End 

Method 

End 

Score 



25714 

TBLASTX : Soybean 

20510 

143 ' 



19465. .19530, 1964 7 .. 19826, 19649 .. 1984 9, 1 964 9 . . 1 9825 , 
20418. .20510, 20419. .20508 



Seq. No. 36522 Seq. ID 

Gene No. 75115 Strand 

Start 25078 End ' 

Name OJ990908_05 . 9B22 . C8 . o3 . tm Method 

Start 21553 End 

GI none Score 



OJ990908_05.9B22.C8 
25714 

TBLASTX: Maize 

23077 

36 



36159 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21553. .21627, 21736 .. 21795, 21740 21799, 21747 217 94 , 
22684. .22800, 22684 22800, 22685 22801 , 22688 22801 , 
22953. .23072, 22953 .. 23072 , 22954 2307 6, 22958.. 23077 



36522 
75115 
25078 

OJ990908_05.9B22.C8.o9.gs 

25078 

none 

25078. .25701 



Seq. ID OJ990908_05.9B22.C8 
Strand 

End 25714 

Method GENSCAN 

End 25701 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

_$.ejq k ._NQ.,._ 

,Gene No.. „ 

Start 
Name 
Start 
GI 

Exons 



36522 Seq. ID 

75115 Strand 

25078 End 

OJ990908_05 . 9B22 . C8 . o4 . np Method 

25135 End 

2624498 Score 
25135. .25701 

Crystal Structure Of Barley Grain Peroxidase 1 



OJ990908_05.9B22.C8 

25714 
AAT/NAP 
25701 
652 



J565l2Z_. 

.7.5.115 

25078 



OJ990908_05. 9B22.C8.ol. tc 
25147 
none 

25147. .25545, 25148. .25390, 25415. .25546, 25624. .25701, 
25646. .25714 



S. ejq. , _ .ID _o .J. 9.9 .0,9 0JOL5. .. .9 ;B22.„.£L8_. 

Strand,,..,. r „ 

25714 

TBLASTX: Cress 
25714 
165 



End 

Method 
End 
Score 



Seq. No. 36522 Seq. ID 

Gene No. 75115 Strand 

Start 25078 End 

Name OJ990908_05 . 9B22 . C8 . ol . ts Method 

Start 25273 End 

GI none Score 

Exons 25273. .25545, 25274 2554 6, 25435 .. 255 66, 25627 25701, 
25628.. 25702 



OJ990908_05. 9B22.C8 
25714 

TBLASTX : Soybean 
25702 
161 



Seq. No. 36522 Seq. ID 

Gene No. 75115 Strand 

Start 2.5078 _ End_ _ - 

"Name : • v " ' OJ9909d8__05"79B22 \ CQ . oF.'tm * ^""Method"*. 
Start ■ ^ ■ -25285 "'- End 
GI" none ' ' v Score 

Exons 2-5285. .25398/ 25286 25399, 25408 

25456. .25572, 25624 25698 , 25631 



OJ990908_05. 9B22.C8 

25714 _ 
TBLASTX: Maize " ' 
25699 

118' * 
.25545> 25409. .25546, 
.25699 



Seq. No. 36523 Seq. ID 

Gene No. 75116 Strand 

Start 2540 End 

Name . OJ990908_05 . 9B22 . C9 . o2 . gs Method 

Start 2540 End 

GI none Score 

Exons 2540.. 2866 



OJ990908_05. 9B22.C9 
+ 

2866 
GENSCAN 
2866 
1 



Seq. No. 



36523 



Seq. ID OJ990908_05. 9B22.C9 



36160 



Cpnp Mo 


75117 






Strand 






Start 


1 






End 


482 




Name 


OJ990908 05 


. 9B22.C9 


. ol . np 


Method 


AAT/NAP 




Start 


1 






End 


473 




\J X 


82410 






Score 


532 




J_J A 1 1 o 


1. .473 












f^T Df*<lCY"\ TO 


peroxidase 


(EC 1.11. 


17} 


BP1 precursor - barley gi 1167081 




(M73234 ) peroxidase 


BP 1 


[Hordeum vulgare] 




Seq. No. 


*J \J +J J 






Seq. ID 




pq 


Gene' No. 


75117 






Strand 






91-3 rt 


1 






End 


482 




Name 


OJ990908 05 


.9B22.C9. 


a1 n o 


Method 


GENSCAN 




OLdl L 


30 






End 


482 






none 






Score 


.6 




Exons 


30. .482 












Seq. No. 


JU Jit J 






Seq. ID 




PQ 


Gene No. 


75118 






Strand 






O Ldl L 


3689 






End 


4351 




iNciiut; 


OJ990908 05 


.9B22.C9. 


, o2. tm 


Method . 


TBLASTX: Maize 




Cfa r 4-. 


._28 ; . 








_33J5_ _ ^ _ 


■~™ 




„. ..none ^ 






..S.core. . . 


,_25.8 ...... . , . _ 


! * 


IT von <5 


28.. 324, 84 


..335, 264. .335 






Seq. No. 


36523 






Seq. ID 


O.TQQnQflfl OR QR99 




Gene No. 


75118 






Strand 






Start 


3689 






End 


4351 




Name 


OJ990908 05 


.9B22.C9. 


ol.tc 


Method 


TBLASTX: Cress 




Qf- p. r +- 
O Ldl L 


33 






End 


4351 




<o X 


none 






Score 


209 






33. .83, 73. 


.381, 81. 


.392, 


3764. .4351, 


3774 . .4346 




Seq. No. 


36523 






Seq. ID 


nTQQDQnff fi R QR99 




Gene No. 


75118 






Strand 






Start 


3689 






End 


4351 






OJ990908 05 


. 9B22.C9. 


ol . tm 


Method 


TBLASTX.: Maize 




Start 


36 






End 


4351 




O X 


none 






Score 


124 . 




LlAW HO 


36. .83, 3902. .4021, 


3903. 


.4019, 4019.. 


4351, 4020. .4343 




Seq. No... 


, 36523 . . 






Seq. ID 


_OJ990908_q5. 9B22. 




Gene" Nov" " " ' 


: "" v 7 5118 ;: "" : 






" Strand v 






Start 


" 3689 






End * 


4351 




lNCtlllC 


.. "".OJ990908 05, 


,9B2'2.'C9. 


ol . ts 


Method 


TBLASTX: Soybean • 




O Lai L 


: 36 • 






' End - • 


4346 




(~1T 
\D X 


none 






Score 


236 






36. .83, 73. , 


.384, 81. 


.386, 


388.7. .4345, 


3888. .4346' 




Sea No 


.36523 






Seq. ID 


OJ990908_05. 9B22. 


C9 


Gene No. 


75118 






Strand 






Start 


3689 






End 


4351 




Name 


OJ990908 05. 


. 9B22.C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


36 






End 


365 




GI 


none 






Score 


110 




Exons 


36. .80, 124. 


..336, 150. .365 







36161 



Seq. No. 36523 Seq. ID 

Gene No. 75118 Strand 

Start 3689 End 

Name ' OJ990908_05 . 9B22 .C9 . o3 . gs Method 

Start 3689 End 

GI none Score 

Exons 3689.. 4268 



OJ990908_05.9B22.C9 

4351 
GENSCAN 
4268 
.82 



Seq. No. 36523 Seq. ID 

Gene No. ' 75118 Strand 

Start 3689 End 

Name OJ990908_05 . 9B22 . C9 . o3 . tm Method 

Start 3693 End 

GI none Score 

Exons 3693.. 3737, 3726.. 3899, 3728.. 3901 



OJ990908_05.9B22.C9 
4351 

TBLASTX: Maize ' 

3901 

41 



Seq. No. 36523 Seq. ID 

Gene No. 75118 Strand 

Start 3689 End 

Name OJ990908_05 . 9B22 . C9 . o2 . np Method 

Start 3698 End 

_GX. 4.7.8.105..- „ ; _™S.core 

Ex.ons. ..369.8... ...4.351 . _, f , ...„ ... m 

Gi Descrip.- peroxidase (EC 1.11.1.7), cationic - adzuki bean 

gi I 218328 I dbj IBAA01950.il (D11337) peroxidase [Vigna angularis] 



OJ990908_05.9B22.C9 

4351 
AAT/NAP 
4351 
•6 27 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36524 Seq. ID 

75119 -Strand 
1 End 
OJ990908__05 . 9B22 . C10 . ol . np Method 
1 End 
82410 Score 
1. .258 

peroxidase (EC 1.11.1.7) BP1 precursor - barley gi 1167081 
(M73234) peroxidase BP 1 [Hordeum vulgare] 



OJ990908_05.9B22.C10 
258 

AAT/NAP 
258 
212 



Seq. No. 


36524 








Seq. ID 


OJ990908_05. 9B22 


,C10 


Gene No. 


75119 








Strand 






Start 


1 








End 


258 




Name 


OJ990908 


_05.9B22.C10 


.ol 


gs 


Method 


GENSCAN 




Start 


16 








End 


252 




GI 


none 








Score 


. 65 




Exons 


" /: 16... 184, 


• 193. V252 ■* 












Seq.' No"! 


36524 - 








Secj. ID' 


OJ99.0908JD5;9B22 


.'CIO 


Gene No. 


■ 7.512.0 








Strand ' 






Start 


871 








End 


2032 




Name 


OJ990908 


_05.9B22.C10 


.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


1 








End 


169 . ; 




GI 


none 








Score 


92 




Exons 


1. .165, 


2. . 169 













Seq. No. 36524 Seq. ID 

Gene No. 75120 Strand 

Start 871 End ' 

Name OJ990908_05 . 9B22 . C10 . o2 . gs Method 

Start 871 End 



OJ990908_05.9B22.C10 

2032 

GENSCAN 

2032 



36162 






none 


Score 


C A 








Exons 


o/JL..lUUo, 1zzU..1oo4, loy^ 


A A O A 










Seq. No. 


36525 ■ 


Seq. ID 


OJ990908_ 


05 


. 9B22 


.Cll 


Gene No. 


75121 


Strand 


+ 








Of -i vf 


A C a n 


End 


A O C O 








Name 


ojyyuyuy uo. yB^z.oii.oz.gs 


Method 


GENSCAN 








C4- -i vf 

b tar t 


4 oUU 


End 


4853 










none 


Score 


A A 

. y y 








Exons 














Seq. No. 


36525 


Seq. ID 


OJ990908_ 


05 


9B22 


.Cll 


Gene No. 


75122 


Strand 


+ 








Of -ivf 


x 1 4 y o 


End 


1 1 f c o 

11653 








Name 


ojyyuyuo uo. yB^z.cn.o4 .gp 


Method 


AAT/GAP 








Oldi l 


114 9 7 




1 1 ceo 








C T 


0"7^i i o*£ 
O / DllZD 


Score 


T A A 

iy y 








Exons 


11/lQQ i i /rric i i ceo 
/ . . 1 14 y o , llbUD . . llDJJ 












Seq. No. 


36525 


Seq. ID 


OJ990908_ 


05. 


9B22 


.Cll 


Gene No. 


75122 


Strand 


+ 








Of vf 


„4; l„4.y 0^ „ . . 


End.- , 


i i r a o 








.N.ame^ . ....... ,J .. ... 


. QiX990.90.8_u5. ..3B.2.2. . CI 1 .,o4 . ga „ 


.Method... ^ 


.,G£NSCAlsL_ 






— - :: 


Start 


1 T A a r 

1 1 4 y o 


End 


11653 










none 


Score 


. 96 








Exons 


1 1 /I A C 1 1 /t A O 1 1 A C 1 "1 ^* C D 

1 14 yb . . 114 yb , 11605. .11653 












beq. No. 




Seq. ID 


OJ990908 


05 . 


9B22 


. Cll 


ucllc IN (J. 


75123 


Strand 










Start 


679 


End 


3211 








Name 


OJ990908 05. 9B22 . Cll . ol . np 


Method 


AAT/NAP 








Start 


679 


End 


2173 








GI 


478409 


Score 


868 








Exons 


679. .736, 950. .1707, 1915.. 


2173 










GI Descrip. 


peroxidase (EC 1.11.1.7), cationic - adzuki bean 









gi I 218328 I dbj IBAA01950.il (D11337) peroxidase [Vigna angularis] 



Seq. No. 


36525 




Seq. ID 


OJ99090E 


J_05. 9B22.C11 


Gene No. 


75123 




Strand 






Start 


679 




End 


3211 




Name 


OJ990908 05 


. 9B22.Cll.ol.gs 


Method 


GENSCAN 




Start . . 


934 




. End . 


3211 . 






•none' ' ' ' 




" ' Score 


'. 81" 




Exons 


934 . .1707, 


1921. .2113,' 3093. 


.3211 


. v 




Seq. No.w 


36525 




Seq. ID- 


OJ99090E 


3_05 . 9B22.C11 


Gene No. 


75124 




Strand 






Start 


3951 




End 


9245 




Name 


OJ990908 05 


. 9B22.Cll.o2.np 


Method 


AAT/NAP 




Start 


3951 




End 


8622 




GI 


6069646 




Score 


329 




Exons 


3951. .4237, 


8598. .8622 








GI Descrip. 


(AP000616) 


similar to putative reverse 


transcriptase (AC005315) 



[Oiryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome' II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



36i63 



Seq. No. 




oeq. iu 


ujyyuyuo uo.yi3zz.uii 


Gene No. 


75124 


Strand 




Start 


3951 


End 


9245 


Name 


(jjyyuyuo uo.yo^z.uii.oi.gp 


Method 


7\ 7\ T / CTi D 


Start 


corn 
b^Uz 


bna 


/ uz b 


GI 


i eel 1 I DinQ/1 


Score 


1 CL Q n 

1 Do U 


Exons 


bZ\J£ , . /Uz b 






GI Descrip. 


i 4 y 14 / emo | OAAbbyoz | j . ue- 


u y \ Ay o jio j 


peroxidase [Arabidopsis 




tnaxiana j 






Seq. No. 


36525 


Seq. ID 


OJ990908_05.9B22.C11 


Gene No. 


TCI O/l 

/ D 1 Z 4 


C +- v ^ r"» 




Start 


j y oi 


_na 


y z 4 o 


Name 


uuyyuyuo u j . yo^z . . oj . gs 




Lj Ej IN O k^r\LN 


Start 


boob 


_na 


Q 1 ^ 9 

y 1 


GI 


none 


Score 


. bo 


Exons 


bJob. . f\JZ/f ob / / . .yioZ 






beq. jno . 




Con T H 


nTQQflQnfi PlR QR99 r"l 1 


Gene No. 


75124 


Strand 




S.tart_ v _^, 


_3&5JL _ ; . 


_ . Bod „.... 


.,9215 L 


Name * . 


1. .OJ32iD.a.Q8^Q5,...9.B2J2 ..CXl..o3..np_ 


Method „ 


AAT/NAB_, . . , 


Start 


6389 


End 


9120 


GI 


82410 


Score 


963 


Exons 


6389. .7027, 8677. .9120 






GI Descrip. 


peroxidase (EC 1.11.1.7) BP1 


precursor 


- barley gi 1 167081 




(M73234) peroxidase BP 1 [Hordeum yulgare] 


Seq. No. 


36525 


Seq. ID 


OJ990908_05.9B22.C11 


Gene No . 


75124 


Strand 




Start 


3951 


End 


9245 


Name 


OJ990908 05.9B22.Cll.o2.gp 


Method 


AAT/GAP 


Start 


8731 


End 


9245 


GI 


26491 1.R1084 


Score 


1011 


Exons 


8731. .9245 






GI Descrip. 


? 82410/pir| IS22505 8.0e-33 peroxidase ( 


EC1.11.1.7) BP1 




precursor - barley >gi 167081 (M73234) 


peroxidase BP 1 [Hordeum 




vulgare] 1 






Seq. No. 


36525 


Seq. ID 


OJ990908_05.9B22.C11 


Gene No. . 


75125 


Strand 




Start' 


9914 v - "•■ ' " - ■ ' •" 


" End ' ■ 


9974 - •;• * " 


Name 


OJ990908 05.9B22.Clllo3.tm 


Method 


TBLASTX : Ma^i ze 


Start 


940 ' ' - ' * " ' 


End " " 


.6610 


GI - 


* hone 


Score * 


8 3 


Exons 


940. .1092, 950. .1084, 6303.. 


6341, 6443. 


.6610, 6444. .6608 


Seq. No. 


36525 


Seq. ID 


OJ990908_05.9B22.C11 


Gene No. 


75125 


Strand 




Start 


9914 


End 


9974 


Name 


OJ990908 05.9B22.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


955 


End 


9045 


GI 


none 


Score 


402 


Exons 


955. .1569, 965. .1570, 1561.. 


1713, 1915. 


.2067, 1919. .2068, 




6473.. 6862, 6483. .6863, 6935 


..7033, 6936. .7025, 8677. .8826, 




8684. .8827, 8830. .9045, 8831 


. .9028 





36164 




Seq. No. 36525 Seq. ID OJ990908_05.9B22.C11 

Gene No. 75125 Strand 

Start 9914 End 9974 

Name OJ990908_05 . 9B22 . Cll . ol . ts Method TBLASTX: Soybean 

Start 1081 End 9031 

GI none Score 279 

Exons 1081. .1569, 1082. .1570, 1561. .1713, 1915. .2070, 1919. .2071, 

6593. .7027, 6594. .6863, 6936. .7025, 8677. .8826, 8684. .8827, 

8830. .9030, 8831. .8935, 8963. .9031 

Seq. No. 36525 Seq. ID OJ990908_05 . 9B22 . Cll 

Gene No. 75125 Strand 

Start 9914 End 9974 

Name OJ990908_05 . 9B22 . Cll . ol . tm Method TBLASTX: Maize 

Start 1093 End 8730 

GI none Score 115 

Exons 1093. .1212, 1121. .1210, 1216. .1563, 1217. .1561, 1459. .1563, 

6611. .6730, 6612. .6728, 6682. .6735, 6734. .7024, 6735. .7025, 
8677. .8730 

, . S>q,. „,Hq, . 3.6 5 25 _ _ SLe ID^ Q J.9_9aiQ.8._£) 5^9 B.2.2„ £1 L, 

Gene No . 75.12.5, . „. _ _ ..^Str.and, 

Start 9914* End 9974 

Name OJ990908_05 . 9B22 . Cll . ol . tw ' : Method TBLASTX : Wheat 

Start 1409 End 8814 

GI none Score 142 

Exons 1409. .1630, 1411. .1650, 1438. .1632, 6929. .7027, 6930. .7028, 

8677. .8736, 8726. .8809, 8734. .8808, 8740. .8814 

Seq. No. 36525 Seq. ID OJ990908_05 . 9B22 . Cll 

Gene No. 75125 Strand 

Start 9914 End 9974 

Name OJ990908_05 . 9B22 . Cll . o2 . tm Method TBLASTX: Maize 

Start 1573 End 9034 

GI none Score 8 9 

Exons 1573. .1662, 1654. .1710, 1906. .2058, 1915. .2067, 1922. .2068, 

8734. .8835, 8735. .8824, 8746. .8832, 8848. .9027, 8851. .8985, 
8.852.. 9034 

Seq. No. 36525 Seq. ID OJ990908_05 . 9B22 .Cll 

Gene No. _ 75125 .... •. Strand - .... 

■ Start" "•■ 9914 " .*--::."-.■"---. :: '""9974"' ^" :v " " " '■ ' "-- " 

■Name- " OJ99090'8_05 . 9B22 . Cll : o2 . tw Method TBLASTX - Wheat 

Start ' 1888 . ; . " End ' • • 9030 : / ' 

•GI - none * - Score 91 

Exons 1888.. 2070, 1918.. 2058, 2046.. 2105, 8836.. 9030, 8837.. 8998 

Seq. No. 36525 Seq. ID OJ990908_05 . 9B22 .Cll 

Gene No. 75125 Strand 

Start 9914 End 9974 

Name OJ990908_05 . 9B22 . Cll . o3 . gp Method AAT/GAP 

Start 9914 End 9974 

GI 2312838 - Score 73 

Exons 9914 . . 9974 



GI Descrip. 1420932 /go | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



36165 



Seq. No. 36526 Seq. ID 

Gene No. 75126 Strand 

Start 368 End 

Name OJ990908_05 . 9B22 . C12 . ol . gs Method 

Start 368 End 

GI none Score 

Exons 368 . . 441 



OJ990908_05.9B22.C12 
+ 

441 

GENSCAN 

441 

.99 



Seq. No. 36527 Seq. ID 

Gene No. 75127 Strand 

Start 184 End 

Name OJ990908_05 . 9B22 . C13 . ol . gs Method 

Start 184 End 

GI none Score 

Exons 184.. 296 



OJ990908__05.9B22.C13 
+ 

296 

GENSCAN 

296 

.95 



Seq. No. 36528 

Gene No. 75128 

Start 157 

Name OJ990908_06 . 9B22 . CI . ol . gs 

.JS.tajsJt „ 157 . . ... 

.GI none , .._„„_,.. . 

Exons 157.. 198' 



Seq. ID OJ990908_06. 9B22.C1 

Strand + 

End 198 

Method GENSCAN 

.End _19S _ _ _ • 

. _ ...Scare .... .,4.. . ...... 7 



Seq. No. 36529 

Gene No. 75129 

Start 6203 

Name 0 J990 908__0 6 . 9B22 . C2 . o2 . gs 

Start 6203 

GI none 

Exons 6203.. 6841, 8253.. 8324 



Seq. ID OJ990908__06. 9B22 .C2 
Strand 

End 8324 

Method GENSCAN 

End 8324 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36529 
75129 
6203 

OJ990908_06. 

7075 

none 

7075. .7134, 
7182. .7274, 
7204 . . 7299, 
73227 '.~7 r 4-4 7," 
7333. .7437, 
7 4 5'9; .7560, " 
•7549. .7671, 



9B22.C2.ol.tm 



7160. .7297, 7182. 

7185. .7274, 7197, 

7300. .7452, .7300. 

7325*77?4 47, 7 329; 

T333..7434, 7340. 

7460. .7558,- 7509. 

7556. .7666, 7563. 



Seq. ID 
Strand 
End 

Method 
End' 
Score 

.7292, 7182 
.7274, 7198 
.7437, 7317 
.7433,' 7330 
.7468, 7349 
;7619, 7518 
.7679, 7567' 



OJ990908 06.9B22.C2 



8324 

TBLASTX: Maize 
7685 
80 

7274, 7182. .7301, 
7374, 7204. .7311, 
7439,._7.318. .7449, 
74 46,7 7 3327. "7 4337 
7444, 7443.. 7559, 
7 619," 7 548. .7685, 
7653, 7573.. 7671 



Seq. No. 36530 Seq. ID 

Gene No. .. 75130 " Strand 

Start 670 End 

Name 0 J990908__06 . 9B22 . C3 . ol . gs Method 

Start 670 End 

GI none Score 
Exons 



OJ990908_06.9B22.C3 
+ 

15270 
GENSCAN 
15270 
. 62 



670. .781, 1566. .1587, 2429. .2468, 3886. .3995, 7678. .7724, 
7962.. 8837, 8973.:9050, 9333.. 9422, 9510.. 9647, 9669.. 9758, 
9843. .10104, 10141. .10268, 10325 .. 11075 , 1 1552 .. 11945, 
12582. .13013, 13089. .13313, 13392 .. 138 38 , 13926 .. 14 812 , 



36166 





I 1 ! 0^1 . . ± 3UOJ. , ± 3 ± ft 3 . . ±D£ 1 U 












oCU • LN \J ■ 


JOJJw 


Seq. ID 


OJ990908_ 


_06 


.9B22 


.C3 


Gene No . 


75130 


Strand 


+ 








Start 


670 


End 


15270 








Name 


OJ990908 06. 9B22.C3.ol.np 


Method 


AAT/NAP 








OldiL 


34 98 


End 


6822 








(IT 


4680199 


Score 


369 








pynnc; 

Hi ID 


3498. .3798, 3848. .4424, 4811. 


.4942, 5021. .5514, 


6803. .6822 




(AF114171) hypothetical protein [Sorghum bicolor] 






Ocij. LN O . 


36530 


Seq. ID 


OJ990908_ 


_06 




C j 


Gene No. 


75130 


Strand 


+ 








Start 


670 


End 


15270 








Mam o 


OJ990908 06.9B22.C3.o3.np 


Method 


AAT/NAP 








o Lai u 


7821 


End 


11099 








(IT 

w -L 


4680203 


Score 


1996 










7821. .9482, 9642. .9871, 10148 


. .11099 












(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 








Con Mo 


36530 


Seq. ' ID 


OJ990908_ 


_06. 


9B22. 


C3 


.Gene. No.... , 


,. 75131. „ 


..Strand. 


_ 








.Start,, ... 


. .275.03.. . , . J 


End , 


...28.84 7". " i 








LMciilic; 


OJ990908 06.9B22.C3.o4.gs 


Method 


GEN SCAN 








olart 


27503 


End ' 


28847 










none 


Score 


.53 








Pvnnc 
JjAUIIo 


27503. .27566, 27 617 .. 27752 , 27920 .. 28055, 28438. 


■ 2£ 


!480, 






28645. .28847 












Seq. No. 


36530 


Seq. ID 


OJ990908_ 


_06. 


9B22. 


C3 


Gene No. 


75132 


Strand 


+ 








Start 


32850 


End 


32906 








Name 


OJ990908 06. 9B22 . C3 . ol . gp 


Method 


AAT/GAP 








Start 


32850 


End 


32906 








GI 


2800484 


Score 


75 









Exons 32850. .32906 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 . 7 . 0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 36530 Seq. ID 

Gene No. 75133 Strand 

Start 18050 End 
Name"' \ : " OJ990908JD6 .'9B2 2. C3 .o2 ."gs ' : ' 'Method' 

Start ' 18050 - ' ••• • End ' 

GI 'none ' " " " '.Score' : 

Exons • 18050. .18790 ' 



OJ990908_06.9B22.C3 
18790 

GENS CAN~ ~" " ; 
187 90.- ' 

1 : " ' • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



36530 . Seq. ID 

75134 Strand 

20073 End 

OJ990908__06.9B22.C3.o9.tm Method 

3496 End 

none Score 

3496. .3714, 3507. .3641, 3886. .3990 



36530 
75134 



Seq. ID 
Strand 



OJ990908_06.9B22.C3 
31867 

TBLASTX: Maize 

3990 

205 



OJ990908 06.9B22.C3 



36167 



Start 
Name 
Start 
GI 

Exons 



20073 End 
OJ990908_06 . 9B22 . C3 . 06 . tm Method 
4 893 End 
none Score 
4893. .4970, 5019. .5249, 5277. .5501 



31867 

TBLASTX: Maize 

5501 

38 



Seq. No. 36530 Seq. ID 

Gene No. 75134 Strand 

Start 20073 . End 

Name OJ990908_06 . 9B22 .C3 . o7 . tw Method 

Start 5288 End 

GI none Score 

Exons 5288.. 5512, 5289.. 5513 



OJ990908_06.9B22.C3 
31867 

TBLASTX: Wheat 

5513 ' 

247 



Seq. No. 


36530 










Seq. ID 


OJ990908_06.9B22.C3 


Gene No. 


75134 










Strand 




Start 


20073 










End 


31867 


Name 


OJ990908 06 


9B22. 


C3.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


8180 










End 


8860 


GI 


none 










Score 


242 


Exons 


8180.. 


8596, 


8269. 


.'8469, 


8605. 


.8715, 8 609. .8728, 8735. .88 60 


Seq.^Ro.. .... 


... .36530" 










.JSjsq. .ID.. 


! . QJ 95.6 9 QlO 67.* 9 B 2.2. .7c.3„ 


Gene No- 


75134 










Strand 




Start 


20073 










End 


31867 


Name 


OJ990908 06. 


9B22. 


C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


8252 










End 


8589 


GI 


none 










Score 


41 


Exons 


8252. . 


8299, 


8257. 


.8307, 


8265. 


.8537, 8305. .8589, 8306. .8587 



Seq. No. 


36530 










Seq. ID 


OJ990908_06. 9B22 


.C3 


Gene No. 


75134 










Strand 






Start 


20073 










End 


31867 




Name 


OJ990908 06 


9B22 


.C3.o6. 


ts 


Method 


TBLASTX : Soybean 




Start 


8608 










End 


8875 




GI 


none 










Score 


227 




Exons 


8608. 


8874, 


8612 


. .8875 










Seq. No. 


36530 










Seq. ID 


OJ990908_06.9B22 


.C3 


Gene No. 


75134 










Strand 






Start 


20073 










End 


31867 




Name 


. OJ990908 06 


9B22 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start- ' ' : * 


- - 8609 " 










* End 


8956 • - .": ■•■ • 




GI 


none 




^614 






Score 


326 




Exons 


8609.'. 


8956, 


. .8763, 


8803.. 


.8955 • 






Seq. No. 


36530 










Seq. ID 


OJ990908_06. 9B22 


C3 


Gene No. 


75134 










Strand 






Start 


20073 










End 


31867 




Name 


OJ990908 06. 


9B22 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8800 










End 


9244 




GI 


none 










Score 


230 




Exons 


8800. . 


9027, 


8801 


. . 9043, 


9025. 


.9228, 9050. .9244 




Seq. No. 


36530 










Seq. ID 


OJ990908_06. 9B22 


C3 


Gene No. 


75134 










Strand 






Start 


20073 










End 


31867 





36168 






N3IU© 


P.TQQOQOR Ofi 


QR99 P"3 06 +-w 


Method 


TBLASTX: Wheat 






O Lai L 


ftft £1 ~~ 
O O D -L 




End 


9204 






0 X 


none 




Score 


56 






P 1 von q 


RRfil ftQO? 


ft Q0 Q Q004 ft Q1 1 


.9006, 8956. .9204, 9050. .9199 




Seq. *No. 


36530 




Seq. ID 


OJ990908_06. 9B22 


.C3 




Gene No. 


75134 




Strand 


- 








9007 ^ 




End 


31867 






Mama 


O.TQQOQOft 06 


QR99 PI o7 t q 


Method 


TBLASTX: Soybean 








Q07 Q ~~ 












p T 


none 




Score 


222 








Q07Q Q940 


QOft 0 1 ^ Q1 04 


.9304 








Seq. No. 


36530 




Seq. ID 


OJ990908_06.9B22 


.C3 




Gene No. 


75134 




Strand 








Start 


20073 




End 


31867 






Name 


OlTQQOQOR 0 6 


QR99 P^ oft t-m 


Method 


TBLASTX: Maize 






q -I- n v-f- 


Q4 07 ~ 




PnH 


9619 






r; t 


none 




Score 


214 








Q407 Q604 


Q4 9ft Qfil Q Q4^0 


.9618 








_S.eq._Np.._ 


.. _3.653Q _ 




„.S.eq... ID _ 






.,Gen.e No...' 


_ _.7513A ... ^ 




Strand. 








Q t- a r-t- 
OLai L 


9007 7 
^. u u / J 




End 


31867 




=? 


Name 


DTQQOQOR 06 


QDOO oQ -ho 


Method 


TBLASTX: Soybean 




n 


q-|- y-f- 


Q7 16 ~ 




End 


10099 








none 




Score 


85 




Li 


IT von q 


Q7 1 6 QR 4 4 

3 / IDi ■ 3044/ 


QRR4 1 OOQQ QQ7^ 


. .10098 






. = 


c on* NIo 






Seq. ID 


OJ990908_06. 9B22 


C3 


J 


CZ 0 n a NT 0 


75134 




Strand 






y 




20073 




End 


31867 






Name 


OJ990908 06. 


9B22.C3.ol.tw 


Method 


TBLASTX: Wheat 






Start 


9755 




End 


11004 






GI 


none 




Score 


510 






XT' V /-> -pi O 


9755. .10297, 


9799. .10299, 10304 10348 , 


10356. .10493, 




— 




10357. .10503, 10501.. . 10641, 10515 10640, 10657 .. 10707 , 








10664. .10708, 10708. .107 61, 10779. .10883, 10780. .10884, 




J 




10885. .11004 










a 


Seq. No. 


36530 




Seq. ID 


OJ990908JD6.9B22. 


C3 




Gene No.. 


75134 .... 




Strand 








0 101 L. 


" ; " 20073- ' ' ' : 




End 


31867- ■ r: 






Name 


' OJ990908 06. 


9B22.C3.o2. tm 


Method' 


TBLASTX: Maize 






OLal 1. 


'9796- 




End ■ 


10111 v — 






PT 


• none 




Score 


306 






Exon s 


9796. .10092, 


9797. .10111 










Sea No 


36530 




Seq. ID 


OJ990908_06.9B22. 


C3 




Gene No. 


75134 




Strand 








Start 


20073 




End 


31867 






Name 


OJ990908 06. 


9B22.C3.o3.tc 


Method 


TBLASTX: Cress 






Start 


10042 




End 


10467- : 






GI 


none 




Score 


219 






Exons 


10042. .10299 


, 10046. .10297, 10304. .10348, 10356 .. 104 63, 





10357. .10467 



36169 




Seq. No. 


36530 




Seq. ID 


OJ990908 


_06.9B22 


.C3 


Gene No. 


75134 




Strand 








o car u 








JloD/ 






Name 


uoyyuyuo uo.yDzz.bo 


. Oj . tS 


nccnoa 


fptjT 7\ nrnv . 
1 DliAO 1 A . 


Soybean 




G +- -j v+- 

o LdiT. 








i no a i 








none 




Score 


Z 






U 1 /"\ c 


i ncQi iriQ4i in^cm 


. . 1UO / / 










oeq. no. 


jDjjU 




Seq. ID 


OJ990908 


u D . yiJZ z 


. tj 


Gene No. 


75134 




Strand 








Start 


20073 




End 


31867 






Name 


OJ990908 06.9B22.C3 


. o4 . np 


Method 


AAT/NAP 






C4- ^ vf 

b tare 


20073 




End 


29112 






C T 
bl 


4234852 




Score 


3275 






Exons 


20073. .22979, 26100 


. .26495, 


26540. .26897, 29091 


. . z y 1 1 z 






(AF082133) gag-pol polyprotein [Zea mays] 






Seq. No. 


O DO JU 




Seq. ID 


OJ990908 


_06.9B22 


.C3 


Gene No. 


75134 




Strand 










20073 . 




End 


31867 






Name 


OJ990908 06.9B22.C3 


.ol0. tm 


Method 


TBLASTX : 


Mai ze 




o.t a,r„t . . . _ 


_.20112_ : _\ : 




_ End 









bl .... . ... - . 


. ..none 




. , Score ...... 


.liou 


— 




Exons 


20112.*. 202.94, 20355 


20570 










Seq. No. 


36530 




Seq. ID 


OJ990908 


_06. 9B22 


.C3 


Gene No. 


TCI O / 




Strand 










20073 




End 


31867 






Name 


OJ990908 06.9B22.-C3 


. o5 . tw 


Method 


TBLASTX: 


wneat 




CM 1 -v-4- 

otarc 


20124 




End 


20591 






bl 


none 




Score 


41 






Exons 


20124. .20591, 20125 


. .20238, 


20293. .20496 






Seq. No. 


36530 




Seq. ID 


OJ990908 


_06. 9B22 


.C3 


Gene No. 


75134 




Strand 








otarc 


20073 




End 


31867 






Name - 


.PJ990908 06.9B22.C3 


. o4 . ts 


Method 


TBLASTX: 


Soybean 




Of -irf 


20127 




End 


20699 






r t 


none 




Score 


71 






Exons 


20127. .20309, 20334 


. .20699, 


20401. .20535, 20617 






beq. .no.. 


36530 




Seq. ID 


OJ990908 


U b . ybzz 


. b J 


Gene No. ; *' 


■ 75134' 




>' Strand "' 








Start 


• • 20073 " ■. * ' • . 




.End 


31867 






Name 


~OJ990908" 06.'9B22.C3 


.'63.g.s 


"Method- 


• GENSCAN 






C -1 i -v-'-f- - 


20295 




■ End 


26731 






H T 


none 




Score 


.53 






Exons 


20295. .20815, 21499 


. .21826, 


22274. .22906, 23690 


. . zjy o o , 






24079. .24469, 25219 


. .25337, 


25747. .258! 


33, 26560 


. . Z O / J 1 




uc^ • IN (J . 


36530 




Seq. ID 


OJ990908 


P)£ QR99 
UO . -7.DZ Z 




Gene No. 


75134 




Strand 








Start 


20073 




End 


31867 






Name 


OJ990908 06.9B22.C3 


o3. ,tm 


Method 


TBLASTX : 


Maize 




Start 


20571 




End 


21020 






GI 


none 




Score 


125 






Exons 


20571. .20885, 20590 


.20877, 


20862. .21020 







36170 






Seq. No. 


36530 




Seq. ID 


OJ990908_06.9B22 


.C3 




Gene No. 


75134 




Strand 








c-t- o rf 

OLQl I 


9001 1 




End 


31867 






Mam o 




. o2 . tw 


Method 


TBLASTX: Wheat 












End 


21464 






GI 


none 




Score 


144 






Ej AU1 1 O 


?D674 91060 ?06ft^ 


* • jL. -L U Z. _> , 


21119. .21463, 21120. .21308, 








O 1 *57 c: 914 64 












Seq. No. 


36530 




ocq . -L u 


OJ990908_06.;9B22 


.C3 




Gene No. 


75134 




Strand 










20073 




End 


31867 






Name 




nl t- c- 

• UI • L, O 


lie LilUU 


TBLASTX : Soybean 






Start 


21134 "~ 




PtiH 


21592 






VJJ. 


5509260 




Score 


162 








21134 . .21592, 21156 


. .21584 
























Seq. No. 


36530 




Seq. ID 


OJ990908JD6.9B22 


.C3 




OCiit: LN<J . 


75134 




Strand 






- - 


.„ AUaJX .... 


,..20.073 _ .„ _ 




.-.^PMjyL - - 


..3.18 67 _ , 






Naifle« 


OJ99JD9m A6..9.B2.2..£.3 t ,.o.l..tm _ 


f\A /-\ -4— V-\ /->, /-i 


TBLAS TX.:.Ma iz e_,.„ _ 


~ s~ 




21155' 






21463 








none 




Score 


' 93 




V.: 


XT' V^Tl Q 














Seq. No. 






Seq. ID 


OJ990908_06.9B22 


Co 






75134 




Strand 






I : s 




20073 




End 


31867 




' z 


T\Ja mo 


OJ990908 06.9B22.C3 


.o2. tc 


Method 


TBLASTX: Cress 






O Lai L 


21245 




End 


21505 






GI 


none 




Score 


123 




= 

f 1 




21245. .21505, 21246 


.21503 








Ki 


Seq. No. 


36530 




Seq. ID 


OJ990908_06. 9B22 


C3 


? ~ 


Gene No. 


75134 




Strand 








Start 


20073 




End 


31867 




sJ 
f ^ 


L\ ailLC 


OJ990908 06.9B22.C3 


o8.ts ■ 


Method 


TBLASTX: Soybean 






O UCli. L, 


21995 




End 


22382 




fl 


O -L 


none 




Score 


34 






LAUllO 


21995. .22066, 21996 


.22064, 


22106. .22168, 22107. .22169, 




— 


■ 


22172 ;\ 2238T/ ""2217 3" 


722382" ' 










Seq.' Ko: '* 


" 36530 ' ■ : 




Seq. ID 


OJ.990908_06.9B22. 


C3 




- Gene - No . 


75134 ■ - 




Strand 








O L, CI i. u 


20073 




End 


31867 






Name 


OJ990908 06.9B22.C3. 


o3 . tw 


Method 


TBLASTX: Wheat 






o Lai L 


21998 




End 


22660 








none 




Score 


59 






Exons 


21998. .22078, 22076. 


.22381, 


22133. .22252, 22272 .. 22358, 








22421. .22660, 22422. 


.22520 










Seq. No. 


36530 




Seq. ID 


OJ990908_06.9B22. 


C3 




Gene No. 


75134 




Strand 








Start 


20073 




End 


31867 






Name 


OJ990908 06.9B22.C3. 


o7 . tm 


Method 


TBLASTX: Maize 





36171 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22187 End 22645 

none Score 93 

22187. .22375, 22188 .. 22370, 22421.. 22645 



36530 
75134 
20073 

OJ990908_06.9B22.C3.o3.ts 

22436 

none 

22436. .22834 



Seq. ID OJ990908_06.9B22.C3 
Strand 

End 31867 

Method TBLASTX : Soybean 

End 22834 

Score 305 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



„S.£q,.„Np... 

„G.e.ne; A No„. 

Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36530 
75134 
20073 

OJ990908_06 . 9B22 . C3 . o5 . tm 

26140 

none 

26140. .26205, 26277 .. 26369, 
26622. .26768, 26765 26902 , 



.3,65.3.0. 

75.13A . 

20073 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26543 

26766 



OJ990908 06.9B22.C3 



31867 

TBLASTX: Maize 
26912 
37 

26767, 26603. .26638, 
26912 



0 J9 90 908_0 6 . 9B22 . C3 . o5 . np 
26271 
4234848 
26271. .26901 



^Sj-q,_l_nt „0J9SS19S)SLJL6_. 9a2.2^Cl.. 

Si rand.„. ..- 

End 31867 
Method AAT/NAP 
End 26901 
Score 149 



(AF082131) gag-pol polyprotein [Zea mays] 



36530 
75134 
20073 

OJ990908_0 6 . 9B22 . C3 . 06 . np 
28995 
119714 

28995. .29124, 29896 
EXTENSIN PRECURSOR 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990908 06.9B22.C3 



31867 
AAT/NAP 
31818 
270 

..30394, 30431. .31218, 31625. .31818 
(CELL WALL HYDROXYPROLINE-RI CH GLYCOPROTEIN) 



gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 198 67 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No". 
Gene No. 
.Start 
•Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



36530 - • - ' • . 
75134 " ' 
■20073 ■ 

OJ990908_06 . 9B22 . C3 . o5'. gs 

29685 

none . 



Seq. ID OJ990908'_06T9B22 : :C3 " 

Strand - 

End . ' 31867 x • " 

Method GENSCAN 

End 31867 

Score .58 



29685. .30067, 30073 .. 30196, 30297 30523 , 30691 . ...?0821 , 
.31125. .31218, 31653. .31787, 31792.. 31867 



36531 Seq. ID 

75135 Strand 
519 End 
OJ990908_06 . 9B22 . C4 . ol . gs Method 
519 End 

none .' Score 



OJ990908_06. 9B22.C4 
+ 

3037 
GENSCAN 
3037 
.6 



36172 



Exons 



519. .575, 902. .1157, 1269. .1430, 2880. .3037 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36531 Seq. ID 

75136 Strand 

4886 .... End 

OJ990908_06 . 9B22 . C4 . ol . np Method 

4886 End 

5042463 Score 



OJ990908_06. 9B22.C4 
+ 

6021 
AAT/NAP 
6021 
187 



4886. .5065, 5743. .5916, 5964. .6021 
(AC007789) unknown protein [Oryza sativa] 



36531 
75137 
11100 

OJ990908_06. 9B22 .C4 .o3.gs 

11100 

none 

11100. .11532, 14484. . 14594, 
15483. .15516, 15627.. 15801 



Seq. ID OJ990908_06. 9B22.C4 

Strand + 

End 15801 

Method GENSCAN 

End 15801 

Score .68 
14972. .15033, 15318 .. 15474 , 



Seq. No. 36531 Seq. ID OJ990908 

,"Ge ne„. .Nov _ .„ „75 1.3 8„ „ S.t r,a nd„_ + „~ 

.Starts...... 1.99.5.5 _ ' . w L En.d™ „ . . ."20362.., .. 

Name OJ990908_06 . 9B22 . C4 . o4 . gs Method GENSCAN 

Start 19955 End 20362 

GI none Score .85 
Exons 19955. .20362 



06. 9B22.C4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36531 Seq. ID 

75139 Strand 

20993 End 

OJ990908_06 . 9B22 . C4 . o5 . gs Method 

20993 End 

none Score 



OJ990908_06.9B22.C4 
+ 

25377 
GENSCAN 
25377 
.79 



20993. .21430, 21530. 
22631. .22717, 23873. 



,21616, 22102. .22230, 22339 .. 22527 , 
.24392, 25169.. 25377 



Seq. No. 36531 
Gene No. 75140 
Start 28418 

Name OJ990908_0 6 . 9B22 . C4 . o7 . gs 

Start 28418. 

GI ' "none ' ■ - ■ ' ■ ' " 

Exons ' , 



Seq. ID OJ990908JD6. 9B22.C4 
Strand + 
End 30127 
Method GENSCAN 
End 30127 . . 

' Score ■"*"*■ '."53: • ~ ' -"*"-■* 



28418. .28557> 28717 . .'28977, "29250 29734; 30042.. 30127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36531- 
75141 
31217 

OJ990908_06. 9B22.C4 .08. gs 
31217 



none 

31217. 

33733. 

36397. 

40391. 



.31607, 31833. 
,33860, 34218. 



,36704, 
,40510, 



37323. 
40865. 



Seq. ID 
Strand 

End 41127 
Method . ; GENSCAN 
End 1 41127 
Score .44 
32005, 32088. .32259, 32364. 
34373, 34869. .34925, 35266. 
37446, 37591. .3764.4,. 39489. 
41127 



OJ990908J36. 9B22.C4 0 
+ 



,32447, 
,35929, 
,39956, 



Seq. No. 



36531 



Seq. ID OJ990908 06.9B22.C4 



36173 



Gene No. 75141 Strand + 

Start 31217 End 41127 

Name OJ990908_06 . 9B22 . C4 . 06 . np Method AAT/NAP 

Start 35106 End 38306 

GI 3645899 ' Score 2113 

Exons 35106. .36382, 36430.. 38306 

GI Descrip. (U68408) 5 f end not determined experimentally [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

Start, 

-GI ^ 

Exons 

GI Descrip. 



Seq. ID OJ990908_06.9B22.C4 
Strand + £ • 



36531 
75141 
31217 

OJ990908_06. 9B22 . C4 . o7 . np 
40806 
6539588 
40806.. 41122 

(AP000837) hypothetical protein [Oryza sativa] 



End 

Method 

End 

Score 



41127 
AAT/NAP 
41122 
153 



Seq. ID 
Strand 
. End 
Method 

. _En.d.., 

Score 



OJ990908 06.9B22.C4 



36531 
75142 
20490 

OJ990908_06. 9B22.C4 .ol.gp 

,;204SQ„ _ 

„LIB34.32-00.8-ElrKl-FU . 
20490.. 20582 

'5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 ' 



20582 
AAT/GAP 
_„2.Q582„_ 

Lll8... - 



Seq. No. 36531 

Gene No. 75143 

Start 26590 

Name OJ990908_06 . 9B22 . C4 . 06 . gs 

Start 26590 

GI none 

Exons 26590. .26700, 27245 .. 27473, 27682.. 27851 



Seq. ID OJ990908_06. 9B22.C4 
Strand 

End 27851 

Method GENSCAN 

End 27851 

Score .98 



Seq. No. 


36531 


Seq. ID 


OJ990908_06. 


, 9B22 


.C4 


Gene No. 


■75144 


Strand 








Start 


28476 


End 


29236 






Name 


OJ990908. 06.9B22.C4-.o5.np 


Method' 


AAT/NAP . . 






Start 


28476 


End 


29236 






GI 


4680179 


Score 


949 






Exons 


. 28476. .29236 










GI Descrip . ' 


(AF111709)" pblyprotein "- [Oryza- "sativa 


subsp.' indica] 






Seq. No". ' 


'36531 . 


Seq. ID 


' OJ990908_06. 


/9B22 


.C4 


Gene No. 


75145 ■ 


Strand 








Start 


42745 


End 


46280 






Name 


OJ990908 06.9B22.C4.o8.np 


Method 


AAT/NAP 






Start 


42742 


End 


4 6280 






GI 


282763.0 


Score 


1466 






Exons 


42742. .42920, 43748 .. 45075, 


45367. .46280 






GI Descrip. 


(AL021636) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


36531 


Seq. ID 


OJ990908_06. 


9B22 


.C4 


Gene No. 


75145 


Strand 








Start 


42745 


End 


46280 






Name 


OJ990908 06. 9B22 . C4 . o9 . gs 


Method 


GENSCAN 







36174 




biart 


A 9 H a c; 
*i Z f H 0 






T? y-\ s-i 


4 OZ 0 u 






p t 

LrX 


none 






Score 








Exons 


42745. . 


42902, 43820 












Ortrt M rt 

oeq . wo . 


36531 






Seq. ID 


OJ990908 


U 0 . ynZZ 


p/i 


Gene No. 


75146 






Strand 








Start 


49063 






End 


52564 






Name 


OJ990908 06.9B22.C4 


. o3 . tc 


Method 


TBLASTX: 


Cres s 




otarc 


11384 






End 


21622 






P T 


none 






Score 


143 






T7* %r 


11384 . . 


11536, 11412 


1 1 S7 Q 


20966. .21037, 21182 


9 1 a in 

. . Z 1 fi O U , 






21241. . 


21408, 21512 


91 699 


21517. .21618 






Q <~v /-r NT /-\ 

oeq . no . 


36531 






Seq. ID 


OJ990908 


n £ Qpoo 

UD. i7DZ Z 


p /i 


Gene No . 


75146 






Strand 








Start 


49063 






End . 


52564 






Name 


OJ990908 06.9B22.C4 


. o4 . ts 


Method 


TBLASTX: 


Soybean ' 






11387 






End 


21424 






P T 


none 






Score 


125 






Exons 


11387. . 


11536, 11406 


1 1 C'J/I 

. . 1 1 JJ 4 , 


19078. .19158, 20969 


9 1 i in 
.. . z x x ju , 






20971. . 


21084, 21151 


91 11 9 


21182. .21313, 21310 


. . Z X H Z 3 r 






-.213X1. , 


214 24 _ _ ■ 












O rt M rt 

beq . no . 


36531* 




— ... r „ 


Seq. ID 


OJ990908 


u d . ytszz 


P A 


Gene No. 


75146 






Strand 








Start 


49063 






End 


52564 






LNdlUe 


OJ990908 06.9B22.C4 


rt Q f - T A T 


Method 


TBLASTX: 






Of 5 rf 


12569 






End 


49385 






P T 


none 






Score 


156 






Exons 


12569. . 


12616, 12732 




30423. .306 


17, 30428 


in R c; 1 






49311. . 


49385 












O A /T KT rt 

oeq . NO . 


36531 






Seq. ID 


OJ990908 


n £ QT399 

uo . y nzZ 


p/1 


Gene No. 


75146 






Strand 








Start 


49063 






End 


52564 






Name 


OJ990908 06.9B22.C4 


rt Q -t-m 
OJ, LIU 


Method 


TBLASTX: 


1X1 a. 1Z6 




Of arf 


12681 






End 


49502 






P T 


none 






Score 


101 






Exons 


12681. . 


12923, 12712 


. XZ J jU , 


30428. .30622, 30429 


in A 






■ 49299. . 


49502 












Seq. No. 


36531 






Seq. ID 


OJ990908 


_0 : 6,9B22_ 


.C4 


: * Gene No ; ~ 


: ~ 7514 6' " 






Strand ;:: 




.... 






.4 9063 






End 


'52564 






■ Name 


' OJ99090 


8_06. 9B22.C4 


rtl O frn ' 

o xz . tm 


Method 


TBLASTX: 


• * ' - 
Maize 






132*7 4 - • 






End ' 


49936 






P T 
bX 


none 






'Score 


104 






iiiXons 


13274. . 


13498, 13275 


1 "3/1 QQ .•. 


-.29928'. .300 


92, 49856 


A QQ1£ 




C rt rt- Vfrt 


36531 






Seq. ID 


OJ990908 


Dfi QR99 




Gene No. 


75146 






Strand 








Start 


49063 






End 


-52564 






Name 


OJ99090 


8_06. 9B22.C4 


o5 . tw 


Method 


TBLASTX : 


Wheat 




Start 


13430 






End . 


29932 






GI 


none 






Score 


239 






Exons 


13430. . 


13504, 29523, 


.29813, 


29524. .29814, 29831 


. .29932 





36175 




Seq. No. 


ODD Jl 




Seq. ID 


OJ990908_06.9B22 


.C4 


Gene No. 


75146 




Strand 






Start 


49063 




End 


52564 




Name 


ujyyuyuo ub.yBZZ.C4 


. oj . tm 


Method 


TBLASTX: Maize 




Start 


zuyou 




End 


21619 




GI 


none 




Score 


138 




Exons 


oAQcn oinoi onoco 

zuyDU . . ziuoi, zuybo 


. . Z 11 oU , 


21151. .21429, 21182. .21430, 






Z I0U0 . . Z 1 bio , ZloZ / 


. . z ibi y 








Seq. No. 


jo j j1 




Seq. ID 


OJ990908_06. 9B22 


. C4 


Gene No. 


75146 




Strand 






Start 


49063 




End 


52564 




Name 


ujyyuyuo ub.ybzz.C4 


. o7 . ts 


Method 


TBLASTX: Soybean 




Start 


ZLOZQ 




End 


22723 






none 




Score 


125 




Exons 


ziozft. . /iiDiy, ziozy 




22360. .22524, 22402 .. 22512 , 






zz bi y . . zz / z 0 










Seq. No. 


36531 




Seq. ' ID 


OJ990908_06.9B22 


.C4 


Gene No. 


75146 




Strand 






Start 


4 y Ubo 




End 


52564 




„.Name„ 






M,eJchcji_,.. 


....TELASXKj..ares.s_.„ 




v St art.... 




„_ - 


End.. 






GI 


none 




Score 


171' 




Exons 


Zz oo4 . . ZZbZ4 , zzbiy 


O O "7 O U 

. . ZZ / zo 








Seq. No. 


oooil 




Seq. ID 


OJ990908_06.9B22 


.C4 


Gene No. 


75146 




Strand 






Start 


49063 




End 


-52564 




Name 


ujyyuyuo ub.ybzz.L3 


. oil . tm 


Method 


TBLASTX: Maize 




Start 


zz Jo / 




End 


22740 




GI 


none 




Score 


198 




Exons 


ZZ Jo / . . ZZ oZ 1 , ZZ3 1 1 


A O C A O 


22408. .22545, 22 619 .. 22723 , 






ZZ bt>4 . . ZZ / 4 U 










Seq. No. 


36531 




Seq. ID 


OJ990908J)6.9B22 


,C4 


Gene No. 


75146 




Strand 






Start 


49063 




End 


52564 




Name 


ujyyuyuo ub.ybzz.L4 


. oZ . tc 


Method 


TBLASTX: Cress 




Start 


O O O "7 A 

Zoo /U 




End 


24499 






none 




Score 


78 




Exons 


ZJo/U..ZJy4l4, zoool 


A *3 A O C 

. .. Zoybo , . 


24017. .24 283, 24 022. .24219, 






Zh oh I . . Z4 4 y y 











beq. no.- 


JboJi. 




: .Seq. ID 


' O'J9909.08_0 6. 9B22- 


.'C4 


Gene ^o . 


75146 




Strand- 






Start 


49063 




End 


52564 




Name 


ujyyuyuo ub.ybzz.L4, 


. oo . ts 


Method 


TBLASTX: Soybean 




Start 


Zoo />U 




End 


24457 




GI 


none . 




Score 


96 




1_J 110 


23870 23944 23884 


24 297 


23887. .23979, 24 002. .24 319, 






24311. .24457, 24313, 


. .24456 








Seq. No. 


36531 




Seq. ID 


OJ990908_06. 9B2-2 


.C4 


Gene No. 


75146 




Strand 






Start 


49063 




End 


52564 




Name 


OJ990908 06.9B22.C4. 


.06. tw 


Method 


TBLASTX: Wheat 





36176 






Start 


24 023 






End 


24283 






GI 


none 






Score 


253 






Exons 


24023. . 


24283, 24070 


. .24228, 


24074 . .24274 






Seq. No. 


36531 






Seq. ID 


OJ990908_06.9B22 


.C4 




Gene No. 


• 75146 






Strand 








Start 


49063 






End 


52564 






Name 


OJ990908 06.9B22.C4 


. 08 . tm 


Method 


TBLASTX: Maize 






Start 


24067 






End 


24469 






GI 


none 






Score 


210 






Exons 


24067. . 


24288, 24089 


O A "5 A A 

. . 24 304, 


24311. .24469 






Seq. No. 


36531 






Seq. ID 


OJ990908_06.9B22 


.C4 




Gene No. 


75146 






Strand 








Start 


49063 






End 


52564 






Name 


OJ990908 06.9B22.C4 


. o2 . tw 


Method 


TBLASTX: Wheat 






Start 


28598 






End 


29015 






GI 


none 






Score 


90 






Exons 


28598 . . 


28975, 28598 


. .29011, 


28713. .29015 






Seq. No. 


36531 






Seq. ID 


OJ990908_06.9B22 


. C4 




„ Gj^ne. Nq , 








..._^tr,a.nd..-._ 








. Start....... .... 


.4 9.06.3 . 




- * 


.,--End, «. 








Name 


OJ99090 


8 06 . 9B22 . C4 


. o5 . tm 


Method 


TBLASTX: Maize 




cn 


Start 


28712 






End 


29233 






GI 


none 






Score 


137 




f =| 


Exons 


28712. . 


29044, 28716 


. .28973, 


29029. .29082, 29053 .. 29139, 




£ . 5 




29102. . 


29233 












Seq. No. 


36531 






Seq. ID 


OJ990908_06.9B22 


,C4 




Gene No. 


75146 






Strand 








Start 


49063 






End 


52564 




5 

f ^ 


Name 


OJ99090 


8_06.9B22.C4 


o7 . tw 


Method 


TBLASTX: Wheat 






Start 


29016 






End 


29233 




' ^ 


GI 


none 






Score 


.58 






Exons 


29016. . 


29108, 29017 


. 29082, 


29096. .29233, 29102.. 29233 




%J 


Seq. No. 


36531 






Seq. ID 


OJ990908_06.9B22 


-C4 


f ^ 


.Gene No. 


75146 






Strand 








Start 


49063 






End 


52564 






Name 


OJ99090 


8_06. 9B22.C4 


06 . tm 


Method 


TBLASTX: Maize 






Start - . 


29242-. 






End. . . 


.50293 . . 






GT" ' ' ' 


' * none 




. .. ... 

- 


* Score 


"34 6" "~ ' 






Exons, 


29242. ^ 


29814, 50090 


. 502 93 










Seq. No. 


■36531 ' 






Seq. ID 


OJ990908_06, 9B22 


.C4 




Gene No. 


75146 






Strand 








Start 


49063 






End 


52564 






Name . f 


OJ990908 06.9B22.C4 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


35716 






End 


36221 . 






GI 


none 






Score 


236 






Exons 


35716. . 


36123, 36147. 


.36221 










Seq. No. 


36531 






Seq.' ID * 


OJ990908_06.9B22 


.C4 




Gene No. 


7514"6 






Strand 








Start 


49063 






End 


52564 






Name 


OJ990908 06.9B22.C4. 


o4 . tm 


Method 


TBLASTX: Maize 





36177 






JJ / JO 




End 


36341 




b± 


none 




Score 


88 




Exons 


OCT CO OCQOQ 1C1C5 
JJ / JO . . J JOZJ, JO/DO. 


. O DOZ D , 


35824. .36123, 35910 .. 36125, 






•>Ol44. . JbZZ/, jbi^y . 


. obZ I / / 


36213. .36341 




Seq. No. 


36531 




Seq. ID 


OJ990908_06. 9B22 


.C4 


Gene No. 


75146 




Strand 






btart 


ft y u oj 




End 


52564 




Name 


ujyyuyuo Ub.ybzz.b4. 


ob . ts 


Method 


TBLASTX : Soybean 




b tar u 


O C Q "3 C 




End 


36332 




bi 


none 




Score 


168 




Exons 




*3 CI 1 T 

. jbll j , 


36162. .36215, 36237.. 36332 




Seq. No. 


ODD Jl 




Seq. ID 


OJ990908_06.9B22 


. C4 


Gene No. 


75146 




Strand 






Start 


49063 




End 


52564 




Name 


ujyyuyuo ub.ynzz.u^. 


Ob . t C 


Method 


TBLASTX: Cress 




start 


Jo y4 y 




End 


36329 




bl 


none 




Score 


129 




Exons 


jj y h y . . jduod , ooyou. 


. oblZ o, 


36147. .36212, 36222 .. 36329, 






JbZZ4 . . jojZo 










~ ~. 

,Se,q,.„. No . . ...... 


. . 3.o.j ol.... ■ v -.. . 


:— - - — • . 


: .,..Seq.._U) „ 


...oa9.9aao:8_D.6..9B22,.£4 


Gene No . 


/ j 1 4 b 




Strand 






• Start 


49063 




End 


52564 




Name 


OJ990908_06.9B22.C4. 


ol . ts 


Method 


TBLASTX: Soybean 




b tar t 


JO / JJ 




End 


52288 




bl 


j j u y z b u 




Score 


597 




Exons 


■OCTlt; QCT/ll 

jb/jj. . j / Z / 1, jb / 4 / . 


. jbybj/ 


36752. .37276, 51958. .52287, 






jiyyu . . jzZo o 










GI Descrip. 












Seq. No. 


36531 




Seq. ID 


OJ990908_06.9B22 


.C4 


Gene No. 


75146 




Strand 






Of -n»f 


4 y u b j 




• End 


52564 




Name 


ujyyuyuo ub.ybzz.U4. 


o5 . tc 


Method 


TBLASTX: Cress 




b tart 


jbo y b 




End 


52287 




bi 


none 




Score 


201 




Exons 


jbo y b . . j / 1 dd, oboy/. 


oil an 
• j / 1 j / , 


52069. .522* 


31 




beq. jno . 


j b j j 1 




Seq. ID 


OJ990908JD6.9B22 


.C4 


Gene No . 


TCI ^ C 

/ j 1 4 b 




Strand 






"Start 


v '4"9063 - " 




End - 


52564-/ \- - ■ 




Name ■ 


OJ990908_06.9B22.C4. 


ol . tw 


Method ' 


TBLASTX: Wheat 




Of a v- 4- - 

b tart 


' *3 C Ci ■ ' ■ * 

jbyjz 




End 


52288* *• - 




C T 
bl 


none * * 




Score 


269 




Exons 


orQ-jo- oinoo *D£ro"D^r 
jby jz . . J /U j J, joyjo. 


■o t o o n 

. o /Zo3, 


37094. .37231, 37326 . .'37373, 






ci ^ qi c *i c n o ci c 

oi4 y / . . oi oyz , jIdzj. 


C 1 CI C 1 

. jlyo / , 


51713. .51802, 51739. .51882, 






CI Qyl O COOQ1 CI QQO 

j i y 4 j . . ozz o / , jiyyz. 


. jZ 1 JZ , 


52193. .522? 


58 




d e q . in o . 


J D J J ± 




Seq. ID 


OJ990908_06.9B22 


.C4 


Gene No. 


75146 




. Strand 






Start 


49063 




End 


52564 




Name 


OJ990908 06.9B22.C4. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


36936 




End 


52287 




GI 


none 




Score 


461 




Exons 


36936.-37376, 36938. 


.37312, 


37086. .37364, 51904 .. 52287 , 





36178 




51980. .52132 



Seq.- No. 


36531 




Seq. ID 


OJ990908_06.9B22 


.C4 


Gene No. 


75146 




Strand 






Start 


49063 




End 


52564 




Name 


OJ990908 06 9B22 C4 


ol . tm 


Method 


TBLASTX: Maize 




Start ' 


37629 _ 




End 


51565 






none 




Score 


317 






37629 37955 37637 


. 37966, 


37964. .38005,. 38027. .38278, 






38028 38294 50936 


.51133, 


51179. .51523, 51216 .. 5134 4 , 






51536 51565 










Seq. No. 


36531 




Seq. ID 


OJ990908_06.9B22 


.C4 


Gene No . 


75146 




Strand 






Start 


49063 




End 


52564 




Name 


OJ990908 06 9B22 C4 


o5 . t s 


Method 


TBLASTX: Soybean 




Start 


37647 _ 




End 


51523 






none 




Score 


225 




R von s 


37647 37955 37730 


. 37876, 


38058. .38336, 50951 .. 51127 , 






51143 51523 










,„S.ejg,,. .No„. 


3.6.53L:„_.„^,., 





_.Sje,q..--I.Q, 




flpriP No 


7514 6 ^ ^ 










Cf orf ■ 
O Lai 1. 


49063 




End • 


52564 . 




Name 


OJ990908 06 9R22 T4 


U J • L. W 


Method 


TBLASTX: Wheat 




J lul L 


37806 _ 




End 


51415 






none 




Score 


71 






37806 37955 38067 


38255 


38070. .38234, 50948 .. 514 15, 






50949. .51062, 51104. 


.51415 








O C ^ • LN • 


36531 




Seq. ID 


OJ990908_06.9B22 


.C4 


OC11C LN W • 


7514 6 




Strand 








4 9063 




End 


52564 




Name 


OJ990908 06 9B22 C4 


o7 . tc 


Method 


TBLASTX: Cress 




Start 


42756 "~ 




End 


42907 




GI 


none 




Score 


126 




Exons .. 


- 42756. .42893, 42757. 


.42903, 


42764 . .42907 




Sea No 


36531 




Seq. ID 


OJ990908_06.9B22 


.C4 


vJCHC LNU • 


7514 6 




Strand 






O Lai L 


4 9063 




End 


52564 




Name - 


OJ990908 06 9R22 P4 


08 r ^ 


Method 


TBLASTX: Soybean 




"Start" " 


v 4 38l8 :: ~ : " ' - 




: ~'-End""* ; 


"44051- 




GI ' 


none ■ 




.. ' Score 






Exbris' 


' 43818; .44051, ' 43845. 


.44042 ' 








tZ) C ^ . LNU • 


36531 


- 


Seq. ID 


OJ990908_06 / 9B2-2 


C4 


uCIlC LNU . 


7 SI 4 6 




Strand 






q r o r -j- 






End 


52564 




Name 


OJ990908 06.9B22.C4. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


43832 




End 


44078 




GI 


none 




Score 


178 




Exons 


43832. .44074, 43833. 


.44078, 


43834. .44010 




Seq. No. 


36531 




Seq. ID 


OJ990908_06.9B22. 


C4 


Gene No. 


75146 




Strand 






Start 


49063 




End 


52564 





36179 




Name 


OJ990908 06.9B22.C4 


.ol. tc 


Method TBLASTX: 


Cress 






A **** 

^ JO J J 




TTr-iH yl £1 yl £5 

tnu 4 o 1 4 o 






P T 


none 




ocore iuj 






Exons 


4 JO JJ . . 4 4 U4 3 , 4j0O4 


A A C\ 1 "3 
. . 4 4 U 1 j , 


yl yl O 1 O A A Cin / /I O 1 "7 
44Z1Z . . 44 O /U, 44Z1/ 


yl yl n l 1 
. .44 /ll, 






4 4 0 4 1. . 4 4 y J U , *i400j 


A A Gil 
. . 4 4 y j 1 , 


/l/lQ^/t yic.n'3'? ylylQQ£ 
4 4 y J 4 . . 4 3 UjZ , 4 4 y y o 


a c. n yl 
. . 4 DU 4 J , 






4 j / j j . . 4 D110 










beq • wo . 


jOjjI 




beq. iu ujyyuyuo 


u d . y dzz 


p yl 
. b4 


Gene No. 


TCI /I C 

/ 3 1 4 0 




Strand ** 






Start 


49063 




End 52564 






Name ■ 


OJ990908_06.9B22.C4 


.o2. ts 


Method TBLASTX: 


Soybean 






AA*\ ^7 

fi *± J. O / 




Hina 4ou ji 






P T 


none. 




bcore zzy 






Exons 


yl yl 1 yl yl 9 1 £ /1/11Q1 
4 4 1 D / . . 44Z1D ? 441^1 


A A R 1 1 
. .44311/ 


yl yl O 1 G /l yl *3 Q n / / 9 9 H 
4 4 Z 1 y . . 4 4 O o U , 44ZZU 


A A ace 
. . 4 4 ODD, 






A A A AH AA1HA AA1&Q 
4 4 4 4/. . 4 4 / U 4 , 4 4 / Oy 


/I /I Q 1 £ 
. . 4 4 o 1 D / 


yl yl Q 9 "3 yl /I Q "3 n A A QO A 
4 4 OZ J . . 4 4 y jU , 44oZ4 


yl yl Q "3 1 
. . 4 4 y O 1 , 






44838 44966 44934 

1 t O JO t • 1 t J U U ^ *1tJJt 










Seq. No. 


36531 




Seq. ID OJ990908 


_06.9B22 


.C4 


Gene No. 


75146 




Strand 








a on & ^ 

4 y U 0 J 




iljnG 3Z0O4 






Name 


ptTQonQnQ n £ q n o 9 p/i 
ujyyuyuo uo.y.bzz.b4 


. oiu . tm 


ixiernou iDiiAbix: 


yiai ze 




..St^Xi-. 


■ yl /I yl / C 
4 4,4 4.3. ... 


7--™--.- 


Enp;^ , tx 4 z_4.._ 


— — - — -~-r- 






- no n e_. . , .J ... - : . a . ... 1 . .1 










Exons 


yl A yl yl C yi yl £ £ £ A A A AO. 
44440. . 4 4 O O 0 , 44440 


yl yl £ £ £ 
. . 4 4 0 O O , 


yl yl R "7 "3 ylylC'7'7 yl yl Q ^3 C 
440/J..44b//, 44ooO 


/I yl Q O /I 

..44 yz 4 




Seq. No. 


36531 




Seq. ID OJ990908 


_06.9B22 


.C4 


Gene No. 


75146 




Strand 






Of arf 


A Odd 
4 !?U D J 










Name 


ujyyuyuo uo.yozz.u4 


. olO . gs 


jxieunoa bbMbLAN 






OLaXL 


4 y u dj 




fcjna o z 1 / u 






bl 


none 




Score . 5 6 






Exons 


4 y U 0 J . . 4 y ooo , DUZJo 


. . 3U4 / / , 


ouyz / . . oi4 jd, oiyji 


. . OZ 1 / U 




beq. no. 






beq. iu ujyyuyub 


U b . yBzz 


. C4 


Gene No. 


75146 




Strand 






Start 


49063 




End 52564 






Name 


OJ990908 06.9B22.C4 


. o 1 0 . np 


Method AAT/NAP 






Start 


50897 




End 52564 






GI 


4234852 




Score 1741 






Exons 


50897. .52564 











GI Descrip. (AF082133) gag-pol polyprotein [Zea mays] 



Seq". No'. 7 


' "36532" • "* 




"""Seq':' ID" 


OJ991118 


_20\ 


9C28.C1 


Gene No. ' 


7.51*4 7 




Strand 


+ 






Start 


"85 ■ 




' End , 


2200. 






Name 


■OJ991118 


_20. 9C28.Cl.oL.gs- 


Method 


* GENS CAN 






Start 


85 




End' 


2200 






GI 


none 




Score 


.89 






Exons 


85. .212, 


418. .661, 758. .850, 


1089. . 1163, 1249. . 


1601 


, 1954. 


Seq. No. 


36532 




Seq. ID 


OJ991118 


_20. 


9C28.C1 


Gene No. 


75147 




Strand 


+ 






Start 


85 




End 


2200 






Name 


OJ991118 


_20.9C28.Cl.ol.gp 


Method 


AAT/GAP 






Start 


556 




End 


1462 






GI 


LIB3434- 


003-P1-K1-F7 


Score 


816 






Exons 


556. . 661 


, 758. .850, 1089. .1163, 1249.. 


1462 







.36180 




GI Descrip. » 2827535/emb | CAA1654 3 . 1 | 1.0e-16 (AL021633) hypothetical protein 
[Arabidopsis thaliana] 1 



Sea No 


36532 






Seq. ID 


OJ991118_20.9C28.C1 


fll p n p> Mo 


75148 






Strand 




Start 


2161 






End 


4477 


Name 


OJ991118 20 


.9C28, 


Cl.ol. tm 


Method 


TBLASTX : Maize 




461 






End 


1341 


VJ J. 


none 






Score 


277 


Rvnnc 


461. .661, 467. .595, 469. .660, 


513. .668, 755. .850, 757. .849, 




1087 1164 


1088. 


.1165, 1122. 


.1166, 1221. .1340, 1249. .1341 


Seq. No. 


36532 






Seq. ID 


OJ991118_20.9C28.C1 


Gene No . 


75148 






Strand 




Start 


2161 






End 


4477 


Name 


OJQQI 11ft 70 


.9C28. 


CI . ol . np 


Method 


AAT/NAP 


Start 


2161 _ 






End 


4477 


GI 


4 4 06773 






Score 


514 


T? von q 


2161 2324 

£. X U X . . .J 4 , 


2658. 


.2955, 3031. 


.3108, 3221. .3305, 3669.. 3803, 




4162 4 477 










GI Descrip 


(AC006836) 


putative AAA-type 


ATPase [Arabidopsis thaliana] .. 






„ . .. t , M , ^_ . 


_ vr „... 


-..Sequin. 


.0.09.91.118^0.. 9£2£L,S3 




7 S 1 4 8 

/ J X 4 O 






Strand 




O Lai L. 


?1 61 

41. X O X 






End 


4477 


Name 


d.tqqi lift ?n 

\JU _7 .7 X X X O 


. 9C28. 


Cl.o2.gs 


Method 


GENSCAN 


u Lai. L 


2632 _ 

£ U J 41. 






End 


3803 


GI 


n o n p> 






Score 


.86 


Exons 


2632. .2955, 


3031. 


.3108, 3221. 


.3317, 3675. .3803 


Q p,pj- Tvjpi 
OCV^ • IN . 


36532 






Seq. ID 


OJ991118_20.9C28.C1 


OC11C LH^J * 


7 SI 4 ft 

/ *J X 4 O 






Strand 




Start 


?1 61 






End 


4477. 


Name 


OJ991118 20 


.9C28. 


Cl.ol. tc 


Method 


TBLASTX: Cress 


Start 


27 67 ~~ 






End 


3814 


GI 


nunc 






Score 


69 


Exons 


?767 2Q46 

1 \J I . . *i, _7 4 U , 


2780. 


.2884, 3034. 


.3108, 3236..3274, 3674. .3814 


O C \^ . L\ L/ • 


36532 






Seq. ID 


OJ991118_20.9C28.C1 




75148 






Strand 




Start 


2161 






End 


447-7 


Name 


OJ991118 20 


-_9C28 . 


Cl.ol.ts , 


Method 


TBLASTX: Soybean . . .-. 


Start" ' r 


"".27-67 " * : 






"End"*"" 


" : 3814 r *-'"" ; ■ 


GI 


none ' 






Score 


67 " 


P 1 von q 


2767. .2946, 


'27 68'. 


.2875, 3034. 


.3108,' 3236. .3274, 3674. .3814 


Seq. No." 


36532 






Seq. ID 


OJ991li8_20._9C28.Cl 


Gene No . 


75148 






Strand 




Start 


2161 






End 


4477 


Name 


OJ991118 20 


. 9C28. 


CI .o2 . tm 


Method 


TBLASTX: Maize 


Start 


2901 






End 


3749 


GI 


none 






Score 


66 


Exons 


2901. .2957, 


2902. 


.2958, 2903. 


.2962, 3010.. 3108, 3011.. 3109, 




3033. .3110, 


3034. 


.3117, 3221. 


.3319, 3222.. 3320, 3674.. 3748, 




3675. .3749, 


3681. 


.3749 






Seq. No. 


36533 






Seq. ID 


OJ991118_20. 9C28.C2 



36181 



Gene No. 75149 Strand 

Start 13142 End 16471 

Name OJ991118_20 . 9C28 . C2 . o2 . gs Method GEN SCAN 

Start 13142 End 16471 

GI none Score .49 

Exons 13142. .13353, 13889 .. 1424 9, 14565 .. 14706, 14793 .. 15015, 
15994. .16471 

Seq. No. 36533 Seq. ID OJ991118_20 . 9C28 . C2 

Gene No. 75149 Strand 

Start 13142 End 16471 

Name OJ991118_20 . 9C28 . C2 . ol . tm Method TBLASTX : Mai ze 

Start 13857 End 15024 

GI none Score 4 9 

Exons 13857. .13898, 13905 .. 13958 , 13925 .. 13960, 13986 .. 14255 , 

13990. .14250, 14021 .. 142 63, 14 562 14 708, 14 562 . . 14708 , 

14 564. .14725, 14566. .14709, 14 775. .14 87 9, 14 792 .. 14 878 , 
14 956. .15024, 14 957. .15022 

Seq. No. 36533 Seq. ID OJ991118_20 . 9C28 . C2 

Gene No. 75149 Strand 

....,„. Start... _ 13112_„. ^ _ . .End 16J71_ :J- 

Name_;._ _ QJ.9.9.U15^2Q . 9.C2& ..CZ.,o.l. np„. . . . _ Me t hod. _ .AAT. /.N AEL . 

lj Start ' 13941 " - " End 16447 

b.3 GI 6587803 Score ■ 581 

fn Exons 13941. .14249, 14565 .. 14706, 14 793 .. 14 87 6, 14 958 .. 15015 , 

*jj 15994.. 16447 

\z GI Descrip. (AC010924) Contains similarity to gi 1112785 DNA-3-methyladenine 

H glycosidase I from Escherichia coli. [Arabidopsis thaliana] 

Q Seq. No. 36533 Seq. ID OJ991118_20 . 9C28 . C2 

fji Gene No. 75149 Strand 

Start 13142 End 16471 

: a Name OJ991118_20 . 9C28 . C2 . ol . ts Method TBLASTX : Soybean 

H Start 13977 ' End 15022 

GI none Score 167 

U Exons 13977. .14255, 14026 .. 14250 , 14 780 . . 14 87'8 , 14 956 .. 15006, 

[j 14957. .15013, 14957.. 15022 

IZ Seq. No. 36533 Seq. ID OJ991118_20 . 9C28 . C2 

U Gene No. 75149 Strand 

Start 13142 ... . . . _ End 16471. .. 

" ' Name ' " " OJ991 118_20 9C28". C2 . olTtc : Method " " "TBL AS TX: Cress"" " * : " : 

Start". ' '14007 - ^ - End • 14246 ' 

GI ' ' none' " . ' ' Score " 127 ' ' " ■ ■ - - - • 

Exons 14007. .14246, 14 016 . .14228 , 14026. .14244 

Seq. No. 36534 Seq. ID OJ991 1 18_20 . 9C28 . C3 

Gene No. 75150 Strand + 

Start 126 End 311 

Name OJ991118_20 . 9C28 . C3 . ol . gs Method GENSCAN 

Start 126 End 311 

GI none Score .77 

Exons 126.. 167, 306.. 311 

Seq. No. 36534 Seq. ID OJ991118_20 . 9C28 . C3 

Gene No. 75151 Strand + 



36182 



Start 


6565 


End 


9700 




Name 


OJ991118 20.9C28.C3.o3.gs 


Method 


GENSCAN 




Start 


6565 


End 


9251 




GI 


none 


Score 


.96 




Rxons 


6565. .6635, 6902. .7100, 8336. .8375, 8727. .9087, 


^ X U / • • J £. J ± 


Seq. No. 


36534 


Seq. ID 


OJ991118_ 


Of) QPOQ p*3 


Gene No . 


75151 


Strand 


+ 




Start 


6565 


End 


9700 




Name 


OJ991118 20. 9C28.C3.o2.np 


Method 


AAT/NAP 




Start 


8714 


End 


9248 




GI 


3122703 


Score 


588 




Rxon s 

J_J £\ \J i 1 


8714. .9087, 9167. .9248 








\J ± ^ O V-' -I- ' • 


60S RIBOSOMAL PROTEIN L23A gi 12641201 


(AF031542) 


J- X kJVj O KJlllCL X 




protein L23a [Fritillaria 


agrestis] 






Seq. No. 


36534 


Seq. ID 


OJ991118 m 


20 9C?ft 

. ^ o • ~> 


Gene No . 


75151 


Strand 


+ 




Start 


6565 


End 


9700 




Name 


OJ991118 20.9C28.C3.o2.gp 


Method 


AAT/GAP 




Start 


8739 


End 


9700 




GI 

^ 


„4 8.P .1 ..JH08l4_. _ 


Score.....*. 


w 1573 .■ 




R von <=; 


...8 7.3.9.,,... 9.0,8.2, ..9.161 97 6<D_. _ 








Dp qrrin 


' 5670155/gbJAFl 612 69. 1 |AF1 61269 4 .0e-i 


36 Oryza sativa subsp. 




japonica BAC clone 34K24, 


complete sequence 1 




Seq. No. 


36534 


Seq. ID 


OJ991118_ 


20.9C28.C3 


Gene No. 


75152 


Strand 


+ 




Start 


15180 


End 


15899 




Name 


OJ991118 20. 9C28.C3.o5.gs 


Method 


GENSCAN 




Start 


15180 


End 


15899 




GI 


none 


Score 


.82 




Exons 


15180. .15323, 154 00. .15629, 15773. .15899 




Qpn NO 


36534 


Seq. ID 


OJ991118_ 


20. 9C28.C3 




75153 ; '*- • 


Strand 






Start 


1623 


End 


5524 




Name 


/OLT991118 20.9C28.C3:o2.gs 


Method 


GENSCAN 




Start 


1623 


End 


5524 




GI 


none 


Score 


.9 




Exons 


1623. .1658, 1912. .2086, 2182. .2378, 3790. .4125, 


4208. .4336, 




4 982. .552.4 









Seq. No. fc 3.§534 -•• ■■• Seq. ID 

Gene No." . *' 75153. ' " " ;'** " Strand 

Start- . - 1623 - End 5524 

Name OJ9'91118_20 . 9C28 . C3 ol . np * Method' ' AAT/NAP 

Start 2151 . End 5518 

GI 6587806 Score 1155; 

Exons 2151.. 2378, 3573.. 3620, 3790.. 4125, 4208.. 4336, 
GI Descrip. 



OJ991118 20:9C28.C3 



4982. .5518 



(AC010924) Contains similarity to gb|M82916 MRS2 protein from 
Saccharomyces cerivisae. ESTs gb|N96043, gb|AI998651, 
gb|AA585850, gb|T42027 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



36534 
75154 



Seq. ID 
Strand 



OJ991118 20.9C28.C3 



36183 




Start 


10113 


End 


13888 


Name 


OJ991118 20.9C28.C3.o4 .gs 


Method 


GENSCAN 


Start 


10113 


End 


13783 


o j- 


n f^n *a 


Score 


. 6 


V von ^ 


inin in?7n io.Q?n 111^ 

X U X X J • . X W <i- 'v/ I U JiL U • ■ X X X _> _) , 


11425. .11479, 12055. .12107, 




1??7? 19610 19797 


12812. .12929, 13186 .. 13201, 




1 ^fiOf) T^fifiQ 1^77? 1?7R^ 






cpcj No 


36534 


Seq. ID 


OJ991118_20. 9C28.C3 


VJC11C IN • 


75154 


Strand 




J Lai L 


10113 


End 


13888 


Name 


OJ991118 20.9C28.C3.o3.np 


Method 


AAT/NAP 


Start 


10896 


End 


13888 


GI 


4584525 


Score 


338 




108 96. . 11078, 11425. . 11479, 


12055. .12107, 12196. .12272, 




12358. .124 93, 12605. .12752, 


12794. .12929, 13096 .. 13201 , 




13600. .13669, 13772. .13888 






OX L/C JOJ it • 


(AL04 9607) protein phosphatase 2C-like 


protein [Arabidopsis 




tnaiiaria j 






JClJ i iNtJ • 


36534 


Seq. ID 


OJ991118_20. 9C28.C3 




. 7.5155,.. 


. Strands. 




Start ., ,. . 


i n o *5 1 


. , End- ... ... 


^17A13„._ _ - 


Name 




Method 


TBLASTX: Cress 




. ^ 1 4 O 


End 


3939 


\J X 


none 


Score 


190 




91/1Q OOTQ O 1 /I Q OT7Q occq 


..3621, 35 


73. .3620, 3784. .3864, 




jodo . . jyjy 






Seq. No. 


36534 


Seq. ID 


OJ991118_20.9C28.C3 


Gene No. 


75155 


Strand 




Start 


i lorii 
1 / Z jI 


End 


17413 


Name 


A7QQ1 1 1 Q OH QpOQ /"> "D _ O j_ „ 

ujyyiiio . yczo . Co . oz . tm 


Method 


TBLASTX: Maize 


Start 


2148 


End 


3855 


GI 


none 


Score 


178 


l_j ^ri. ^ 1 X o 


2148.. 2378, 2148'.. 2378, 2149 


..2379, 2149. .2382, 2228. .2383, 




3559.. 3621, 3573 .. 3620 ,' 3784 


..3855, 3792.. 3854 


Seq. No. 


36534 . 


Seq. ID 


OJ991118_20.9C28.C3 


Gene No. 


75155 


Strand 




Start 


17231 


End 


17413 


Name 


.OJ991118 20. 9C28..C3.o4 .ts 


Method . . 


TBLASTX: Soybean 


Start " 


2259 - 


7 End""- 


■2390 - : 


GI 


' none 


'Score 


84 • " - ■ 


.* „ i 


■2259.;: 238-7, '2260 .;*'2385., ' 226.5* 


. .2390 " 




Qprr Mn 

O ~ ^ • LiU • 


' 36534 


Seq. ID 


OJ991118_20.9C28.C3 


Gene No. 


75155 


Strand 




Start 


17231 


End 


17413 


Name 


OJ991118 20.9C28.C3.o2.ts 


Method 


TBLASTX: Soybean 


O Lai L 


3791 


End 


4264 


GI 


none 


Score 


40 


Exons 


3791. .3826, 3793. .3939, 3813 


..3992, 3814. .3978, 4018. .4128, 




4018. .4128, 4197. .4262, 4205 


. .4264 




Seq. No. 


36534 


Seq. ID 


OJ991118_20.9C28.C3 


Gene No. 


75155 


Strand 





36184 



Start 
Name 
Start 
GI 

Exons 



17231 

OJ991118_20 . 9C28 . C3 . o4 . tm 

3871 

none 

3871. .3939, 3894. .3917, 4018. 
4205. .4285, 4211. .4285 



End 17413 
Method TBLASTX : Mai ze 
End 4285 
Score 41 

.4128, 4042. .4125, 4197. .4283, 



Seq. No. 36534 

Gene No. 75155 

Start 17231 

Name OJ991118_20 . 9C28 . C3 . o3 . tc 

Start 4057 

GI none 

Exons 4057.. 4119, 4057.. 4128, 4197. 
4991. .5053 



Seq. ID OJ991118_20.9C28.C3 
Strand 

End 17413 

Method TBLASTX : Cress 

End 5053 

Score 61 

.4295, 4205. .4330, 4205.. 4339, 



Seq. No. 36534 
Gene No. 75155 
Start 17231 

Name OJ991118__20 . 9C28 . C3 . o3 . tm 

Start 5072 

.GZ r i npne,; , „ „ 

.Exons. .„ 5.072, .3113., 50.72 ,,. 5,1,3.1 .5,09.6.. 

5306. .5404 



Seq. ID OJ991118_20.9C28.C3 
Strand 

End 17413 
Method TBLASTX : Mai ze 
5404 
63 



End 

. i$CQXe_ 

. 524.5.,,.. 5,12.1.. .-52,1&,_5.1.90 ..,_5.38.:U 



Seq. No. 36534 

Gene No. 75155 

Start 17231 

Name OJ991118_20 . 9C28 .C3 . ol . tc 

Start 8724 

GI none 

Exons 8724.. 8792, 8737.. 8811, 8800. 
9165. . 9254 



Seq. ID OJ991118_20.9C28.C3 
Strand 

End 17413 

Method TBLASTX: Cress 

End 9254 

Score 67 

.9093, 8801.. 9088, 9164.. 9253, 



Seq. No. 36534 

Gene No. 75155 

Start 17231' 

Name OJ9911 18_20 . 9C28 . C3 . ol . tm 
Start • 8724 

GI none 

Exons 8724.. 8792, 8725.. 8817, 8803. 

. . 9164. .9256, .9165. ,9254, 9166. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9093, 8804 
.9261 ; . 



OJ991118 20.9C28.C3 



17413 

TBLASTX: Maize 
9261 
125 

9088, 9153.. 9254, 



Seq'. No. 
Gene* No- 1 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



36534 • Seq. ID 

75155 " ' ' .- '. Strand ' 

17231 . ■ -End * 
OJ991118_20. 9C28 ,C3.ol. tw ■' Method 

■8724 End 

none Score 

8724. .8996, 8728. .9024, 8789. .8995 

36534 Seq. ID 

75155 Strand 

17231 End 

OJ991118_20. 9C28.C3.ol.ts Method 

8794 End 

none Score 



OJ991118_20. 9C28.C3, 
17413 

TBLASTX: Wheat 

9024 

333 



OJ991118_20.9C28.C3 
17413 

TBLASTX: Soybean" 

9256 

355 



36185 






Exons 


ft7Q4 QOQ^ ft7QS QOfifl Ql 


..9251, 9164. .9256, 


9165. . 9251 




C /~k \T ^ 

oeq. ln o . 




Seq. ID 


OJ991118 


_20.9C28. 


,C3 




i^ene lno . 


/ 0 ±00 


Strand 










Start 


17231 


End 


17413 








Name 


OJ991118 20.9C28.C3.o2.tw 


Method 


TBLASTX: 


Wheat 






Q-t- a y t" 


Q09S 

_7 U j£ J 


End 


9421 








bl 


none 


Score 


100 










Q09 c i QOQ^ Q096 QOftft Q1 


..9251, 9165.. 9257, 


9166. .9252, 






Q9RR Q9Q0 Q9RR Q9R7 Q9RR 


..9320, 9289.. 9324, 


9290. .9322, 






Q^4S Q^Q? 9^4^ Q^Q? Q?S^ 


. .9421 










oeq. ln o . 




Seq. ID 


OJ991118 


90 QP9fi 
ZU . o . 






Gene No. 


75155 


Strand 










Start 


17231 


End 


17413 








Mam 

LN CHLIC 


OJ991118 20 9C28 C3 o3 ts 


Method 


TBLASTX: 


Soybean 










End 


12698 








none 


Score 


51 








Exons 


19049 19104 1 91 87 1 997^ 


12371. . 12517, 12420 


. . 1Z jUJ/ 








1960^ 196Q9 1 960S 19fiftS 


12605. . 12697, 12609 


1 9fiQfi 

• * 1ZD 




.... 




36534 


_.Seq._XP_ 




90 QP9P 


W A 




r** /~\ m /"\ 


/..pio.o.^ „, «... .... 


S.tra.nd._;.. 










otiar l 


17 9^1 

1 / ZJl 


" End 


17413""' 






i] 


Name 


OJ991118 20.9C28.C3.o5.tm ■ 


Method 


TBLASTX : 


Ma "i t d 
Via. J- c 






Start 


12042 


End 


13876 






f ; = 


C T 


none 


Score 


54 








Ij 1 V /"X (T* 


1 9049 1 91 04 1 91 87 1 997"3 


12371. .12517, 12423 


1 9 RO ? 




rr= 




19£0"3 19£Q9 19£0R 19£Q4 


12605. .12697, 12609 


1 9^Qft 

. . iZU jO, 








1TO09 1^RQ9 1^£M 


13600. .13635, 13746 


1 ^ft 4 1 








1^7 60 1 TfiTfi 

1 J / UU • • 1 JO / O 










fy 


Seq. No. 


36534 


Seq. ID 


OJ991118 


_20.9C28. 


C3 




Gene No. 


75155 


Strand 












17 9^1 


End 


17413 








Name 




Method 


GENSCAN 








O-t- -a r~+" 
OLaiL 


-17 9^1 _ 

./J- 7 Z Jl 


End 


17413 








\J± 


none 


Score • 


.91 






r g 


HiXOilo 


179^1 1741^ 

1/ZJ1..1/41J 












Oct}. LN (J . 


jDjjj 


Seq. ID 


OJ991118 


_20.9C28. 


C4 




Gene No. 


75156 


Strand . 


+ 








Start * 


1 " ' - 


End"'- 7 " 


42067" 








Name 


OJ991118 20.9C28.C4,.o2.np 


Method 


AAT/NAP 








OLaiL 




1 End : ~ " 


42067 










6006359 * 


Score - 


68 








Exons 


1..151, 19877. .19977, 31565. 


.31659", 32231.. 3248 


5, 41959. 


".42067 




USSCiip . 


(AP000559) hypothetical protein [Oryza 


sativa]. 








oeq. LN o . 


36535 


Seq. ID 


OJ991118 


_20.9C28. 


C4 






75156 


Strand 










Start 


1 


End 


42067 








Name 


OJ991118 20.9C28.C4.ol.gp 


Method 


AAT/GAP 








Start 


417 


End 


1633 








GI 


1118 1.R1084 


Score 


2415 








Exons 


417. .1633 












GI Descrip. 


*2239089/emb|CAB06430| 2.0e- 


46 (Z84386) 


anthranilate 





36186 




N-hydroxycinnamoyl /benzoyl transferase [Dianthus caryophyllus] 
>gi_3288180_emb_CAB114 66_ (Z98758) anthranilate 
N-hydroxycinnamoyl/benzoyltransferase [Dianthus caryophyllus] 



O £± /~r Ma 

oeq . ino . 


*5 £ r o. r 




Seq. ID 


OJ991118 


on Qp9 o 




bene ino . 


/DIDO 




Strand 


+ 






o car l. 


1 
X 




End 


42067 






Name 




. oZ . gs 


Method 


GENSCAN 






Start 


10064 




End 


12158 






GI 


none 




Score 


.79 






Exons 


1UU04. . iUl JU, 1UZDD 




10714. .10841, 12037 






oeq . ino . 


J OD JD 




Seq. ID 


OJ991118 


on QP9ft 




bene ino. 


/DIDO 




Strand 


+ 






otart 


1 




End 


42067 






Name 


n tqqi 1 1 Q on Qpop rM 


. o3.gp 


Method 


AAT/GAP 








1j / ZD 




End 


14054 






PT 


3107457 




Score 


470 






Exons 


13726. .14054 












oeq . jno . 


36535 




Seq.' ID 


OJ991118 


_20.9C28 


C4 


jGLene, „Np .... . . 


7515_§_ _ ;-.„ .. . 




_._StrancL-. 










.. ,1 ... _ .„ 




.„.End._ . 


1.42.061..,^ 






Name 


OJ991118 20.9C28.C4 


o5 . gp 


Method 


AAT/GAP 






o car r 


18353 




End 


18644 








69380 1.R1084 




Score 


221 






Exons 


18353. .18497, 18616 


.18644 










GI Descrip. 


'4521194/dbj | AB013613 . 1 | AB013613 6.0e- 


fi u uryza 


sativa DNA, 




centromere sequence 


RCB11' 










beq. no. 


36535 




Seq. ID 


OJ991118 


_20.9C28 


C4 


Gene No . 


75156 




Strand 








b Lai L 


1 




End 


42067 






Name 


OJ991118 20.9C28.C4 


o4 . gs 


Method 


GENSCAN 






Start 


22090 




End 


22740 






GI 


none 




Score. 










22090.. 22740 












beq . ino . 


36535 




Seq. ID 


OJ991118 


_20.9C28. 


C4 


Gene No . 


75156 




Strand 


+ 






btart 


1 




End 


42067 






Name 


OJ991118 20.9C28.C4 


o7 . gs 


. Method 


GENSCAN 






Start' ■ 


"27 622 " ; ~ • - : " 




"End ; ■ ~; 


28383 






GI - 


none ■ r 




Score 


.99' 






Exons 


• '27 622 : :2 8 38 3" 












Seq. No. 


36535 




Seq*. ID 


OJ991118; 


_20.9C28. 


C4 


Gene No. 


75156 




. Strand 


+ 






Start 


1 




End 


42067 






Name 


OJ991118 20.9C28.C4 


o7.gp 


Method 


AAT/GAP 






Start 


27747 




End 


27921 






GI 


.2796588 




Score 


179 






Exons 


27747. .27921 












Seq. No. 


36535 




Seq. ID 


OJ991118 


_20.9C28. 


C4 


Gene No. 


75156 




Strand 


+ 






Start 


1 




End 


42067 







36187 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

..GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq." "No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



OJ991118__20 . 9C28 . C4 . 08 . gs 



Method GENSCAN 



29674 
none 



End 
Score 



37702 
.48 



29674. .29884, 30126 .. 304 13, 31481 .. 31659, 31839 .. 31896, 
32166. .32443, 324 53 .. 32729, 34055 .. 34 423, 34576 ., 347 66, 
34839. .35305, 36314 36693, 37464.. 37702 



Seq. ID OJ991118 20.9C28.C4 



36535 
75156 
1 

OJ991118_20. 9C28.C4 .o4 .np 
34066 
3386534 
34066. .34766, 34839.. 35420 

(AF078934) mariner transposase [Glycine max] 



Strand 
End 

Method 

End 

Score 



+ 

42067 
AAT/NAP 
35420 
980 



36535 Seq. ID 

'75157 Strand 
555 End 
OJ991118_20 . 9C28 . C4 . ol . gs Method 
555 End 

.none ■„ . _Scqre, 

555. ..633, .85.5 ... 1753,^5.28.2 . .570.7 . ' . 



OJ991118_20.9C28.C4 

5950 

GENSCAN 

5707 

..6 



OJ991118 20.9C28.C4 



36535 Seq. ID _ 

75157 Strand 

555 End 5950 

OJ991118_20. 9C28.C4.ol.np Method AAT/NAP 

854 End 5722 

6469032 Score 1174 
854. .1753, 5282. .5722 

(AB035183) N-hydroxycinnamoyl /benzoyl transferase [Ipomoea 
batatas] 

36535 Seq. ID OJ991118_20 . 9C28 . C4 

75157 Strand- 

555 End 5950 

OJ991118_20. 9C28.C4.o2.gp Method AAT / GAP 

5256 ' End 5950 

29544_1.R1084 Score 990 

5256. .5713, 5831. .5950 

V4521194/dbj.| AB013613. 1 IAB013613 6..0e-40 Oryza sativa DNA,__ 

centromere' "sequence RCB11 1 ~ r .- — . - . ■ 



36535 * - ' ' J ".' - : ' t - Seq. ID- 

75158 * • - Strand 

13959 End 
OJ991118_20. 9C28.C4.o3.gs Method 
13959* End 
none Score 



OJ991118_20.9C28.C4 

20688 ■ 
GENSCAN 
20688 
.48 



13959. .14077, 15170 .. 15257 , 17484 .. 17555, 18083 .. 18383, 
18634. .18794, 19000 .. 19050, 20593.. 20688 



36535 
75158 
13959 
OJ991118 



20.9C28.C4.o4.gp 



Seq. ID 

Strand 

End 

Method 



OJ991118_20. 9C28.C4 

20688 
AAT /GAP 



36188 




Start 


15229 




End 


15562 






GI 


3107009 




Score 


138 






DA vllO 


15229. .15321, 15542 


.15562 










7 J_ L-/ O Vw> _1_ _1_ < 


~4 521194 /dbj I AB013613 . 1 1 AB013613 6.0e-40 Oryza sativa DNA, 




centromere sequence 


RCB11 










*_> ~ ^ • l^U • 


36535 




Seq. ID 


OJ991118 


on Qr9fi 


CA 


Gene No. 


75159 - 




Strand 








Start 


23243 




End 


31396 






Name 


OJ991118 20.9C28.C4 


o3 . np 


Method 


AAT/NAP 






Start 


23143 




End 


31396 






GI 


3868853 




Score 


134 






l_l AUi 1 O 


23143. .23422, 25910. 


.25976, 


31239. .31396 






fnT Op ^rri n 

\J -L L> w \w* ^ J- k-/ * 


(AB013853) GPI-anchored protein [Vigna 


radiata] 






Seq. No. 


36535 




Seq. ID 


OJ991118 


on qpOD 


r a 


Gene No. 


75159 




Strand 








Start 






End 


31396 






Name 


OJ991118 20.9C28.C4. 


o5 . gs 


Method 


GENSCAN 






u LuJ. L 


23243 




End 


23951 






GI 


none 




Score 


. 94 








. .232,43. .,23493.,. 23629.. 


, 2.3706,. 


.23.828.. . 2395.1. 




- — - — 


Seq. No. 


36535 




Seq. ID 


OJ991118 


on qpoQ 


CA 


Gene No. 


75159 




Strand 








Start 






End 


31396 






Name 


OJ991118 20.9C28.C4. 


06 . gp 


Method 


AAT/GAP 






Start 


25899 




End 


26780 






O -L 


none 




Score 


1527 






1—i W X 1 


25899. .26322, 26421. 


.26780 










Seq. No. 


36535 




Seq. ID 


OJ991118 


on QpOQ 


CA 


Gene No. 


75159 




Strand 








Start 


23243 




End 


31396 






Name 


OJ991118 20.9C28.C4. 


06 . gs 


Method 


GENSCAN 








26069 


End 


26733 






GI 


none 




Score 


.87 






P. von ^ 


26069. .26322, '-.2S421. 


.26507, 


26625.. 26733 






Seq. No. 


36535 




Seq. ID 


OJ991118 


on QP9R 


. L4 


Gene No. 


75160 




Strand 








Start 


36500 . _■• 




. End 


36852 






Name 


-*OJ"99iri8*20.9C28:C4'. 


o"8 gp " * 


' Method" 


AAT/GAP " 






Start 


36500 




End • . 


36852. ' 






G*I " ' ' 


2427594 * ' 




Score 


665 






R^nns 


36500. .36852- 












Seq. No. 


36535 




Seq. ID 


OJ991118 


_20.9C28 


.C4 


Gene No. 


75161 




Strand 








Start 


41465 




End 


41810 






Name 


OJ991118 20.9C28.C4. 


ol. ts 


Method 


TBLASTX : 


Soybean 




Start 


836 




End 


5710 






GI 


none 




Score 


50 






Exons 


836. .1186, -873. .944, 


881. .1093, 976. .1113, 996. 


. 1187, 





1202. .1480, 1215. .1358, 1520. .1768, 1535. .1756, 1614. .1760, 
5277. .5369, 5309. .5392, 5402. .5527, 5436 .. 5501, 5579. . 5710, 
5583. .5708 



36189 




Seq. No. 


36535 








Seq. ID 


OJ991118_20.9C28 


.C4 


Gene No. 


75161 








Strand 






Start 


41465 








End 


41-810 




Name 


OJ991118 20 


. 9C28 


.C4 .ol 


.tm 


Method 


TBLASTX * Maize 




Start 


848 ~~ 








End 


1553 




GI 


none 








Score 


213 




Exons 


848 . . 1348, 


863. . 


1093, 


993. .1352, 1346. 


.1531. 1350 1478 






1521 . . 1553 














Seq. No. 


36535 








Seq. ID 


OJ991118_20. 9C28 


.C4 


Gene No . 


75161 








Strand 






Start 


41465 








End 


41810 




Name 


OJ991118 20 


. 9C28 


.C4 .o2 


. tc 


Method 


TBLASTX : Cress 




Start 


849 








End 


1165 






none 








Score 


i 1 




Exons 


849. .950, 851. .1165, 8 


54. .1156 






Seq. No. 


36535 








Seq. ID 


OJ991118_20. 9C28 


.C4 


Gene No . 


/ JlOX 








Strand. 






Start 


41465 








End 


41810' 




Name 


- ,..QJ-9aiUS.-2L0, 


...9C28. 


..C4 ,,pjj 




Mejthod . 


TBLASTX: Cress 




Start 


„ 12.02...... _ 




, .... 


. j, 


..End.. , ' 


"..14.9.2 




GI 


none 








Score 


73 




Exons 


1202. .1273, 


1215 


. .1271 


, 1271. 


.1492, 1296.. 1397 




Seq. No. 


36535 








Seq. ID 


OJ991118_20.9C28 


.C4 


Gene No. 










Strand 






Start 


41465 








End 


41810 




Name 


OJ991118 20 


.9C28 


.C4 .ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1535 








End 


5711' 




GI 


none 








Score 


143 




Exons 


1535. .1768, 


1614 


. .1754 


, 5276. 


.5386, 5309.. 5386, 5381. .5527 




5433, .5501, 


5579 


. .5707 


, 5583. 


.5711 






Seq. No. 


36535 








Seq. ID 


OJ991118_20. 9C28 


.C4 


Gene No. 


75161 








Strand 






Start 


41465 








End 


41810 




Name 


OJ991118 20 


. 9C28 


.C4 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1554 








End 


5710 




GI 


none 








Score 


234 




Exons 


1554 . . 1754, 


1556 


. . 1768 


, 1607. 


.1759, 5276.. 5557, 5309.. 5530 




■ ■'. 557 6. . 5710V 


5577 


. .'5708 










Seq. No. ■■ 


' 36535* . 






.« * 


Seq. ID 


OJ991118^20.. 9C28 


.C4 


Gene No . ■ 


75161 • 








Strand 






Start 


41465 








End 


41810 




Name 


OJ991118 20 


. 9C28 


.C4.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


5576 








End 


5710 




GI 


none 








Score 


151 




Exons 


5576. .5710, 


5577 


. .5708 










Seq. No. 


36535 








Seq. ID 


OJ991118_20. 9C28 


.C4 


Gene No. 


75161 








Strand 






Start 


41465 








End 


41810 




Name 


OJ991118 20 


.9C28 


.C4 .o3 


.tm 


Method 


TBLASTX: Maize 




Start 


18344 








End 


18502 





36190 



GI 

Exons 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

..Start.... . 
Name 
Start 
GI 

Exons 



none 



Score 



130 



18344. .18442, 18358 .. 18450, 18359 .. 18445, 184 39 .. 184 98 , 
18445. .18498, 18446. .18502 



36535 
75161 
41465 

OJ991118_20. 9C28.C4 .ol.tw 

34923 

none 



Seq. ID OJ991118_20. 9C28.C4 
Strand 
End 

Method 
End 
Score 



41810 

TBLASTX: Wheat 

35204 

150 



34923. .35087, 34928 .. 35071, 34 932 .. 35093, 35091.. 35204 



36535 
75161 
41465 

OJ991118_20.9C28.C4 .olO.gs 

41465 

none 

41465. .41652, 41698. .41810 

36536 

. JZ5J.&2 : , - _ . . 

. 34.20...._.^„." _ _ 

OJ991118_20. 9C28.C5.o3.gs 

3420 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991118_20.9C28.C4 

41810 
GEN SCAN 
41810 
.51 



3420.. 3473, 3538.. 3883, 3925 
5011. .5135, 5506. .5788, 6463 
8381.. 842L, -8613.. 8700, 8787 
10514. .10990, 11102. .11208, 12335 
1404 0. .14180, 14277. .14370 



Seq. ID 
,-j3t.£aji*cL_ 
.End. 
Method 
End 
Score 
.4273, 
. 6534, 
.9137, 



OJ991118_ 



20.9C28.C.5 



14 37&_.___._ 
GENSCAN 
14370 
.55 

4418. .4622, 4733, 
7359. .7454, 7582. 
9210. .9458, 9997. 
12484, 12632. .12714, 



.4840, 
.7803, 
. 10375, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991118_20.9C28.C5 
+ 



36536 Seq. ID 

75162 Strand 
3420 End 14370 

OJ991118__20 . 9C28 .C5.ol.np Method AAT/NAP 

5642 End 11049 

951453 Score 2847 

5642. .5798, 6463. .6534, 7359. .7454, 7576. .7794, 8381. .8478, 
8613.. 8700, 8787.. 9137, 9210.. 9458, 9997.. 11049 
(M95746) initiation factor (iso)4f p82 subunit [Triticum 
aestivum] ... 



Seq. No. 
.Gene No.' 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



36536 1 - Seq. ID 
75162 ' ■ - ' Strand. 

3420 - End 

OJ991118_20 . 9C28 .C5.ol.gp Method 
10266 End 
9170_1.R1084 Score 
10266. . 11016 

, 322867/pir||A44452 5.0e-78 translation initiation factor eIF-4F 
isozyme form subunit p82 - wheat 1 



OJ9911-18_20.9C28.C5 

+ •'..' 
14370 - • 
AAT/GAP 
11016 
1498 



36536 .Seq. ID 

75162 Strand 

3420 End 

OJ991118 20. 9C28.C5.o2.np Method 



OJ991118_20.9C28.C5 
+ 

14370 
AAT/NAP 



36191 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13189 End 14364 

3452091 Score 331 

13189. . 13354, 14060 14 180, 14277.. 14364 
(AJ004899) rudimentary enhancer [Glycine max] 



36536 Seq. ID 

75163 Strand 

1515 End 

OJ991118_20 . 9C28 . C5 . o2 . gs Method 

1515 End 

none ■ Score 

1515. .1622, 1649. .1715, 1768. .1835 



OJ991118_20.9C28.C5 

1835 
GENSCAN 
1835 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36536 
75164 
14969 

OJ991118_20 
6460 
none 
6460. 
7356. 

JBJ3Z7... 
. 8/7.8,6 .. 
"999*4. 

10122 

10178 

10222 

10456 

11022 

11178 

11226 

11349 



9C28 .C5.ol.tm 



. 6546, 
.7442, 
-842.8*, 
,.£13.9,_ 
. 10122, 
. .10190 
. .10363 
. .10410 
. .10983 
. .11051 
. .11222 
. .11291 
. .11426 



Seq. ID OJ991118_ 
Strand 

End 18757 
Method TBLASTX: 
End 11426 
Score 110 
64 60. .6534, 64 61. .6559, 64 61. .6541, 
7357. .74 52, 758 6. .7804, 7 608. .7841, 

,8,7,8,6, . 9.1.3.3 .92.0.4 .^94,76.,. .92. Q 9,... 9.4.7.2 „. 

9994. .10119, 10047. .10121, 10063. . 
, 10123. .10140, 10127. .10192, 10127 
, 10191. .10298, 10192 
, 10346. .10435, 10368 
, 10513. .10995, 10656 
, 11083. .11154, 11097 
, 11182. .11256, 11212 
, 11231. .11314, 11280. .11345, 11281 
, 11354. .11425, 11367.. 11405 



20.9C28.C5 



Maize 



7356. .7457, 
7609. .7806, 



,10368, 10200 

,10445, 10368 

,10991, 11022 

,11153, 11167 

,11280, 11226 



..9983...JLQ.099,,.. 
10137, 
. .10189, 
. . 10217, 
. . 10427, 
. . 11054, 
. .11232, 
. .11276, 
. .11337, 



Seq. No. 

Gene No. 

Start 

Name 

Start ' 

GI- 

Exons 



36536 
75164 
14969 

OJ991118_20 
8381 
none 
8381. 
8784 . 
9228. 
TO 113 
10170 
10552 



9C28.C5.ol. ts 



8476, 
9137, 
9476, 
.10136 
. 10271 
. 10974 



Seq. ID OJ991118_20.9C28.C5 
Strand 

End 18757 
Method TBLASTX : Soybean 
End 10974 
Score 147 

8488, 8589. .8699, 8614. .8700, 
9139, 8790. .9167, 9227. .9472, 
9994. .10119, 10047. . 10100, .10102 .. 10137 , . 

rdi2l': Vl0168,"-10121. . 10189, .10122V. 10190,' "' r ' 
1*0192. .10272, 10194 . .10271, - 10342 .. 10374 , , 
10656. .10928 "■ " . ' . ^ " •■ 



8386 
8786 



,8478, 8387. 
,9139, 8789. 



Seq. No. 


36536 








' Seq. ID 


OJ991118_20 *9C28. 


.C5 


Gene No. 


75164 








Strand 






Start 


14969 








End 


18757 




Name 


OJ991118 20. 


9C28 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


8617 








End 


8957 




GI 


none 








Score 


107 




Exons 


8617. .8700, 


8619 


. .8702, 


8784 . 


.8957, 8786. .8956 




Seq. No. 


36536 








Seq. ID 


OJ991118_20.9C28. 


■ C5 


Gene No. 


75164 








Strand 






Start 


14969 








End 


18757 





36192 




Name 


OJ991118 20.9C28.C5. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


R9S7 

O .7 «J / 






End 


10272 




ox 


1 i 1 c 






Score 


238 






O _7 «J / . 


9139, 8958. .9137, 9032. .9139, 9224. .9472, 9225.-9476 




9994. 


10119, 10047.. 


10118, 


10069. .10128, 10077. .10124, 






10155 


.10190, 10170. 


. 10193, 


10173. .10259, 10178. .10270, 






10192. 


.10272, 10200. 


. 10271 








O S q • IN U . 


36536 






Seq. ID 


OJ991118_20. 9C28 




Gene No. 


75164 






Strand 






Start 


14969 






End 


18757 




Mamp 


OJ991118 20.9C28.C5. 


ol . tw 


Method 


TBLASTX: Wheat 




O L. dl U 


9380 






End 


10371 - 






none 






Score 


115 




TTvonc 
CjXvJIIo 


9380. . 


9472, 9387. .9476, 9956.. 10189, 9963.. 10190, 9985. 


.10 




10170. 


.10370, 10178. 


■ X VJ J \J _/ , 


10192. .10371 




Seq. No. 


36536 






Seq. ID 


OJ991118_20. 9C28 


PR 


Gene No. 


75164 






Strand 






e-i- -a r +- 
O L CL JL U 


14969 






End 


18757 




Name 


OJ991118 20.9C28.C5. 


o3 . tc 


Method 


TBLASTX: Cress 




_ P J. dl .L 


10552 




-■— — — 


^ &i£L_:;,_ 


.J,0&18 




.W-L - — 


^ ...none. 






Score. , 


.2.6*6... _ .„ 




TP \r /~\ r~i O 


10552. 


".108187 10647. 


1 OP 1 7 








C ^ rr Ma 
O C CJ • IN U • 


36536 






Seq. ID 


OJ991118_20.9C28 


PR 


Gene No. 


75164 






Strand 






Start 


14969 






End 


18757 




LN dilltr 


OJ991118 20.9C28.C5. 


. Lb 


Method 


TBLASTX: Soybean 




OLdlt 


13251 






End 


14363 




(IT 

oi 


none 






Score 


70 




Exons 


13251. 


.13355, 13251. 


. 1 J Jul , 


13252. .13356, 14 038 .. 14181, 






14058. 


.14186, 14079. 




142 65. .14 363, 14278. .14361 




O C q . IN U . 


36536 






Seq. ID 


OJ991118_20.9C28 


PR 


Gene No. 


75164 






Strand 






Start 


14969 






End 


18757 




Name 


OJ991118 20.9C28.C5. 


o4 . tc 


Method 


TBLASTX: Cress 




OLal L 


13261 






. . End 


14361 






none 






Score 


110 






13261. 


.13356, 13266. 


. 13355, 


14038. . 141 


81, 14046. .14180, 






14278. 


.14361, 14295. 


. 14360 








O fcr q * IN O . . 


36536 






Seq. ID 


■OJ991118_20. 9C28 


PR 


Gene No.. 


' 7516.4' 






""' Strand \" 




* 


Start , . v - 


14969 






End ; 


■18757 




Name 


OJ991118 20.9C28.C5. 


o3. tm 


Method 


TBLASTX: Maize 




O L dl L 


14059 






End 


14363 




r- t 

O.L 


none 






Score 


195 




Exons 


14059. 


.14181, 14059. 


. 14181, 


14061. . 141 


86, 14276. .14353, 






14278. 


.14361, 14280. 


.14363 








Seq. No. 


36536 






Seq. ID 


OJ991118_20. 9C28 


.C5 


Gene No. 


75164 






Strand 






Start 


14969 






End 


18757 




Name 


OJ991118 20.9C28.C5. 


o4 . gs 


Method 


GENSCAN 




Start 


14969 






End 


18757 





36193 




n 


none 




Score 


.76 






Exons 


i i c;cpo IRftftR 

X4_70;7. . 1 jDOZ , 1 joO J 




16160. . 16255, 16367 


. . X O OZ 0 , 






1 £799 m QQ n799 

X O / Z Z . . 1 / I jO/ J. / / Z Z 


1 77 Q7 


17931. . 18012, 18356 


1 OOQO 
. . lO J?0/ 






T ft fid ^ 1 ft7 R7 












Seq. No. 


36536 . 




Seq. ID 


OJ991118 


_20.9C28. 


,C5 


Gene No. 


75164 




Strand 










X 4 _7 O .7 




End 


18757 






Name 


DTQQ111R 9D QP9ft PR 


r*i 9 fur 
. OZ . tw 


Method 


TBLASTX: 


wnear. 






x h y yo 




End 


15196 






ry 
bl 


none 




Score 


96 






T w /~\ o 


14 . . X J X 0 4 , X 4 :7 :? .3 


1 R1 Qfi 
. . X D X z? D , 


14994 . . 15191 






o e q . in o . 


jDjjD 




Seq. ID 


OJ991118 


z u . y^z o . 


, LD 




7 R 1 fi4 
/ JXD4 




Strand 








Start 


14969 




End 


18757 






Name 


OJ991118 20.9C28.C5, 


. o 3 . np 


Method 


AAT/NAP 






Of- a >-+- 


15086 




End 


17097 






P T 


6453870 




Score 


1172 






CiXorio 


15086. .15682, 15885. 


. . 16055, 


16160. .16255, 16367 


. .16626, 






16.722. . 17097 














(ACQ1 17 hypothetical pxpJt,eXn_[^r.aMdop,5X$ tb^liAQAl * • 




o e q . in o . 


36536 




Seq. ID 


OJ991118 


^20.9C28~! 




Gene No. 


75164 




Strand 








Start 


14969 




End 


18757 






Name 


OJ991118 20.9C28.C5, 


,o2.tm 


Method 


TBLASTX: 


Maize 




otart 


15228 




End 


16240 






PT 
bl 


none 




Score 


305 






Exons 


15228. . 15680, 15260. 


. . 15610, 


15527. .15685, 15859 


. .16008, 






15885. . 16022, 15912. 


. . 16022, 


16160. .16240 






Seq. No. 


36537 




Seq. ID 


OJ991118 


_20.9C28. 


C7 


Gene No. 


75165 




Strand 


+ 






OLdlL 


400 




End 


710 






Name 


OJ991118 20.9C28.C7. 


, ol . gs 


Method 


GENSCAN 






Cf a v--t- 


400 




•End 


710 






^x 


none 




Score 


.81 






U 1 v /^i Tl o 
Hi A U 1 1 0 


400. .537, 662. .710 












oeq . ino . 


36538 




Seq.' ID 


OJ991118 


_10.9C29. 


CI 


Gene No. 


7 5166 




Strand 








Start . ' 


■ 927 - ; 




' End"'" '- 


"5658 






Name 


OJ9.91118 * 10. 9C29.C1*. 


.Ql.gs 


Method 


GENSCAN 








' .927 




End : 


5658 ' . 






C T 

oX . . . 


• 1 none 




Score . 


.5 • 






L ' y^i 


927.. 1790, 1938. .2025, 2153. 


.2308, 2426.. 4470, 


4855. .4921, 




5546. .5658 












Qpfr Kin 


36538 




Seq. ID 


OJ991118 


_10.9C29. 


CI 


Gene No. 


75166 




Strand 








Start 


927 




End 


5658 






Name- 


OJ991118 10.9C29.C1. 


ol . tw 


. Method 


TBLASTX : 1 


Wheat 




Start 


1356 




End 


2730 






GI 


none 




Score 


55 






Exons 


1356. .1445, 1491. .1541, 1530 


. .1778, 1555. . 1758, 


2314 . .2730, 



2360. .2563 



36194 




Seq. No. 


36538 






Seq. ID 


OJ991118JL0.9C29 


.CI 


fi£>n*=> No 


75166 






O L. X dl 1U 






J Lai L. 








PnH 


jojo 




KF^TTTI^ 
LN alllC 


\JKJ _7 _7 X X X U J-\J i 


9r?9 n o4 


LIU 


Mo t* h nH 


1 0 ±jrio 1 A . L v Jci 1Z6 




Ct-a rt" 


i S36 — 

1 JJU 






PnH 


9m 9 




ox 








OuUic 


■ X O v? 






1 1793 


1^37 17S? 


1 Q?? 








O C • LN ^> . 


36538 






Cp n TP) 


OJ991118_10. 9C29 


.CI 


Gene No . 


75166 






Strand 






Start 


927 






End 


5658 




Name 


OJ991118 10. 


9C29.Cl.ol. 


gp 


Method 


AAT/GAP 




Start 


1794 






End 


1874 




oX 


LIB3477-003- 


■P1-K1-E9 




Score 


82 




P von 


1794. .1874 












(~1 T np^rri n 

OX L/C O ^X X • 


f 24 98586/sp|Q40638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 












Seq. No. 


36538 






Seq.' ID 


OJ99ill8_10.9C29 


.CI ' 


Gene_No,. 








..Strand" 








a.2.7.„. ., 






..End 


^. 565&. „ 




Name 


OJ991118' 10. 


'9C29.C1 .ol* 


np 


Method 


AAT/NAP 




91-^ rh 

u Ldl L 


2281 






End 


4632 




o X 


5911167 






Score 


1502 




P von ^ 


2281. .4632 












ox ucoLiip . 


(AF136221) putative transposase protein [Zea mays] 




Seq. No. 


36538 






Seq. ID 


•OJ991118_10.9C29 


.CI 




75166 






Strand 






J Lai L 


927 






End 


5658 




N^m^ 
in cmie 


OJ991118 10. 


9C29.Cl.ol. 


tm 


Method 


TBLASTX: Maize 




A rt- 
o L. ax u 


2371 






End 


2866 




ox 


none 






Score 


391 




P von q 


2371. .2865, 


2372. .2866 










Seq. No. 


36538 






Seq. ID 


OJ991118_10.9C29 


.CI 


fjpnp No 


75166 






Strand 








927 






End 


5658 




Name 


OJ991118 10. 


9C29.Cl.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2419 . 






End 


2808 






none' ~ ~ 






Score • 


138 




F 1 von q 


. 2419. ".26.61, 


242.0. .2614, 


2674 . 


.2808, 2696. .2776 / 




Seq. -No. 


36538 . • — 






S^q. ID 


,OJ991118_10. 9C29 


.CI . 


Cpnp No 


•75166 






Strand 






O Ldl L 


927 - 






End 


5658 




IN CI III C 


OJ991118 10. 


9C29.Cl.o3. 


tm 


Method 


TBLASTX : Maize 




OLal L 


2896 






End 


3358 




GI 


none 






Score 


151 




Exons 


2896. .3123, 


2899. .3057, 


3098. 


3358, 3106.. 3357, 3140. .3358 


Seq. No. 


36538 






Seq. ID 


OJ991118__10.9C29 


CI 


Gene No. 


75166 






Strand 






Start 


927 






End 


5658 




Name 


OJ991118 10. 


9C29.Cl.o2. 


tw 


Method 


TBLASTX: Wheat 





36195 



Start 










End 


o 1 1 4 






none 








Score 


1UZ 




Exons 


Dfi / D . . J / DU/ 


ODIh . 


. D / / 4 










Seq. No. 


JDDJO 








Seq. ID 


OJ991118 


_10 . 9C29 . CI 


Gene No. 


75166 








Strand 






Start 


927 








End 


5658 




Naine 


r\ tqqi 1 1 q in 
uj y y 1 1 1 o j.u 


Qr*o Q 

. ytz y . 


bl . OZ . 


4- m 

tn 


Method 


TBLASTX : 


Mai ze 


Start 


jj 1 4 








End 


3982 




bl 


none 








Score 


188 




Exons 


dd 1 4 . . d o i o , 


^ e. 1 yi 
DDI 4 . 


^ Q "3 1 
. DO Dl , 


jjIj 


..3820, 3823.. 3981, 


oozy . . d y 7 d , 


















Seq. No. 


36538 








Seq. ID 


OJ991118 


_10.9C29.C1 


Gene No. 


75166 








Strand 






o tar l 


:?Z / 








End 


5658 




Name 


uj y y 1 1 1 o iu 


. ybz y . 


r* 1 /-v i 
bl . Ol . 


tc 


Method 


TBLASTX: 


Cress 


Start 


odd y 








End 


3894 




bl 


none 








Score 


52 




Exons 




DOl / . 


. "3 "7 1 O 
. D / 1 Z , 


d / y 4 


..3892, 3802.. 3894 




.$.ejq.wNQ... 










" " 


-„S.eq.-_I,D _ 


^QJ9.9JU.8 




,G.ene^ Ho. 


,...7.5.166.™ 








Strands -. 






Start 


927 








End 


5658 




Name 


H TQQ1 1 1 (3 in 

ud yyiiio iu 


. ybz y . 


bl . OZ . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


Db4 1 








End 


4026 




bl 


none 








Score 


66 




Exons 


jd4 1 . . j/JU/ 


jd4 J. 


. j/oU, 


d / y y 


..3882, 3802. .3885, 


d9zd . .4 026, 




d y z o . . 4u^4 














Seq. No. 


36538 








Seq. ID 


OJ991118 


_10.9C29.C1 


Gene No. 


75166 








Strand 






, yf 

brart: 


yz / 








End 


5658 




Name 


r\ tq qi i 1 o in 

ujyyiiio iu 


. ybz y . 


bl . Oo . 


tw 


Method 


TBLASTX : 


Wheat 


b tart 


D / O / 








End 


4065 




bl 


none 








Score 


85 




Exons 


TTQ1 OQnn 


d y i d . 


/i n a c. 


d y z y 


. .4054 






Seq. No. 


• 36539 








Seq. ID 


OJ.991118 


_10.9C29.C2 


Gene No. 


75167 








Strand 


+ 






^ e* e: a 
odd y 








End 


5561 




Name . . 


ATQQ1 1 1 O in 

(j j yyiiio iu, 


. ybz y . 


bz . OZ . 




Method.. 


GENSCAN - 




btart 


jj d y 








• 'End ■ ■■■ 


5561 




C T 
bl 


none 








■ Score * 


.68 




Exoijs 


odd y . . o y Id , 


/I 1 EL £ ■ 

4 1 D b . 


. 4dd / , 


•h on "? 
DUU / 


..5111, 537 9.. 5561' 




Seq. No. 


36539 ' 








Seq. ID 


OJ991118 


_10. 9C29.C2 


Gene No. 


75168 








Strand 


+ 




btart 


o U 4 Z 








End 


8746 




Name 


ojyyiiit! io, 


. ybz y . 


C2 . o4 . 


gs 


Method 


GENSCAN 




btart 


oU4 z 








End 


8746 




GI 


none 








Score 


.98 




Exons 


. 8042. .8746 














Seq. No. 


36539 








Seq. ID 


OJ991118 


_10. 9C2 9.C2 


Gene No. 


75169 








Strand 






Start 


6271 








End 


7130 





36196 




Name 


OJ991118 10. 9C29.C2.o3.gs 


Method 


GEN SCAN 








Start 


6271 ~" 


End 


6952 








GI 


none 


Score 


. 94 








Exons 


6271 . . 6308, 6877 . . 6952 












Seq. No. 


36539 


Seq. ID 


OJ991118 


10 . 


9C29, 


. C2 


Gene No. 


75169 


Strand 










Start 


6271 


End 


7130 








Name 


OJ991118 10.9C29.C2.ol.gp 


Method 


AAT/GAP 








Start 


6749 


End 


7130 








GI 


uC-osflcyp033a04bl 


Score 


699 








Exons 


6749. .7130 












GI Descrip. 


1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


■59 Orvza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


36539 


Seq. ID 


OJ991118 


_10. 


9C29 , 


. C2 


Gene No. 


75170 


Strand 










Start 


9202 


End 


13635 








Name 


OJ991118 10.9C29.C2.o5.gs 


Method 


GENSCAN 








Start 


9202 


End 


13470 








GI 


none 


Score 


.81 








Exons 


92.02.^99.96./. . 1.Q1.2 6., ,.,1-3.570. 




... ... r . „, 






■ "■ 


Sea No. 


36539*" ' " " 


Seq. * ID 


OJ991118 






. C2 


Gene No. 


75170 


Strand 










Start 


9202 


End 


13635 








Name 


OJ991118 10.9C29.C2.ol.np 


Method 


AAT/NAP 








Start 


• 920.5 


End 


13635 








GI 


4680179 


Score 


5322 * 








Exons 


9205. .13635 












GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


36539 


Seq. ID 


OJ991118 


_10. 


9C29. 


.C2 


Gene No. 


75171 


Strand 










Start 


13882 


End 


17690 








Name 


OJ991118 10.9C29.C2.o6.gs 


Method 


GENSCAN 








Start 


13882 


End 


17690 








GI 


none 


Score 


.47 








Exons 


13882. .14480, 14-630 14690, 17085.. 17690 








Seq. No. 


36539 


Seq. ID 


OJ991118 


_10. 


9C29. 


,C2 


Gene No . 


75171. 


Strand . 










Start 


13882 • • 


End 


"17690 








Name " ■ 


• OJ991118-10.9C29.C2.o2.gp 


Method 


'AAT/GAP " 








Start ■ " ' ' 


15859 . . ' . • ' 


End \ . 


.1624 0 








GI " - 


uC-osfloyp(U3a04bl - . \ ■ ■• 


Score 


663 - ■■■ 








Exons 


15859.. 16240 ' 












GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




QNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


36539 


Seq. ID 


OJ991118 


_10. 


9C29. 


C2 


Gene No. 


75172 


Strand 










Start 


19424 


End 


21142 








Name 


OJ991118 10.9C29.C2.o7.gs 


Method 


GENSCAN 








Start 


19424 


End 


21142 








GI 


none 


Score 


.5 









Exons 19424 .. 19627, 19956 .. 204 28 , 20551.. 21142 



36197 



Seq. No. 36539 

Gene No. 75173 

Start 21247 

Name OJ991118_10 . 9C29 . C2 . olO . tw 

Start 4206 

GI none 
Exons 



Seq. ID OJ991118_10.9C29.C2 



Strand 
-End 
Method 
End 
Score 



22461 

TBLASTX: Wheat 

5516 

89 



4206. .4319, 4217. .4309, 4298. .4411, 4299. .4409, 5370. .5516 



Seq. No. 36539 Seq. ID 

Gene No. 75173 Strand 

Start 21247 End 

Name OJ991118_10 . 9C29 . C2. 06 . tw Method 

Start 9250 End 

GI none Score 
Exons 



OJ991118_10.9C29.C2 
22461 

TBLASTX: Wheat 

9583 

111 



9250. .9582, 9271. .9579, 9314. .9583 



Seq. No. 36539 

Gene No. 75173 

Start 21247 

Name OJ991 118_10 . 9C29 . C2 . ol . tm 

_ S.tar.t... 9.A.3 _ 

__GJ._ ^ .npixe. .„.....->...,_ ■ 

Exons 



Seq. ID OJ991118_10.9C29.C2 
Strand 
End 

Method 
_Enci; 

jS.aorjel... 



22461 

TBLASTX: Maize 
JLQ.Q2.9. ; 



9430.. 9870, 9446.. .9868, 9868. .10029, 9875.. 10021 





Seq. No. 


36539 






Seq. ID 


OJ991118_10.9C29. 


C2 




Gene No. 


75173 






Strand 






i y 


Start 


21247 






End 


22461 






Name 


OJ991118 10. 


9C29.C2 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


9583 






End 


10209 






GI 


none 






Score 


71 




F I z 

i Li 


Exons 


9583. .10209, 


9586. . 


9837, 9695.. 10153 








Seq. No. 


36539 






Seq. ID 


OJ991118_10.9C29. 


C2 




Gene No. 


75173 






Strand 








Start 


21247 






End 


22461 






Name 


OJ991118 10. 


9C29.C2 


,o4 . tm 


Method- 


TBLASTX: Maize 






Start 


10078 






End 


10370 






GI 


none 






Score 


208 






Exons 


10078. .10368 


, 10082 


. .10369, 


10209.. 10370 






Seq. No.. 


36539 






Seq. ID 


OJ991118_10. 9C29. 


C2 




Gene No. . 


75173 






Strand ' 








Start 


21247 






- End " ' 


22461 ' ;■" \ 






Name*. 


: oj 9 91 ii 8- rov 


9C29.C2 


. o 2 . ts~ 


■Method 


TBLASTX : Soybean 






•Start . - 


. 10168 . 






.End ■ * - 


10428 . 






GI 


none 






Score 


148 






Exons 


10168. .10428 


, 10169 


. . 10423 










Seq. No. 


36539 






Seq. ID 


OJ991118JL0. 9C29. 


C2 




Gene No. 


75173 






Strand 








Start 


21247 






End 


22461 






Name 


OJ991118 10. 


9C29.C2 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


10192 






End 


10509 






GI 


none 






Score 


85 






Exons 


10192. .10335 


, 10193 


. .10333, 


10336. .10509 





36198 




Seq. No. 


36539 






Seq. ID 


OJ991118_10.9C29 


,C2 


Gene No. 


75173 






Strand 






Of rs y+- 


21247 






FnH 


00 A fil 




Name 


OJ991118 10.9C29.C2. 


aO r ur 
\J£. • L W 


l v Jc LX1UU. 


TRT.A9TX * Whta^l- 




C+- a r-+- 


' 10216 






ZtLlKJ. 


1U / O J 






none 












Exons 


10216. . 


10779, 10217. 


. J. \J f o o 








Seq. No. 


36539 






Seq. ID 


OJ991118_10.9C29 


C2 


Gene No. 


75173 






Strand 






Q+- a r-f- 
OLdl L 


21247 






End 


22461 




Name 


OJ991118 10.9C29.C2. 


o^ • tm 


Method 


TBLASTX : Maize 






10774 






End 


11137 




ct 


none 






Score 


172 




rynn ^ 

Hi J\.\J 1 10 


10774. . 


11136, 10783. 


. 11136, 


10787. .11137 




Seq. No. 


36539 






Seq. ID 


OJ991118_10.9C29 


C2 


Gene No. 


75173 






Strand 






Q+- a r-t- 
jldl L 


21247 






End 


22461 




Name 


OJ991118 10.9C29.C2. 


o3 . tw 


Method 


TBLASTX: Wheat 




OLdl L 


10786 






End 


11209 






_ .none. 






Sc,qt _e_ 


345 




TP v /*s o 


.......107.8.6..... 


.1.1 2.0.8.,_ 1JD.Z8 7/.../1 1,17.6 , . 


,1 .0.8.2.6 .,1.12.0,9. ;„ ... „ . 


_ 


Seq. No. 


36539 






Seq. ID 


OJ991118_10. 9C29 


C2 


Gene No. 


75173 






Strand 








21247 






End 


22461 




Name 


OJ991118 10.9C29.C2. 


o3 . ts 


Method 


TBLASTX: Soybean 




Of a v-f- 


10957 






End 


11202 




fix 


none 






Score 


100 






10957. . 


11202, 10958. 


.11200 








o e q . IN O . 


36539 






Seq. ID 


OJ991118_10. 9C29 


CO 


Gene No. 


75173 






Strand 






Start 


21247 






. End 


22461 




Name 


OJ991118 10.9C29.C2. 


o3. tm 


Method 


TBLASTX: Maize 




oiait 


11173 






End 


11673 






none 






Score 


. 50 




Exons 


11173. . 


11487, 11216. 


.11266, 


11294 . . 11347, 114 94 .. 11673, 






11546. . 


11665 










Seq.. No. . 


36539 






Seq. ID 


OJ991118_10. 9C29 


C2. 


Gene No. 


7 517 3 






Strand" 






»p L. a. I. L. 


. 2124 7 






' End ' 


•'224 61 • \ - 




Name 


■ .OJ991L1 


8_10.9C29:C2. 


b5.tw 


Method 


tblastx: wheat l • 






. ■1121.5 






.End 


■•li5ll■■ 






none 






Score 


260" 




T7 1 v t~i o 


11215. . 


11511, 11225. 


.11509 








o e q . in o . 


36539 






Seq. ID 


OJ991118__10. 9C29. 


CO 


Gene No . 


75173 






Strand 






Start 


21247 






End 


22461 




Name 


OJ991118 10.9C29.C2. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


11224 






End 


11619 




GI 


none 






Score 


184 




Exons 


11224. . 


11583, 11225. 


.11515, 


11546. .11590, 11587. .11619, 






11591. . 


11617 











36199 



Seq. No. 36539 

Gene No. 75173 

Start 21247 

Name 0J9 91 1 1 8_1 0 . 9C2 9 . C2 . o4 . tw 

Start 11560 

GI none 

Exons 11560. .11937, 11603 .. 1204 6, 



Seq. ID OJ991118_10.9C29.C2 
Strand 

End 22461 

Method TBLASTX : Wheat 

End 12046 

Score 258 
11992. .12042 



Seq. No. 36539 

Gene No. 75173 

Start 21247 

Name OJ991118_10 . 9C2 9 . C2 . o5 . tm 

Start 11741 

GI none 

Exons 11741. .12031, 11743.. 12030 



Seq. ID OJ991118_10;9C29.C2 
Strand 

End 22461 

Method TBLASTX : Mai ze 

End 12031 

Score 185 



Seq. No. 36539 
Gene No. 75173 
Start 21247 

Name OJ991118_10 . 9C29 . C2 . 08 . tw 
. Ska r ±_ ; UlAZ. „ . _ „ - „.;, ; 

Exons 12142. . 12183, 12211 .. 12324 , 

12371.. 12544 



Seq. ID OJ991118_10. 9C29.C2 
Strand 

End 22461 

Method TBLASTX: Wheat 

_End„_ 12$„4J_ 

_,'.. S.corel^ .^J6£L,. 
12212. .12325, 12370. .12543, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene "No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



36539 
75173 
21247 

OJ991118_10 . 9C29 . C2 . o7 . tm 

12260 

none 

12260. .12352, 12262. .12537, 

36539 
75173 
21247 

OJ991118_10 . 9C2 9 . C2 . o7 . tw 

12808 

none 

12808. . 13158, 12 965. . 13159, 
20684 . .20812 ....... 

"36539 •■ 
.75173 • '• 
21247 \ ■ 

OJ991118_10 . 9C2 9 . C2 . 06 . tm' 

12853 

none 

12853. .13158, 13028 .. 13144, 

36539 
75173 
21247 

OJ991 1 18_10 . 9C2 9 . C2 . o9 . tw 

13193 

none 



Seq. ID OJ991118_10. 9C29.C2 
Strand 

End 22461 

Method TBLASTX : Mai ze 

End 12538 

Score 4 6 
12446. . 12538 

Seq. ID OJ991118_10. 9C29.C2 
Strand 

End 22461 

Method TBLASTX : Wheat 

End 20812 

Score 109 
20516. .20812, 20631 .. 20801 , 



' . "Se*q:/"ID ■■ OJ991118 L 10. 9C29.C2 

Strand' ' ' - - : 

. End -'224 61' ■ 

Method TBLASTX: Maize ' 

End 20812 

Score 87 
20513. .20812, 20709.. 20801 

Seq. ID OJ991118_10. 9C29.C2 
Strand 

End 224 61 

Method TBLASTX : Wheat 
End 21049 
Score 105 



36200 




Exons 


13193 13390. 13195 13392 


13405. .13452, 20822 


. .20842, 






20850 .21038, 20852 21049 












Seq. No. 


36539 


Seq. ID 


OJ991118 


_10 


. 9C29 


.C2 


Gene No. 


75173 


Strand 










Start 


21247 


End 


22461 








Name 


OJ991118 10 9C29 C2 08 as 


Method 


GENSCAN 








Start 


21247 ~~ 


End 


22461 








GI 


none 


Score 


. 66 








Exons 


21247 22461 












Sea No 


36540 


Seq. ID 


OJ991118 


_10, 


. 9C29 


C3 


Gene No. 


75174 


Strand 


+ 








Start 


1 


End 


1117 








Name 


OJ991118 10.9C29.C3.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1117 








GI 


4680186 


Score 


95 








Exon s 


1..29, 1057. .1117 












\J _L J_^r O J- / * 


(AF111709) unknown [Oryza sativa subsp 


i ndi ra 1 








Seq. No. 


36540 


Seq. ID 


OJ991118 


_10. 


. 9C29 




Gene No . 


, .7.5.175. 


_Strand,_. 










.,,St-ar.t. ■S^.. ', 


. j„ox .. ... , 












Name 


OJ991118 10. 9C29.C3.ol.gp 


Method 


AAT /GAP 








Start 


807 ■ 


End 


1117 








GI 


uC-osflcyp033a04bl 


Score 


557 








TT von S 


807. .1117 












GIT Dp«5pr i n 


■ 601684 5/dbj | AP000570 . 1 | AP00057 0 3 . Oe- 




sativa genoi 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


36541 


Seq. ID 


OJ991118 


_10. 


,9C29 


.C4 


Gene No. 


75176 


Strand 


+ 








Start 


1200 


End 


10482 








Name 


OJ991118 10..9C29.C4.ol.np 


Method 


AAT/NAP 








Start 


1200 


End 


10482 








GI 


5902445 


Score 


2892 








Exons 


1200. .1893, 8056. .9197, 9237 


. .10482 










GI Descrip . 


(AB030283) ' GAG- POL precursor 


[Oryza sativa] 








Seq. No. 


36541 


Seq. ID 


OJ991118 : 


_10. 


9C29. 


.G4 


Gene No. 


75176 


Strand 


+ 








Start 


1200 ..... 


End 


10482 








" Name 


" 0 J9 9 1 1 18 ' 1 0 '9C29 ;CA . "63 : gs"- - - 


Method- 


GENSCAN 








Start 


_ 7656 ' - • • . - ■ •■ - ; • • 


■ End 


10444- 








GI' " 


none . ' . . - ' 


Score 


.-7' * - 








Exons 


7656.. .9883, .9922-. ..104.4 4 












Sea No 


36541 


Seq. ID 


OJ991118_ 


_10. 


9C29. 


,C4 


Gene No.- 


75177 


Strand 


+ 








Start 


15773 


End 


30816 








Name 


OJ991118 10.9C29.C4.o5.np 


Method 


AAT/NAP 








Start 


15773 


End 


30816 








GI 


6721512 


Score 


54 








Exons 


15773. .15808/ 17463. .17619, 


30764. .308T6- * 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


36541 


Seq. ID 


OJ991118_ 


_10. 


9C29. 


,C4 



36201 



Gene No. 


75177 




Strand 


+ 






Start 


15773 




End 


30816 






Name 


OJ991118 10 . 9C29. C4 . 


06 . gs 


Method 


GENSCAN 






Start 


21148 _ 




End 


28486 






GI 


none 




Score 


.59 






Exons 


21148. .21272, 24936. 


. 24995, 


27390. .27512, 27524. 


. 27597 , 






27716 27802 28356 


.28486 










Seq. No. 


36541 




Seq. ID 


OJ991118_ 


10 . 9C29 , 




Gene No. 


75177 




Strand 


+ 






Start 


15773 




End 


30816 






Name 


OJ991118 10. 9C2 9.C4 . 


06 . np 


Method 


AAT/NAP 






Start 


29214 ~~ 




End 


30816 






GI 


6478936 




Score 


592 






Exons 


29214. .29306, 29828. 


.29982, 


30277. .30664, 30753. 


.30816 




GI Descrip. 


(AC0114 36) putative 


laccase 


[Arabidopsis thaliana] 




Seq. No. 


36541 




Seq. ID 


OJ991118_ 


10.9C29. 


■ C4 


Gene No. 


75177 




Strand 


+ 






Start 


15773 




End 


30816 






Name 


OJ991118 10 9C29 C4 


o7 . gs 


Method 


GENSCAN 






Start 


29217 ' ~~ 


7' " ~ * " 


_..End___ . 


.J3Q75S 






JGI, 








-~Z5_... 






1—1 *\ UllO 


29217 29306 29828 


.29982, 


30277. .30656, 30742. 


"730758"" 




Sea No 


36541 




Seq. ID 


OJ991118_ 


10.9C29. 




Gene No. 


75178 




Strand 








Start 


11099 




End 


15068 






Name 


OJ991118 10.9C29.C4. 


o4 . gs 


Method 


GENSCAN 






Start 


11099 




End 


14139 






GI 


none 




Score 


.47 






Exons 


11099. .11458, 11525. 


.11624, 


11696. .11841, 12018. 


.12648, 






12827. .12885, 12955. 


.13104, 


13177. .13340, 13542. 


.14139 





Seq. No. 36541 

Gene No. 75178 

Start 11099 

Name OJ991118_10 . 9C29 . C4 . o2 . np 

Start 11976 

GI 6721561 

Exons 11976. . 12741, 12827 12885, 
GI Descrip. 



OJ991118 10.9C29.C4 



Seq. ID _ 
Strand 

.End 15068 
Method AAT/NAP'. 
End 14180 
Score 1017 
12955. .13149, 14113. .14180 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
"predicted gene". ; hypothetical" protein ■ [Oryza' sativa] - : ~ 
;gi |68I5086JdbjTBAA90372.1| (AP00108I) EST AU082058 (C12976). 
corresponds' to a "region of. the predicted gene . ; hypothetical 
protein [Oryza sativa}" ' • 



Seq. No. 36541 Seq. ID OJ991 1 18_10 . 9C2 9 . C4 

Gene No. 75178 Strand 

Start 11099 End 15068 

Name OJ991118_10 . 9C29 . C4 . o3 . np Method AAT/NAP 

Start 12094 End 14139 

GI 6721558 Score 265 

Exons 12094. .12276, 13191 .. 13340, 14040.. 14139 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 |dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



36202 



Seq. No. 


36541 


Seq. ID 


OJ991118_10.9C29.C4 


Gene No. 


75178 


Strand 




Start 


11099 


End 


15068 


Name 


OJ991118 10.9C29.C4.o4.np 


Method 


AAT/NAP 


Start 


13350 


End 


15068 


GI 


6721512 


Score 


79 


R v o n ^ 


13350. . 13437, 14774 .. 14 938 , 14966. .15068 




(AP001072) hypothetical protein [Oryza 


iva 1 


Seq. No. . 


_? \J *J *i -L 


Seq. ID 


OJ991118 10 9C29 C4 


Gene No. 


75179 


Strand 




Start 


16481 


End 


17421 


Name 


OJ991118 10.9C29.C4.o3.tw 


Method 


TBLASTX: Wheat 


Of vf 

o tar z 


502 


End 


7220 


GI 


none 


Score 


131 




502. .675, 510. .683, 717. .962, 


719. .943 


, 6765.-6947, 6773. .6946, 




6984. .7220, 6986. .7210 






Seq. No. 


36541 


Seq. ID 


OJ991118_10. 9C29.C4 


fipnp No 


75179. " . ' 


Strand 




Start 


16481 


...End. _ 


17421 


Name 


.. .QJ.9. 9.11 1.8..1.Q ..9Q29, C4.,jpJ......tw,„_.., 


,_.Me.th,od„_. 


JTBJLAS TX: Wh.eja t „ _ 


Start 


1146 


End 


7868 


GI 


none 


Score 


492 


DAU11D 


1146. .1598, 1149. .1601, 1154. 


.1600, 7412. .7867, 7413. .7868 


Seq. No. 


36541 


Seq. ID 


OJ991118_10. 9C29.C4 




75179 


Strand 




Start 


16481 


End 


17421 


Name 


OJ991118 10.9C29.C4.o4.ts 


Method 


TBLASTX: Soybean 


Start 


1185 


End 


7817 


GI 


none 


Score 


109 


i_> ./v \y 110 


1185. .1409, 1416. .1550, 7452. 


.7676, 7683.. 7817 


Seq. No. 


36541 • 


Seq. ID 


OJ991118_10.9C29.C4 


Gpnp No 


75179 


Strand 




Start 


16481' 


End 


17421 


Name 


OJ991118 10.9C29.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


1275 


End 


7882 


GI 


none 


Score 


387 


i_J UllO 


1275. .1631, 1317.. 15_80, 1337. 


.1621, 7542.. 78.68, 7604.. 7882 


Seq'. - No-.- ; " 


36541 - ' • ' • ' .• - • : • 


Seq. ID 


OJ991118_10. 9C29.C4 


Gene No 


75179 


Strand* 




Start " ■ 


-16481. - 


End 


'17421- 


Name 


OJ991118 10.9C29.C4.o3.tm 


Method 


TBLASTX: Maize 


Start 


1659 


End 


8204 


GI 


none 


Score 


292 




1659. .2042, 1709. .2038, 7926. 


.8204, 7976.. 8203 


Seq. No. 


36541 


Seq. ID 


OJ991118_10.9C29.C4 


Gene No. 


75179 


Strand 




Start 


16481 


End 


17421 


Name 


OJ991118 10. 9C29.C4 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


1715 


End 


8302 


GI 


none 


Score 


419 



36203 




Exons 


171c: 9 1 "54 

1 / 1 J . . Z X .J fi , 


1 7 1 

X / X D 


9 1 ^ft 


7fl 7ft 


.8300, 7976.. 8302 


oeq. no. 










Seq. ID 


OJ991118_10. 9C29.C4 


Gene No. 


75179 








Strand 




Start 


16481 








End - 


17421 


Name 


n.TQQi lift in 


QP9 Q 


CA r\0 


U S 


Method 


TBLASTX: Soybean 


otart 


1 7 








End 


8357 


PT 


none 








Score 


269 


Exons 


x/yf±..zx/*i, 


1 7 Qfi 

x / y 0 


. . x y o q f 


9 n n £ 


.2041, 2060. .2164, 7932. .8357 




7Q64 ft 1 H7 












beg. wo . 










Seq. ID 


OJ991118_10. 9C29.C4 


Gene No. 


75179 








Strand 




Start 


16481 








End 


17421 


Name 




QP9 Q 
. y^z Z? 


CA r\l 


LW 


Method 


TBLASTX: Wheat 


O Ldl L 


2986 ~~ 








End 


8855 












Score 


168 


Exons 


ZZOD . . Z 3 U / , 


Z DZ U 


. . z oy j , 


ft A A 7 


.8674, 84 


48. .8672, 8700. .8855 




07 on pp c c 












Seq. No. 


36541 








Seq. ID 


OJ991il8_10.9C29.C4 


.JJene_N,o..„_ 


. ™ 25.112 _„ 






— ■ 


_StrancL 




Qf 3 v- 4- 


1 ^4 ft 1 








.,End 


~ 1742 L ZJIZIIZ 


Name 


ATQQ1 1 1 Q -|A 


QPO Q 


P/1 /~s "3 


L S 


Method 


TBLASTX: Soybean 




9 A Ci Q 








End 


8954 


p t 


none 








Score 


82 


Exons 


9zlflQ 9 R 9 9 
Z 4 U y . . ZDZZ, 


O R r> c 


. . z / y z , 


z 0 / u . 


.2770, 8574. .8678, 8703. .8954 


Seq. No. 


36541 








Seq. ID 


OJ991118_10. 9C29.C4 


Gene No. 


75179 








Strand 




OtaiL 


1 £4 ft 1 








End 


17421 


Name 


pitqqiiiq in 


QPO Q 

. ycz y . 


HA s~\ Q 

. L.4 . 0 y . 


4- T T 

tw 


Method 


TBLASTX: Wheat 


OLdll 


9 £ Q7 
Z D J t 








End 


9152 


pt 

ox 


none 








Score 


99 


Exons 


OCQ7 OR/ Q 
Z O y / * * £0 Hz? r 


0 0 y j . 


Q1 R9 

. . y x oz 








Seq. No. 


36541 








Seq. ID 


OJ991118_10. 9C29.C4 


Gene No. 


'75179. 








Strand 






X ufi O X 








End 


17421 


Name 


H TQQ1 1 1 ft 10 


QP9 Q 


P/4 ^ Q 


LW 


Method 


TBLASTX: Wheat 


OLdll 


^7 "3 £ 

J / JO 








End 


6134 


PT 
X 


none 








Score 


54 


t* 1 v /~\ r*i c; ' 


• - ^7^6 ■■• ^7 ft 6 • 
J / ju. . J /OO/ 


^7 ft 7 


s Qnn : 


c 7 Q p" 

d / y 0 . 


.5890,-58 


59.-. 6134,. 5873; ';6133- 


.Seq*/ No. 


• '36541'. 








.Seq.- ID. 


OJ991118_10, 9C29.-C4 


Qene No. ' 


• 75179 








Strand 




Q4- -a »-+- 


1 caoi 

X O *J O X 








End 


17421 ' ' 


Name 


PTQQ111Q 1 H 

uj y y x x xo xu . 


QP O Q 

yuz y . 




tm 


Method 


TBLASTX: Maize 


otalt 


fi 1 

0 / 0 1 








End 


.£020 


P T 
bl. 


none 








Score 


191 


Exons 


j /oi . . ouzu 












Seq. No. 


36541 








Seq. ID 


OJ991118_10. 9C29.C4 


Gene No. 


7517.9 








Strand . 




Start 


. 16481 








End . 


17421 


Name 


OJ991118 10. 


9C29. 


C4 .o2. 


tm 


Method 


TBLASTX: Maize 


Start 


9357 








End 


9662 



36204 




GI 


none 




Score 


*3 A A 
J4 4 




Exons 


9357.. 9662, 9374.. 9661 








Seq. No. 


36541 




Seq. ID 


OJ991118_10.9C29 


.C4 


Gene No. 


75179 




Strand 






o tart 


16481 






1 *7 A O 1 




Name 


OJ991118 10.9C29.C4 


. o4 . tw 


JXietnOu 


TBLASTX : wheat 




Start 


9357 




hna 


y / 4 U 




GI 


none 




Score 


Job 




Exons 


9357. . 9740, 9365. . 9739 . 








C 1 rt rt- M rt 

Seq. No. 


36541 




Seq. ID 




. C4 


Gene No. 


75179 




Strand 






Start 


16481 




End 


17421 




Name 


OJ991118 10.9C29.C4 


.06. tw 


Method 


i niiAo 1 a : wneat 




otart 


9884 




End 


i n a i n 






none 




Score 






Exons 


9884.. 10318, 9901.. 


9969, 10015. . 10119, 


iu J4 j . . iu jy o , 






10402. . 10470 










Seq. No. 


36541 




Seq. ID 


OJ991118_10 . 9C2'9 


.C4 


.Gene^.No.:... 


7.5,17.9- ■: 


~ 






, 


ox. — v4- 

bt^r.t - * .. 


.1.64.8.1 . . , 




En.d.._ 


1. L4 ^ JL 




Name 


OJ991118 10.9C29.C4 


. o5 . gs 


Method 


GENSCAN 




Start 


16481 




End 


1/4^1 




Gl 


none 




Score 






Exons 


16481. . 16625, 17285 


1 ^ a 0 1 








C 1 rt « VI rt 

Seq. No. 


"5 £ t: A 1 




Seq. ID 


OJ991118_10.9C29 


. C4 


Gene No. 


75180 




Strand 






Start 


27926 




End 


30649 




Name 


OJ991118 10.9C29-.C4 


rt r +- * * 

. 00 . tw 


Method 


TBLASTX: Wheat 




Start 


27926 




End 


30574 




bl 


none 




Score 


296 




Exons 


27926. .28045, 30278 


. .30472, 


30298. .30471, 304 75 .. 30558 , 






30479. .30574 










Seq. No. 






Seq. ID 


OJ991118_10.9C29 


. C4 


Gene No. 


■75180 




Strand 






Start 


27926 




End 


30649 




Name 


OJ991118 10.9C29.C4 


.ol.ts 


Method 


TBLASTX: Soybean 




btart 


. 29882 




- End 


30616 


i — ' 




none' 




'-■ Score — 


111 - - 




Exons 


""• 2 9882; .2 9983', 3Q277' 


30474, 


30278. .30472, 304 7 6 30616, 






30478'. .30615 . . " 










Seq. No. 


' 36541 




Seq. ID 


OJ991118_10, 9C29 


. C4 


Gene No. 


75180 




Strand" 






Start 


27926 




. : End 


30649 




Name 


OJ991118 10.9C29.C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


29906 




End 


30540 




GI 


none 




Score 


67 




Exons 


29906. .29983, 30277 


. .30471, 


30278. .30472, 30481 .. 30540, 






30482. .30532 










Seq. No. 


36541 




Seq. ID 


OJ991118_10. 9C29 


.C4 


Gene No. 


75180 




Strand 







36205 






z / y z o 




End 


30649 


Name 


ATQQ1 1 1 Q 1 n QpOQ /^yl 


1 4- y» 

Ol.tC 


Method 


TBLASTX: Cress 


Start 


ouz yu 




End 


30649 


bl 


none 




Score 


267 


Exons 


onoon "3 n c o c -smni 


"3 n C A 1 

. JU04 J , 


30493. .30645, 30497. .30649 


beq: no. 


J 03ft Z 




Seq. ID 


OJ991118_10.9C29.C5 


Gene No. 


75181 




Strand 


+ 


Start 


1 




End 


1638 


Name 


n TQQ1 1 1 Q in QpOQ r' c 

uuyyiiio iu.ybzy.bo. 


ol . np 


Method 


AAT/NAP 


Start 


i 
i 




End 


1638 


r* t 
bl 


Z J4 /loo 




Score 


635 


Exons 


1 TOO 1 CI 1 1 COQ 

1. . /oj, 1D11. . IDjo 








bi uescrip . 


{/ibUUZOOOj pULaLXVe 


laccase 


[Arabidopsis thaliana] 


oeq. IN o . 


^ £ c, /I o 
O DO ft Z 




Seq. ID 


OJ991118_10.9C29.C5 


Gene No. 


75181 




Strand 


+ 


Start 


1 




End 


1638 


Name 


ATQQ1 1 1 Q IH QPOQ r^Q 

ujyyuio iu.ybzy.bD. 


rt 1 4- rt 

Ol . ts 


Method 


TBLASTX: Soybean 


Start 


ion 
lb U 




End 


1545 


bl 


none 




Score 


98 


Exjp.nsi.-_-. ^ 


,1 ojj j y,o ,.. _jl.i/ •„v4.<l^/.„ 


/TO A O O 




.528 . ,312^3M-^S£L^ 


— — 


t n i i on i ci n ic/ic 








O rt rt- Tv7 _ 

Seq. No. 


J 0D4 Z 




Seq. ID 


OJ991118_10.9C29.C5 


Gene No. 


75181 




Strand 


+ 


Start 


1 




End 


1638 


Name 


nTQQi 1 1 q in qpoq c 
ujyyuio iu.ybzy.bo. 


ol . tm 


Method 


TBLASTX: Maize 


btar t 


oyz 




End 


1588 


bl 


none 




Score 


67 


Exons 


TOO /no one cno 

oyz..4/o, oyo..ouz, 


OQQ A Ok A 

jyy . . 4 y4 


, 504. .812, 


518. .655, 701. .784, 




T1/1 QIC. 1 c. n Q 1CQ£ 
/14..O10, IDUy . . Ijofc 


i c i n 


1587, 1517. 


. 1588 


Seq. No. 


36542 




Seq. ID 


OJ991118_10.9C29.C5 


Gene No. 


75181 




Strand 


+ 


otart 


1 




End 


1638 


Name 


ATQQ1 1 1 Q in QpOQ r'CL 

ujyyuio iu.ybzy.bo. 


rt 1 4- rt 

0 1 . t c 


Method 


TBLASTX : Cress 


b tar z 


A 1 A 

4 14 




End 


683 


bl 


none 




Score 


58 


Exons 


A 1 A c,n£ co c: (Too 
414. .DUD/ 0Z3. . DO j 








Seq. No. 


36543 ■ _ 




.Seq. ID ■ 


OJ991118_10. 9C29.C6 


Gene Nov 


: 7 5l82 r: J : • " " 




™ Strand'"-' 




Of -ivif * ~ - 

bcarc 


■ 31Z " ■ " : - : ' ' ■ ■ . 




"End ' 


6250 •; • - • 


Name 


' OJ991118 10.9C29.C6. 


ol . gs 


Method . 


GENSCAN' 


Start 


372.' 




End 


6250 • ■ 


bl 


none 




■ Score 


.47 . :. 


Exons 


372. .447, 2422. .2550, 3051.. 


3181, 3353. 


.3760, 5855... 6250 


oeq . !NO . 


. 36543 




Seq. ID 


OJ991118_10. 9C29.C6 


Gene No. 


75183 




Strand 


+ 


Start 


17614 




End 


19600 


Name 


OJ991118 10.9C29.C6. 


o3 . gs 


Method 


GENSCAN 


Start 


17614 




End 


19600 


GI 


none 




Score 


.57 


Exons 


17614. .17752, 19401. 


.19600 







36206 



JcLJ, IN U . 




oeq. iu 




i n 


. y . to 


Gene No. 


75183 


Strand 


+ 






Start 


17614 


End 


19600 






Lvalue 


O.TQQ111R ID 9P29 Pfi nn 


Mo V> o/H 


A2\fp /MA p 






o Lai c 


1 ft A A A ~~ 

10444 


Ejnci 


IODUj 








RQ c.9 1 oi 


Score 


x U fl 






P v on q 


1 R4 4 4 ■ 1 RfifH 

J. O *i *i *i ... J. Q U V J 










^2 T C O Y* 1 O 

\j X UcoLI ir * 


(AT 11 796^ 7hhn01 1 1 mrv7a 


SaLlvd J 








C q o Mo 

oeq. ln o . 




Coo- T Pi 

oeq . x u 


ATQQ1 1 T Q 


i c\ 
1 u 




Gene No. 


75184 


Strand 








Start 


19809 


End 


20328 






Name 


OJ991118 10.9C29.C6.o4.np 


Method 








C +- -5 T-f- 

oldl L 


19809 


End 


9 0 ^ 9 R 








6539585 


Score 


1 jD 








19809. .19911, 20197.. 20328 










W J. 1_V ~ O V — _L J. • 


(AP000837) hypothetical protein [Oryza 


oaLivdj 






Seq. No. 


36543 


Seq. ID 


OJ991118_ 




9C29.C6 


Gene No. 


TCI QC 

/ D X 0 D 


Strand 


+ 






O L Cli. L- 


20453 


End 


21922 . 






,Narne_ , . , ... „ 


. QJ9.9 1 1 1.8_m.. 9C2 9...G6L-QA, gs,. _ 


. Me.thQd. 


,GEliSjCAN, _ 






Of 3 y-+- 

OL.aiL 


. 204 53.. „ „ 


... End. 


.21.922 . .,. 






ul 


none 


Score 


.47 ' 






P v An o 


20453. .20504, 2084 1 2094 0, 


21197. .21363, 21858. 


.21922 


Seq. No. 


36543 


Seq. ID 


OJ991118_ 


10. 


9C29.C6 


Gene No. 


75186 


Strand 


+ 






O lal l 


29878 


End 


30036 






Name 


OJ991118 10.9C29.C6.o6.gs 


Method 


GENSCAN 






O Lai L 


29878 


End 


30036 






r: T 

KJ X 


none 


Score 


.97 






F v on c 


29878. .30036 










Cnn Mo 
OcLj, LN O • 


36543 


Seq. ID 


OJ991118_ 


10. 


9C29.C6 


bene wo . 


75187 


Strand" 








Start 


1648 


End 


1915 






Name 


OJ991118 10.9C29.C6.ol.gp 


Method 


AAT/GAP 






o Lai L 


1648 


End 


.1915 






o J. 


61605 3.R1084 


Score 


439 






Exons 


1648. .1915 












' 1402920/emb|-CAA66965| 2 . Oe- 


20 (X98321) 


peroxidase 


[Arabidopsis 




thallana] 1 ' ; - ^ . .. 










Sea • ' No" 


36543 " . •. ,. . • •.* • • . 


Seq. 'ID 


OJ99111.8_ 


10'. 


9C29.C6 ' 


Ge»e No. 


. 75188 . 


• Strand 








Start 


2277 


End 


6369 






Name 


OJ991118 10. 9C29.C6.ol.np 


Method 


AAT/NAP 






Start 


2277 - 


End 


6369 






GI 


6063554 


Score 


695 






Exons 


2277.. 2451, 3097.. 3124, 3445 


..3645, 3915. .4227, 


6343. . 6369 



GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No . 



36543 
75189 



Seq. ID 
Strand 



OJ991118 10.9C29.C6 



36207 



Start 


7748 


Name 






/ / ft 0 


CZT 


none 


Exons 


11 Aft 




1 U J J J 


oeq. INO . 




bene ino . 


7 R 1 on 


Start 


22090 


Name 


OJ991 


OLai i 


C. L. \J Z) \J 


PT 


none 


Exons 


zz u y u 




25574 




26870 


Seq. No. 


36543 


Gene No. 


75190 


Start 


22090 



End 13489 

Method GENSCAN 

End 13489 

Score .77 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991118 10.9C29.C6 



.22276, 22287. .22596, 23868. 
.25666, 25740. .25952, 26037. 



29184 
GENSCAN 
29184 
.73 

24225, 25370, 
26277, 26366, 



,25471, 
,26724, 



.27119, 27629. .27749, 27782 .. 28023, 29129. .29184 



Name 

GI,._ 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 
...End_ _ 
.:S.cqre 



OJ991118 10.9C29.C6 



29184 
AAT/NAR 
.2.2$ 7 2_ 

.,4.55 



OJ991118_10.9C29.C6.o5.np 

,220.93 ; 

.64.98A41. , ... . _ 

22093. .22375, 22469.. 22572 

(AP000815) EST C727 8 6 (E2258 ) corresponds to aregiorTof the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


36543 




Seq. ID 


OJ991118_10.9C29 


.C6 


Gene No. 


75190 




Strand 






Start 


22090 




End 


29184 




Name 


OJ991118 10.9C29.C6 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


22102 




End 


22570 




GI 


none 




Score 


107 




Exons 


22102. .22227, 22283 


. .22570, 


22431.. 22559 




Seq. No. 


36543 




Seq. ID 


OJ9911.18_10.9C29 


.C6 


Gene No. 


75190 




Strand 






Start 


22090 




End 


2 9184 




Name 


OJ991118 10.9C29.C6 


ol . tm 


Method 


TBLASTX: Maize 




Start 


25737 




End 


26156 




GI . 


none 




Score 


101 . . 




Exons *' *~ 


;" 25737 . ;25 : 955,' : 25T41 


. 25*914", 


:2 607 0;f2 61 


5^::.-r:r- ; ;."" :. — - - ; 




Seq-. No. 


36544 ' - ' ' 




■ Seq. ID 


OJ99t.lI8_10.9C29 


.C7 


Gene No. 


■ -75191 




Strand 


+ . : - \ • 




Start 


45 




End 


'186 




Name 


OJ991118 10.9C29.C7. 


ol . gs 


Method 


GENSCAN ' 




Start - t 


45 




End 


186 




GI 


none 




Score 


.46 




Exons 


45. . 186 










Seq. No. 


36544 




Seq. ID 


OJ991118_10. 9C29 


.C7 


Gene.- .No . 


75192 




Strand 






Start '" : 


1 




End 


844 




Name 


OJ991118 10.9C29.C7. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


844 





36208 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5852180 

1..213, 759. .844 
(AL117265) zhbOOOlO. 



Score 



1 [Oryza sativa] 



148 



36545 Seq. ID 

75193 Strand 
473 End ' 

OJ990808_59 . 9C23.C1 . ol .np Method 
473 End 
2498930 Score 
473. .536, 704. .942 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



OJ990808_59.9C23.C1 
+ 

942 

AAT/NAP 
942 
413 



Cprr Mo 


36545 


Seq. ID 


OJ990808 59 


Cono Mo 


75193 


Strand 


+ 


O UCtl L. 


4 73 


End 


942 


Name 


OJ990808 59.9C23.Cl.ol.gs 


Method 


GENSCAN 


Start 


477 


End 


901 


GI 


none 


Score 


.86 


Exons 


477. .536, 704. .901 










_Seq.„ ID... 


..OJ'9 908.0.8^5.9..... 


Cl&TTiG* Mo 


75194 - 


Strand 


+ 




1421 


End ■ 


4153 


LNC11LIC 


OJ990808 59.9C23.C2.ol.gs 


Method 


GENSCAN 


Start 


1421 


End 


3613 


\J J. 


none 


Score 


.69 


i-J w l lo 


1421. .1426, 2584. .2970, 2972 


. .3613 




Seq. No. 


36546 


Seq. ID 


OJ990808_59. 


ripin p Mo 


75194 


Strand 


+ 




1421 


End 


4153 


Mamp 
INdiLlC 


OJ990808 59.9C23.C2.ol.np 


Method 


AAT/NAP 


Cfart- 
O L. di L. 


2220 


End 


4153 


(IT 


6907087 


Score 


873 


Exons 


2220. .2356, 2538. .2773, 2820 


. .3512, 4052. .4153 ■ 


GI Descrip. 


(AP001129) ESTs C7277 1 (E2215 ) , AU082313 


(E2215) corre 




region of the predicted gene 


. ; hypothetical protein 




sativa] 






Seq. No. 


.. 3654 6 . 


Seq. ID 


OJ.990808_.59. 


Gene"NoT : - ' 


75195 - - : ;- .• 


' : " r Strand 


+ : : " T 


Sta.rt\ 


• 4619 ' ' ■ v • 


End 


50,01 ' 


Name 


* . OJ990808 59.9C23.C27oi.cfl? 


" "Method 


AAT/GAP 


Start- 


4619 - 


•End 


5001 ... 


GI ' 


uC-osf Icyp033a04bl 


Score 


676 


Exons 


4619. .5001 






GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sati' 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


36546 


Seq. ID 


OJ990808_59. 


Gene No. 


75196 


Strand 


+ 


Start 


8696 


End 


10860 


Name 


OJ990808 59.9C23.C2.o3.np 


Method 


AAT/NAP 


Start 


8696 


End 


10860 


GI 


4325357 


Score 


350 



36209 



Exons 8696.. 9408, 10202.. 10860 

GI Descrip. (AF128395) contains similarity to Arabidopsis thaliana 

retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 36546 Seq. ID 

Gene No. 75197 Strand 

Start 11562 End 

Name OJ990808_59 . 9C23 . C2 . o4 . np Method 

Start 11562 End 

GI 2501578 Score 

Exons 11562. .11946, 12280.. 12326 

GI Descrip. ETHYLENE- INDUCIBLE PROTEIN HEVER gi | 212 9913 | pir | | S6004 7 

ethylene-responsive protein 1 - Para rubber tree gi 11209317 
(M88254) ethylene-inducible protein [Hevea brasiliensis ] 



OJ990808_59.9C23.C2 
+ 

12326 
AAT/NAP 
12326 
401 



Seq. No. 36546 
Gene No. 75198 
Start 13208 

Name OJ990808_59 . 9C23 . C2 . o4 . gs 

Start 13208 

GI ; .none_, „; . ; 

.Exons. . . 132.0.8.,.. X 3.190.,.. 137J.a~138.9.1.,,. 

16612. .16695 ■ 



Seq. ID 

Strand 

End 

Method 
End 
, S.core^ 



OJ990808_59. 9C23.C2 
+ 

28474 

GENSCAN 

16695 



1.61.4.1 ,...1.6.3.3.4.,.. 1.64 19... J. 65.1 3, 



Seq. No. 36546 

Gene No. 75198 

Start 13208 

Name OJ990808_59 . 9C23 . C2 . o5 . np 

Start 15423 

GI 6498436 

Exons 15423. .15614, 15663 .. 16174 , 
18057. .18088 

GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ990808_59. 9C23.C2 

Strand + 

End 28474 

Method AAT/NAP 

End 18088 

Score 419 
16274. .16393, 16637. .16816, 



Seq. No. 36546 

Gene No. 75198 

Start 13208 

Name OJ990808_59 . 9C23 . C2 . o5 . gs 

Start 17755 

GI none 

Exons . . 17755. .17873, 1 9075 . ._1 917 1 , 
- 7V ' ' 1976f;W2007'4; "21-9 65 '7 .2.2060V 

. ' ' ■ 23672. . 23789,' 2^082. .24092 



Seq. ID OJ990808_59. 9C23.C2 

Strand + 

End 28474 

Method GENSCAN 

End 24092 

Score .49 - 
19466. : 19579, 19671. .19755, 
"23225V: 23516,' T 23521-. /2364 5v 



Seq. No.' 36546 Sea;. ID 

Gene No. ' 75198. ■ - Strand 

Start 13208 End 

Name OJ990808_59 . 9C23 . C2 . 08 . np Method 

Start 23471 End 

GI 1167523 Score 

Exons 23471. .23491, 28278.. 28474 

GT: Descrip. (D83003) ORF (AA 1-1338) [Nicotiana tabacum] 



OJ990-808^59.. 9C23.C2 
+ - 
28474 
AAT/NAP 
28474 
105 



Seq. No. 
Gene No. 
Start 



36546 
75199 
29327 



Seq. ID OJ990808_59. 9C23.C2 
Strand + 
End 29581 



36210 



Name 


OJ990808 59.9C23.C2.o5. 


gp 


Method 


AAT/GAP 




Start 


29327 




PnH 








fi1 fiflS ^ R1 0fl4 




Score 






P. von «? 


0Q^p7~ 99^81 










OX L/C O i. X£J . 


' 1 4 09Q9 0 /pmh 1 PAAfifiQfi^ 1 


9 np- 






LniaDlUOpSl S 




LllCXJ — LClilO J 










Seq. No. 


36546 




Seq. ID 


OJ990808_59 


9C23.C2 


Gene No. 


75200 




Strand 






Start 


404 6 




FnH 


67 4 6 








gs 


LYic t no a. 






Cf art- 


4 04 6 _ 




PnH 
CiIlU 


67 4 6 






none 






4 4 






4D46 41^9 4S9D 4661 


6717 


674 6 

• .0/40 






Seq. No. 


36546 




Seq. ID 


OJ990808_59. 


9C23.C2 


Gene No. 


75200 




Strand 






Start 


4046 




End 


6746 




Name 


OJ990808 59.9C23.C2.o2. 


np 


Method 


AAT/NAP 




Start 


4548 




End 


4752 




GI 


4680186 




Score 


244 





GI.. D.ea.crip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



_A^18^..A7.52_.™ r _ 

,^(AE1.11.70.9)_.unknQwa. .[Qxy.z.a„.satiya. suksp^lndical.. ~,v 



OJ990808 59.9C23.C2 



36546 
75201 
17561 

OJ990808_59. 9C23 . C2 . o3 . gp 
17561 
4879016 
17561. .18133 

6041757/gb| AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



18133 
AAT/GAP 
18133 
858 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808 59.9C23.C2 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36546 
75202 
18893 

OJ990808_59. 9C23 . C2 . 06 . np 
18893' 
5295955 

18893... 19489, 19528 .. 19595, „ _ „ 

21423".: 214-92 > " : " "'. v * ■ * : ~ ~" ""* 

('AB026295) ; Similar' to . Epstein-Barr virus (EBV) genome . ( V0 1555 ) 
[Oryza*. sativa] - * - - ■ 



21492 
AAT/NAP 
21492 
542 



.19674. .20086, 20767. .20881, 



36546 seq. ID 

75203 Strand 
26745 '■ 'End 
OJ990808_59. 9C23.C2.o4 .gp Method 
26563 End 
15121JL.R1084 Score 
26563.. 27322 

' 1076732/pir | | S53101 9.0e-59 type-1 pathogenesis-related protein 
- barley >giJ7 32807_emb_CAA88 618_ (Z48728) type-1 
pathogenesis-related protein [Hordeum vulgare] 1 



OJ990808_59. 9C23.C2 

27322 
AAT/GAP 
27322 
1446 



36211 



Seq. No. 36546 Seq. ID 

Gene No. 75203 Strand 

Start 26745 End 

Name OJ990808_59 . 9C23 . C2 . 06 . gs Method 

Start 26745 End 

GI none Score 

Exons 26745. .27275 



OJ990808_59.9C23.C2 

27322 
GENSCAN 
27275 
.98 



Seq. No. 36546 Seq. ID OJ990808_59 . 9C23 . C2 

Gene No. 75203 Strand 

Start 26745 End 27322 

Name OJ990808_59 . 9C23 . C2 . o7 . np Method AAT/NAP 

Start 26748 End 27275 

GI 1076732 Score 688 

Exons 26748. .27275 

GI Descrip. type-1 pathogenesis-related protein - barley 

gi|732807|emb|CAA88618| (Z48728) type-1 pathogenesis-related 
protein [Hordeum vulgare] 





beq . ino . 


36546 




Seq. ID 


OJ990808_59.9C23 


. 




Gene No . 


75204 




Strand 






, 


bxaxt. ~ 


30127 




„End„- . 


32044- 






Name . . 


OJ99Q8.0A- 5.9, 9C23 ...C2,..o,l...tc _ 


Method . 


TBLASTX :.Cre.s,s 






b tar l 


11 J JO 




End 


11879 






C T 


none 




Score 


390 






Exons 


HjjD . . llOD / / 11jD4 


. . 1 1 O / O , 


11565. .11879 




I LJ 


beq . ino . 






Seq. ID 


OJ990808_59. 9C23 


n o 

. 


F 


Gene No . 


75204 




Strand 






: : = 


b tar z 


30127 




End 


32044 






Name 


OJ990808 59.9C23.C2 


.o2.tm 


Method 


TBLASTX: Maize 






otart 


11564 




End 


11884 






GI 


none 




Score 


410 






Exons 


11564. . 11878, 11565 


. .11879, 


11565. .11879, 11819. .11884 




""4 


Seq. No. 


36546 




Seq. ID 


OJ990808_59. 9C23 


.C2 


c - 


Gene No. . 


75204 




Strand 








Start 


30127 




End 


32044 






Name 


OJ990808 59.9C23.C2 


.o2.ts 


Method 


TBLASTX : Soybean. 






Start 


11564 




End 


11879 






GI 


none 




Score 


386 






Exons ■ . . 


. 11564. ..11875, 11565 


. .11879, 


11565._. 11£ 


379 ... \, . . 






;;S.eq. No.' * ' 


7'36546* : . ' ' . 




Seq. # ID 


OJ990808_59. 9C23 


C2. 




' Gene No.. " 


■ 75204 




• Strand 








• ■ Start* / : c 


. 30127- - " 




v-End • 


. 32044. 






Name- 


OJ990808 59.9C23.C2 


ol . tw 


Method 


TBLASTX: Wheat * 






Start 


18935 




End 


27192 






GI 


none 




Score 


62 






Exons 


18935. .19075, 26694 


.26960, 


26698. .26775, 2 67 64 .. 27006, 








27010. .27192, 27014 


.27058, 


27018. .27191 






Seq. No. 


36546 




Seq. ID 


OJ990808_59. 9C23. 


C2 




Gene No. 


75204 




Strand 








Start 


30127 




End 


32044 






Name 


OJ990808 59.9C23.C2. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


26613 




End 


27192 





36212 





GI 


none 


Score 


39 




Exons 


26613 .. 26654 , 2 67 04 2 694 6 , 


26749. .27069, 26760 .. 27077, 






2o9o5 . . 2 /U /4 , 2 /U66 . . 27191/ 


27115. .27192 




Seq. No. 


36546 


Seq. ID 


OJ990808_59. 9C23.C2 




Gene No. 


75204 


Strand 


_ 




Start 


3U12 / 


End 


32044 




Name 


OJ9yUcfl)o o 9 . 9C23 . C2 . ol . t S 


Method 


TBLASTX: Soybean 




Start 


2 67 63 


End 


27191 




GI 


none 


Score 


351 




Exons 


26 / 63 . . 2 / 1 91 / 26//6. .2/189 








Seq. No. 


3654 6 


Seq. ID 


OJ990808_59. 9C23.C2 




Gene No. 


75204 


Strand 






Start 


30127 


End 


32044 




Name 


nTQQHQnp rq Qro^ r"? -t-^ 
ujyyuouo o y . yuz j . lz . oz . ic 


Method 


TBLASTX: Cress 




Start 


26 / /2 


End 


27191 




GI 


none 


Score 


114 




Exons 


26 / /2 . . 2683 / , 2 6o 4 4 . . 2 6912 , 


26922. .26960, 27013 .. 27 18 6, 






27021 . .27191 










1. 3.65-4*j§ _ ;.„..j„ 




^§.,9^JD.a_5^9iI2X£2_ m _ 




... Gene, .No.. 


. .... (52.U.4 .... „ L . 


„ , .Strand.. . 




r ~~z 


otart 


'30127 


End 


"32044 " ^ 




Name 


OJ990808 59.9C23.C2.o9.np 


Method 


AAT/NAP 


% • 5 


Start 


29953 


End 


32044 


f ! § 


GI 


6063554 


Score 


333 




Exons 


29953. .30123, 30759 .. 307 99, 


3114 8. .31347, 31785 . -. 3204 4 




GI Descrip. 


(AP000615) ESTs AU075609(C6 


334 4) ,C7 1850 (E04 64) ,C98 611 (E04 64) 


~ , 2 




correspond to a region of the predicted gene.; hypothetical 


%J 




protein [Oryza sativa] 






ry 


Seq. No. 


36546 


Seq. ID 


OJ990808_59. 9C23.C2 




Gene No. 


75204 


Strand 






Start 


30127 


End 


32044 




Name 


OJ990808 59.9C23.C2.o8.gs 


Method 


GENSCAN 


s 


Start 


30127 


End 


30325 




bl 


none 


Score 


.52 


^ 


Exons 


30127. .30209, 30238.. 30325 






^ a? 


Seq. No. 


36546 


Seq. ID 


OJ990808_59. 9C23.C2 




Gene No. 


75204 . . ■ . . .... 


Strand 






Start 


™- 3 01 2 7"~ - : " 


- "'End ;: '"*' ~ : 


3204 4 ; 


t 


Name " " ' ~ 


OJ9.90808 59.9C23.C2.o9.gs" 


Methqd 


GENSCAN " '" 




, Start 


'30731 


End 


31687 • 




' GI 


, none t 


Score. 


..79 • ■ 




Exons 


30731. -30790, 3112 9 .. 31327 , 


31335. .31454", 3154 0 . . 31 687 • " 




Seq. No. 


36547 


Seq. ID 


OJ990808_59.9C23,.C3 






'75205 


Strand 


+ 




Start 


3405 


End 


8370 




Name 


OJ990808 59. 9C23 . C3 . o2 . np 


Method 


AAT/NAP 




Start 


3405 


End 


8370 




GI 


6815097 


. Score 


82 




Exons 


3405. .3489, 8106. .8370 








GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 



[Oryza sativa] 



36213 



Ceiz-r Kin 


36547 




Seq. ID 


OJ990808 


_59 


. 9C23 


.C3 


Gene No. 


75206 




Strand 


+ 








Start 


15001 




End 


18793 








Name 


OJ990808 59.9C23.C3.ol.gp 


Method 


AAT/GAP 








OLdlL 


15001 




End 


16514 








r* t 

b± 


2310235 


Score 


302 








Exons 


15001 


..15038, 15446. .15585, 


16462. .16514 








\j± uescrip. 


5852182/emb|CAB55420. 1 | 9.0e 


-13 (AL117265) zhb0012 


.1 [Oryza 




sativa] 












Seq. No. 


36547 




Seq. ID 


OJ990808 


_59 


.9C23 


C3 


Gene No. 


75206 




Strand 


+ 








q ■*- a v-4- 

OLdil 


15001 




End 


18793 








Name 


OJ990* 


308_59. 9C23.C3.o3.np 


Method 


AAT/NAP 








0 L.dr L 


15446 




End 


18756 










4680203 


Score 


3220 








Exons 


15446 


.17118, 17272. .17502, 


17779. .18756 








GI Descrip. 


(AF11' 


1171) TNP2-like protein 


[Sorghum bicolor] 








Seq. No. 


36547 




Seq. ID 


OJ990808_ 


_59 


9C23. 


Ci 








Stxa.nd _ 


+ • 








_pt3-X/C ... 


_ 15.001. 




„ . End_ 


..18293... ..." 








Name 


OJ990S 


308_59.9C23.C3.o4 . gs 


Method • 


GEN SCAN 








C-f- -a v+- 

OLaiL 


15446 




End 


18777 








bl 


none 




Score 


.85 








Exons 


15446, 


.16565, 16595. .16942, 


17183. .18351, 18376 


. .IE 


3777 






36547 




Seq. ID 


OJ990808_ 


_59 


9C23. 


C3 


Gene No. 


75206 




Strand 


+ 








Start 


15001 




End 


18793 








Name 


OJ990E 


J08_59.9C23.C3.o2.gp 


Method 


AAT/GAP 










15450 




End 


18793 










342 1. 


R1084 


Score 


5715 








Exons 


15450. 


.18793 












GI Descrip. 


1 4574406/gb|AAD24042.1 | 0.0e+00 (AF121139) RIM2 


protein 


[Oryz 




sativa] f 












Seq. No. 


36547 




Seq. ID 


OJ990808_ 


_59. 


9C23. 


C3 


Gene No. 


75207 




Strand 












1245 




End 


9406 








Name 


OJ990.E 


08_59. 9C23.C3.ol.. np 


Method 


AAT/NAP 








be art _ 


124-5"'' 




: Eh"d 


- 9 "4 06 " : ' '•" 








bi 


"'6691193 * ■ 


Score 


41.6 








Exons 


1245. . 


1274/ 30.91. .3500, '. 3597 


."..3966/ 9364 . . 9406 








•GI, Descrip. 


(AC007534) F7F22..1.7. [ Arabidopsis thaliana], .. • ■ 








Seq. No. 


36547 




Seq. ID 


OJ990808_ 


_59. 


9C23. 


C3 


bene ino . 


75207 




Strand 










otart 


1245 




End 


9406 ' 








Name 


OJ9908 


08_59. 9C23.C3.o2.gs 


Method 


GENSCAN 








Start 


2822 




End 


6201 








GI 


none 




Score 


.55 








Exons 


2822. . 


3280, 3637.. 3788, 5283 


. .5385, 5893. .6201 








Seq. No. 


36547 




Seq. ID 


OJ990808_ 


_59. 


9C23. 


C3 


Gene No. 


75207 




Strand 











36214 



Start 1245 

Name OJ990808_59 . 9C23 . C3 . o3 . tc 

Start 3290 

GI none 

Exons 3290.. 3529, 3291.. 3422, 3594, 

Seq. No. 36547 

Gene No. 75207 

Start 1245 

Name OJ990808_59 . 9C23 . C3 . o5 . tw 

Start 3386 

GI none 
Exons 



End 

Method 
End 
Score 
.3638 



9406 

TBLASTX: Cress 

3638 

64 



Seq. ID OJ990808_59. 9C23.C3 
Strand 

End 9406 

Method TBLASTX : Wheat 

End 3855 

Score 88 

3386. .3514, 3594. .3647, 3670. .3855, 3671. .3850, 3685. .3852 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq^. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36547 
75208 
15797 

OJ990808_59.9C23.C3.o4 .tw 

15797 

none 



Seq. ID OJ990808_59. 9C23.C3 
Strand 

End 16148 

Method TBLASTX : Wheat 

End 16148 

Score 89 



15797. .15904, 15887 .. 1 6138, .15895 .. 16137 , 15897.. 16148. 



36547 ...... . . . .., 

75209 
16069 

OJ990808_59. 9C23 . C3 . ol . ts 
16069 



none 
16069 
16256. .16480 



... Seq,... ID _QJ99.0.8Q8._5.9...9C2.3..C.l. 
Strand 

End 16941 
Method TBLASTX : Soybean 
End 16498 
Score 103 

16152, 16070. .16144, 16145 .. 16207 , 16202 .. 164 98, 



Seq. No. 36547 

Gene No. 75209 

Start 16069 

Name . OJ990808_59 . 9C23 . C3 . o2 . tc 

Start 16231 

GI none 
Exons 



Seq. ID OJ990808_59. 9C23.C3 
Strand 

End 16941 

Method TBLASTX : Cress 

End 16546 

Score 289 



16231. . 16383, 16238 .. 1654 6, 16423. .16518 



Seq. No. 
Gene No. 
Start 
"Name ~ - 
Start 
GI' . 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36547 
75209 

16069 ■ ... . , 

' 0 J 9 90 8" 0 8_59 . 9C2 3 . C3~. b2 ; tnr 
16319 • . ;' 

none . ". 



Seq. ID OJ990808_59. 9C23.C3 
Strand 

.End. . . 16941 

' Method"" '.TBLASTX : Mai ze" ; ™ : ~" -- 
.End". ' 1654 6' , " " " T 
Score 238 * ' ' 



16319.-. L6513, "16340 ... 16546, 16420.. 16521 



36547 
75209 
16069 

OJ990808_59.9C23.C3.o2 . tw 

16367 . 

none 



Seq. ID OJ990808_59. 9C23.C3 
Strand 

End 16941 

Method TBLASTX : Wheat 

End 16835 

Score 66 



16367. .16420, 16375 .. 1 64 19, 16421 .. 16525, 16432 16521, 
16539. .16625, 16540. .16626, 16606. .16830, 16626. .16835, 
16629. .16835 



36215 




Seq. No. 


36547 




Seq. ID 


OJ990808_59.9C23. 


C3 


Gene No. 


75209 




Strand 






Start 


i r a f o 

16069 




End 


1 f A A 1 

1694 1 




Name 


OJ990808 59.9C23.C3. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


16549 




End 


16869 




GI 


none 




Score 


112 




Exons 


i /( ft i (jr^ c i /'^Tc 

lD04y . . IDODD, 166/5. 


. 1 do 69 








Seq. No. 


36547 




Seq. ID 


OJ990808_59.9C23. 


C3 


Gene No. 


75209 




Strand 






Start 


t /~ a /~ a 

16069 




End 


1694 1 




Name 


/—\ t A A A A AO C A A/~"00 f~* A 

OJ990808 59.9C2i.C3. 


— A 4- n 

OZ . tS 


Method 


TBLASTX : Soybean 




Start 


t r r c\ c\ 

16699 




End 


1694 1 




GI 


none 




Score 


201 




Exons 


lbbyy. . 1 o94 1 










Seq. No. 


36547 




Seq. ID 


OJ990808_59.9C23. 


C3 


Gene No. 


75210 




Strand 






Start 


16974 




End 


17384 




Name 


r\ t A A A A A A C A 000*3 OA 

OJ990808 59.9C23.C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16974 




End 


17384 




GI_ • 


,D.oni,' . .„ ... _ 




:_Scor_e- „ 


74-- 




Exons ... . 


. . . .16974 ....1.701.5, ...16.975,. 


...170.22, 


J. 1 7 Q..4 7 , 1 7 2 65 , „. J 7.0 6.4.. ,,1.7 225.^ 






*1 *1 A A A -I •— 7 — ) (-) yi -ITOOO 

17298 .. 17384 ,, 17299. 


.17379 








Seq. No. 


36547 




Seq. ID 


OJ990808_59. 9C23. 


C3 


Gene No. 


75211 




Strand 






Start 


17385 




End 


18702 




Name 


OJ990808_59.9C23.C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17385 




End 


18702 




GI 


none 




Score 


309 




Exons 


IT**!**!! - 1 O rt rt rt 1 •""? "1 rt I - 

17385 .. 18008 , 17385. 


. 18287 , 


17386. . 18303, 17971 .. 18288, 






1 A A A A 1 A A yl A -1 O rt A A 

18298 .. 18342, 18302. 


. 18337, 


18345. . 18 


440, 18349. .18408, 






18414 .. 18527, 18415. 


. 18528, 


18541. . 18 


621, 18610.. 18702 




Seq. No. 


36547 




Seq. ID 


OJ990808_59. 9C23. 


C3 


Gene No. 


75211 




Strand 






Start 


' 1 "1 A A f" 

1 / 3oo 




End 


18702 




Name 


✓"\TAAAAAA r* rt Ao A A OA 

OJ990808_59 . 9C23 . C3 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


1 "~1 A O O 

17428 




End 


17742 




GI 


none 




Score 


300 




Exons 


1 T /I A A 1 1 T /I A 1 T /I A A 

17 4 28. .17742,. 1 7 4 3.9 . 


. 177.14 , 


17512 . . 1774 2 _ - 




Seq.' No.- 


36547 ~ 




" Seq. ID 


OJ990808_59'. 9C23*. 


C3' 


Gene No. 


". '7521-1 


* ' 7 


Strand 






. Start 


17385 




End 


. 18702 -. • . 




Name 


OJ990808_59 . 9C23 . C3 . 


ol . tc 


Method 


TBLASTX: Cress 




Start 


17673 




End 


18120 




GI 


none 




Score 


144 




Exons 


"1 A /~ A A *l A rt rt A 1 "I ^" *7 A 

17 673 .. 18008 , 17673. 


.18116, 


17677. . 18 


120, 17971. .18120 




Seq. No. 


36548 




Seq. ID 


OJ990808_59. 9C23. 


C4 


Gene No . 


75212 




Strand 


+ , • 




Start 


1317 




End 


4373 




Name 


OJ990808 "59.9C23.C4. 


ol . gs 


Method 


GEN SCAN 




Start 


1317 




End 


4373 




GI 


none 




Score 


.52 





36216 



Exons 



1317. .1485, 1512. .2444/ 2474. .3010, 3284.-3596, 3702. .4002, 
4176. .4373 



Seq. No. 36548 

Gene No. 75213 

Start 4916 

Name OJ990808_59 . 9C23 . C4 . ol . np 

Start 4916 

GI 629693 

Exons 4916.. 5011, 5662.. 5995 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. ID OJ990808_59. 9C23.C4 

Strand + 

End 5995 

Method AAT/NAP 

End 5995 

Score 130 



<J vJ . 1.N \J • 


36548 




Seq. ID 


OJ990808_59. 9C23.C4 




75214 




Strand 




Start 


5214 




End 


5390 


Name 


OJ990808 59. 9C23.C4 .o2.gs 




Method 


GENSCAN 


Start 


5214 




End 


5390 


GI 


none 




Score 


.99 


R v on 9 


5214. .5390 








O GJ^. l-2,v<. • , 


...3654 9. 




„Seq^._.I,D„ 


. ..Q.J..9.9JD.8 m^53.,MZ3^i 




...7.52.15 . „ 




Strands. 


, , + /, ^ , 


Start 


1 *#- 




End 


5*868 "\ 


Name 


OJ990808 59.9C23.C5.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


4594 


GI 


4680179 




Score 


5529 


Fvnnq 

LlAU HO 


1..118, 407. .1165, 1193. .4594 








(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


O C . LNU • 


36549 




Seq. ID 


OJ990808 59.9C23.C5 




75215 




Strand 


+ 


Start 


1 




End 


5868 




OJ990808 59.9C23.C5.ol.gs 




Method 


GENSCAN 


Start 


377 




End 


5868 


GI 


none 




Score 


.78 


Exons 


377. .522, 547. .4536, 4931. 


.498-4, 5181. 


.5868 


Seq. No. 


36549 




Seq. ID 


OJ990808_59.9C23.-C5- 


Gene No. 


75216 




Strand 


+ 


Start 


6555 




End 


10352 


Name 


. OJ990808 59. 9C23 . C5 . o2 . gs 




Method 


..GENSCAN -. . . . . 


'Start'" 


■ v 655;57 r " \ \' - '"-"'yj 




End""" : ' 


• 10352 - v 


"GI 


none . " ' 




Score 


' .58 '• • ' ■ ' '* 


Exons • ■ 


• 6555.. 6557, 8121.. 8840, *9H 


33. . 


,9377, 9482'. .9489, "10217. .10352 


Seq. - No. 


36549 




Seq. ID 


OJ990808_59.9C23.C5 


Gene No. 


75217 




Strand 




Start 


10119 




End 


10504 


Name 


OJ990808 59. 9C23 . C5 . ol . gp 




Method 


AAT/GAP 


Start 


10119 




End 


10504 


GI 


uC-osflcyp033a04bl 




Score 


637 


Exons 


10119. .10504 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 



36549 



Seq. ID OJ990808 59.9C23.C5 



36217 






Gene No. 


75218 




Strand 








12590 




End 


1 Q 1 A A 
1 O 1 4 4 




Name 


OJ990808 59.9C23.C5.o9.tw 


Method 


l hsLAo i a : wneat 




otart 


406 




End 


1 CQ C A 

loo o4 




Ijl 


none 




Score 


1 JO 




Exons 


406. . 


534, 407.. 535, 9345.. 9428, 16665 


..lOOOZ, IDOO / . . lboD4 




Seq. No, 


36549 




Seq. ID 


■ OJ990808_59.9C23.C5 




Gene No. 


75218 




Strand 






C +- a y +- 


12590 




FnH 


1 Q 1 A A 

1014 4 




Name 


OJ990808 59. 9C23 . C5 . o7 . tw 


Method 


i oijAo i a : wneat 




Cf 3 -—4- 


586 




End 








none 




Score 


.3U4 






586. . 


759, 587. .937, 735. .803, 


16280. . 


IDDjU/ 1D4 j / , , IODjI 




Seq. No. 


36549 




Seq. ID 


OJ990808_59.9C23.C5 




Gene No. 


75218 




Strand 






DtdlL 


12590 




bna 


1 Q 1 A A 




Name 


OJ990808 59.9C23.C5.o6.tm 


Method 


l o LiAb i a : Na i z e 




C -1 1 -v-4- 

b car l 


587 




End 


1 OOOU 






none 




Score 


z 4 o 




. # E_xjons._„. 




..^1,6.61,6.. 


_ -Tr 


— 


Seq. No. 


36549 




Seq. ' ID 


0 J 9 9 0 8 0 g_5 9 . 9C 2 3 " C 5 " ~ ' ' 




Gene No. 


75218 




Strand 






OtolL 


12590 




End 




f i| 


Name 


OJ990808 59.9C23.C5.o7.tm 


Method 


l BLAb IX : Mai ze 




C H > +- 

btart 


1217 




End 


1 bUUU 


: a 

Ly 


Ijl 


none 




Score 


1 70 

1 1 £ 




Exons 


1217. 


.1537, 1264.. 1335, 15647 


. .16000 




Fi ^ 


Cd/t NT /-y 

beq . wo . 


36549 




Seq. ID 


OJ990808_59.9C23.C5 


S 


Gene No. 


75218 




Strand 






Start 


12590 




End 


18144 


~4 


Name 


OJ990808 59.9C23.C5.o8.tw 


Method 


TBLASTX: Wheat 


M 


oUait 


1220 




End 


15964 


i3 


r* t 

bl 


none 




Score 


144 




Exons 


1220. 


.1411, 1270. .1386, 1475. 


.1594, 1480. .1593, 15596 .. 15709, 


.= 5=. 




15597 


..15710, 15755. . 15964, 15756.. 15908 




oeq. lno . 


36549 




Seq. ID 


OJ990808_59.9C23.C5 




Gene No. 


. 75218 




Strand 






^ St.arf"""\ : 


1 : 2590 : 




;: End~" : 


: T 1 8 1 ~4i r "~: \ 




Name 


" OJ990! 


30'8_59 . 9C23 :C5'. o 4 . tw 


Method 


TBLASTX : Wheat '"" ' 




otart 


1756 




End 


15431'.' 




■ C T 
(al 


. -none - 




Score 


535 • • 




Exons 


1756. 


.2196, 1757.. 2239, 1760. 


.2236, 14945. .15322, 14988. .1543 






15377 


..15427 








O tr L£ • LN (J • 


36549 




Seq. ID 


QJ990808_59 . 9C23 . C5 




Gene No. 


75218 




Strand 






Start 


12590 




End 


18144 




Name 


OJ990808 59.9C23.C5.o5.tm 


Method 


TBLASTX: Maize 




Start 


1766 




End 


15416 




GI 


none 




Score 


332 




Exons 


1766. 


.2056, 1768. .2058, 15126 


. .15416, 


15128. .15415 



36218 




Seq. No. 


36549 




Seq. ID 


OJ990808_59.9C23 


,C5 


Gene No. 


75218 




Strand 






o l ClI l 


I *1 — / L* 




Hi 11 LI 


1 ft 1 A A 

1014 " 




Name 




QT?^ r\A i- <= 
> O . . OH . L S 




i oLiAo i a . ooyoean 




Cf a -rf- 
OLdi L 


1 7 _ 
i f yo 




tna 


1 R^99 




rj t 


none 




Score 


l yo 




P* vnn q 
CiAUIl O 


1 7Q^ ?1 07 


1 S077 1 R^99 

IJU / / • . 1 JJZl 








O C LJ ■ LN (J . 


O O «J *a _7 




Seq. ID 


OJ990'808_59.9C23 


. Lj 


Gene No. 


75218 




Strand 






Start 


12590 




End 


18144 




Name 


OJ990808 59. 


, 9C23.C5.o4 . tm 


Method 


TBLASTX: Maize 




Q +■ a r-t 


2126 




End 


15058 






none 




Score 


117 




DAUll o 


2126. .2269, 


2134. .2259, 2324. 


.2626, 2.377.. 2505, 14558.. 


1 A Q 

I H O 




14601. .14651, 14679. .14732, 14879 .. 15058 , 14928. .15050 




Cart M/-v 


36549 




Seq. ID 


OJ990808_59.9C23 


.C5 


ocllc 1NO . 


75218 




Strand 






Start 


12590 




End 


18144 




Name 


OJ990808 59. 


9C23.C5.ol.ts 


Method 


TBLASTX: Soybean 




C -j- -j y-4- 


21§..0_ 






..15.QQ.4. „, 




CT 

\3JL , Ur „. ^ .... 


. ... .none 




..Score.. .... „ 


,51. _ 






2180. .2212, 


2180. .2212, .22167 


.2260, 2218. .2259, 2324. ".2575. 




2332. .2565, 


14606. . 14968, 14607. . 14900 


, 14928. . 14966, 






14972. .15004, 14973.. 15002 








Seq. No. 


36549 




Seq. ID 


OJ990808_59..9C23 


.C5 


Gene No. 


75218 




Strand 






91- a rt- 

O Lai L 


12590 




End 


18144 




Ma mo 
In cUUt: 


OJ990808 59. 


9C23.C5.o5.tw 


Method 


TBLASTX: Wheat 




O Lai L 


2327 




End 


14896 






none 




Score 


373 




IT VT^ Tl Q 
£j AU11 o 


2327. .2590, 


2329.. 2589, 14594 


. .14896, 


14610. .14894 




Seq. No. 


36549 




Seq. ID 


OJ990808_59.9C23 


.C5 


Gene No. 


75218 




Strand 






u Lai L 


12590 




End 


18144 




Name 


OJ990808 59. 


9C23.C5.o3. tw 


Method 


TBLASTX: Wheat 




O Lai L 


2591 




End 


14593 




GI 


none 




Score 


603 






2591... 3016, 


259.3.. 3009, 26.66. 


.3016, -14171. . 14593, 14172 


. . 1 


Seq: ■ No. 


: " ' '3654 9". '.' ; --\ - 




Seq/ ID 


' OJ996S0-§J5'9.''9C23 


.C"5 


Gene Noi - 


• 75218- . 




Strand 






Start 


• - 12590 




End 


18144 • 




Name 


OJ990808 59. 


9C23.C5.o3. ts 


Method 


TBLASTX: Soybean 




uLdl L 


2600 




End . 


14587 




■ I 


none 




Score 


204 




Exon s 


2600. .2845, 


14342. .14 587, 14 34 3. .14 570 






Seq. No. 


36549 




Seq. ID 


OJ990808_59. 9C23, 


,C5 


Gene No. 


75218' 




Strand 






Start 


12590 




'End 


18144 




Name 


OJ990808 59. 


9C23.C5.o2. tm 


Method 


TBLASTX: Maize 




Start 


2663 




End 


14522 




GI 


none 




Score 


463 





36219 






9663 301 6 966ft 


300Q 1 4 1 SQ 


1 4 S91 

. . X 1 J x , 


1416ft 14S91 14179 14R99 


Seq. No. 


3654 9 




Seq. ID 


OJ990808_59.9C23.C5 


Gene No. 


75218 




Strand 




Cf o r +- 
u Lai L 


12590 




End 


18144 


Name 


P.TQQOftOft SQ QP93 


PS r\0 f w 


Method 


TBLASTX: Wheat 


C +- o r-h 
OLdXL 


304 4 ~~ 




End 


14168 




none 




Score 


633 


HiXOllo 


3044 3Sft3 3996 


397 6 3 39ft 


.3579, 13601. . 14137, 13605.. 14168 




36S4 Q 

JUJ4 7 




Seq. ID 


OJ990808_59. 9C23.C5 


Gene No. 


• 75218 




Strand 




Start 


12590 




End 


18144 


Name 


O.TQQOROft 9P93 


PS n1 1" r- 

> V_/-J • U X • LL 


Method 


TBLASTX: Cress 


o Lax L 


39ft 1 ~ 




End 


13894 


GI 


none ■ 




Score 


90 


JjaUIIO 


3281 3463 3464 


3607 3466 


.3606, 13577. . 13720, 13578 .. 137 18 , 




1 3791 1 3ff Q4 








Seq. No. 


36549 




Seq. ID 


OJ990808_59. 9C23.C5 


Gene No. 


75218 , . 




Strand 






1 9 RQO 




..End_ 


19144 


.Name 


PiTQQOROft QrO'l 


PR rt 9 +- o 


t Method. 


..T.BLAS.T&: S.o.yb,ean fc .„^. t ^ rf ... _ 


O La.X L 


j j / 1 




End 


13813 


Vjx 


none 




Score 


301 




3371 3631 3389 


3630 1 3SS9 


. .13683, 


13553. .13813, 13554. .13808 


Q ^ f* 

ocC] . INO . 


36S4 Q 




Seq. ID 


OJ990808_59. 9C23.C5 


Gene No. 


75218 




Strand 




Start 


12590 




End 


18144 


Name 


Pj.TQQOftOft RQ QP93 


PR ri3 t- m 


Method 


TBLASTX: Maize 




34 9 Q _ 

O fi Z :? 




End 


13755 


PT 

V3X 


none 




Score 


79 


U 1 v 1^1 T~l O 

Hi a (j ii o 


34 9 Q 3S 30 34 30 


371 7 34 31 


.3721, 13463. . 13753, 134 67 .. 13754 , 




1 3S67 1 37 S S 








o e q . in o . 


J DO *i .7 




Seq. ID 


OJ990808_59.9C23.C5 


Gene No. 


75218 




Strand 




Start 


12590 




End 


18144 


is ail it. 


OJ990808 59.9C23. 


C5.ol.tw 


Method 


TBLASTX: Wheat 


OtalL 


3590 




End 


13594 


\j X 


.. . none. . .. .... - . 




Score 


725 • . . , 


TP v /-v r\ a '' 


-" 35 go*-; 4 2 : i^]" SS^S . 


'V3 93?; " 36*4 9." 


: 4 095ril'56;74"-2T5,; 129'687>T3;5~94 , 




- 12 971. .13093, -13080., .13538' 






Octj. LNU . 


• 3654 9 




Seq. ID 


. OJ990908_-59. : 9C23.C5 


q t™» q kt rt, 


75218 




Strand 




Start 


12590 




End 


18144 


Name 


OJ990808"59.9C23. 


C5.ol.tm 


Method 


TBLASTX: Maize 


Of a r-f- 
o Udx t 


3769 




End 


13414 




none 




Score 


229 


Exons 


3769. .3924, 3770. 


.3931, 3784. 


3933, 3928.. 4092, 3929. .4354, . 




4088. .4333, 4156. 


.4353, 12815 


.13255, 


12831. . 13256, 




1325-3. .13414, 13260. .13406 






Seq. No. 


36549 




Seq. ID 


OJ990808_59.9C23.C5 


Gene No. 


75218 




Strand 





36220 



otart 






18144 




Name 


Uuyyuouo jy . yLZj.Lj.OD. tw 


fuf s\ "4* 


TBLASTX: Wheat 




Start 


A 9 1 C 


ijna 


12968 






none 


Score 


312 




Exons 


OK /1/1Q7 /I 9 1 7 ylR^Q 1 OCTt; 
fiZlD. , HHy f f H £. 1 / . . fi Ofi 17 , IZDjJ 




12656. .12964, 12699. 


oeq. no. 




qoa t n 


OJ990808_59. 9C23 


.C5 


Gene No. 


75218 


Strand 






Start 


12590 


End 


18144 




Name 


nTQQnftOR QC?1 PR n9 nr^ 
UJ -7-/UOUD . J • • . lip 


Method 


AAT/NAP 




btart 




End 


17089 






41 DO U X / y 


Score 


5434 




Exons 


IZOyU. . XOyy 1 f 1DUZ0. . 1 / UtJj 








GI Descrip. 


(Ariii/uyj poxyprotexn [uryza 


sativa subsp. indica] 






.J U -J *i _7 


Seq. ID 


OJ990808__59. 9C23 


.C5 


Gene No. 


75218 


Strand 






Start 


12590 


End 


18144 




Name 


OJ990808 59.9C23.C5.o3.np 


Method 


AAT/NAP 




Start 


16326 


End 


18144 






4512231 


Score 


167 




Expos , , 


,_JL6.3.2.6.> l&3-7.a,_J. 1521^JJ&1U- _ 








GI. Descrip . 


. .., .(.&B0.1.4 7A1 ) .....ORF0.., protein. [Qry.z.a ..safciyaj. 






Seq. No. 


36549 


Seq. ID 


OJ990808_59.9C23 


.C5 


OC11C ViKJ m 


75218 


Strand 






Start 


12590 


End 


18144 




Name 


OJ990808 59.9C23.C5.o3.gp 


Method 


AAT/GAP 




Start 


17415 


End 


17869 




GI 


95437 1.R1084 


Score 


774 




Exons 


17415. .17869 








GI Descrip. 


■ 4 512226/dbj | AB014738 . 1 1 AB014738 1 . Oe- 


134 Oryza sativa 





gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons _ _ _ 

Seq. No. ' 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



36549 Seq. ID 

75218 * - Strand 

12590 End 

OJ990808_59. 9C23 . C5 . o5 . gs Method 

17569 End 

none Score 
17569... 18.1.4.4 . 



OJ990808_59.9C23.C5 

18144 
GENSCAN 
18144 
.51 



Seq. ID OJ990808_59. 9,G23.'C6- 

Strand "+ 

End ■ 836 

Method - AAT/NAP ' 

End 836 

Score 570 



36550_: ' ' • ' • * '•' ■ " 
75219 

1 ". ■ • 

OJ990808_59. 9023 . C6 . ol . np 
1 

6598399 
1..836 

(AC003952) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



36550 
75219 
1 

OJ990808 59. 9C23 . C6 . ol . tw 



Seq. ID OJ990808_59. 9C23.C6 

Strand + 

End 836 

Method TBLASTX : Wheat 



36221 




Start 


1 c 








End 


*3 C Q 

jby 




GI 


none 








Score 


A f\ A 
4U4 




Exons 


1 c o £ c 


1 D . 


. o oy / i / o . 


"3 £ a 

. OOO 








Seq. No. 


36550 








Seq. ID 


OJ990808_59.9C23 


.C6 


Gene No. 


75219 








Strand 


+ 




Start 


l 








bna 


bob 




Name 




r>y . 


ycz J . Cb . Ol 


. t s 


Metnod 


TBLASTX : Soybean 




Start 


iy 








End 


4 Jo 




GI 


none 








Score 


lUo 




Exons 


l y . . zzz / 


O O f\ 


. . 4 Jo 










Seq. No. 


36550 








Seq. ID 


OJ990808_59.9C23 


C6 


Gene No. 


75219 








Strand 


+ 




Start 


1 








End 


nor 

bob 




Name 




o y . 


yL//C J.LD.Ol 


. urn 


\A s~\ ^ V*i /H 


1 O J_i/io 1 A . IXla 1 Z e 




btart 


y / 








t*na 


4 DO 




GI 


none 








Score 


OOD 




Exons 


y / . . 4 dj , 




. . ZOl , OZ 1 


. . 4 4 b 








Seq. No. 


36551 








Seq. ID 


OJ990808_59. 9C23 


C7 




„ ,7.5.22Q_..;_ 




- 





„SJt.randi _ 






,..St.ar : t ; _ 


3.5,. .... . 






-■' - 


.End, ...... . . . 


o o c 

,43.6. ^ 




Name 


oj y yuoUo 


o y . 


yc^ j . c / . oi 


. tc 


Metnod 


TBLAb rx : Cress 




Start 


y j 








T-l „ J 

End 


oo b 




GI 


none 








Score 


4 / 




Exons 


yo . . jjo, 


Cl A 

y4 . 


. 14 / , zz b . 


Job 








Seq. No. 


36551 








Seq. ID 


OJ990808_59. 9C23 


C7 


Gene No. 


75220 








Strand 






Start 


y o 








bna 


oo b 




Name 


ojyyuoUo 


o y . 


ycz o . c / . oi 


tm 


Metnod 


TBLASTX : Maize 




Start 


y o 








End 


o o ^ 
oo b 




GI 


none 








Score 


yb 




Exons 


yo . . o^y / 


yo . 


. jjo, x y y . 


o. o £ 








Seq. No. 


36551 * 








Seq. ID 


OJ990808_59. 9C23, 


C7 


Gene No. 


75220 








Strand 






Start 


y o 








End 


oo b 




Name 


ojyyobOo 


oy . 


yczo . c / . oi 


gs 


Method 


GENSCAN 




Start 


yo 








End 


24 4 




GI 


none . . 


. .: * 






Score . . 






"Exons '* 


Z V *. ™..*n c - - o^ii ~a~~' 

t y o . /4 4 








v * 






-Seq. No. 


36552 








Seq. ID" 


OJ990808_59'.9C23. 


C8. 


Gene- No. 


■ 7 52 21 






• ■ 


.'Strand 






Start 


lo4 








End 


1 9o 




Name 


TOOAOOO 

ojyyuoUo 


oy . 


yczo . Co . oi . 


gs 


Method 


GENSCAN 




Start 


134 








End 


TOO 

iyo 




GI 


none 








Score 


c 
. 0 




Exons 


134 . . 193 














Seq. No. 


36552 








Seq. ID 


OJ990808_59.9C23. 


C8 


Gene No. 


75222 








Strand 






Start 


751 








End 


2245 




Name 


OJ990808 


_59. 


9C23.C8.o2. 


gs 


Method 


GENSCAN 




Start 


751 








End 


2245 





36222 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

JS_e_P^_ .Ho.;. 
Gene.. No,. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene. No. 

'Name' 
Start 
GI. • • 
Exons 

GI Descrip. 



none Score 
751. .779, 876. .1001, 2185. .2245 



,46 



36553 
75223 
10554 

OJ990808_59. 9C23 . C9 . o2 . gp 
10554 

LIB34 31-028-P1-N1-A10 
10554. . 10629 

f 4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ990808_59.9C23.C9. 

Strand + 

End 10629 

Method AAT/GAP 

End 10629 

Score 96 



36553 
75224 
200 

OJ990808_59. 9C23 . C9 . ol . gs 

200 

none 



Seq. ID OJ990808_59.9C23.C9 
Strand 

End 3338 

Method GENSCAN 

End 3338 

Score .77 



200. .257, 332. .512, 1990. .2016, 2717. .3338 



..3L65£L, 

.7.5225. 
4266 



End 

OJ990808_59. 9C23 . C9 . o2 . gs Method 
4266 End 
none Score 
4266. .4448, 4528.-4626, 4729. .4792, 5082. .5255, 5367 
5844.. 6051, 6053.. 6174, 6300.. 6441, 6537.. 6656, 6702 



.^^Strand,^ - ... „ 

11369 
GENSCAN 
11369 
.73 



, 5823, 
,7195, 



7241. .7733, 8800. .9002, 9014. .9660, 10865 .. 10932 , 11220. .11369 



36553 
75225 
4266 

OJ990808__59.9C23.C9.ol.np 

4276 

4680204 



Seq. ID OJ990808_59.9C23.C9 



Strand 
End 

Method 
End * 
Score 



11369 
AAT/NAP 
7748 
56.8 



4276. .4418, 4768. .4987, 5082. .5255, 5367. .6441, 6537. .7748 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID 
.. Strand 

Method" 
End' 
. Score 



OJ990808 59.9C23.C9 



36553 
75225 

42 66™""" :r " "~ ' ~' . - ' 

r 'OJ990'808259 ;9C2'*3 . C9 ; ol . g£ 
'54 67 ' - ' 

uC-osf-lcypl76£10bl 
5467. .5944 ~ ' : : - - 

'6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



11369 
AAT/GAP ; 
"5'94 4 
817 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



36553 
75225 
4266 

OJ990808 

6229 

none 



59. 9C23.C9.ol. tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_59.9C23.C9 
11369 

TBLASTX: Wheat 

6948 

71 



36223 



Exons 



6229.. 6447, 6531. .6605, 6870.. 6947, 6895. .6948 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36554 
75226 
132 

OJ990808_4 9. 9C06 . CI . ol . gs 

132- • 

none 



Seq. ID OJ990808_49.9C06.C1 

Strand + 

End 5972 

Method GENSCAN 

End 5328 

Score . 64 



132. .524, 625. .728, 1062. .1316, 1594. .1776, 1964. .2092, 
2472. .2529, 2611. .3210, 3588. .3760, 4673. .4753, 5007. .5100, 
5264.. 5328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36554 
75226 
132 

OJ990808_4 9. 9C06 . CI . ol . gp 

3675 

none 



Seq. ID OJ990808_49. 9C06.C1 

Strand + 

End 5972 

Method AAT/GAP 

End 5972 

Score 882 



3675. .3760, 4530. .4568, 4673. .4753, 5007. .5144, 5354. .5470, 
5922.. 5972 



,.Sec[.^ .Nck 
.£.ene,.No. 

Start 

Name 

Start 

GI 

Exons 



_J36,5.54 ., „, 

J 5.22 7, 

6139 

OJ990808_4 9. 9C06.Cl.ol. tm 
843 
none 



.... _S.tr.and - ■ _ 

End ' 6221 
Method TBLASTX: Maize 
End 1235 
Score 104 

843. .929, 844. .921, 845. .922, 849. .929, 1057. .1167, 1061. .12 
1062. . 1235 



Seq. No. 36554 

Gene No. 75227 

Start 6139 

Name OJ990808_4 9 . 9C06 . CI . ol . ts 

Start 1967 

GI none 

Exons 1967.. 2026, 2829.. 3053, 2834, 



Seq. ID OJ990808_49.9C06.C1 
Strand 

End 6221 

Method TBLASTX: Soybean 

End 3053 

Score 64 
.3043 



Seq. No. 36554 

Gene No. 75227 

Start 6139 

Name _ OJ9908.08_4 9 . 9C06_. CI . o2 1 gs.. 

/Start" - *- ;~6 139 " : " - - ' ; ~ ~ " 

GI ■ '' ' * ' none "'■■«■■"• 

Exons '6139. ". 6221' " 



Seq. ID OJ990808_49.9C06.C1 
Strand 

End 6221 

Method GENSCAN 

End z :~"'y 

Score . 78 — . ' • 



Seq. No. 36555. . 

Gene No. 75228 

Start 58 

Name OJ990808__4 9 . 9C06 . C2 . ol . gs 

Start 58 

.GI none 

Exons 58.. 253, 325.. 423, 1201.. 1923 



Seq. ID OJ990808_4 9.9C06.C2 

Strand + 

End 1923 

Method GENSCAN 

End 1923 

Score .77 



Seq. No. 
Gene No. 
Start 



36555 
75229 
2576 



Seq. ID OJ990808_49. 9C06.C2 
Strand + 
End 3311 



36224 



Name OJ990808_4 9 . 9C06 . C2 . ol . gp Method AAT/GAP 

Start 2576 End 3311 

GI none Score 800 

Exons 2576.. 2633, 2948.. 3311 

Seq. No. 36555 Seq. ID OJ990808_4 9 . 9C06 . C2 

Gene No. 75230 Strand 

Start 2749 End 3684 

Name OJ990808_4 9 . 9C06 . C2 . o2 . tm Method TBLASTX : Maize 

Start 174 End 413 ■ 

GI none Score 184 

Exons 174. .365, 178. .366, 179. .367, 369. .413 

Seq. No. 36555 Seq. ID OJ990808_4 9 . 9C06 . C2 

Gene No. 75230 Strand 

Start 2749 End 3684 

Name OJ990808_4 9 . 9C06 . C2 . ol . tm Method TBLASTX :Maize 

Start 1199 End 1524 

GI none Score 52 

Exons 1199.. 1231, 1201.. 1233, 1214.. 1285, 1238.. 1282, 1285.. 1374, 
1312. .1449, 1341. .1448, 1433. .1522, 1434. .1523, 1435. .1524, 

„ XAAA.-^J15>2& — ., - -. . ■ ; 



Seq. No. 36555 ' " Seq. ID OJ990808_4 9 . 9C06 . C2 

Gene No. 75230 Strand 

Start 2749 End 3684 

Name OJ990808_4 9 . 9C06 . C2 . o3 . tm Method TBLASTX : Maize 

Start 2248 End 2542 

GI none Score 151 

Exons 2248. .2409, 2262. .2414, 2416. .2454, 2421. .2456, 2423.-2455, 
2453. .2533, 2453. .2509, 2486. .2542, 2507. .2539 

Seq. No. 36555 Seq. ID OJ990808_4 9 . 9C06 . C2 

Gene No. 75230 Strand 

Start 2749 End 3684 

Name OJ990808_4 9 . 9C06 . C2 . o2 . gs Method GENSCAN 

..Start 274 9 End 3684 

GI none Score .75 

Exons 274.9.. 2846, 3067.. 3209, 3578.. 3684 

Seq. No. 36556 Seq. ID OJ990808_4 9 . 9C06 . C4 

Gene No. . .75231 .. . ,, JStrand . + . _ „ _ ■ - 

"start [■ ; ""■ - "" rr ~; :: "/* \ r ^: r '-^EndV^' r: " 583.0"- r " '77 

Name, 'OJ990808_49. 9C06.C4'.oi.np.; Method AAT/NAP" " '/ "* 

Start" 1 "■ • * ■ ' End .3054 ■ 

GI * -6636332 ' . . Score 895 • 

Exons , 1..126, 582'. .649, 784. .925, 1288 . 1 1404 1585 .. 1710, 2619. .2702, 

2794. .2873, 2961. .3054 
GI Descrip. * (AF208261) vacuolar ATP synthase subunit C [Arabidopsis 

thaliana] 

Seq. No. 36556 Seq. ID OJ990808_4 9 . 9C06 . C4 

Gene No. 75231 Strand + 

Start . - 1 . " ' End 5830 

Name OJ990808_4 9 . 9C06 . C4 . ol . gs Method GENSCAN 

Start 58 End 1961 

GI none Score .93 



36225 



Exons 58. .126, 582. .649, 784. .925, 1288. .1404, 1932. .1961 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36556 Seq. ID 

75231 Strand 

1 End 

OJ990808_4 9 . 9C06 . C4 . ol . gp Method 

591 .End 

35337 1.R1084 Score 



OJ990808_49.9C06.C4 
+ 

5830 
AAT/GAP 
3196 
1279 

1710, 2619. .2702, 



591. .649, 784. .925, 1288. .1404, 1585. 
2794. .2873, 2961. .3007, 3089. .3196 

■1213460 3.0e-44 • (U03374) C subunit of V-ATPase [Amblyomma 
americanum] 1 



Seq. No. 


36556 


Seq. ID 


OJ990808_49.9C06.C4 


Gene No. 


75231 


Strand 


+ 


Start 


1 


End 


5830 


Name 


OJ990808 49.9C06.C4.o2.gp 


Method 


AAT/GAP 


Start 


2987 


End 


3465 


GI 


none 


Score 


870 


Exons 


2987.. 3465 






.S.e_q,.„NQ, 


_3J555.6. W :„ 


_..Sm._ID„ 


„QJ.930M$. Z J.&, .9C0..6..„C„i, 




_7523i.,_._:^,,„,_.;,. _ 


„S£rand... 


,.,+. ... . . _ 


Start . 


1 


End 


~5830 " 


Name 


OJ990808 49.9C06.C4.o2.np 


Method 


AAT/NAP 


Start 


3118 


End 


5665 


GI 


4914402 


Score 


1116 


Exons 


3118. .3148, 4577. .5665 






GI Descrip. 


(AL050352) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 36556 Seq. ID 

Gene No. 75231 Strand 

Start 1 End 

Name OJ990808_4 9 . 9C06 . C4 . o2 . gs Method 

Start 3633 End 

GI none ... Score 

Exons 3633.. 3716, 4 37 9. . 5668 y*-. 



OJ990808_49. 9C06.C4 
+ 

5830 
GENSCAN 
5668 
.99 



Seq. No. 
Gene No. 
Start 
Name . . 
Start""" 7 "" 
GI 

Exons 

GI Descrip. 



36556 Seq. ID OJ990808_49. 9C06 . C4 

75231 Strand + 

1 End 5830 

• OJ9_90808_.4 9. 9C06.CJ .o3._gp Method,. AAT/GAP 

".5T37 "'.".* " v: ""-.:"""- -- : ""Erid : *: ~ : 5830" 7:r r "-'-~™ ~"- v -' ' 

53027_i'.R108"4 "Score - r 1352~- ' 

'5137. .5830 . . • ' * ' * ■ " - ' ' " ' 

, 4914402/emb|CAB43653.1| 2.0e-51 (AL050352) hypothetical .protein 

[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI'-- 

Exons 



36556 
75232 
6284 

OJ990808_4 9. 9C06.C4 .o3.gs 

6284'. 

none 

6284. .6357, 8916. .9147, 9187, 



Seq. ID OJ990808_49.9C06.C4 

Strand + 

End 12089 

Method GENSCAN 

End 12086 

Score ' .79 

.9254, 9411. .9921, 10022 10348 , 



10446. .10551, 10763. .10863, 11170 .. 11254 , 11740. .12086 



36226 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36556 Seq. ID 

75232 Strand 

6284 End 

OJ990808_4 9 . 9C06 . C4 . o3 . np Method 

9692 End 

3914239 Score 



OJ990808_49.9C06.C4 
+ 

12089 
AAT/NAP 
12089 
855 



9692. .9921, 10022 10348, 104 4 6 .. 10551, 11740. .12089 
PROTEIN- PHOSPHATASE 2C ABI2'(PP2C) gi | 1945140 | emb | CAA70163 I 
(Y08966) ABI2 protein phosphatase 2C [Arabidopsis thaliana] 
gi| 1945142|emb|CAA70162| (Y08965) ABI2 protein phosphatase 2C 
[Arabidopsis thaliana] gi | 2564213 | emb | CAA72538 | (Y11840) ABI2 
[Arabidopsis thaliana] 



Seq. No. 


36556 


Seq. ID 


OJ990808_49. 9C06.C4 


Gene No. 


75232 


Strand 


+ 


Start 


6284 


End 


12089 


Name 


OJ990808_4 9. 9C06.C4 . o4 . gp 


Method 


AAT/GAP 


Start 


10026 


End 


11779 


GI 


LIB34 32-025-P1-K1-F10 


Score 


818 ' 


Exons 


10026.. 10 34 8, 10446.. 105 51, 


11741. .11779 


GI Descrip. 


, 3242077/emb|CAA05875 | 2 . Oe 


-34 (AJ003119) protein phosphat 










. ..«-- — ... ~ . 
Seq. No. 


36556 ' " * " ' 


Seq. ID 


OJ990808_4 9. 9C06.C4 


Gene No. 


75233 


Strand 


+ 


Start 


16249 


End 


20029 


Name 


OJ990808 49. 9C06.C4 .o5.gp 


Method 


• AAT/GAP 


Start 


16249 


End 


16740 


GI 


none 


Score 


984 


Exons 


16249. .16740 






Seq. No. 


36556 


Seq. ID 


OJ990808_49. 9C06.C4 


Gene No. 


75233 


Strand 


+ 


Start 


16249 


End 


20029 


Name 


OJ990808 49.9C06.C4.o4.np 


Method 


AAT/NAP 


Start 


16352 


End 


' 20029 


GI 


6143896 


Score 


1864 


Exons 


16352. . 16768, 16829 17221 , 


17291. .18897, 18993. . 19100, ' 




19185. .19285, 19377 194 67 , 


19531. .19641, 19730.. 20029 


GI Descrip. 


(AC010718) putative translation initiation factor IF-2 




[Arabidopsis thaliana] 






SeqV ; ;¥6 : r' : "~' 


- 36556" - 


'Seq? "ID 


: ; r O J;9 90 8 7 0 8-_f49 ?CQ~6 /C4~ 


Gene No". 


: ' 75233" " ' ; - ' ' ' 


Strand 


+ 


Start 


1624 9 '•' ■ ' c ' ' 


End 


. 2002 9 * " " " - " ~ 


Name 


OJ990808 49;9C06.C4.o7.gp 


Method 


AAT/GAP ■ 


Start " 


17803 


End 


18172 


GI 


3760378 


Score 


673 


Exons 


17803. .18172 






Seq. No. 


36556 


Seq. ID 


OJ990808_49. 9C06.C4 


Gene No. 


75234 


Strand 




Start 


16817 


End 


17576 


Name 


OJ990.808 49.9C06.C4.o5.ts 


Method ■ 


TBLASTX: Soybean 


Start 


16 


End 


2873 


GI 


none 


Score 


157 


Exons 


16. .129, 18. .128, 540. .647, 


576. . 647, 


750. .905, 781. .939, 



36227 



782. .928, 1267. .1407, 1287. .1403, 1297. .1404, 1582. .1713, 
2616. .2702, 2618. .2701, 2794. .2856, 2799. .2873 



Seq. No. 36556 

Gene No. 75234 

Start 16817 

Name OJ990808_4 9 . 9C06 . C4 . o7 . tm 

Start 573 

GI none 
Exons 



Seq. ID OJ990808_49.9C06.C4 
Strand 
End 

Method 
End 
Score 



17576 

TBLASTX: Maize 

1391 

59 



573. .623, 576. .620, 623. .652, 781. .927, 782. .928, 782. .928, 
783. .929, 1286. .1384, 1287. .1388, 1287. .1391, 1288. .1389 



Seq. No. 


36556 








Seq. ID 


OJ990808 


_49.9C06.C4 


Gene No. 


75234 








Strand 






btalt 


16817 








End 


17576 




Name 


OJ990808 49 


.9C06 


.C4 .o7. 


tc 


Method 


TBLASTX: 


Cress 


o tar r 


788 








End 


3078 




H T 


none 








Score 


135 




Exons 


788. .925, 823.. 939, 824 


. . y z o , 


1267.. 1407, 1275. 


i a n c 
. i4 Ub, 




1 COO 1 T1 o 
JLOoZ. . 1 / 1 j, 


2616 


. .2702, 


Z o 1 b . 


.2684, 2618. .2701, 


Z / y4 . . Zo 1 1 , 




Z 1 . . Z O ft y , 


2926 


. :3078 










Seq.. Np.» 


O £ C C C 






... 


.Seq. ....ID..., 


.Q.J930JBQ8 


_.43...9£Q£,.C.4.. 


Gene No . 


75234 ' 








Strand 






btart 


16817 








End 


17576 




Name 


uj yyuouo 4 y 


. 9C06 


.C4.o6. 


4- -m 

tm 


Method 


TBLASTX: 


Mai ze 


btart 


i con 








End 


3247 




C T 
ol 


none 








Score 


147 . 




Exons 


icon 1 *7i 1 
IDoU . .1/11, 


1580 


.1711, 


lool . 


.1712, 15* 


32. .1713, 


zblb. . z l\jz , 




9^1 7 on n n 


2618 


.2701, 


Z / yZ . 


.2872, 2793.. 2873, 


z / y 4 . . zo / 1 , 






2959 


.3093, 


3224. 


.3247 






oeq . no . 


36556 








Seq. ID 


OJ990808 


4 y . yuub . 


Gene No . 


75234 








Strand 






otart 


16817 








End 


17576 




Name 


OJ990808 49 


. 9C06 


C4.ol. 


ts 


Method 


TBLASTX: 


Soybean 


otaiL 


- 4496 








End 


5671 




bl 


none 








Score 


'1246 




T7 1 v y - * o 


4496. .4516, 


4594 


.4716, 


*± d y d . 


.5671, 47£ 


JO. .4950, 


A Q Q C- COT 1 

. 3 y y b . . o z 1 1 , 




5263. .5511, 


5596. 


.5664 










Seq. No. 


. . 36556 . , 








Seq. ID 


OJ.990808 


. 4 9.9C06.C4... 


Gene No 7 


""" ;7523-4 : ' : " 








' : Strand " " 






Start 


16817 ' ■ 








Snd ' 


17576 ' ; 




Name 


" OJ93080B' 4~9' 


9C06.C4.ol. 




' Method " 


TBLASTX: 


Maize ' 


Star.t. 


4606 - 








End 


5686 




GI 


none 








Score 


471 




Exons 


4606. .4971, 


4607. 


.4972, 


4964. 


.5155, 4987. .5154, 


5146. .5514, 




5147. .5560, 


5555. 


.5686, 


5581. 


.5685 






Seq. No. 


36556 








Seq. ID 


OJ990808 


_49.9C06.C4 


Gene No. 


75234 








Strand 






Start 


16817 








End 


17576 




Name 


OJ990808 49. 


9C06. 


C4 .o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4655 








End 


4915 




GI 


none 








Score 


299 




Exons 


4655. .4915, 


4825. 


.4914 











36228 




Seq. No. 36556 

Gene No. 75234 

Start 16817 

Name OJ990808_4 9 . 9C06 . C4 . ol . 

Start 4724 

GI none 

Exons 4724.. 5575, 4780.. 5508, 
5609. .5704, 9756. .9818 

Seq. No. 36556 

Gene No. 75234 

Start 16817 

Name OJ990808_4 9 . 9C06 . C4 . ol . 

Start 4976 

GI none 

Exons 4976.. 5245, 5005.. 5226, 
5587. .5655 




Seq. ID OJ990808_49. 9C06.C4 
Strand 

End ' 17576 

tw Method TBLASTX : Wheat 

End 9818 

Score 1117 
5555. .5671, 5581. .5676, 5581. .5670, 



Seq. ID OJ990808_49.9C06.C4 
Strand 

End 17576 

tc Method TBLASTX : Cress 

End 5680 

Score 317 
5198. .5557, 5287. .5511, 5582. .5680, 



Seq. No. 36556 Seq. ID 

Gene No. 7523.4 Strand 

..Start - „- .. .End .... 

Name . Oa9.9j3.a08_ 4.9. , 9CQ.6 . C.4 ...o2.. tc....,' .Method..,. 

Start. 97 02 " - ' End . 

GI none Score 
Exons 9702.. 9815, 

10163. .10348 

10445. .10552 

11739. .11912 



OJ990808 49.9C06.C4 



JL7-57.6..... 



,TBLASTX:.Cr.esA.. 
12086 
137 

9706.. 9837, 9847.. 9924, 10019 .. 10096, 10133. 
, 10174. .10347, 10220. .10351, 104 4 3 10553, 
, 10446. .10553, 11708 .. 11911, 11717 .. 11911, 
, 11945. .12079, 11988. .12086 



.10186, 



Seq. No. 36556 Seq. ID 

Gene No. 75234 Strand 

Start 16817 End 

Name OJ990808_4 9 . 9C06 . C4 . o4 . ts Method 

Start 9703 End 

GI none Score 

Exons 9703.. 9915, 9706.. 9924 



OJ990808_49. 9C06.C4 
17576 

TBLASTX .-Soybean 

9924 

210 



Seq. No. 36556 Seq. ID 

Gene No. 75234 Strand 

Start 16817 End 

Name_ _ OJ9_.90808._4 9 , 9.006X4 . o3 .^tm _Method 

Staf f -; "y"-""97 66-"~ ■ •■" :r r::r: ~- -End" 1 '""*"" 

GI ' nohe ". .. Score * 
'* Exons : 



OJ990808 49.9C06.C4 



17576 
.TBLASTX: Maize 

v: T2ro7- r "~ r ; 

211 *" " - 



9766. ..*9924/ 9766.' . 9912," '10018;'. 10251"/ 1'0'019 / . 102'Q1'/*.' ~ 
•1020.7. .10362., 10208. .10348, -10443 10487 , 104 45 104 86, 
10473. . 10553, 104 80 10554 , 10484". . 10552, 10485 . .-10553, 
11717. . 11911, 11739. .11912, 1194 8 .. 1207 9, 11 94 9 .. 12 107 , 
11959. . 12081, 11991.. 12086 



Seq. No. 36556 

Gene No. 75234 

Start 16817 

Name OJ990808_4 9 . 9C06 . C4 . 06 . ts 

Start 10133 

GI none 
Exons 



Seq. ID OJ990808_49. 9C06.C4 



Strand 
End 

Method 

End 

Score 



17576 

TBLASTX : Soybean 

10553 

49 



10133. .10180, 10219. .10368, 10221. .1028 6, 10280. .10348, 



36229 



10443. .10553 



Seq. No. 36556 Seq. ID 

Gene No. 75234 Strand 

Start 16817 End 

Name OJ990808_4 9 . 9C06 . C4 . o3 . ts Method 

Start 11763 End 

GI none Score 

Exons 11763. .11912, 117 65 .. 11911 , 11806 .. 11913, 11951 .. 12037 , 
11988. .12038 



OJ990808_49. 9C06.C4 
17576 

TBLASTX : Soybean 
12038 
209 



Seq. No. 36556 Seq. ID 

Gene No. 75234 Strand 

Start 16817 End 

Name OJ990808_4 9 . 9C06 . C4 . 06 . gp Method 

Start 16817 End 

GI none Score 

Exons 16817. .17576 



OJ990808_49. 9C06.C4 

17576 
AAT/GAP 
17576 
1472 



Seq. ID 

Strand 
„End , 



OJ990808 49.9C06.C4 



Seq. No. 36556 
Gene No. 75235 

-S£axi~j~. L7J3.9.3. :_„u ; 

Name . ... O J9.9.0 8.0 8_4. .9 ..9C0.6.. C.4 .Q5\.tm. , _ „ .Method.. „ ..XBLAS,TX:Maize^._„ 

Start 17893 End 18280 

GI none Score' 381 

Exons 17893. .18087, 178 94 .. 18178 , 17987 18205, 18114 .. 18173, 

18212. .18280 



Seq. No. 


36556 






Seq. ID 


OJ990808 


_49.9C06.C4 


Gene No. ' ' 


75236 






Strand 






Start 


18379 






End 


18825 




Name 


OJ990S 


i08_49.9C06.C4. 


o4 . tm 


Method 


TBLASTX : 


Maize 


Start 


18379 






End 


18729 




GI 


none 






Score 


432 




Exons 


18379. 


.18729, 18395. 


.18457, 


18472. . 18" 


729 




Seq. No. 


36556 






Seq. ID 


OJ990808 


_49.9C06.C4 


Gene No. 


75236 






Strand 






Start- 


18379. 






• End 


18825 




Name 


OJ990808 49.9C06.C4. 


06. tc 


Method 


TBLASTX: 


Cress 


Start 


18517 






End 


18825 




.GI . 


.none . 






Score 


.12 9 




Exons "* 


" ; " v ' : ;1851-7-; 


'718 64 27'; 18 : 5'f9 : 


7 r8 641 / 


"1 87 0 6 1 88 2 5 : , " 187 2 9 




Seq. No. 


'.. 365'5"6 






" Seq/ -ID 


" OJ990808 


_T9 : : 9cb67C4' 


Gene No.- 


7 5237 






Strand 






Start 


18739 






• End * 


" 19814 




Name 


OJ990£ 


S08_49.9C06.C4. 


o2.ts 


Method 


' TBLASTX: 


Soybean 


Start 


18739 






End 


19795 


GI . 


none 






Score 


95 




Exons 


18739. 


.18798, 18744. 


.18800, 


18790. .18900, 18797 


. .18898, 




18798. 


.18899, 18983. 


.19096, 


18990. . 19097, 18990 


. .19100, 




19164. 


.19283, 19183. 


.19290, 


19184. .19291, 19350 


. .19463, 




19363. 


.19494, 19528. 


.19641, 


19548. .19643, 19549 


. . 19641, 




19723. 


.19794, 19724. 


. 19795 









Seq. No. 36556 Seq. ID OJ990808_4 9 . 9C06 . C4 

36230 



Gene No. 75237 Strand 

Start 18739 End 19814 

Name OJ990808_49 . 9C06 . C4 . o2 . tm Method TBLASTX : Maize 

Start 18806 End 19814 

GI none Score 84 

Exons 18806. .18898, 18807 188 99, 18807 . . 18 908 , 18808 .. 18 900, 

18823. .18909, 18983 19099, 18990 19103, 191 64 .. 1 9283, 

19178. .19291, 19347. .19466, 19363 194 94 , 19528 .. 19641, 

19528. .19641, 19530 .. 1964 3, 1 9724 197 95, 19724 .. 197 95, 

19728. .19814, 19728. .19796 

Seq. No. 36556 Seq. ID OJ990808_4 9 . 9C06 . C4 

Gene No. 75237 Strand 

Start 18739 End 19814 

Name OJ990808_49 . 9C06 . C4 . o2 . tw Method TBLASTX : Wheat 

Start 18815 End 19608 

GI none Score 76 

Exons 18815. .18898, 18816 .. 188 99, 18816 .. 18908, 188 17 .. 18 900, 

18983. .19099, 18 990 .. 19103, 18 990 .. 19103, 19157 .. 1 9285, 

19182. .19283, 19186. . 19290, 19349 .. 19465, 19350 .. 1 94 66, 

19363. .19494, 19528 19608, 19528. .19608 



Se.q^..No.._-, .3.65.56. Seq. JD. & J$ 90 &Q3.Ai. 9C0.6 _ 

Gene No. 75237 " ' Strand ' ' 

Start 18739 End 19814 

Name OJ990808_4 9 . 9C06.C4 . o4 . tc Method TBLASTX : Cress 

Start 18825 End 19392 

GI none Score 95 

Exons 18825.. 18899, 18826 .. 18900, 18990 .. 19103, 18992 19093, 
19164. .19283, 19184 .. 19291, 19363. .19392 

Seq. No. 36556 Seq. ID OJ990808_49 . 9C06 . C4 

Gene No. 75237 Strand 

Start 18739 End 19814 

Name OJ990808_4 9 . 9C06 . C4 . o5 . tc Method TBLASTX : Cress 

Start 19528 End 19794 

GI none Score 175 

Exons 19528. . 19641, 19528 .. 19635, 19729 .. 197 94 , 19730.. 19792 

Seq. No. 36557 Seq. ID OJ990808_4 9 . 9C06 . C5 

Gene No. 75238 Strand 

Start ■ • ..1 . . .... .^'End. 64 4 _ . ^ 

"Name — ""'pJ990^ -""Method'-; AAT/NAP - "'"- : "' 7 ~ 

Start' ■ • 1 • "~ \ • " '" " ; "End '"' ,644' ' ' ' ' : " 

GI • ' . . ; '2498930 "\ •". * : ;.. "'*■"' Score" 7'57 " " : " '* *" 

Exons 1..416, 584.. 644 ' 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG {SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster ] 

Seq. No. 36558 Seq. ID OJ990808__4 9 . 9C06 . C6 

Gene No. 75239 Strand 

Start 1 End 489 

Name OJ990808_4 9 . 9C06 . C6 . ol . np Method AAT/NAP 

Start 1 End 489 

GI 3021357 ^Score 144 

Exons 1..74, 202. .342, 461. .489 

GI Descrip. (AJ005082) UDP-galactose 4-epimerase [Cyamopsis tetragonoloba] 



36231 



Seq. No. 36558 Seq. ID OJ990808_4 9 . 9C06 . C6 

Gene No. 75239 Strand 

Start 1 End 489 

Name 0 J9908 08_4 9 . 9C06 . C6 . ol . tm Method TBLASTX : Mai ze 

Start 201 End 363 

GI none Score 153 

Exons 201.. 341, 208.. 363, 238.. 363 

Seq. No. 36558 Seq. ID OJ990808_4 9 . 9C06 . C6 

Gene No. 75239 Strand 

Start 1 End 489 

Name OJ990808_4 9 . 9C06 . C6 . ol . ts Method TBLASTX : Soybean 

Start 201 End 377 

GI none Score 151 

Exons 201.. 341, 202. .339, 210.. 377 

Seq. No. 36558 Seq. ID OJ990808_4 9 . 9C06 . C6 

Gene No. 75239 Strand 

Start 1 End 489 

Name OJ990808_49 . 9C06 . C6 . ol . gs Method GENSCAN 

._„... Starts m ^0Ji^j^.^.:^„^„ _ ; „ End.. 33.9 „ ■. ; 

. ... GI .....none _ ..^..ScQ.r,e_..,.J.99 w "_^ rf 

3 Exons 204 . . 339 

S Seq. No. 36558 Seq. ID OJ990808_4 9 . 9C0 6 . C6 

;! Gene No. 75239 Strand 

|f Start 1- . End 489 

J Name OJ990808_4 9 . 9C06 . C6 . ol . tc Method TBLASTX : Cress 

y Start 208 End 341 

4 GI none Score 123 
f| Exons 208.. 339, 210.. 341 

Seq. No. 36559 Seq. ID OJ990808_4 9 . 9C06 . C7 

J Gene No. 75240 Strand 

J Start . 1 End 163 ' 

1 Name OJ990808_49. 9C06.C7 .ol .gp - Method AAT/GAP 

« Start 1 End 163 

J GI jC-osleLIB3474037gllal Score 278 ■ - 

j Exons 1 . . 163 

3 GI Descrip. 1 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
■ _ sativaj 1 - . ' ■ _ 1 - _ - "L * - - 

Seq:' No. " '■/ 3'65 ; 59 ~ • * . ' " • ' '.Seq. ID"' OJ990808_4 9 . 9C0.6/C7 

"" Gene 'No/ ■ '• "7*5241 ' ' '. • ; "' ' . " ' : Strand'" - :'; v ' . ".T v 

Start . .' 233 ^ ■ ■ . . . End : 415 

Name ■ OJ990808_49 . 9C06 . C7 .'o2". gp '■' Method AAT/GAP 

Start 233 End 415 

GI none Score 221 

Exons 233.. 293, 347.. 415 

Seq. No. 36560 Seq. ID OJ990808_4 9 . 9C06 . C8 

Gene No. 75242 Strand 

Start 560 End 657 . 

Name OJ990808_49 . 9C06 . C8 . ol . gs Method GENSCAN 

Start 560 End 657 

GI none Score .48 



36232 




F von q 


S60 6S7 










Oon* No 


JUJUX 




Seq. ID 


O.TQQOP DP 






/ _J ^. *i O 




Strand 






Start 


9 




End 


5685 




Name 


OJ990808 49. 


9C06.C9.ol.gs 


Method 


GENSCAN 




o Lai u 


Q 




End 


4993 






n on o 
nunc 




Score 


.68 




t? v r^n c 


9 280 2390 


..2450, 2549. .2631, 2767.. 


2893, 2966 


3064 




3249 3268 


3349.. 3410, 3503.. 


3573, 3656.. 3751, 


3P18S 4033 




4122 4191 


4768. .4808, 4918.. 


4993 






O e CJ . LN o , 


J D w) D ± 




Seq. ID 


OJ990808_ 


/i q orn^ ro 


Gene No. 


75243 




Strand 






Start 


9 




End 


5685 




Name 


OJ990808 49. 


9C06.C9.ol.gp 


Method 


AAT/GAP 




Start 


970 




End 


1422 




GI 


none 




Score 


845 




Exons 


970. .1422 











Seq. No. 

_G£ne_ No , 

.Start... 1 

Name 

Start 

GI 

Exons 



36561 

.9,, 

OJ990 

1287 • 

none 

1287. 

1476. 

2386. 

2746. 

3141. 

3503. 

3655. 

3923. 

4297. 

4920. 



808 49. 9C06.C9.ol.tm 



.1310, 
.1682, 
.2451, 
.2895, 
.3203, 
.3577, 
.3753, 
.4045, 
.4332, 
.5000 



1349. 
1802. 
2388. 
2763. 
3142. 
3506. 
3882. 
4120. 
4766. 



1507, 
1939, 
2450, 
2894, 
3204, 
3574, 
4031, 
4191, 
4810, 



1364. 
1807. 
2549. 
2966. 
3344 . 
3507. 
3886. 
4121. 
4768. 



Seq. ID 

^Strand , 
.End.. .„.„ 

Method 

End 

Score 



OJ990808 49.9C06.C9 



5.6.8.5. 

TBLASTX: 

5000 

91 



Mai-ze 



.1468, 1463. .1603, 1467. 

.1938, 1818. .1943, 1826. 

.2665, 2550. .2651, 2744. 

.3064, 2967. .3068, 3136. 

.3409, 3350.. 3415, 3502. 

.3575, 3653.. 3751, 3654. 

.4032, 3886. .4035, 3887. 

.4192, 4122. .4193, 4124. 

.4827, 4913.. 4999, 4917'. 



.1682, 
. 1942, 
.2893, 
.3207, 
.3573, 
.3752, 
.4033, 
.4192, 
.5000, 



Seq. No. 36561 

Gene No. 75243 

Start 9 

Name OJ990808_4 9 . 9C06 . C9 . o2 . tw 

Start ... . 13.78 . 

GI" *~ / .""* ' none," ""*' ^ ; : J 

Exons ' : 1378V. 1485; 1380 V.T5T4") ; 138*8 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808 49.9C06.C9 



5685 

TBLASTX: Wheat 

1595 _ 

103' * 



;1513V T4'93. .'15,94, " 1545'; .1595 



Seq. No. 

Gene' No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 
Seq. No. 



36561 * ' . 

75243 

9 

OJ990808_4 9. 9C06 . C9 . ol . np 

1415 

6648157 

1415. .1681, 1802. .1944, 2390. 
2966.. 3050, 3140.. 3203, 3349. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 49.9C06.C9 



5685 
AAT/NAP 
4993 
1316 

2450, 2549. .2631, 2767. 
3410, 3503.. 3573, 3656. 



,2893, 
,3751, 



3885. .4033, 4122. .4191, 4768. .4808, 4918. .4993 

(AC010926) putative casein kinase I [Arabidopsis thaliana] 



36561 



Seq. ID OJ990808_49.9C06.C9 



36233 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



75243 Strand 

9 End 

OJ990808_49. 9C06.C9.ol.tc Method 

2555 End 

none Score 



5685 

TBLASTX: Cress 

3573 

97 



2555.. 2665, 2556.. 2636, 2573.. 2680, 2744.. 2911, 2763.. 2894, 
2966.. 3064, 2967.. 3068, 3136.. 3207, 3140.. 3214, 3350.. 3415, 
3502.. 3528, 3526.. 3573 



Seq. No. 36561 

Gene No. .-75243 

Start 9 

Name OJ990808_4 9 . 9C06 . C9 . ol . tw 

Start 2789 

GI none 
Exons 



Seq. ID OJ990808_49.9C06.C9 
Strand 
End 

Method 
End 
Score 



5685 

TBLASTX: Wheat 

3214 

107 



2789. .2911, 2811. .2894, 2827. .2895, 2965. .3054, 2966. .3064, 
2967. .3068, 3136. .3207, 3140. .3214 



Seq. No. 
Gene No. 
Start 
.Name 

GI 

Exons 



OJ990808 49.9C06.C9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

.Start-""' 
' Name ' 

Start Y'V ".' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36561 Seq. ID 

75243 Strand 
9 End 

..QJ$J$MS&JSL-,3P$& , C&..pJU.tS- Me.thgd ... 

,la4jL_, ,.. ; ^ ..End 

none Score 
2846. .2911, 2966. .3064, 2967. .3068, 3136. .3207, 3140. .3214, 
3140. .3229, 3350. .3415, 3351. .3395, 3502. .3573, 3509. .3574, 
3653. .3751, 3654. .3746, 3656. .3748, 3882. .4031, 3883. .4032, 
3923. .4036, 4119. .4190, 4120. .4191, 4124. .'4192, 4762. .4827, 
4763. .4810, 4913. .4996, 4917. .4994 



5685 

.„XBLASTXxSa.ybean.,„_ 
..,4.996... 
123 



36561 
75243 
9 

OJ990808_4 9. 9C06 . C9 . o2 . gp 
2966 

21836 1.R1084 



OJ990808 49.9C06.C9 



Seq. ID _ 
Strand 

End 5685 

Method AAT/GAP 

End • 3410" 

_ Score 376 

2 966. .3050, .314 0. .3203, 334 9. .3410 

, 4538939/emb|CAB39675.1| 5.0e-66 (AL049483) Col-0 casein kinase 
I-like protein [Arabidopsis thaliana] 1 



36561 

75243 - u - 

QJ9908083 9 . 9C06.C9'. o3 . gp 1 ■ * 

29'67'" ' " • ■ ' "•' '■ 

21836_1.R1084 

2967. .3050, 314 0 . . 3203, ' 334 9 . 



OJ990808 49.9C06.C9 



Seq. ID _ 
Strand . - 

End" ■ v: *-" ■5685 7 ""v"~- . ;\ \ :'.f" " 
Method^ AAT/GAP - ' ' ;' 
End' "'35'73 '* • 
Score 443 
3410, '3503. .3573 
'4538939/emb|CAB39675.1| 5.0e-66 (AL049483) Col-0 casein kinase 
I-like protein [Arabidopsis thaliana] ' - : 



36561 
75243 
9 

OJ990808_4 9. 9C06.C9.o2. tc 

3651 

none 



Seq. ID OJ990808_49.9C06.C9 



Strand 
End 

Method 

End 

Score 



5685 

TBLASTX: Cress 

4994 

98 



3651. .3752, 3653. .3751, 3882. .4031, 3886. .4032, 3886. .4035, 



36234 






3887. .4033, 4120. .4191, 


4121. 


.4192, 4766. .4810, 4768. .4827, 




4913. .4993, 4917. .4994 








Seq. No. 


36561 




Seq. ID- 


OJ990808_49. 9C06.C9 


Gene No . 


75243 




Strand 




Start 


9 




End 


5685 


Name 


OJ990808 49.9C06.C9.o4.gp 


Method 


AAT/GAP 


otart 


3894 




End 


5685 


GI 


uOosrocyp016b02bl 




Score 


907 


Exons 


3894. .4033, 4122. .4191, 


4768. 


.4808, 4918. .5046, 5547. .5685 


GI Descrip. 


, 4 538 939/emb|CAB39675. 1 


2.0e 


-50 (AL049483) Col-0 casein kim 




I-like protein [Arabidopsis thaliana] ' 




Seq. No. 


36562 




Seq. ID 


OJ990808_49. 9C06.C10 


Gene No. 


75244 




Strand 




Start 


1 




End 


1061 


Name 


OJ990808 49.9C06.C10.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1061 


GI 


4154281 




Score 


1015 


Exons 


1. .1061 








GI Descrip. 


(AF082347) C13 endopeptidase 


NP1 precursor [Zea mays] 


Se.q.. , Nq._ 


365162 




,S,eq.._IJD„. 


QJ.9 90.&Q&A9 9G0.6...C1Q 


Gene No . 


75244 




Strand 




btart 


1 




End 


1061 


Name 


OJ990808 49. 9C06.C10.ol. 


gs 


Method 


GENSCAN 


Start 


20 




End 


1044 


GI 


none 




Score 


.97 


Exons 


20. .1044 








Seq. No. 


36562 




Seq. ID 


OJ990808_49. 9C06.C10 


Gene No. 


75244 




Strand 




Start 


1 




End 


1061 


Name 


OJ990808 49.9C06.C10.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


100 




End 


928 


r~< -r 
bi 


none 




Score 


70 ■ 


Exons 


100. .225, 137. .226, 244. 


.318, 


251. .316, 


310. .525, 314. .520, 




47S..627, 476. .628, 631. 


. 927, 


632. . 928 




Seq. No. 


36562 




Seq. ID 


OJ990808_49. 9C06.C10 


Gene No. 


75244 




Strand 




Start. 


. 1 . . .. 




End 


1061 . . . .. . 


Name" _* - 


• OJ990808 4 9;-9C0-6."C10:ol. 




Method '" , 


TBLASTXrWheaf 


Start 


• ipo - - ■ - • • , ■ " ' 




.End 


489 '• " ' : • ^ ' " 


hi 


none ; ~ ■ 




Score " 


•71 . .'. ' • 


Exons 


i00...225, 137.;.235, 244. 


.327, 


'245. .328, 


310. .489, -329. . 487- 


Seq. No. 


36562 




Seq. ID 


OJ990808 49.9C06.C10 


Gene No. 


75244 




Strand 




Start 


1 




End 


1061 


Name 


OJ990808 49. 9C06.C10.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


100 




End 


961 


GI 


none 




Score 


83 


Exons 


100. .225, 131. .214, 244. 


.318, 


248. .316, 


308. .526, 313. .525, 




538. .627, 539. .628, 631. 


.942, 


653. .961 




Seq. No. 


36562 




Seq. ID 


OJ990808_4 9. 9C06.C10 



36235 



Gene No. 75244 

Start 1 

Name OJ990808_4 9 . 9C06 . CIO . ol . 

Start 100 

GI none 

Exons 100.. 225, 137.. 235, 244. 

538.-627, 539. .628, 631. 



tm 



Strand 
End 

Method 

End 

Score 



1061 

TBLASTX: Maize 

937 

83 



.318, 251. .316, 308. .526, 313. .525, 
.936, 632.. 937 



Seq. No. 36562 

Gene No. 75244 

Start 1 

Name OJ990808_4 9 . 9C06 . C10 . o2 . 

Start 694 

GI none 

Exons 694.. 927, 716.. 928 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_49.9C06.C10 
1061 

TBLASTX: Wheat 

928 

222 



Seq. No. 36563 

Gene No. 75245 

Start 13095 

Name OJ990808_4 9 . 9C06 . Cll . o4 , 

Start 13095 

, G I „ . none , „„ 

Expns . _13 0,9 5 ......13.3 2.2 _ _ 



gs 



Seq. ID 

Strand 

End 

Method 
End 

.Score 



OJ990808_49.9C06.C11 
+ 

13322 
GENSCAN 

13322 ' 



Seq. No. 36563 ' : Seq. ID 

Gene No. 7524 6 Strand 

Start 14158 End 

Name OJ990808_4 9 . 9C06 . Cll . o2 . gp Method 

Start 14158 . End 

GI none Score 

Exons 14158. .14571 



OJ990808_49. 9C06.C11 
+ 

14571 
AAT/GAP 
14571 
751 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. .No. 

"Gene " No ,/ 
Start"' 
Name 
Start : 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



36563 Seq. ID 

75247 Strand 

22433 End 
OJ990808_4 9. 9C06 . Cll . o3 . np Method 

22433 End 

5777617 Score 
22433.-22536 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990808_49. 9C06.C11 
+ 

22536 
AAT/NAP 
22536 
73 



36563 . ..Seq.-ip_. 

: *7 524 : 8 " ; "■'■ : " r -" - ""strand" 
26735- • '~ " " End 

OJ990808_4'9.9C06.Cll.o3.gp. • Method" 

26735 End 

4'3867_1.R1084 Score 
26735.. 26830 

'2781347 4.0e-40 (AC003113) F.2401.3 [Arabidopsis thaliana] ' 



OJ990^08^4_9_._9C0 6 .Cll 

2-6830' : " ' .. * ■ 
AAT/GAP- » . 7 
26830 : • 

177" 



36563 
75249 



Seq. ID OJ990808_49.9C06.C11 
Strand 



1 End 
OJ990808_4 9 . 9C06 . Cll . o2 . np Method 
1 " End 

5541726 Score 
1..65, 5442. .5481, 7431. .7484, 14264. 



19478 
AAT/NAP 
19478 
1791 

15705, 15844. .16044, 



36236 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16129. .16298, 16745 .. 16887, 17220 .. 17335 , 17433 17670, 
17765. .17966, 18068 .. 1824 5, 184 65 .. 18522, 19226. .19478 
(AL096856) putative protein [Arabidopsis thaliana] 



36563 Seq. ID 

75249 Strand 

1 End 
OJ990808_4 9. 9C06 . Cll . o2 . gs Method 

2361 End 

none Score 

2361. .2440, 2640. .2823 



OJ990808_49.9C06.C11 

19478 
GEN SCAN 
2823 
.82 



Seq. No. 36563 

Gene No. 75249 

Start 1 

Name OJ990808_4 9 . 9C06 . Cll . o3 . gs 

Start 3608 

GI none 
Exons 



Seq. ID OJ990808_49. 9C06.C11 
Strand 

End 19478 

Method GENSCAN 

End 11835 

Score .47 



3608. .4533, 5419. .5505, 7868. .7961, 8088. .8204, 8767. .8883, 
9027. .9167, 92S9..9677, 9763. .9791, 10144 10211, 11575. .11835 



..Geji.e.iJj.0.,. 

Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



JL65£3„ 
,.7.5.2 4 a.. 
1 

OJ99080 
3685 
11978_1 
3685. .4 
'584825 
>gi_322 
>gi_297 



8_4 

.Rl 

576 
/sp 
726 
889' 



9.9C06.Cll.ol.gp 
084 



S„e„q,_XD_ 

Str<and_ 
End 

Method 

End 

Score 



19478 
AAT/GAP 
4576 
1768 



P37707 | B2_DAUCA 2.0e-55 B2 PROTEIN 
pir S32124 B2 protein - carrot 

[emfc_CAA51078_ (X72385) B2 protein [Daucus carota] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



•Seq.r No. 
Gene No. 
Start : 
Name ' 
Start 
GI 

Exons 



36563 
'75249 
1 

0 J9 90 8 08_4 9 . 9C0 6 . CI 1 . o5 . gs 
14034 
none 
14034 . 
17220. 
18407. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_49. 9C06.C11 

19478 
GENSCAN 
19472 
.46 



,14133, 14285. .16023, 16129 .. 1624 1,- 1 674 5 . . 1 6887 , 
,17335, 17561. .17670, 17765 .. 17966, 18068 .. 1828 6, 
,18580, 19260. .19472 



75250 

21087. ' • 

OJ9908b8_4 9.-9C06, 

3609 

none 

3609.. 3836, 3612. 
3787. .4008, 3788. 



Cll.ol.tm 



-3662, 
.4054, 



3620 



-Seq; ID 

Strand 
"End 

Method 

End 

Score 
. .3787, 



OJ990808_4 9 : ; 9C06vCll 

.26221 " 
TBLASTX: Maize 
4 055 
190 

3750. .3806, 3786. .3863, 



3789. .4055 



Seq. No. 36563 Seq. ID 

Gene No. 75250 Strand 

Start 21087 End 

Name OJ990808_4 9 . 9C06 . Cll . ol . tw Method 

Start 3609 End 

GI none Score 



OJ990808_49.9C06.C11 
26221 

TBLASTX: Wheat 

4055 

179 



36237 



Exons 



3609. .3836, 3620. .3805, 3750. .3806, 3786. .3863, 3787. .4008, 
3788. .4054, 3789. .4055 



Seq. No. 36563 

Gene No. 75250 

Start 21087 

Name OJ990808_4 9 . 9C06. Cll . ol . ts 

Start 3618 

GI none 

Exons 3618.. 3806, 3620.. 3787, 3788. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_49.9C06.C11 
26221 

TBLASTX : Soybean 

4055 

158 



,4054, 3789. .4055 



Seq. No. 36563 

Gene No. 75250 

Start 21087 

Name OJ990808_4 9 . 9C06 . Cll . ol . tc 

Start 3620 

GI none 

Exons 3620.. 3787, 3621.. 3836, 3788, 



Seq. ID OJ990808_49.9C06.C11 
Strand 

End 26221 

Method TBLASTX: Cress 

End 4054 

Score 130 
.4054, 3789. .4052 



Seq. No. 
Gene No. 

.Staxt 

Name.. ...... 

Start 
GI 

Exons 



36563 
75250 
JLLQ.Si. 



QJ3m8.D.S_A.9.,.9.C0.6....Cli...Q2^'tjti : 
7878 
none 
7878 . 
8605. 
8771. 
9389. 



Seq. ID 
Strand 
JiKt 



OJ990808 49.9C06.C11 



26222. 



.7985, 7882. .7962, 8076. 

.8661, 8607. .8684, 8765. 

.8878, 9027. .9131, 9241. 

.9679, 9557. .9676, 9583. 



End " 11703 

Score 7 9 

.8204, 8086. .8205, 8596. .8661, 

.8878, 8766. .8879, 8767. .8889, 

.9516, 9242. .9304, 9256. .9678, 

.9678, 9764. .9802, 10143 .. 10214 , 



1014 4. . 10212, 11551. . 11703 



Seq. No. 36563 
Gene No. 75250 
Start 21087 

Name OJ990808_4 9 . 9C06. Cll . o4 . ts 

Start 7881 
GI none 

Exons 7881.. 7973, 8076.. 8204, 8092. 

8606.. 8662, 8765.. 8884, 8767. 
11575. .11766 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 49.9C06.C11 



26221 

TBLASTX : Soybean 
11766 
120 

8205, 8185. .8253, 8605. .8661, 
8889, 8771.. 8884, 10143 10208 , 



_ s ? c ?-_^ Jo j ■_■ 36 A- 6 ?-_-__ "l~ _* -__-.-...- Seq. JED. 

-Gene' No/- /" " r '7 5?5'0 : ^ - :: - v. J'—s'trantf 

Start " ." '21087 ~ " ' "■ " End 

Name**--:' V ' 0 J990808_4 9"V9C06 . Cl*Lvo2 *."tc " " " Method' 

Start -7887 - • ' End* • 

GI " none • Score 
Exons 



OJ990808_4_9 .9 CO 6 _:__ 

"2 6221-" * . :: : "" r ; " '' ~ ' 
TBLASTX": 'Cress 
11766- * 
72 " ' 



7887. .7922, 7923. .7985, 8076. .8204, 8095. .8205, 8498. .8521, 

8605. .-8661, 8612. .8662, 8767. .8898, 8770. .8868, 8771. .8884, 

9259.. 9516, 9262.. 9360, 9368.. 9676, 9553.. 9681, 9586.. 9.678, 

9764. .9802, 10132 .. 10203, 10143 .. 102 14 , 11575. .11766 



Seq. No. 36563 Seq. ID 

Gene No. 75250 Strand 

Start 21087 End 

Name OJ990808_4 9 . 9C06 . Cll . o2 . ts Method 

Start 9025 End 



OJ990808_49.9C06.C11 
26221 

TBLASTX : Soybean 
9812 



36238 




bl 


none 






Score 


71 






Exons 


9025. . 


9111, 9253.. 9396, 9394 


..9516, 9395.. 9679, 


9586. . 9678, 




9764. . 


9793, 9765. .9812 










oeq. no. 


36563 






Seq. ID 


OJ990808 


_4 9.9C06 


.Cll 


Gene No. 


75250 






O LL allU 








Start 


21087 






til 1U 


c. D tL X 






Name 


OJ990808 49.9C06.C11 


. o3 . tc 


LYlc unoci 


1 Dlj/iO 1 A . 






b tar l 


14686 








1 Kf)QA 
1 JU04 






bl 


none 








J U 






Exons 


14686. 


.14724, 14812. 


• X 4 _/ *i \J , 


14007 *| 4 ft 










14998. 


.15084 












Seq. No. 


36563 






Seq. ID 


OJ990808 


_49. 9C06 


.Cll 


Gene No. 


75250 






Strand 










21087 






End 


26221 






Name 


OJ990808 49.9C06.C11 


. o3 . tm 


Method 


TBLASTX: 


Maize 




btari. 


14872 






End 


15276 






r* t 

bl 


none 






Score 


233 






Exons 


14872. 


.15120, 14879. 


1 M 91 


15169. .15276, 15169 


. .15276 




rt rt* XT rt 


..36_5J53_ 









_Q.a9.aa8i) a 


4S,.9Q(16_,XLU 




05.2.5.L 






..... ..at rand.. 






— 


Start 


21087 






End' 


^2 622]/*™ 






Name 


OJ990808 49.9C06.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




btsrt 


15445 






End 


15792 






bl 


none 






Score 


96 






Exons 


15445. 


.15540, 15446. 


i ^ 1 


15622. .15771, 15623 


. .15775, 






15629. 


.15775, 15634. 


.15792 










Seq. No. 


36563 






Seq. ID 


OJ990808 


_49.9C06 


.Cll 


Gene No. 


75250 






Strand 








otan 


21087 






End 


26221 






Name 


OJ990808 49.9C06.C11 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




bian 


17784 






End 


18203 








none 






Score 


83 






Exons 


17784. 


.17966, 18080. 


.18202, 


18084. .18203 






Q ^ rt- XT rt 

o e q . in o . 


36563 






Seq. ID 


OJ990808 


_49.9C06 


.Cll 


Gene No. 


75250 






Strand 








Start 


21087 






End 


26221 






Name . ~ 


OJ990808 49.9C06.C11 


„o4 . np. . 


. Method. 


. AAT./NAE.. 






otart 


-21087- 






■ • 'End . " 


"2"4 30 : ^;"-" 






bl 


5031285 - '- 




• Score . 


84 






' Exojns • * 


21087, 


.21U5-,. 22708./ 


:2288.1, ' 


24256. .-24309 - ' 






GI De scrip . 


(AF139501) beta-amylase [Pr'unus ■armeniaca] . 






Seq. No. 


36563 






Seq. ID 


OJ990808 


_4 9.9C06 


;cn 


Gene No. : 


75250 






Strand 








DlaiL 


21087 






End 


26221 






Name 


OJ990808 49.9C06.C11 


. 06 . gs 


Method 


GENSCAN 






Start 


22636 






End 


23799 






GI 


none 






Score 


.77 






Exons 


22636. 


.22955, 23041. 


.23321, 


23451. .23526, 23626 


. .23799 




Seq. No. 


36563 






Seq. ID 


OJ990808 


_49.9C06 


.Cll 


Gene No. 


75250 






Strand 









36239 



f 1 ^ 



Start 


21087 


End 


26221 




Name 


OJ990808 49. 9C06.Cll.o6.np 


Method 


AAT/NAP 




Start 


22983 


End 


26221 




GI 


5852093 


Score 


54 




Exons 


22983. .23003, 24730 24846, 


26193. .26221 




GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


36563 


Seq. ID 


OJ990808_ 


4 9 . 9C06 . Cll 


Gene No. 


75250 


Strand 






Start 


21087 


End 


26221 




Name 


OJ990808 49.9C06.Cll.o5.np 


Method 


AAT/NAP 




Start 


23603 


End 


25291 




GI 


3395440 


Score 


59 




Exons 


23603. .23758, 25272.. 25291 








GI Descrip. 


(AC004 683) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


36564 


Seq. ID 


OJ990808_ 


49.9C06.C12 


Gene No. 


75251 


Strand 


+ 




Start 


1112 


End 


7773 




Name 


ujyyuouQ 4 y . ytuo . uiz . oz . gp 


Method 


AAT/GAP 




Start 


1091 


End 


1892 




jsi ; „. 


43867 1.R1084 


„_Sj2.oxe_ 


818- 




..Exods__.. _ 


.JLOai ..,,.1.42.5, .l,7M.,-vlS.92.__.._. 








GI Descrip. 


, 278134'7 4.6e-40 (AC003113) 


F2401 . 3 [Arabidopsis 


thaliana] T 


Seq. No. 


36564 


Seq. ID 


OJ990808_ 


49. 9C06.C12 


Gene No. 


75251 


Strand 


+ 




Start 


1112 


End 


7773 




Name 


OJ990808 49. 9C06 . C12 . ol . np 


Method 


AAT/NAP 




Start 


1112 


End 


7489 




GI 


4982479 


Score 


2407 




Exons 


1112.. 1425, 1764.. 1910, 2452 


..2587, 2896.. 2997, 


3599. . 3718, 




3831. .3915, 4380. .4716, 4867 


..5112, 5993.. 6317, 


6921. .7154, 




7235. .7489 








GI Descrip. 


(AF069441) predicted protein 


of unknown function 


[Arabidopsis 




thaliana] 








Seq. No. 


36564 


Seq. ID 


OJ990808_ 


49.9C06.C12 


Gene No. 


75251 


Strand 


+ 




Start 


1112 


End 


7773 




Name 


OJ990808 49.9C06.C12.o2.gs 


Method 


GENSCAN 




..Start 


.1-112 . . . ....... 


.• End . . 


. 7489 






" none ,: : • " - * v ~ " 


~ Score*" 


" V8F : r -'"~" ' 




Exons 


'1112'. .1425, . 17.64. .1910, 2452 


. .2587, '-289"6-. .299.7, " 


3599. .3718/ ' 




"3631V.3911, 4376. '."4>16, .'4867 


..5.112, 599*3. .6317,' 


6921. .7154/-' " 




7235. ,7489- • \ - 






. , . . ■* 


Seq. No. 


36564 


Seq. ID 


OJ990808_ 


49.9C06.C12 


Gene No . 


75251 


Strand 


+ 




Start 


1112 


End 


7773 




Name 


OJ990808 49. 9C06 . C12 . o3 . gp 


Method 


AAT/GAP 




Start 


4373 


End 


5057 




GI 


uC-osrocyp015dO'3bl 


Score 


1046 




Exons 


4373.. 4716, 4867.. 5057 








GI Descrip. 


'3924615' 6.0e-71 (AF069442) 


hypothetical protein 


[Arabidopsis 



thaliana] 1 



36240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start' 

JIame. 

S.tart 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 
, Name 
"Start ~" 

GI " 

Exons" . 

Seqi No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 
Start 



36564 Seq. ID 

75251 Strand 
1112. End 
OJ990808_4 9 . 9C0 6 . C12 . o4 . gp Method 
7007 End 
50839_1.R1084 Score 
7007. .7154, 7235. .7773 
'4 9824 79/gb|AAD3694 7. 1 IAF0694 41 

protein of unknown function [Arabidopsis thaliana] 1 



OJ990808 
+ 

7773 
AAT/GAP 
7773 
1275 



49.9C06.C12 



1 2.0e-21 (AF069441) predicted 



36564 Seq. ID 

75252 Strand 

16 End 
OJ990808_4 9. 9C06 . C12 . ol . gs Method 

16 End 

none Score 
16. .273 



OJ990808_49.9C06.C12 
273 

GENSCAN 

273 

.82 



OJ990808 49.9C06.C12 



36564 ■ Seq. ID 

75253 Strand 
' 395 . End 462 

_^a&aa^^ mxhpd__mzLQM. : 

,,3 9l5_ _ _ " .'; . End;. . _ 4 62. ; . _ ._, , 

LIB3431-004-P1-K1-G12 Score 77 

395. .462 

'4680203/gb|AAD27566. 1 |AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



36564 
75254 
9668 

OJ990808_4 9 . 9C06 . C12 . o2 . tm 

1063 

none 

1063. .1425, 1087. .1260, 1097. 
1770.. 1913, 1772.. 1912, 2450. 
2896.-2943 

36564 
75254 
9668 

. 0 J 9 9 08 0 8_4, 9 . .9_C 06 . C 12 ._o 2 . t c. ■, 
r -iTll ™ .r T ;' r :7' z "™ 

none ■ ' •■" " ■ • . - - ■ ■■ 

1111.-. 1.4-25-/ 1112-,. 14' 2-6,' 4148'. 

'. ' ■ 

36564 
75254 
9668 

OJ990808_4 9. 9C06.C12 .o3. ts 

1111 

none 

1111. .1413, 1112. .1420 

36564 
75254 
9668 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 49.9C06.C12 



12584 

TBLASTX: Maize 
2943 
84 

,1426, 1765. .1911, 1767. .1910, 
.2590, 2450. .2584, 2884. .2943, 



Seq. ID OJ990808_49.9C06.C12 
Strand 

End 12584 

Method.. TBLASTX _3ress._.. ,-____ 

--End"" * v -1854 \ r -""7""™." * " " 

■'Sqore" '401 ■ 

.1429, 1149. .1430-, '-17.65. .1854 

Seq.' ID OJ990808_49.9C06.C12' 
Strand 

End 12584 

Method TBLASTX : Soybean 

End 1420 

Score 373 



Seq. ID OJ990808_49.9C06.C12 
Strand 

End 12584 



36241 



Name OJ990808_4 9 . 9C06 . C12 . o5 . tc Method TBLASTX : Cress 

Start 1861 End 2590 

GI none Score 67 

Exons 1861.. 1911, 2447.. 2584, 2449.. 2589, 2450.. 2590 

Seq. No. 36564 Seq. ID OJ990808_4 9 . 9C06 . C12 

Gene No. 75254 Strand 

Start 9668 End 12584 

Name OJ990808_49. 9C06.C12 . o4 . ts Method TBLASTX : Soybean 

Start 2449 End 3703 

GI none Score 187' 

Exons 2449. .2589, 2450. .2590, 2490. .2606, 2884. .3015, 2890. .2997, 
2918. .3025, 3585. .3701, 3596. .3691, 3599. .3703 

Seq. No. 36564 Seq. ID OJ990808_4 9 . 9C06 . C12 

Gene No. 75254 Strand 

Start 9668 End 12584 

Name OJ990808_4 9 . 9C06 . C12 . o3 . tc Method TBLASTX : Cress 

Start 2890 End 4747 

GI none Score 75 

Exons 2890.. 3003, 3834.. 393.2, 43.76.. 4747, 4417.. 4701' 



_ .,Seq._NQ.\__. . 365.6.4 __^..,Seg.. .J.D .QJ99.Q$Mji9...££Q& f £12\~- „ 

C3 Gene No.' " '75254 Strand - ■ ■" 

q Start 9668 End 12584 

Name OJ990808_4 9 . 9C06 . C12 . ol . tm Method TBLASTX : Maize 

Start 3638 End 7486 

\= GI none Score 118 

« Exons 3638.. 3718, 3679.. 3717, 3810.. 3896, 3828.. 3911, 3830.. 3913, 

id 4373. .4714, 4375. .4707, 4475. .4714, 4856. .5113, 4869. .5111, 

q 4873. .5112, 5992. .6321, 5993. .6322, 5994. .6320, 6918. .7154, 

fjj 6918. .7148, 7222. .7482, 7229. .7486 

!L Seq. No. 36564 Seq. ID OJ990808_4 9 . 9C06 . C12 

« Gene No. 75254 Strand 

'■4 Start 9668 End 12584 

U Name OJ990808_4 9 . 9C06 . C12 . o2 . ts Method TBLASTX : Soybean 

[j Start 3840 End 4909 

IZ GI none Score 71 

*f Exons 3840. .3917, 4378. .4707, 4385. .4711, 4874. .4909 

- — £ 

. Seq..-. No... - - 36564. _ - - ^Seq. ID .OJ990.808._4 9.. 9C0.6..C1,2_,_.._ . 

-'"■■•Gene" Nov - ; *75254 -*~- : ; *"T-""- strand' " --=■—--..-„-■:■.■ - 

Start '" " 9668 - - ' " ' - ' ' " End ' ' 12584 ' '* ' 

Name . ■■ • OJ990808_4 9 . 9C06 . C12 -;o2 . tw . Method , TBLASTX': Wheat . . ~ ;' * 

'Start--.'. -4402 .'.*.. •■ .. . End .4672 ' . .... 

GI none Score 205 " 

Exons 4402.. 4563, 4409.. 4672 

Seq. No. 36564 Seq. ID OJ990808_4 9 . 9C06 . C12 

Gene No. 75254 Strand 

Start 9668 End 12584 

Name OJ990808_4 9 . 9C06 . C12 . ol . tw Method TBLASTX : Wheat 

Start 4903 End 6055 

GI none Score 282 

Exons 4903. .5109, 4904. .5113, 4904. .5119, 5991. .6053, 5993. .6055 



36242 



Seq. No. 


36564 








Seq. ID 


OJ990808 


_49. 9C06.C12 


Gene No. 


75254 








Strand 






Start 


9668 








End 


12584 




Name 


OJ990808_49. 


9C06 


C12.ol 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


4 910 








End 


7470 




GI 


none 








Score 


248 




Exons 


4 910. . 5113, 


4912 


.5112, 


5957 . 


.6109, 5992. .6309, 


5994 . . 6320, 




6018 . . 6317, 


6918 


. 6998, 


6920 . 


.7156, 6929. .7045, 


7098 . .7154, 




7229 . .7417 , 


7231 


. 7326, 


7304 . 


.7360, 7379. .7450, 


7396 . . 7470 


Seq. No. 


36564 








Seq. ID 


OJ990808 


_49.9C06.C12 


Gene No. 


75254 








Strand 






Start 


9668 








End 


12584 




Name 


OJ990808_49. 


9C06, 


C12 .ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


6002 








End 


6998 




GI 


none 








Score 


422 




Exons 


6002. .6112, 


6003. 


.6320, 


6006. 


.6317, 6918.. 6998 




Seq. No. 


36564 








Seq. ID 


OJ990808 


_49.9C06.C12 


Gene No. 


■ 75254 . 








Strand 






Start 


9668 








End 


12584 





i^.ame. 

GI 

Exons 



~6s>a9j r :.?„ 

none * : 

6999. .7157, 7098. .7154, 7229. 
7393. .7482 



„Me.thQOl TBLhSX^lQZQ3^. 

..jEnd. 7Aa2.^/_._ _ 

Score 76 

.7333, 7232. .7333, 7379. 



,7468, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36564 Seq. ID OJ990808_4 9 . 9C06 . CI2 

75254 Strand 

9668 End 12584 

OJ990808_4 9. 9C06 . C12 . o5 . gp Method AAT/GAP 

9668 End 11667 

66306_1.R1084 Score 1553 

9668. .10143, 10555. .10609, 10702 .. 1077 9, 108 61 10952, 

11035. .11058, 11151. .11269, 11637. .11667 

f 2739383 2.0e-25 (AC002505) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 
Gene No . 
Start 
Name . . 

-Start V 1 "' 
''Gir 
Exons 



36564 
75254 
9668 
OJ.99080 
10006'''.' 
none ' ' 
10006:. 
10085. . 
10556. . 
10860. . 
11034. . 
11636. . 
11780. . 
11943. . 
12340. . 



8.. 49.. 9C06..C12..o3.tm. 



10089, 

10141, 

10609,' 

10952, 

11060, 

11668,. 

11854, 

12026, 

12396, 



10015. 
10098, 
10699. 
10862. 
11148. 
11638. 
11784 . 
11943". 
12346. 



.10056, 
,10166, 
,10779, 
,10960, 
,11198, 
,11658, 
,11861, 
,12020, 
12396, 



Seq." ID 
Strand 
End 
.=. Method. 

'Score 
10019... 10090, 
10551. .10610, 
10700. .10780, 
11011. .11061, 
11149. .11250, 



OJ990808 49. 9C06.C12 



11651. 
11790. 
12108. 
12525. 



12584 

TBLASTXjMaize___ ^ 
1258T^v' : " 
61 ' • ■' 

10023. . 10091, 
10552. . 10605,. 
10860. .10937, 
11034. .11063, 
11150. .11248, 
11695, 11776. .11862, . 
11867, 11941. . 12018, 
12149, 12109. . 12150, 
12581 



Seq. No. 
Gene No. 
Start 



36564 
75254 
9668 



Seq. ID 

Strand 

End 



OJ990808 49.9C06.C12 



12584 



36243 



Name 

Start 

GI 

Exons 



OJ990808_4 9 . 9C06 . C12 . o4 . gs Method GENSCAN 



10019 
none 



End 
Score 



12149 
.69 



10019. .1014 3, 10241. .10331, 10702. .1077 9, 108 61. .10973, 
11035. .11058, 11151. .11269, 11637 .. 1 1722 , 1194 3 .. 12017 , 
12111. .12149 



Seq. No. 36564 
Gene No. 75254 
Start 9668 

Name OJ990808_4 9 . 9C06 . C12 . o2 . np 

Start 10064 
GI 2739383 
Exons 10064. .10143, 10555 

11151. .11269, 11637 

12337. .12396, 12533. .12584 
GI Descrip. (AC002505) unknown protein [Arabidopsis thaliana] 



Seq. ID 
Strand 

End 12584 
Method AAT/NAP 
End 12584 
Score 545 
10609, 10702. .10779, 10861 
11849, 11943. .12017, 12111 



OJ990808 49.9C06.C12 



,10958, 
12149, 



Seq. No. 
Gene No. 
Start 

_JNIam.e 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36565 
75255 
689 

Jaa. , . 

none 

689.. 723, 795.. 851 

36565 
75256 
795 

OJ990808_4 9. 9C06 . C13 . ol . gp 
795 

30898_1.R1084 
795. .857 

'2739383 2.0e-47 (AC002505) 
thaliana] 1 



Seq. ID OJ990808_49.9C06.C13 
Strand 

End 851 

.MeiJiQd 5JEJSSCM. ' 

..End.. . ,8.51 _ _ _ 

Score .69 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_49.9C06.C13 
857 

AAT/GAP 

857 

76 



unknown protein [Arabidopsis 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI 

Exons.- "" ~ ; 
"GI De3crip. 

Seq r No... - - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36566 Seq. ID 

75257 Strand • 

1 ' End - 

OJ990808_49. 9C06.C14 .ol.np Method 
1 End 
6686.4 07^. ^ . ... \ _ ... „ ^ Score. 
Iv."ll7-, ; 889. /95?;v"i"05 r 3;;Tir27; ■ 210*2 /.'2154; : 22927v2379 
(AC.00723'4 : ) F1E22. 8 '*[ Arabidopsis thaliana]/ 



OJ990808_4 9. 9C06.C14 
+ 

2453 
AAT/NAP 
2379 
262. . 



36566 • , 

75257 

1 

OJ990808_4 9. 9C06.C14 . o2 . gp 
683 

19693 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
683. .813, 919. .959, 1053. .1127, 2102. 
'4309884/gb| AAD15542 | 3.0e-30 (AC006389) similar to 
Schizosaccharomyces pombe splicing factor; similar to' 
PID: 3395591 [Homo sapiens] >gi_5919157_gb_AAD56232 . 1_AF182294_1 
(AF182294) U6 snRNA-associated Sm-like protein LSm8 [Homo 
sapiens] ' 



OJ990808_4-9. 9C06,Cl-4- 

+ - 

2453 

AAT/GAP 

2453 

826 

.2154, 2292. 



.2453 



36244 



Seq. No. 


. 36566 




Seq. ID 


OJ990808 


_49.9C06.C14 


bene jno . 


TCOCO 
/ D£ D 0 




Strand 


+ 




C 4 > v- 4- 

btart 


oOo J 




tjnu 


H *7 R C 




Name 




gs 


Method 






otart 


Djoj 






/ /DO 






none 




Score 


*7 *5 
. /J 




Exons 


CCQO CCTQ T^CQ TTCf: 

Djoj. . DO / J, /Duo. . / / DD 










Qfin Mo 


36566 




Seq. ID 


OJ990808_ 


49 9C06 C14 


Gene No. 


75259 




Strand 


+ 




Start 


9673 




End 


15324 




Name 


OJ990808 49.9C06.C14.o6. 


gp 


Method 


AAT/GAP 




Start 


9547 




End 


10683 




GI 


415 1.R1084 




Score 


642 




Exons 


9547. .9867, 10598. .10683 










GI Descrip. 


' 3021357/emb | CAA06339 . 1 1 


1. 


Oe-25 (AJ005082) UDP 


-galactose 



4-epimerase [Cyamopsis tetragonoloba] ' 

Seq. No. 36566 Seq. ID OJ990808_4 9 . 9C06 . C14 

Gene No. 75259 Strand + . . 

...Siaxt _&6JJL_™.,- — — - — „ EnpL_ „ 1 5.32 4 ; _ 

.Name_. pJ9,9i)M8_A9..^ Method... jGENSCAN_ _ . 

Start ' 9673 End 15324 

GI none - Score .88 

Exons 9673.. 9867, 11309 .. 11335, 11836 .. 11937, 12058 .. 12285 , 

12365. .12449, 12552 12634 , 12758 .. 1284 9, 1347 1 13604 , 

14960. .15324 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



36566 
75259 
9673 

OJ990808_4 9.9C06.C14.o2.np 

9682 

3021357 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9682. .9867, 10598 .. 10647 , 11200 .. 11335 , 11836 .. 11 937 , 
12058. .12285, 12365 .. 124 40, 1254 9 .. 12634 , 12758 .. 1284 9, 
12952.. 13042 

(AJ005082) UDP-galactose 4-epimerase [Cyamopsis tetragonoloba] 



OJ990808_49.9C06.C14 
+ 

15324 
AAT/NAP 
13042 
1086 



Seq. No. 
Gene No. 
"Start 
Name ' ' - 
Start"' ' " : 

GI* 

Exons 

GI Descrip. 



36566 Seq. ID 

75259 _ Strand. 

~9673-; v ~ -■"-]■-■ Enc j - .- : . 

OJ990808_49. 9C06.CM.o7~.:gp " Method. 

' 118 62 ' " "- " . End ' • 

-12752 1.R1084 - • Score . 



OJ990808_4 9. 9C06.C14 

+ ... 



15324 
AAT/GAP' 
'1337 4- " 
1658 



11862. . 11937, 12058. . 12285, 12365 .. 124 4 9," 12552 .. 12634 , " 
12758. . 12849, 12952.. 13374 : 

1 3021357/emb, | CAA06339 . 1 | 2.0e-88 (AJ005082) UDP-galactose 
4-epimerase. [Cyamopsis tetragonoloba] ' 



Seq. No. 36566 Seq. ID 

Gene No. 75260 Strand 

Start 2924 * End 

Name OJ990808_4 9 . 9C06 . C14 . o3 . gp Method 

Start 2924 End 

GI 29509 1.R1084 Score 



OJ990808_49.9C06.C14 

3356 
AAT/GAP 
3356 
846 



36245 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI. Descrip.. 



2924. .3356 

1 3702665/emb | CAA074 74 | 3.0e-10 (AJ007349) 
protein 1.2 [Triticum aestivum] 1 



pa thogenisis -related 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808 49.9C06.C14 



5765 
AAT/GAP 
5681 
695 



36566 
75261 
5220 

OJ990808_4 9. 9C06.C14 ,o4 . gp 
5220 

LIB34 32-059-P1-K1-D8 
5220. .5681 

'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 

36566 Seq. ID OJ990808_4 9 . 9C06 . C14 

75261 Strand 

5220 End 5765 

OJ990808_49. 9C06.C14 ,o5.gp Method AAT/GAP 

5546 End 5765 

LIB3477-003-P1-K1-E9 Score 128 

5546. .5566, 5683. .5765 

. \ 2 4 9.8.5 a 6 l$p J .Q4 0 63 8J.MPQ1_QRYSA . Z.,0e-2.4 ...MAJOR J?OLLEI^ .AL.ItEBEEJi-.pjiY. 
_.S_ ,1. .PRECURSOR;. (ORY...S,. I). >gi^ll735,5J„iU31771L.,0ry. .,sl, 1. JOx-yza.. 
sativa] ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36566 Seq. ID 

75262 Strand 

14938 End 

OJ990808_4 9 . 9C0 6 . C14 . o2 . tm Method 

2640 End 

none Score 



OJ990808_49.9C06.C14 
15373 

TBLASTX: Maize 

15368 

34 



2640. .2663, 2768. .3016, 2772. .2972, 3017. .3196, 3021. .3194, 
3055. .3207, 3056. .3196, 14 974 .. 15072 , 14 98 1 .. 15073, 
15085. . 15147, 15103. .15165, 15208 .. 15309, 15218 .. 15301 , 
15297. .15368 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

Exons 1 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36566 ' 
75262 
14938 

OJ990808_4 9. 9C06.C14 .ol. tw 
2771 

none - . . . . 

'277r.v28"0O-, "2804*.'. 28 69/ "29637; 3037'," "14939 
15007. .15198, 1504 6. .15150 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808 . 49. 9C06.C14 



15373 

TBLASTX: Wheat 
15198 

68 . - . 
"'T4 : 998v"l : 4-94T. 



14 997,' 



36566- - 
75262 ' 
14938 

OJ990808_4 9. 9C06 . C14 . o2 .tc 

2771 

none 



Seq. ID'' OJ990808_49.9C06.C14 



Strand 
End 

Method 

End 

Score 



15373 

TBLASTX: Cress 

15322 

61 



2771. .2794, 2795. .2869, 1494 1 .. 14 997, 14 942 .. 14 998 , 
14998. .15198, 14 999 .. 1507 6, 15140 .. 15199, 15296. .15322 



Seq. No. 
Gene No. 
Start 



36566 
75262 
14938 



Seq. ID 

Strand 

End 



OJ990808 49.9C06.C14 



15373 



36246 




Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990808_4 9.9C06.C14.o2.ts Method TBLASTX: Soybean 
2771 End 15358 

none Score 60 

2771. .2800, 2798. .2869, 2885. .3016, 3011. .3154, 14 94 1 . . 14 997 , 
14942. .14998, 15005 .. 15169, 15007 .. 15168, 15169 15198 , 
15208. .15309, 15305.. 15358 



36566 
75262 
14938 

OJ990808_4 9.9C06.C14 .ol. tc 

9672 

none 



Seq. ID OJ990808_49.9C06.C14 
Strand 

End ' 15373 

Method TBLASTX: Cress 

End 13021 

Score 157 



9672. .9866, 9673. .9837, 11836 .. 1194 0 , 11838 11942, 
12055. . 12288, 12057 .. 12239, 12096 12299, 12221 12328 , 
12364. .12435, 12365 .. 12436, 12550 .. 12 630, 12551 12634 , 
12755. .12850, 12950 .. 13021, 12952.. 13017 



Seq. No. 36566 . Seq. ID OJ990808_49.9C06.C14 

Gene No. 75262 Strand 

Start 14938 End 15373 

.Name. _„ :OJ.9SJ)m8_19^ MethpoL. . . tBL^SJ^^oly^eani 

Start _ . 9684 „ s ..„:„..,. _„_,__End J.X2.S2S 

GI none " - Score 211 " 

Exons 9684.. 9869, 9691.. 9870, 11294 .. 11338 , 11826 .. 11933, 

11832. .11939, 11833. .11943, 12055 .. 12288 , 12057 .. 12239, 
12096. . 12314, 12370. . 12426, 12371 .. 12457, 12550 .. 12 633, 
12551. .12634, 12755 .. 12829, 12757.. 12807 



Seq. No. 36566 

Gene No. 75262 

Start 14938 

Name OJ990808_4 9 . 9C06 . C14 . ol . tm 

Start 9691 

GI none 
Exons 



Seq. ID OJ990808_49.9C06.C14 
Strand 

End 15373 

Method TBLASTX : Mai ze 

End 13041 

Score 210 



9691. .9870, 9693. .9866, 11832 .. 11942 , 11833 .. 11943, 
12055. .12288, 12057 .. 12242 , 12069 .; 12299, 12364 .. 124 38 , 
12365. .12439, 12550 .. 12633, 12551 .\ 12634 , 12555 .. 12635, 
12755. .12850, 12757. . 12804 , 1294 1 .. 13024 , 12941 .. 13033, 
12949. . 13026, 12952.. 13041 



Seq. No. 36566 '. . . . . . 

"Gene~No?'"' " -7 5262 ■'- ~ -'"T " 

Start ' l 14 938 ' ' 

Name..' :. OJ990308_49 . 9C0'6\ CJ4". o3 .hp 

•■Start- ' ■ ■ -~ 14938- " ■ '■ ' 

GI 5262758 
Exons 14938.. 15373 

GI Descrip. (AL080283) pathogenesis-related protein homolog [Arabidopsis 
thaliana] 



.Seq. -ID OJ990808_4_9 . 9C06^C14 
~"~ Strand"" " s ' ' 
End ■ 15373' ' 
Method"" AAT/NAP* * 

- End ' : ' 1537 3 .- - • 

Score 336 " 



Seq. No. 36567 Seq. ID 

Gene No. 75263 Strand 

Start 111 .. End 

Name OJ990808_4 9 . 9C06 . C15 . ol . gs Method 

Start 111 End 

GI none Score 



OJ990808_49.9C06.C15 
711 

GENSCAN 

711 

.82 



36247 



Exons 



111. .325, 636. .711 



Seq. No. 36567 
Gene No. 75264 
Start 5161 

Name OJ990808_4 9 . 9C06 . C15 . ol . np 

Start 5161 
GI 6630699 
Exons 5161 . . 5238 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] \ 

gi| 6721536|dbj |BAA89566.1| (AP001073) hypothetical' protein 
[Oryza sativa] 



Seq. ID OJ990808_49.9C06.C15 
Strand 

End 5238 

Method AAT/NAP 

End 5238 

Score 82 



Seq. No. 36568 

Gene No. 75265 

Start 1 

Name OJ990808_4 9 . 9C06 . C16 . ol . gp 

Start 1 

GI LIB3477-003-P1-K1-E9 

Exons 1..87 

GI Descrip.' ' 24 98 58 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN. ORY 

: _l«s_a_RRE^ 



Seq. ID OJ990808_49.9C06.C16 

Strand 

End 87 

Method AAT/GAP 

End 87 

Score 122 



Seq. No. 


36569 




Seq. ID 


OJ990808_48.9C07.C4 


Gene No. 


75266 




Strand 


+ 


Start 


332 




End 


595 


Name 


OJ990808 48.9C07.C4.ol. 


gs 


Method 


GENSCAN 


Start 


332 




End 


595 


GI 


none 




Score 


.77 


Exons 


332. .595 








Seq. No. 


36569 




Seq. ID 


OJ990808_48.9C07.C4 


Gene No. 


75267 




Strand 




Start 


1008 




End 


4314 


Name 


OJ990808 48.9C07.C4.ol. 


np 


Method 


AAT/NAP 


Start 


1008 




End 


3158 


GI 


629693 




Score 


517 


Exons 


1008. .2094, 3138. .3158 








GI Descrip. 


probable integrase - common 


tobacco ( fragment ) 




gi| 530742 | emb | CAA56791 | 


(X80 


830) integrase [Nicotiana tabacum 


SeqV Nor'""" 


•36569- " " ' '• " : 




■ Seq'. ID 


0 J9 90 80 1 8_4 8". 9C0 1\ C4~ : ; ■• ~ 


Gene No." 


75267 




Strand" 




Start - 


100,8 • ' - ' 




. * End' 


4314 ' * ■■• ;■ . 


•Name - • 


OJ990808 48.9C07.C4.-o5. 


ts - - • 


Method 


TBLASTX : Soybean - - 


Start 


1048 




End' 


1297 


GI 


none 




Score 


46 


Exons 


1048. .1086,. : 1053. .1091, 


1115 


..1297, 1125. .1295, 1130. .1297 


Seq. No. 


36569 




Seq. ID 


OJ990808__48.9C07.C4 


Gene No. 


75267 




Strand 




Start 


1008 




End 


4314 


Name 


OJ990808 48 . 9C07 .C4 . o2 . 


np 


Method 


AAT/NAP 


Start 


1059 




End 


4190 


GI 


4544372 




Score 


1121 


Exons 


1059. .2599, 2705. .3091, 


3158 


. .4190 





36248 




GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


"3 C C C Ci 

o bo by 








Seq. ID 


OJ990808_4 8 . 9C07 


. C4 


Gene No . 


I 0 2 0 1 








Strand 






start 


lUUo 








End 


4 314 




Name 




. yuu / 


. L4 . OZ . 


gs 


Method 


GEN SCAN 




Start 


1 bb4 








End 


4314 




GI 


none 








Score 


.94 




Exons 


1664. .2739, 


3075 


. .4314 










Seq. No. 


j do d y 








Seq. ID 


OJ990808_48 . 9C07 


. C4 


Gene No. 


75267 








Strand 






otan 


lUUo 








hna 






Name 


ATQQHQnQ A Q 

ujyyuoUo 4o 


.9C07 


.C4.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


I /UU 








End 


0 n n 0 

2008 




GI 


none 








Score 


68 




Exons 


1700. .2008, 


1790 


. .1903 










Seq. No. 


<Z <Z tZ Ck 

oob by 








Seq. ID 


OJ990808 48.9C07 


. C4 


Gene No. 


/o2b 1 








Strand 








i n n o 

1PU& 








.JSnd 


4 314 




Nam.e,^„.. .... 


, o jy yub uo,..io 


..9aoa,.CA,.o3.. 




„,Metho.d._ 


.. T BLAST X : Wh.e.a t , 




Start 


1 / 3b 








End 


2023 




GI 


none 








Score 


139 




Exons 


1736. . 1840, 


1865 


. . 2023 










Seq. No. 










Seq. ID 


OJ990808_48 . 9C07 


,C4 


Gene No . 


/o2 b / 








Strand 






C" J . „j_ 

start 


lUUo 








End 


4 314 




Name 


ATOOnO^O yl O 

ojyyuoUo 4o 


. 9C07 


.C4 .o3. 


tm 


Method 


TBLASTX : Maize 




Start 


"1 O A ~\ 

lo4 1 








End 


2173 




GI 


none 








Score 


202 




Exons 


1841. .2173 














seq. no. 


Jbo by 








Seq. ID 


OJ990808 48.9C07 


. C4 


Gene No . 


/ OZ 0 / 








Strand 






start 


1 AflQ 

lUUo 








T-i _ ,_i 
End 


4 314 




Name 


r\Tddf\or\o a o 
(JjyyUoUo 4o 


. 9C07 


.C4.o4 . 


tw 


Method 


TBLASTX : Wheat 




Start 


Z4 z y 








End 


2826 




GI 


.none 








Score 


56 




Exons . 


_2429, .2698, 


2752 


. ..2826- 










Seq. No. 


36569 








Seq'. ID 


• OJ990808_48. .9 CO 7 


.C4' 


Gene No . 


. wozb 1 








Strand- 






s tart ■•■ - 


1 n n q - 








End . - 


4314 . ' V .. ■ 




Name 




.'9C07 


.C4.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


24 62 








End' 


2871 




GI 


-none 








Score 


94 




Exons . 


2462. .2713, 


2547 


. .2714, 


2655. 


.2717, 2747. .2869, 2752. .2871 


Seq. No. 


36569 








Seq. ID 


OJ990808_48.9C07 


.C4 


Gene No. 


75267 








Strand 






Start 


1008 








End 


4314 




Name 


OJ990808 48 


.9C07 


.C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3052 








End 


3492 




GI 


none 








Score 


85 





36249 



Exons 




jUjj 


"31 C.C. OO-I 1 
. . JlOO/ jZll 


..3492, 3275. .3454 




Seq. No. 


36569 






Seq. ID 


OJ990808_48.9C07 


.C4 


Gene No. 


75267 






Strand 














End 


4314 




Name 


Pi TQQflP HP 4 P 


QPH7 


P 4 9 +- r.r 


Method 


TBLASTX: Wheat 




Q-t- a -r-t- 
jlal L 








End 


3507 




p t 


none 






Score 


35 




Exons 


oiriQ 7910 


71 1 7 


■31 Ql 7179 


..3507, 3284.. 3469 




Seq. No. 


36569 






Seq. ID 


• OJ990808_48 . 9C07 


.C4 


Gene No. 


75267 






Strand 






o Lai L. 


i nop 

IUUO 






End 


4314 




Name 


Pi TQ Qflfi HQ 4 P 


Qpn 7 


P 4 r\ 1 +- m 


Method 


TBLASTX: Maize 




QJ_ _ — .f- 


•31 TO 
J 1 / 0 






End 


3639 






none 






Score 


232 






71 7fi ^fi^Q 


3275 


..3637, 3556 


.3639 






Seq. No. 


36569 






Seq. ID 


OJ990808_48.9C07 


,C4 


Gene No. 


75267 






Strand 






Of -j -r-t- 
OtdlL 


IUUO 






End 


4314 




.Name. 


P TQQHP HQ A P 




Cie,thojd 


TBLASTX: Wheat 






_ ,j.jU^, ...... 






_Ervd - 


_391.2,.„,„ 




p t 


none 






Score 


"2'59 " 




Exons 


jouy . . jo jj, 


3515 


.3853, 3550, 


.3861, 3856. .3912 ' 




Seq. No. 


36569 






Seq. ID 


OJ990808_48.9C07 


.C4 


Gene No. 


75267 






Strand 








IUUO 






End 


4314 




Name 


Pi TQQHP HP 4 P 


9C07 


C4 .o2. tm 


Method 


TBLASTX: Maize 




o l_ar I. 


O D H U 






End 


3858 




P T 


none 






Score 


195 








3641 


.3853, 3664. 


.3858 






Seq. No. 


36569 






Seq. ID 


OJ990808_48.9C07 


.C4 


Gene No. 


75267 






Strand - 






O Lai U 


1 nnp - 

X u u 0 






End 


4314 




Name 


Pi TQQflP HP 4 P 


9C07 


C4 .o4 .ts 


Method 


TBLASTX: Soybean 




OLdlL. 


0 7 n Q 






End 


4074 




P T 


none 






Score 


143 




Exons 


07DQ 7R A 7 


3850 


.4074 








SeqV -No; : 


-" "~ S6570 ^" : 






"Seq? ■ID 


' 0 J 99 0 8 Q8 3T.--9C 0 ¥ 


7S5 


Gene No 


75268 






Strand 






OLdlL., 


' 1994 






- End 


" 2820 ' " *' ' ' " 




Name^ 


Pi TQQfiR HQ /IP 


9C07-. 


C5.ol_.gs 


'•Method 


- GENSCAN - . • 




OLalt 


19 94 
1 Z Z fl 




• End 


2820' 




P T 


none 






Score 


.49 




Exons 


1994 1RQ1 


2086. 


.2406, 2484. 


.2820 








36571 






Seq. ID 


OJ990808_48.'9C07 




Gene No. 


75269 






Strand 


+ 




Start 


493 






End 


1013 




Name 


. OJ990808 48. 


9C07. 


C6 . ol . gs 


Method 


GENSCAN 




Start 


493 






End 


917 




GI 


none 






Score 


.82 




Exons 


493. .552, 720. .917 









36250 






36571 




Seq. ID 


O.TQQOftOft 4ft QP07 Cf> 


Gene No. 


75269 




Strand 


+ _ 


Start 


493 




End 


1013 


LNctlllC 


OJ990808 48.9C07.C6. 


ol . np 


Method 


AAT/NAP 


Of- -a r +- 


493 




End 


1013 


oX 


2498930 




Score 


535 


Hi AvJl lo 


493. .552, 720. .1013 








ux ucooiip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


{SHORT GASTRULATION 




PROTFTKH ai 11 9fH794 


(U18774) 


Sog [Drosophila melanogaster] 


Qc^ri No 


^6S79 

JU J / 6 




Seq. ID 


OJ990808_48.9C07.C7 


Gene No. 


75270 




Strand 


+ 


Start 


1 




End 


197 


Name 


O.TQQOftOfi 4ft QP07 P7 


ol . np 


Method 


AAT/NAP 


qt art 

O Lai L 


1 — 

X 




End 


197 


rir 


4^44^79 




Score 


132 


Exons 


1 1 Q7 

X • * X _7 f 












retroelement pol polyprotein [Arabidop 




"t~ a 1 "i anal 
L i i a x x a 1 1 a. j 








,Sj=q„.._MQ.,_ 


™3.6.5J_3-„-.„ — 




,ae.q,_ID„ 






7S971 

/- J . J— — ... 




_ .Stxand.,. 






x z 




End 


198 . 


Name 


n.TQQDRnft 4 S QPflfi PI 


ol . gs 


Method 


GENSCAN 


O Uclx L, 


19 ~~ 

X ^1 




End 


198 


TT 
OX 


none 




Score • 


.72 . 


Exons 


19 1 Qfi 








Seq. No. 


36574 




Seq. ID 


OJ990808_45.9C06.C4 




75272 




Strand 


+ 


O Lax L 


491 




End 


1126 


Name 


OJ990808 45.9C06.C4. 


ol . gs 


Method 


GENSCAN 




491 




End 


1111 


OX 


none 




Score 


.99 


Exons 


491. .549, 717. .1111 










36574 




Seq. ID 


OJ990808_45.9C06.C4 


Gene No. 


75272 




Strand 


+ '■ 


Start 


491 




End 


1126 


Name 


OJ990808 45.9C06.C4. 


ol . np 


Method 


AAT/NAP 


OL.dlL . 


... 491 




End 


1126 




•' ■ 2498930' " - '"" - 




- Score ; " 


'73'7 - " 7*' ;- v ; - 7 "- : " 




" 491. .549/ 717. .1126" 






( SHORT 'gASTRULATION 


(~1 T Plo crrin 


DOR SAL - V E-N T RAL PATTERNING" RROTEIN" SOG : 




PROTEIN) gi| 1203794 


< U1S 77 4) 


Sog [Drosophila mela-nogaster ] 


Seq. No. 


36575 




Seq. ID 


OJ990808_45.9C06.C5 


otJllt; IN (J . 


75273 




Strand 


+ 


Of 3 


1429 




End 


1490 


Name 


OJ990808 45.9C06.C5. 


ol . gs 


Method 


GENSCAN 


Start 


1429 




End 


1490 


GI 


none 




Score 


.95 


Exons 


1429. . 1490 








Seq. No. 


36576 




Seq. ID 


OJ990808_45. 9C06.C6 


Gene No. 


75274 




Strand 


+ 



36251 



Start 
Name 
Start 
GI 

Exons 



693 End 1206 

OJ990808_45 . 9C06 . C6 . ol . gs Method GENSCAN 

693 End 1206 

none Score .7 
693. .819, 1187. .1206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

..S.t.ar_t^ _ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36576 
75275 
2335 

OJ990808_4 5. 9C06 . C6 . ol . gp 
2335 

17179_1.R1084 

2335. .2490, 2526. .2547, 2663. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2770, 



OJ990808_ 
+ 

3321 
AAT/GAP 
3321 
877 
3070. .3321 



45. 9C06.C6 



'4039152 1.0e-ll (AF104221) low temperature and salt responsive 
protein LTI6B [Arabidopsis thaliana] >gi_4 325219_gb_AAD17303_ 
(AF122006) hydrophobic protein [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End, 

Sjcor.e.,. .... 



OJ990808 
+ 

3321 
AAT/NAP 
-:.27 4 3,. „ 



45. 9C06.C6 



..1.4.6,. 



36576 
75275 
2335 . 

OJ990808_4 5 . 9C06 . C6 . ol . np 
..2.4 67. • 

„.4.da9i53_. __7.. 

2467. .2547, 2663. .2743 '. ■*'" 

(AF104221) low temperature and salt responsive protein LTI6A 
[Arabidopsis thaliana] gi | 4 325217 | gb | AAD17302 | (AF122005) 
hydrophobic protein [Arabidopsis thaliana] 

gi| 6714401|gb|AAF26090.1 |AC012393_16 (AC012393) low temperature 
and salt responsive protein LTI6A [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



36576 
75276 
5370 

OJ990808_4 5. 9C06 . C6 . o2 . gp 
5370 

78873_1.R1084 
5370. .5695 

1 3402817/emb | CAA'07704 | 4.0e-19 (AJ007829) lacZ Tf [Cloning vector 
pGreen] 1 



OJ990808_ 
+ 

5695 
AAT/GAP 
5695 
. 559 



45.9C06.C6 



Seq. No. 


36576 




Seq. ID 


OJ990808_45. 9C06. 


C6 


Gene No. , 


75277 




Strand 


+ : 




■Start 7""'" ' 


• il8 9 : 5 ' ' : v: ~ " ~ 




End* '• ' 


■ -12797 




Name 


OJ990808 .45.9C06.C6 


.o3. np" 


Method 


"AAT/NAP' 




Start . ' 


118 95" .. • '■ 


."End . ' 


" 12797 " 




GI- • 


• -5932541 • " 




Score 


• • 253' - ' * k - ' 




Exons' 


118 95. .127 97" 










GI Descrip. 


(AC009465) unknown 


protein 


[Arabidopsis thaliana] 




Seq. No. 


36576 




Seq. ID 


OJ990808_45. 9C06. 


C6 


Gene No. 


75278 




Strand 


+ 




Start 


15742 




End 


18156 




Name 


OJ990808 45.9C06.C6 


. o4 . gp 


Method 


AAT/GAP 




Start 


15742 




End 


18050 




GI 


none 




Score 


867 




Exons 


15742. . 16016, 17658 


. .17712, 


17790. . 17E 


581, 17969. .18050 





36252 




Seq. No. 


*3 a c ^ c 

Jbb /b 


Seq. ID 


OJ990808_45. 9C06 


. Co 


bene No. 


"7 c o *7 Q 

IdZ to 


Strand 


+ 




Start 


15742 


End 


18156 




Name 


OJ9908 08_4 5 . 9C06 . C6 . o4 . np 


Method 


AAT/NAP 




btart 


1 b4 o J 


End 


18156 




GI 


o / Job / o 


Score 


60 




Exons 


lb4o J . . lbb JU, 1/olD. .1 / ool, 


17969. .18156 




GI Descrip. 


(Acuu/yjz; contains rtiuui/o 


SNF2 N-terminal and PF| 00271 




helicase C-terminal domain. 


[Arabidopsis thaliana] 




Seq. No. 


36576 


Seq. ID 


OJ990808_45. 9C06 


.C6 


Gene No. 


75279 


Strand 






Start 


I JU / 


End 


3669 




Name 


ujyyuoUo ^ o . ycuo . id . oz . gs 


Method 


GENSCAN 




Start 


I JU / 


End 


3669 




C T 
GI 


none 


Score 


.53 




Exons 


1 "^m 9^^7 9/149 OCQO 

IjU / . . IjID/ z 33 i . . zh q z f zvyz 


..2782, 3037. .3300, 3652. .3669 


Seq. No. 


36576 


Seq. ID 


OJ990808_45.9C06 


. Cb 


Gene No. 


.75280 


Strand 






Start 


bbz y 


End 


7431 




.Na.me__ ;_ 


_„..0 J.9.9.Q_o„Qj5_ .45 Jt „?J^A?J-' r P-sjp5 .tX.m. r 


... Mejthpd 


,TBLA$TX :,Mai ze 




Start, 










GI 


none ■ • 


Score 


83 




Exons 




..2746, 2665. .2751 




Seq. No. 


36576 


Seq. ID 


OJ990808_45. 9C06 


. C6 


Gene No. 


75280 


Strand 






Start 




End 


7431 




Name 


OJyyOoOo 4 5 . 9CUb . Cb . o J . gs 


Method 


GENSCAN 




Start 


c c o n 

bbz 9 


End 


7431 




GI 


none 


Score 


1 




Exons 


bbz 9 . . /4 Jl 








Seq. No. 


Job / D 


Seq. ID 


OJ990808_45. 9C06 


.C6 


Gene No. 


75280 


Strand 






Start 


5629 


End 


7431 




Name 


ojyyuoOo 4 b . ycub . Co . oz . np 


Method 


AAT/NAP 




start 


bb Jb 


End 


7362 




GI 


by 1 1 o o b 


Score 


1975 ■ 




Exons 


r /"AHA dC\C\ TOCO 

bbJb. .bUUU, bubl. . /Jbz 








-Gi pe scrip. 


(ALlJo.bbb) putative protein 


[Arabidopsis thaliana] . 




Seq. No.' . 


" "36576 " ' ' '• ■ ' ~ " ' ' ' ' 


Seq. ID 


OJ9908'0.8_4 5\ 9C06 


.C6" 


Gene; No.' 


75280" . ; * ; '" " " ' ; - " 


"Strand" 






Start ■' 


- bbz9 - ■ ■ * — - . - 


-End- 


7431 --■ * - ' 




Name 


0J9 9UoUo_4b .9CUb.Cb.Oz.tS 


Method 


TBLASTX : Soybean 




Start 


bU bl 


End' 


6420 




GI 


none 


Score 


229 




Exons 


/" r\ £T 1 /("ADO /"yi 1 o AO 

bUbl..b41/, bUoJ..b41o, blUJ 


. .6420 






Seq. No. 


36576 


Seq. ID 


OJ990808_45. 9C06 


.C6 


Gene No. 


75280 


Strand 






Start 


5629 


End 


7431 




Name 


OJ990808 45.9C06.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


6068 


End 


7059 




GI 


none 


Score 


590 





36253 




Exons 


6068 . . 6547, 


6092 


. . 6355, 6103 . 


.7059, 6402.. 6638, 6578.. 7054 


Seq. No. 


36576 






Seq. ID 


OJ990808_45. 9C06 


.C6 


Gene No. 


75280 






Strand 


- 




Start 


5629 






End 


7431 




Name 


OJ990808_45 


. 9C06 


C6 . o2 . tc 


Method 


TBLASTX: Cress 




Start 


6361 






End 


6543 




GI 


none 






Score 


86 




Exons 


6361 . . 6543, 


6371 


.64 69 








Seq. No. 


36576 






Seq. ID 


OJ990808_45. 9C06 


C6 


Gene No. 


75280 






Strand 


- 




Start 


5629 






End 


7431 




Name 


OJ990808_45 


9C06 


C6 . o5 . ts 


Method 


TBLASTX : Soybean 




Start 


6472 






End 


6619 




GI 


none 






Score 


99 




Exons 


6472. .6555, 


6472 


. OOlo , DOZ4 . 


.6619 






Seq. No. 


36576 






Seq. ID 


OJ990808_45. 9C06 


C6 


Gene No. 


75280 






Strand 


- 




Start 


5629 






End 


7431 




_.Name„_ 


_Q JL9JLQ 8,Ql8_15^3.C 0 & 


.C.6^_Q.l... i,s,. _ ,.„;,., 




,_TBLASTX :.Sp.yb,e.aq_ 






_.:6j622^:^ , 




— 


„.End _ 


JlQ63 . 




GI 


none 






Score 


410 




Exons 


6622. .7065, 


6623 


. 7069 








Seq. No. 


36576 






Seq. ID 


OJ990808_45. 9C06 


C6 


bene lno . 


75280 






Strand 






Start 


5629 






End 


7431 




Name 


OJ990808 45. 


9C06. 


C6 . o3 . gp 


Method 


AAT/GAP 




Start 


6651 






End 


7254 




GI 


41520 1.R10E 


54 




Score 


1112 




Exons 


6651. .7254 












GI Descrip. 


' 3913202/sp I 014 007 | CBF5_SCHP0 


2.0e-78 


CENTROMERE /MICROTUBULE 



BINDING PROTEIN CBF5 (CENTROMERE-BINDING FACTOR 5) (NUCLEOLAR 
PROTEIN CBF5) >gi_2239214_emb_CAB10131 . 1_ (Z97210) 
centromere/microtubule binding protein cbf5 [Schizosaccharomyces 
pombe] 1 



Seq. No. 


36576 










Seq. ID 


OJ990808_45. 9C06 


.C6 


Gene No. 


75280 










Strand 






Start . . 


. 5629 










End . 


7431 ... : . . . 




Name" - ' "~ 


OJ990E 


30835 : 


"9C06" 


C6.6T. 


tc'" ' 


Method* 


" f BLAST xYCress" "~" 




Start 


'•"6754 










"End ' 


7 306 • 




GI * " 


. - : "ribne" 










Score'" " 


; 99 ' • " 




Exons 


' ' 6754.: . 


6957, 


■67 54 


.7299/ 


•6794 . 


.7306 






Seq. No. 


36576 










Seq. ID 


OJ990808_45.9C06 


C6 


Gene No. 


75280 










Strand 






Start 


5629 










End . 


7431 




Name 


OJ990808 45 


9C06 


C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7060 










End 


7384 




GI 


none 










Score 


291 




Exons 


7060. . 


7308, 


7061 


.7333, 


7352. 


.7384 






Seq. No. 


36576 










Seq. ID 


OJ990808_45. 9C06 


C6 


Gene No. 


75280 










Strand 







36254 



Start 


5629 






End 


74 31 




Name 


OJ990808 45.9C06.C6. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


7069 






End 


"7 A A t 

1 291 




GI 


none 






Score 


167 




Exons 


7069. . 


7290, 7070.. 72 


91 








Seq. No. 


36576 






Seq. ID 


OJ990808_45.9C06. 


C6 


Gene No. 


75281 






Strand 






Start 


11613 






End 


12209 




Name 


OJ990808 45.9C06.C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


11613 






End 


12068 




GI 


none 






Score 


45 




Exons 


11613. 


.11693, 11682. 


1 1 "7 AO 
. 11 / , 


11892. . 12068, 11900.. 12067 




Seq. No. 


36576 






Seq. ID 


OJ990808_45.9C06. 


C6 


Gene No,. 


75281 






Strand 






Start 


11613 






End 


12209 




Name 


OJ990808 45.9C06.C6. 


o J . tc 


Method 


TBLASTX: Cress 




Start 


11891 






End 


12200 




GI 


none 






Score 


91 




Exons 


11891. 


.11962, 11892. 


. 11966, 


1199i. .12146, 11993. .12082, 




— - - 


„ .12144., 


UZ2&Q _ _ 


„ 








• 

Seq. No. 


7 3657 6* 






Seq. ID 


0 J 990 80 8*3 5 . 9C0 6 . 


C6 


Gene No. 


75281 






Strand 






Start 


11613 






End 


12209 




Name 


OJ990808 45.9C06.C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11892 






End 


12209 




GI 


none 






Score 


105 




Exons 


11892. 


.11987, 11903. 


1 1 AAA 

. 11980, 


11991. .12125, 11993. .12082, 






12131. 


.12199, 12132. 


1 O O A A 

. 12209 








beq. no. 


36576 






Seq. ID 


OJ990808_45. 9C06. 


Lb 


Gene No. 


75282 






Strand 






Start 


12443 






End 


12812 




Name 


OJ990808 45.9C06.C6. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12443 






End 


12812 




GI 


none 






Score 


222 




Exons 


12443. 


.12799, 12443. 


. 12793, 


12444. .12E 


12 





Seq. No. 
Gene No. 
'Start" 
Name r 
Start " 
GI- • ■ 
Exons 



GI Descrip. 



36577 Seq. ID 

.7528.3 . . .. Strand 

"1 ~ :: " - --End 

"OJ9908'08_45. 9C0'6.C7.o'I;np - Method 

"1" T " : ": ; ' • ♦ — End" " 

-5733878 ■ ■'. ■• . • - Score 



OJ990808__45. 9C06.C7 

+ . 

'9533 ' 
AAT/NAP'. * " 
9530" * ' '. V " 

1407 •' 



1..115, '804. .870, 1211. .1281, 2303 .. '2356, 2773 .. 2990 , . 
3763. .3918, 4655. .4732, 5337. .5405, 5490. .5576, 5613. .5765, 
6378. .6434, 7320. .7385, 7782.. 7850, 7917. .8021, 8388. .8513, 
8701. .8759, 8846. .8882, 9384. .9530 

(AC007932) Contains PF| 00176 SNF2 N-terminal and PF | 00271 
helicase C-terminal domain. [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 



36577 
75283 
1 

OJ990808 



45. 9C06.C7.ol.gs 



Seq. ID OJ990808_45. 9C06.C7 

Strand + 

End 9533 

Method GENSCAN 



36255 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47 End 9533 

none Score .78 

47. .115, 1186. .1277, 2290. .2356, 3763. .3918, 4655. .4786, 

4841.. 4951, 5337.. 5405, 5637.. 5765, 6876.. 6965, 7320.. 7385, 

7782. .7850, 7917. .8021, 8388. .8513, 9384. .9533 



36577 
75283 
1 

OJ990808_45. 9C06.C7 .ol. ts 
3763 



none 
3763. 
5336. 
5651. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3921, 3780. .3920, 4652.-4732, 4657. .4725, 5334. .5411, 
5401, 5481. .5555, 5486.-5554, 5631. .5765, 5637. .5774, 
5776 



OJ990808_45. 9C06.C7 
+ 

9533 

TBLASTX : Soybean 

5776 

166 



Seq. No. 36577 
Gene No. 75283 
Start 1 

Name OJ990808_4 5 . 9C06 . C7 . ol . tm 

Start 7931 

_ GJE i „ _ _n o ngL_ i,.^' _ _ w „ rv _ _ , 

..Exons .... ... . ...793.1. -io3i,~ .79,32.". ,'803 3, '.,,"8 3,7 5.'. 

8607.. 8759, 8698.. 8760 



Seq. ID OJ990808_45. 9C06.C7 

Strand + 

End 9533 

Method TBLASTX : Mai ze 

End 87 60 

..Score 132... 

. 8.5 15 , . .8 3 8 .4 . 8 4,6 4 ,. . S 3.8~8 .....852,8 , . 



Seq. No. 36578 Seq. ID 

Gene No. 75284 Strand 

Start 189 End 

Name OJ990808_45 . 9C06 . C8 . ol . np Method 

Start 189 End 

GI 4558548 Score 

Exons 189. .245, 1742. .1780, 1897. .1947, 2581. .2796, 2883. .2936 

GI Descrip. (AC007138) putative RNaseP-associated protein [Arabidopsis 
thaliana] 



OJ990808_45. 9C06.C8 
+ 

2957 
AAT/NAP 
2936 
194 



Seq. No. 36578 Seq. ID 

Gene No. 75284 . Strand 

Start • 189 End 

Name OJ990808_4 5 . 9C06 . C8 . ol . gs Method 

Start 946 End 

GI none Score 

Exons . . 946.. 1124,. 1723.. 1780, 189.7 .. 204.0, 2207 

- v-.-. 2jB83. : *V2957 • r ""-"" : - 



OJ990808_45. 9C06.C8 
+ 

2957 
GENSCAN 
2957 
. 62 
22 66, 



2629. .2796, 



:Seq*. No'.' "•.•" 36578. ' ' : . " ■ - \ 1 Seq. ID 

Gene No. - 75285 . ... . - . Strand.' 

Start ' 5094 ' ' ' End' 

Name . OJ990808_4 5 . 9C06 . C8 . o2 . gs Method 

Start 5094 End 

GI none Score 
Exons 



Seq. No. 
Gene No. 
Start 



'OJ990808_4 5. 9C06.C8 

+. ... . 

14325 ' 
GENSCAN 
, 13904 
.53 



5094. .5121, 7186. .7260, 7516. .7721, 7854. .10241, 10630. 
10881. .11135, 11250. .11272, 1 1330 . . 114 10 , 11527. .11696, 
11760. .11977, 12402. .12594, 13385 .. 13505 , 13769. .13904 



10788, 



36578 
75285 
5094 



Seq. ID OJ990808_45. 9C06.C8 
Strand + 
End 14325 



36256 




Name OJ990808_45 . 9C06 . C8 . o2 . np Method AAT/NAP 

Start 7986 End 11564 

GI 5441880 Score 1651 

Exons 7986.-8997, 9442.. 9473, 9732.. 10101, 11500.. 11564 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



Seq. No. 36578 

Gene No. 75285 

Start 5094 

Name OJ990808_45 . 9C06 . C8 . o3 . np 

Start 7986 

GI 5441880 

Exons 7986.. 8997, 9442.. 9473, 9732. 
GI Descrip. (AP000367) EST C28952 (C62945) 



Seq. ID OJ990808_45. 9C06.C8 
Strand + 
End 14325 
Method AAT/NAP 
End 12253 
Score 1652 
.10101, 12217.. 12253 
corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. . 
. Start 
..Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36578 Seq. ID 

75285" Strand 

5.0.9.4. _ ; ; EjioL :. 

.OJ99080.8^4.5..,9C06 1 .C8...o.l.gp....^. . Method 
11035 End 
LIB34 33-020-P1-K1-A6 Score 
11035. . 11474 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 1 



OJ990808_45.9C06.C8 
+ 

.1432 5 

AAT/GAP. . 
11474 ' 
637 



36578 Seq. ID 

75285 Strand 
5094 End 
OJ990808_45 . 9C06 . C8 . o2 . gp Method 
13579 End 
LIB34 31-030-P1-N1-G8 Score 
13579. .13643 

f 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp 
'japonica BAC clone 34K24, complete sequence' 



OJ990808_45.9C06.C8 
+ 

14325 
AAT/GAP 
13643 
86 



Seq. No. 36578 Seq. ID 

Gene No. 75285 Strand 

Start 5094 . End - 

Name : ' ' OJ99080"8_4 5 .' 9C06 . C8 : o3 . gp" * - "* Method v: 

Start" ' ' 13791 ' . "" ' " "~ End " 
"GI " : '• '■'■' '4 969019 • .>. ; •'"■** . Score 

Exons : 1379.1. . 13820/ 13876 : . 14325 • 

vGI Descrip. ' 4 4 54 0'38/emb | CAA23035 . 1 j 4.0e-29 (AL035394) putative disease 
resistance response protein [Arabidopsis thaliana] 



OJ990808_45. 9C06.C8 
+ 

14325 . . .. .... 

' AAT/GAP"^" " r ' 

14325 " ' . " ' • "" 

' 814 ■ ~ S: ; 



Seq. No. 


36578 


Seq. ID 


OJ990808_45.9C06.C8 


Gene No. 


75286 


Strand 




Start 


14061 


End 


15091 


Name 


OJ990808 45. 9C06 . C8 . o3 . gs 


Method 


GENSCAN 


Start 


14061 


End 


14648 


GI 


none 


Score 


.83 


Exons 


14061. . 14648 







36257 




oeq . ino . 


36578 






oeq. iu 




> h o . you D . LC) 


Gene No. 


75286 






Strand 






Start 


14061 






End 


15091 




Name 


OJ990808 45 


.9C06, 


,C8.o4.np 


Method 


AAT/NAP 




Of T vf 


14070 






End 


15091 




T 


6692115 






Score 


405 




Exons 


14070. . 14568, 15012. .15091 








vai uescrip. 


(AC007764) 


F22C12.8 [Arabidopsis thaliana] 




Seq. No. 


36578 






Seq. ID 


OJ990808 


_45. 9C06.C8 


Gene No. 


75286 






Strand 






Q +- -j y-4- 

olaLL 


14061 






End 


15091 




Name 


OJ990808 45 


.9C06. 


C8.o4 .gp 


Method 


AAT/GAP 






14423 






End 


14753 






427772 






Score 


616 




LAUllO 


14423. .14753 










Seq. No. 


36578 






Seq. ID 


OJ990808 


_45. 9C06.C8 


Gene No. 


75287 






Strand 








16801 






End 


18005 




Name 


OJ990808 45 


.9C06. 


C8.o4 .gs 


Method 


GENSCAN 




j^t a r.t_ _ „ 


_168Q1 






_.En4. 


1J8JDJ3.5 


. 


Vll... . _ .„ J. 


. ; none , _ . 






_ .Score, 


.,...58_ ; 


- - 


Exons 


16801. . 16839, 17193. . 17396, 


17787.. 18005 




Seq. No. 


36578 






Seq. ID 


OJ990808 


_45. 9C06.C8 


Gene No. 


75288 






Strand 






Of t yf 


18248 






End 


18828 




Name 


OJ990808 45 


.9C06. 


C8.ol.ts 


Method 


TBLASTX: 


Soybean 


o t air c 


1897 






End 


2799 






none 






Score 


75 




Exons 


1897. .1947, 


2605. 


.2799, 2631 


. .2798 






oeq. wo. 


36578 






Seq. ID 


OJ990808 


4 d . yuu D.Lb 


Gene No. 


75288 






Strand 






Start 


18248 






End 


,18828 




Name 


OJ990808 45 


.9C06. 


C8.o2.tm 


Method 


TBLASTX : 


Maize 


OLdll 


1897 






End 


2957 




Li J. 


none 






Score 


80 




TT^ /~\ tt\ o 

iiiXons 


1897. . 1950, 


1899. 


.1949, 1900 


. .1962, 1969. .2064, 


/ . . z / y o , 




2632. .2796, 


2877. 


.2957, 2881 


. .2952 






iSeq^NoV ~ : ~" 


" 3 6 578"*-" / * : , 






* T Seq?'TD 


" : OJ990808 




Gene ■ No ! . 


" 75288 






Strand ' 






O LdlL • 


' : 1 : 8248 * . : " - 






'^End : . 


'1882-8 




Name - - * 


OJ990808 45 


..'9C06; 


C8".ol.tm 


Method 


TBLASTX : 


Maize" 


otart 


8553 






End 


9149 




H T 


none 






Score 


364 




TT v r^i c 

exons 


8553. . 9020, 


855§. 


.8680, 8732 


. .9031, 9078. .9149 






36578 






Seq. ID 


OJ990808 




Gene No. 


75288 






Strand 






Start 


18248 






End t 


18828 




Name 


OJ990808 45 


. 9C06. 


C8.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


8849 






End 


9224 




GI 


none 






Score 


188 




Exons 


8849. .8995, 


8850. 


.9026, 9050 


..9118, 9051. .9224, 


9073. .9213 



36258 





Seq. No. 


.36578 


Seq. ID 


OJ990808_45.9C06 


C8 




Gene No. 


.75288 


Strand 








Start 


1 O O VI o 

1824 8 


End 


18828 






Name 


OJ990808 45 . 9C06 . C8 . ol . tc 


Method 


TBLASTX: Cress 






Start 


14070 


End 


18601 






GI 


none 


Score 


154 






Exons 


14070 .. 14354 / 140 /I 14280, 


14379. .14426, 14505 .. 14552, 








18245.. 18 3 88, 18255.. 18395, 


18407. .18535, 18560.. 18601 






Seq. No. 


36578 


Seq. ID 


OJ990808_45.9C06 


C8 




Gene No. 


75288 


Strand 








Start 


18248 


End 


18828 






Name 


OJ990808 45 . 9C06 . C8 . o5 . gs 


Method 


GENSCAN 






Start 


1 O O A O 

1824 8 


End 


18816 






GI 


none 


Score 


.75 






Exons 


1824 8 .. 18778 , 18784. .18816 










Seq. No. 


36578 


Seq. ID 


OJ990808_45. 9C06 


C8 




Gene No. 


75288 


Strand 








Start 


18248 


. End 


18828 ' 







„JN[ame_ 






AAT/NAP 






Start. _ . 


. U825A,.. -.J ... . 


End.. 


.18.82.8 _„.,... 






GI 


6692115 


Score 


350 






Exons 


18254. .18828 








z. . 


GI Descrip. 


(AC007764) F22C12.8 [Arabidopsis thaliana] 




\ ~ 


Seq. No. 


36579 


Seq. ID 


OJ990808_45.9C06 


C9 




Gene No. 


75289 


Strand 


+ 




" 1 


Start 


3707 


End 


4374 






Name 


OJ990808 45.9C06.C9.ol.gs 


Method 


GENSCAN 






Start 


3707 


End 


4374 




2 


GI 


none 


Score 


.84 






Exons 


3707. .3832, 4204. .4374 










Seq. No. 


36579 


Seq. ID 


OJ990808_45. 9C06 






Gene No . 


75290 


Strand 








Start 


1675 


End 


4407 






Name 


OJ990808 45. 9C06 . C9 . ol . np 


Method 


AAT/NAP 






Start 


1675 


End 


4407 






GI 


5922623 


Score 


148 






Exons 


.1675. .1787, 3403. .3479, 365 


6. .3822, 4333. .4407 






* GI" Descrip: 


" / Yap.0"0Q4 92 )•" hypothe'tica'l* pr oteirr" [Oryza' T sativ'a ] : :. T ' 7 ' V.' 








" gi | 6016856 i db j | BAA85199.i l ' 


(AP000570) 


hypothetical protein 






■ ' ~[Oryza "sa'tiva'] '. V'' 7 *"" ' ' 










Seq. No. 


36580 


Seq. ID'" 


OJ990808_45. 9C06 


cio; 




Gene No. 


75291 


Strand 








Start 


960 


End 


1568 






Name 


OJ990808 45. 9C06 . C10 . ol . gp 


Method 


AAT/GAP 






Start 


819 


End 


1127 






GI 


3769223 


Score 


569 






Exons 


819.. 1127 










GI Descrip. 


4454038/emb|CAA23035.1| 6.0e-10 (AL035394) putative disease 






resistance response protein 


[Arabidopsis thaliana] 






Seq. No. 


36580 


Seq. ID 


OJ990808_45.9C06, 


C10 



36259 




Gene No. 75291 Strand 

Start 960 End 1568 

Name OJ990808_45 . 9C06 . CIO . ol . gs Method . GENSCAN 

Start 960 End 1568 

GI none Score 1 

Exons 960. . 1568 

Seq. No. 36580 Seq. ID OJ990808_45 . 9C06 . CIO 

Gene No. 75291 Strand 

Start 960 End 1568 

Name OJ990808_45 . 9C06 . C10 . ol . np Method AAT/NAP 

Start 963 -End 1541 

GI 4850300 Score 343 

Exons 963.. 1541 

GI Descrip. (AL049876) putative disease resistance response protein 
[Arabidopsis thaliana] 

Seq. No. 36580 Seq. ID OJ990808_45 . 9C06 . C10 

Gene No. 75291 Strand 

Start 960 End 1568 

Name OJ990808_45 . 9C06 . C10 . ol . tc . Method TBLASTX : Cress 

SJ:i.rt ^.JL£6 r . - JSacL.. ~— ./~ JM2„^ ;„ „ 

.« , = ...GI*... .... ... .none,.. - ; ,.S,cpr.e.. .... 103. . ^ 

C3 Exons 966.. 1097, 966... 1097, 967 .. 1101, ' 1117 V. 1317 , 1119". . 1247,- ' " 

Q 1272. .1313, 1395. .1442 

l\\ Seq. No. .36581 Seq. ID OJ990808_4 5 . 9C06 . Cll 

lz Gene No. 75292 Strand + 

^ Start 21 End 3860 

|L| Name OJ990808_45 . 9C06 . CI 1 . ol . gs Method GENSCAN 

Q Start 21 End 3860 

ry GI none Score .91 

Exons 21.. 38, 118.. 180, 1513.. 1584, 1688.. 1795, 1913.. 1993, 

!L 2172. .2205, 2295. .2341, 2428.-2637, 2751. .2852, 3130. .3246, 

H 3350.. 3421, 3535.. 3609, 3756.. 3860' 

U Seq. No. 36581 • * Seq. ID OJ990808_45 . 9C06 . Cll 

Gene No. 75293 Strand + 

;i Start 8217 End 8429 

!f Name OJ990808_4 5 . 9C06 . Cll . ol . gp Method AAT/GAP 

U Start 8217 End 8429 

GI . .. 2280958 . _ _ . .. Score , .406 _ _ _ : ' . /. 

- ■-•Exorfs" " • "~ '■" '"8-2i7"V ;8429 T '"' ' /**;"•• "■*•" "* " r ™-" ■""*-';■"■"" ' : :" ' 

v -, v .,,-.- .» s'eqr^No:"-"'" 3658T : -•' - ■ " s£q;' ;TD^"W?90808'_"4 5'f9C0'6\mr' 
Gene No. ■ 75294 ■ strand - ■ - : " 

Start 4220 End 12651- . 

Name * OJ990808_4 5 . 9C06 . Cll . ol . tm Method TBLASTX : Maize 

Start-, 115 End 3836 

GI none Score 109 

Exons 115. .204, 117. .182, 124. .186, 1494. .1592, 1510. .1584, 

1687. .1755, . 1688. .1756, 1717. .1794, 1757. .1795, 1906. .1980, 
1913. .1987, 2068. .2121, 2069. .2122, 2213 .. 234 4 , 2215 .. 2355 , 
2424. .2582, 2425. .2583, 2745. .2852, 3127. .3261, 3129. .3266, 
3532. .3612, 3753. .3836 

Seq. No. 36581 Seq. ID OJ990808_4 5 . 9C06 . Cll 



36260 




Gene No. 75294 
Start 4220 

Name OJ990808_4 5 . 9C0 6 . CI 1 . o2 

Start 115 
GI none 

Exons 115.. 183, 1510.. 1584, 1 

2063.. 2122, 2068.. 2130, 
2425. .2562, 2787. .2849 




Strand 

End 12651 
.tc Method TBLASTX : Cress 

End 2849 

Score 92 
697. .1795, 1906. .1977, 1913. .1993, 
2213.. 2362, 2224. .2313, 2394.. 2555, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36581 
75294 
4220 

OJ990808__4 5 . 9C06 . Cll . o2 . tw 

115 

none 



Seq. ID OJ990808_45. 9C06.C11 
Strand 

End 12651 

Method TBLASTX : Wheat 

End 1962 

Score 98 



115. .204, 123. .182, 124. .186, 1494. .1589, 1510. .1584, 
1687. .1794, 1688. .1792, 1906. .1962, 1913. .1960 



Seq. No. 

Gene No. 

Start 

.,Name 

„SJtart.__ 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36581 Seq. ID OJ990808_4 5 . 9C06 . Cll 

75294 Strand 

4220 End 12651 

^QJ&9£&Q&JL5^S$S.JZl±„.£d^& ___Me„tho.d TBLASTX^jsyte.^n 

„1 15 .. . . . .End ..,.„..„. .2529 „ r _ 

none Score 100 

115. .183, 117. .185, 1494. .1586, 1510. .1587, 1693. .1791, 
1697. .1795, 1906. .1977, 1913. .1993, 2039. .2122, 2068. .2166, 
2213. .2356, 2215. .2313, 2403. .2579, 2452. .2574 



36581 
75294 
4220 

OJ990808_45.9C06.Cll.o3.tc 

4208 

none 



Seq. ID OJ990808_45.9C06.C11 
Strand 

End 12651 

Method TBLASTX : Cress 

End 4747 

Score 72 



4208. .4372, 4220. .4747, 4221. .4502, 4561. .4641 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



36581 
75294 
.4220 

OJ990808_4 5. 9C06 . Cll . o3 . ts 
4211 

.none . . 



.Seq/' Nor""" ' ; "36'5 8T'"-"-''"" : " r "" : '"- 

Gene No. 75294 ' - " ■ " • - -.. ' ' 

Start 4220 

Name OJ990808_4 5 . 9C06 . CI 1 . o5 . tm 

Start 4217 

GI none 

Exons 4217.. 4510, 4221.. 4427 



Seq. ID OJ990808_45. 9C06.C11 
Strand 

End 12651 

Method TBLASTX : Soybean 

End 44 41 

Score. . . 60 . . . . . 



■ 4 21 1- .4360, ~42 1 1 ; ."4 4 4 i , ■ ; 4 2 21 f . 4 4 2"7 " 



-' Seq: "ID O"J99'0808_45 .''9CG~6TC1T' 

Strand- - 

End " "• 12651 

Method TBLASTX : Mai ze 

End 4510 

Score 96 



Seq. No. 36581 

Gene No. 75294 

Start 4220 

Name OJ990808_4 5 . 9C06 . Cll . o2 . gs 

Start 4220 



Seq. ID OJ990808_45. 9C06.C11 
Strand 

End 12651 

Method GENSCAN 

End 5926 



36261 




C T 

bl 


none 








Score 


. 3Z 


Exons 


4 zZU . . DyZ b 












beq. NO. 


JDJOl 








beq. iu 


ujyyuoUo 43.ybUD.bii 


Gene No. 


75294 








-Strand 




Start 


4220 








End 


12651 


Name 


ATQQHQnQ A^ 


. 9C06. 


Cll.ol 


.np 


Method 


AAT/NAP 


b tart 


4 ZZ J 








End 


7429 


r* t 
bl 


"3 C Q O O O Q 

J30ZoZ0 








Score 


1133 


Exons 


4 ZZ o . . 3bZo, 


7392. 


.7429 








GI Descrip. 


{ i\b U U 0 4 y 0 J 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


36581 








Seq. ID 


OJ990808_45.9C06.C11 


Gene No. 


75294 








Strand 




otart 


A O O fl 








End 


12651 


Name 


UjyyUOUO ft 3 


.9C06. 


Cll.o2 


.ts 


Method 


TBLASTX: Soybean 




A A AO 
4 4 4 Z 








End 


4981 


bl 


none 








Score 


115 


Exons 


yl/ylO / QQ1 

4 4 4 z . .4 yoi , 


4661. 


.4960 








Seq. No. 


"3 £T CL 0 1 
JDJOl 








Seq. ID 


OJ990808_4'5. 9C06.C11 


t bene . nq„. . 


-u.odyA 


— . 


- , — — — 


"* * 


Strand 




.S.t.ar:t. ... 


,.4.22.0.. „ 








...End. _ 


...US5JL ~ 


Name 


OJ990808_4'5 




biiToJ 


tm 


Method 


TBLASTX: Maize 


btart 


4 311 








'End 


5725 


bl 


none 








Score 


189 


Exons 


4oll . . 3 34 / , 


4671. 


.5219, 


4980. 


.5036, 5027. .5434, 5031. .5348, 




3 1Z 1 . . 3ZZZ , 


5270. 


.5455, 


5273; 


.5530, 5333. .5527, 5411. .5545,* 




3 4 Do . . jDjZ, 


5468. 


.5620, 


5492. 


.5626, 5507. .5635, 5561. .5725 


beq. No. 


JDJOl 








Seq. ID 


OJ990808_45.9C06.C11 


bene No . 


/ozy4 








Strand 




Start 


4220 








End 


12651 


Name 


OJ990808_45 


.9C06. 


Cll.ol 


tc 


Method 


TBLASTX: Cress 


btart 










End 


5728 


bl 


none 








Score 


74 


Exons 


yiQQC A Q £T 

4 ojj . . 4 y ob, 


4940. 


.5050, 


4941. 


.5045, 4976. .5188, 5039. .5185, 




ou4 y . . Dooy, 


5054. 


.5473, 


5054. 


.5635, 5063. .5344, 5282. .5359, 




Dj/o . . 34 y / , 


5454 . 


-.5627, 


5468. 


.5728, 5537. .5680, 5552. .5728 


beq. No. 


JOOO 1 








Seq. ID 


OJ990808_45.9C06.C11 


Gene No.- 


75294 . . 








Strand . 




Start" : ' v ~^ r: ' : 


''422CF ■ 








~EncT :; : ' 


; 126:5T ; T ~* 


Name 


r\ TQQnQ riQ' /ir 
ujyyu.oUo 43 


. 9C06. 


Cll.ol. 


tw" ' 


Method' 


TBLASTX :" Wheat 


btart 


4 y l d 








'•End'. 


- 5713 ■ ^ 


GI-; " 


none ■ • 








-Score- - 


64 ' - ' •• • 


Exons 


4 y 1 o . . 3 1U4 , 


4916. 


^5395,' 


4917, 


.5369, 4976:. 5095, 5306. .5539, 




34 OJ . . 3 OOZ , 


5552. 


.5713 








oeq. in o . 










Seq. ID 


OJ990808_.45.9C06.C11 


Gene No. 


75294 








Strand 




Start 


4220 








End' 


12651 


Name 


OJ990808 45 


.9C06. 


Cll.o4. 


ts 


Method 


TBLASTX: Soybean 


Start " 


.5006 








End 


5713 


GI 


none 








Score 


124 


Exons 


5006. .5275, 


5010. 


.5228, 


5309. 


.5521, 5468..5S84, 5561. .5713 



36262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



36581 
75294 
4220 

0 J9908 08_4 5 . 9C0 6 . CI 1 . o3 . gs 

6500 

none 



Seq. ID OJ990808_45.9C06.C11 
Strand 

End 12651 

Method GENSCAN 

End 1204 6 

Score .83 



6500. .6570, 7050. .7306, 7863. .7890, 7999 .. 8286/ 9658 .. 9844 , 
9993.. 10024, 10250 .. 104 16, 10507.. 12046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36581 
75294 
4220 

OJ990808_4 5 . 9C06 . Cll . o7 . tm 

7003 

none 



Seq. ID OJ990808_45.9C06.C11 
Strand 

End 12651 

Method TBLASTX : Maize 

End 8314 

Score 96 



7003. .7071, 7291. .7350, 7297. .7395, 7299. .7412, 7299. .7388, 
7742. .7783, 7901. .7927, 7961. .8125, 8004. .8126, 8195. .8314, 
8195. .8227,- 8233. .8265 



Seq. No. 
Gene No. 

.Name w 

Start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36581 Seq. ID 

75294 Strand 

..42.2JQ ^ „ „_End 

.OJ990.80.8^4,5 ,3.C0„6,, Cll . o2.. np . _ ...Method, ; 
10209 End 
6899930 Score 



OJ990808 45.9C06.C11 



.AAT/NAE _ 
12651 
633 



10209. .10430, 10521. .11753, 11787 .. 12061 , 12629.. 12651 
(AL138651) putative protein [Arabidopsis thallana] 



36581 Seq. ID 

75294 Strand 

4220 End 
0 J990808_4 5 . 9C0 6 . CI 1 . o2 . tm Method 

10209 End 

none Score 

10209. .10427, 10209. .10430, 10219 .. 10428, 10504 .. 108 12 , 
10506. .10811 



OJ990808_4 5 . 9C06 . Cll 
12651 

TBLASTX: Maize 
10812 
221 



Seq. No. 
Gene No. 
Start 
Name 
Start. . 

Exons 



36581 Seq. ID 

75294 Strand 

4220 End 

OJ990808_4 5 . 9C06 . Cll . o5 . ts Method 

10272 _ . . ... . .End 

'rione - ' ■ score" 1 *" 



OJ990808_4-5.; 9C06.C11 
12651 

TBLASTX: Soybean 
10877. . .. . .. . 

'•95 - . r-. 



- '10.2727. '10421, 10285. 

T "i06i2:;M8"75' 



.'10419/ 10611. .1.0874, 10611 . . 10877 ,~ 



Seq. No. 36581 
Gene No. 75294 
Start 4220 

Name OJ990808_45 . 9C06 . Cll . o4 . tm 

Start 11061 
GI none 
Exons 11061. 

11286. 

11358. 

11560. 

11760. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_45. 9C06.C11 
12651 

TBLASTX: Maize 

11801 

87 



.11177, 11061. .11276, 11063. .11278, 11075 .. 11281, 

.11384, 11305. .11352, 11306 .. 11374 , 11346 11462, 

.11465, 11359. .11466, 11365 .. 114 69, 11529 .. 11693, 

.11640, 11576. .11674, 11583 .. 11693, 11735 .. 11800, 
.11801 



36263 



# 



Seq. No. 36581 

Gene No. 75294 

Start 4220 

Name OJ990808_45 . 9C06 . Cll . 06 . tm 

Start 11847 

GI none 
Exons 



Seq. ID OJ990808_45.9C06.C11 
Strand 

End 12651 

Method TBLASTX ; Mai ze 

End 12050 

Score 147 



11847. . 11957, 11847. . 11957, 11848 .. 11958, 11958 .. 12050, 
11961. . 12050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

..Si:ar„t.„ 

, Name... 

Start 

GI 

Exons 



36582 
75295 
1 

OJ990808_4 5. 9C06 . C12 . ol . np 
1 

6899930 
1. .316 

(AL138651) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990808_45.9C06.C12 
Strand 

End 5852 

Method AAT/NAP 

End * 316 

Score 255 



36582 
75295 

12 

none 

12. .212, 19. .231 



Seq. ID OJ990808_45.9C06.C12 
Strand 

End 5&5Z„ „ 

.Me.thod_._T.BLAS.TX,;.Grass . 



End 
Score 



231 
146 



Seq. No. 36582 

Gene No. 75295 

Start 1 

Name OJ990808_45 . 9C06 . C12 . o2 . tm 

Start 16 

GI none 

Exons 16.. 231, 18.. 230 



Seq. ID OJ990808_45.9C06.C12 
Strand 

End 5852 

Method TBLASTX : Mai ze 

End 231 

Score 268 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

"Gene "N b'\ 
Start - 
Name 
Start 
GI 

Exons 



36582 
75295 
1 

OJ990808_45. 9C06.C12.o2. ts 
18 

none 

18.. 230, 19: ,231. 



Seq. ID OJ990808_45.9C06.C12 
Strand 

End ■ 5852 

Method TBLASTX: Soybean • 

End 231 

Score 227 



'3658*2. " v ■ ' Seq. ID OJ990808_4 5 . 9C06 .' C12 

■75*2'95""" " r ■; " ' ' : ''""""'■■'"Stra'hd • — — — - 

' 1 • - • - ■ ••' •". End •' - 5852 -- - • ' • •■ -• ■ 

OJ990808_45'. 9C06 . C12 . ol . gs Method GENSCAN' 

20 End 5803 

none -Score . 8 

20. .333, 1625. .1757, 4302. .4506, 5239. .5386, 5623. .5803 



Seq. No. . 36582 
Gene No. 75295 
Start 1 

Name OJ990808_4 5 . 9C06 . C12 . ol . gp 

Start 3628 

GI 3376 2.R1084 



Seq. ID OJ990808_45.9C06.C12 
Strand 

End 5852 

Method AAT/GAP 

End 5726 

Score 1608 



36264 



Exons 3628.. 4042, 4302.. 4506, 5239.. 5386, 5623.. 5726 

GI Descrip. '3695005 2.0e-76 (AF038586) pyruvate dehydrogenase kinase 
isoform 2; PDK2 [Zea mays] 1 



oeq. wo. 










Seq. ID 


OJ990808 


4! D . yLUb . Liz 


Gene No . 


tcoqc; 








Strand 






OH 1 v4- 

o tar z 


1 








End 


5852 




Name 


TQQnQHQ A c; 
UJyyUoUo 410 




. L-Xz . OX 


4- m 

tm 


Method 


TBLASTX: 


Maize 


G4 . v- 4- 

o tar z 


jy / / 








End 


4517 




GI 


none 








Score 


69 




Exons 


3977. .4039, 


3978 


. .4043, 


4276. 


.4512, 4290. .4517, 


4298. .4459 


Corf M/^i 

oeq, in o . 


*5 £ R ft 9 








Seq. ID 


OJ990808 


A R QPAC P 1 9 
flO. ^LUO. LIZ 


Gene No . 


tcoqc: 








Strand 






btart 


1 








End 


5852 




Name 


nTQQAQHQ /l c; 
UjyyUollo 41 D 


. yuuo 


Ll/C . Oj 


ts 


Method 


TBLASTX: 


Soybean 


brart 


OQQ1 

jyoi 








End 


5746 




01 


none 








Score 


173 




Exons 


jyo 1 . . 41 U41o, 


JZJD 


cone 


c o ^ n 


.5386, 5617. .5691, 


o ozz . . o byu , 




5661. .5744, 


5693 


.5746, 


5695. 


.5736 






O y-i y-M M ~. 

O _ MCK 


._ opXlpZ ^ % , t 




_ _ 





..S.e.q,..„ JP_ 


_fiaA9iL8i3.8„ 


4.P, -«J1U0-P_^UX.Z. 


.Gene- Ro.... , 


^.^^.oz.y.D. . , , 




— — 


— „ 


^Strand,.. 




— ~— 


Start 


i 








End 


5 8 5*2 


* 


Name 


ujyyuoUo 4o 




OXz . OX . 


4- 

tc 


Method 


TBLASTX: 


Cress 


otart 


jyo 4 








End 


5852 




bX 


none 








Score 


169 




Exons 




4 97 
fi Z / O 


4 4 9 9 
. ff 4 z z , 


4 9 Qft 
fl z y o . 


.4399, 4305. .4406, 


4414 4 R 9 7 




4414. .4527, 


5236. 


.5385, 


5237. 


.5386, 5616. .5804, 


5617. .5805, 




5622. .5813, 


5808. 


.5852 










Seq. No. 


36582 








Seq. ID 


OJ990808 


_45.9C06.C12 


Gene No. 


75295 








Strand 






Start 


1 








End 


5852 




Name 


OJ990808 45 


.9C06. 


C12..o2. 


np 


Method 


AAT/NAP 




Start 


3987 








End 


5852 




GI 


3695005 








Score 


823 




Exons 


3987. .4042, 


4302. 


.4506, 


5239. 


5386, 5623. .5852 





GI Descrip. (AF038586) pyruvate dehydrogenase kinase isoform 2; PDK2 [Zea 
mays] 



Seq. No. 
Gene No. 
Start * 

'" v Nam£~ " "'^ 
■Start •-. 
GI - 
Exons- 



.3.6582. , 

T5295 - :: "■■■■-'•■-■y'=". • 
1 " ' : End' 

- 0 j.9'9 0'8'08 '4 5\"9C:0 6 : C12 V bi .' t s" : 5 r" : Method 



4314 
none 



Seq... ID-.. OJ990808_4 5..9C06 w .C12.. 
Strand-"* v - : "" : " '■ T ' ; 

5852 * " "' 
TBLASTX :'. So'ybea'h"'™"'--" : " * : 

End • 4518 '.V - - : 

Score ' 188 



4314. .4511, 4315. .4518, 4316. .4459 



Seq. No. 36582 

Gene. No. 75295 

Start 1 

Name OJ990808_4 5 . 9C06 . C12 . o3 . tm 

Start 5236 

GI none 
Exons 



Seq. ID OJ990808_45.9C06.C12 
Strand 

End 5852 

Method TBLASTX : Mai ze 

End 5813 

Score 232 

5236. .5385, 5237. .5386, 5613. .5813, 5616. .5804, 5617. .5805 



36265 



Seq. No. 36583 Seq. ID 

Gene No. 75296 Strand 

Start 910 End 

Name OJ990808_45 . 9C06 . C13 . ol . gs Method 

Start 910 End 

GI none Score 

Exons 910.. 1056 



OJ990808_45.9C06.C13 
+ 

1056 
GEN SCAN 
1056 
.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene Noi 

Start 

Name 

..Si&rt : 

...GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI;'- ~~ ■ 

Exons 

■ Seq.-. No". 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



36583 
75297 
2658 

OJ990808_45 . 9C06 . C13 . o2 . np 

2658 

6721512 



Seq. ID OJ990808_45.9C06.C13 

Strand + 

End 5883 

Method AAT/NAP 

End 5883 

Score 170 



2658. .2700, 4390. .4504, 4532. .4666, 4709. .4745, 5857. .5883 
(AP001072) hypothetical protein [Oryza sativa] 



36583 
75298 
1 

OJ990808_45 . 9C06 . C13 . ol . gp 

JL : „„ 

.33Z6_1.. RW3A _ 

1. .94, 903. .1193 

, 4454038/emb|CAA23035.1| 6.0e-10 (AL035394) putative disease 
resistance response protein [Arabidopsis thaliana] 1 



Seq. ID OJ990808_45.9C06.C13 
Strand 

End 1193 
Method ' AAT/GAP 

„ £n.d ^1133. _™ . 

j§car.e_ 



36583 
75298 
1 

OJ990808_4 5. 9C06 . C13 . ol . np 
1 

3695005 
1. .94, 903. .1139 

(AF038586) pyruvate dehydrogenase kinase isoform 2; PDK2 [Zea 
mays] 



Seq. ID OJ990808_45.9C06.C13 
Strand 

End 1193 

Method AAT/NAP 

End 1139 

Score 474 



36583 
75299 
1793 

OJ990808_4 5. 9C06.C13.ol. tm 
8 . , ' 

' none " " : " -~' r 

8. .100,. 9. :i01, . 10. .96," 11. 

36583 - - • ..... 

75299 
1793 

OJ990808_45. 9C06 . C13 . ol . tc 
11 

none 



Seq. ID OJ990808_45.9C06.C13 
Strand 

End 4733 

Method TBLASTX : Mai ze 

■ End . 1140 _ . 
: " Score;* "115 vr " ■• " - : - • ~ »- — : 

100 ,. '900. .1139, 90i. '.1140'-'' " 

Seq.- -ID. OJ99080'8_45> 9C06.C13 
Strand 

End 4733 

Method TBLASTX: Cress 

End 1142' 

Score 82 



11. .100, 12. .101, 900. .1142, 901. .1137 



Seq. No. 36583 Seq. ID 

Gene No. 75299 Strand 

Start 1793 End 

Name OJ990808 45 . 9C06 . C13 . ol . ts Method 



OJ990808_45.9C06.C13 
4733 

TBLASTX: Soybean 



36266 



Start 


11 


End 


1142 


GI 


none 


Score 


90 


Exons 


11 i r\ r\ 10 ini o a ri iijio 

11. .100, 12. .101, 900. .1142, 


994 . . 1107 




Seq. No. 


36583 


Seq. ID 


OJ990808_45.9C06.C13 


Gene No. 


75299 


Strand 




Start 


1 / 9 3 


End 


4733 


Name 


OJ990808_45 . 9C0 6 . CI 3 . o2 . gs 


Method 


GENSCAN 


Start 


1793 


End 


4733 


GI 


none 


Score 


.75 


Exons 


i t no locn xoni a a a ^ acq/" 

1793. .1859, 4291. .4441, 4586. 


.4733 




Seq. No. 


36584 


Seq. ID 


OJ990808_45.9C06.C14 


Gene No. 


75300 


Strand 


+ 


Start 


1202 


End 


1353 


Name 


OJ990808_4 5. 9C06.C14 . ol.gs 


Method 


GENSCAN 


Start 


i o r\ o 
12 02 


T*1 _ -J 

End 




GI 


none 


Score 


. 53 


Exons 


ior\o loco 

1202 . . 1353 






Seq. No. 


36585 


Seq. ID 


OJ990808_45.9C06.C15. 


G,e.n.e,...RQ.. 


_Z53.Q1 - . ' _ J „ ' . 


^j;rancL_ 


+ 


S.t,art _ t 


..621,4 J.. 


.-End- ~ 


,12222 : : 


Name 


OJ990808 45. 9C06 . C15 . o3 . gs 


Method 


GENSCAN 


Start 


6214 


End 


11942 


GI 


none 


Score 


.7 


Exons 


6214. .6246, 7266. .7399, 7694. 


.7809, 9484. .9658, 10208 .. 10301 , 




10396. .104 33, 10573. .10664, 10753. .10832, 10906. .10962, 




1107 9. .11204, 11841. .11942 






Seq. No. 


36585 


Seq. ID 


OJ990808_45.9C06.C15 


Gene No. 


75301 


Strand 


+ 


OLdiL 


6214 


End 


12222 


Name 


OJ990808 45.9C06.C15.ol.gp 


Method 


AAT/GAP 


Start 


9554 


End 


10952 


GI 


62172 2.R1084 


Score 


788 


Exons 


9554. .9658, 9875. ..9967, 10208 


. .10301, 


10396. .10433, 




10573. .10664, 10753 .. 10832 , 10906.. 10952 


GI Descrip. 


'5733886/gb|AAD49774.1|AC007932_22 1.0e-44 (AC007932) F11A17.20 



[Arabidopsis thaliana] 1 



Seq. No. 

Gene";No . 
Start 
Name ' " 
Star1» 
GI ■ 
Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



36585 .... 

753-oi- "'" * •'" " " " vr " 

6214 ~ " 

O'J 9 90 8 0 8_/4 5. 9C0 6". Cl 5 . 6 1 ". np 

9582 . " '. 

5733886 
9582. 
10573. 
11340. 
(AC007 



Seq. ID 
: * St r and 
End 

Method 
End ' 
Score 

9658, 9875.. 9967, 10208 .. 10301 , 



OJ990808_45.9C06.C15 

12222" ' \ *" 

AAT/NAP- . " 
11927 : • 
591 

10396. . 10433, 



.10664, 10753. .10832, 1090 ; 6 
.11414, 11841. .11927 

932) F11A17.20 [Arabidopsis thaliana] 



10962, 11079. .11171, 



36585 Seq. ID 

75301 Strand 

6214 End 

OJ990808_4 5. 9C06 . C15 . o2 . gp Method 

11085 End 



OJ990808_45.9C06.C15 
+ 

12222 

AAT/GAP 

12222 



36267 



GI 26795_1.R1084 Score 1034 

Exons 11085. .11171, 11340 .. 11414 , 11841. .12222 

GI Descrip. ' 5733886/gb | AAD49774 . 1 | AC007932_22 3.0e-32 (AC007932) F11A17.20 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36585 
75302 
694 

OJ990808_4 5. 9C06 . C15 . ol . gs 

694 

none 



Seq. ID OJ990808_45.9C06.C15 
Strand 

End 3279 

Method GENSCAN 

End 3279 

Score .63 



694. .2357, 2679. .2920, 3126. .3189, 3216. .3279 



Seq. No. 36585 Seq. ID 

Gene No. 75303 Strand 

Start 3894 End 

Name OJ990808_45 . 9C06 . C15 . o2 . gs Method 

Start 3894 . End 

GI none Score 

Exons 3894.. 4311, 4829.. 4902 



OJ990808_45.9C06.C15 

4902 
GENSCAN 
4902 
.74 



-S.ej^Mo, 
.Gene Ja, 

Start 

Name 

Start 

GI 

Exons 



„753D4_ 
12586 
OJ9908 
9578 
none 
9578. . 
10395. 
10592. 
10746. 
10909. 
11080. 
11814 . 



„S^q,..:XD^ 



St r.and, 

End .. 

08_4 5. 9C06.C15.ol. tm' Method 

End 
Score 



9658, 9579.. 9659, 10203 

.10442, 10395, 

.10621, 10614, 

.10829, 10755. 

.10962, 11078. 

.11181, 11337. 

.11966, 11838. 



1671.1 

TBLASTX: Maize 
11966 
121 

10304, 10207. .10284, 



10436, 10570. 

10664, 10644. 

10829, 10759. 

11164, 11078. 

11405, 11339. 
11912 



10614, 


10574. 


.10594, 


10664, 


10742. 


.10828, 


10830, 


10908. 


.10961, 


11173, 


11079. 


. 11174, 


11410, 


11339. 


.11413, 



Seq. No. 


36585 






Seq. ID 


OJ990808 


_45.9C06 


.C15 


Gene No. 


75304 






Strand 








Start 


12586 






End 


16711 






Name 


OJ9908 


08_45.9C06.C15 


. ol . tw 


Method 


TBLASTX:' 


Wheat 




Start 


10203 






End 


11111 






GI 


none 






Score 


131 






Exons . . 


10203. 


..10304, 10206. 


. 10271,. 


10207. .10293, .10395 


. . 10436, 






• : 10396. 


V 10 4 34,- 10570: 


.10644; 


-105-74.;: 10645, 1057T 


: . 1064 8/ 






10729. 


'. 10833, "■ 10742. 


.10870, 


10746. . 10835, 10904 


.".10957*, 






,'. 10905\ 


-.10*9 61, 10906:' 


'.10 962*, 


' 11 079. .11111," '11086 


. .11109. ; 




Seq. No.' 


36585 






Seq. ID 


OJ990808 


_45".9C06 


.C15 


Gene No. 


'75304 






Strand 








Start 


12586 






End 


16711 






Name 


OJ990808 45.9C06.C15 


.ol . tc 


Method 


TBLASTX:* 


Cress- 




Start 


10263 






End 


11410 






GI 


none 






Score 


55 






Exons 


10263. 


.10304, 10396. 


.10434, 


10574. .10621, 10746 


.'.10835, 






10748. 


.10834, 10905. 


.10961, 


10906. .10977, 11079 


. . 11174, 






11336. 


.11410, 11337. 


.11405 










Seq. No. 


36585 






Seq. ID 


OJ990808 


_45.9C06 


.C15 



36268 



Gene No. 75304 
Start 12586 

Name OJ990808_45 . 9C06 . C15 . o4 . gs 

Start 12586 
GI none 
Exons 12586. 

15432. 

16403. 



Strand 

End 16711 
Method GENSCAN 
End 16698 
Score .78 

,12713, 12830. .12896, 13310 .. 13359, 14 914 .. 15056, 
15493, 15777. .15888, 16006. .16121, 16199 .. 16361, 
16698 



Seq. No. 36585 Seq. ID 

Gene No. 75304 Strand 

Start 12586 End 

Name OJ990808_45 . 9C06 . C15 . o2 . np Method 

Start 12607 End 

GI 3482920 Score 

Exons 12607. . 12713, 12814 .. 12896, 13179 

14914. .15056, 15432. .15493, 15582 



OJ990808 45.9C06.C15 



Seq. No. 

J3ene. Jip,, 

.at art 

Name 

Start 

GI 

Exons 



16711 
AAT/NAP 
16711 
743 

13231, 13310. .13380, 
15674, 15777. .15888, 



16006. .16121, 16199. .16322, 1 6403 .. 164 69, 16675. .16711 
GI Descrip. (AC003970) Hypothetical protein [Arabidopsis thaliana] 



36585 
_753J)1_ 



Seq. ID OJ990808_45.9C06.C15 
„StrangL • .„ 



.,1255.6 ...... _ „ 

OJ990808_4 5. 9C06 . C15 . o2 . tm 
15431 
none 
15431 
15600 

15777. .15887, 15777 



_.,End ....... 

* Method 
End 
Score 



a671L^.™; , 

TBLASTX: Maize 

15888 

52 



15505, 15431. .15505, 15432 .. 15509, 15599 .. 15676, 
15677, 15601. .15675, 15603 .. 15677 , 15604 .. 15687 , 
15887, 15826.. 15888 



Seq. No. 36586 

Gene No. 75305 

Start 1 

Name OJ990808_47 . 9C20 . CI . ol . gp 

Start 1 

GI uC-osflm202104d09bl 

Exons 1 . . 507 

GI Descrip. f 4033735 7.0e-ll (AF054284) spliceosomal protein SAP 155 [Homo 
sapiens] 1 



Seq. ID OJ990808_47.9C20.C1 
Strand 

End 507 

Method AAT/GAP 

End 507 

Score 939 



Seq. No. 
Gene No.. 

"Start""" 
" Name 

Start V 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36586 Seq. ID OJ990808_4 7 . 9C20 . CI 

75305 .. Strand, - . . . . 

1 : " : ■" ;-~' : End "~ 50*7 * "'■'r------ ~- 

OJ.990808_47. 9C20 . CI . bl .' np 'Method! .AAT/NAP 

' r ' V" ■' : ' End ' '-4 94' - - - - • . 

6912654 - ; ...... .• - Score -193: , 

1. . 494 ' " 

spliceosome-associated factor 155 gi 14033735 (AF054284) 
spliceosomal protein SAP 155 [Homo sapiens] 



36586 Seq. ID 

75305 Strand 

1 End 

OJ990808_47 . 9C20 . CI . ol . tm Method 

3 End 

none Score 



OJ990808_47.9C20.C1 
507 

TBLASTX: Maize 

458 

113 



3. .98, 4. .87, 81. .104, 128. .163, 136. .165, 174. .254, 217. .243, 



36269 




238. .423, 303. .458 



C pry Mn 


JO JO u 






Can T H 


\jo y y uo u o 


A 7 


» yi^z u 


. 


P ^ v\ d NT 


i r ^ n ^ 






St rand. 










C 4- -j 


i 
X 








jU / 








Name 


O.TQQnftflft 47 


qp on pi n1 


. gs 












Cf art 

OL.Cti.L- 


f. Q ~~ 


















none 






Score 


Q Q 

. yy 








Exons 


68. .473 
















OC^> IN KJ * 


J U J o / 








kjo y y u 0 u 0 


A 7 


yL/Z u 


no 




' J JUD 






oc r ana. 


_L 

1 








Of a rt- 


1 ^S7 

X J J / 






ii<na 










Name 


ojyyUoUo 4 / 


. yczu . cz . oi , 


.gs 


Method 


GENSCAN 








Cr a rt 
u Lai. l. 


1557 ~~ 






EjI ILi 


OA Qft 
Z *± y 0 










none 






Score 


CO 
. DO 








Exons 


i ^7 9nn f, 

X J J / . . LUUOf 


901 6 0 A Qff 














Seq. No. 


36587 






Seq. ID 


OJ990808 


47. 


9C20 


.C2 


P,ono Mn 


75306 






Strand 


+ 










1557 






End 


3187 








J&aiTO. u _ 


QiaaoaD8- 47 






.Jfetfaad™ 










Cfarf 

_oXarx *- 


...1537.... .. _ 






...End 






— - — 






4680179 






Score 


857 








Exons 


1557. .2297, 


2968. .3187 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Qon Mn 


36587 






Seq. ID 


OJ990808_ 


47. 


or on 
yuz u . 






75307 






Strand 


+ 










8373 






End 


9351 








Name 


OJ990808 47 


.9C20.C2.o4. 


gs 


Method 


GENSCAN 








OLalL 


8373 






End 


9351 








r>T 
ul 


none 






Score 


.94 








Exons 


8373. .8458, 


8494. .8768, 


QH7 7 

yu / / . 


.9351 










Seq. No. 


36587 






Seq. ID 


OJ990808_ 


47. 


9C20. 


,C2 


Con o Mn 
L7t;ilG IN (J. 


75308 






Strand 










Cf art 
O Lai L 


2783 






End 


6911 






> 


Name 


0J9 908-08 47 


.9C20.C2.o2. 


np 


Method 


AAT/NAP ' 








O LctX L 


2783 






End 


6911 








r;j 

VjJ X 


5902445 






Score 


633 








Exons 


. 2783. .2821, 


.5537. .5663, 


5723.. 


.6911 . 










Gi .be scrip\'" 


" 7AB030283 ) \GAG-p6l" precursor 


lOryza sativa] : 'r~. 








Cl^ri* * Kin ' v " 
O t: Lj . IN vj . 


'■-3E5S-7-*'"- - ■■ 






Seq. "ID 


. 03990808^ 


47. 


yuz U . 


Lz 


uene wo . 


. 75308 ■ 






Strand 










Of ar f 

o La r u 


2783 " 






End 


6911 








Name 


OJ990808 47, 


.9C20.C2.o2. 


gs 


Method 


GENSCAN 








Of a r~+- 


3505 






End 


3876 








GI 


none 






Score 


.67 








Exons 


3505. .3876 
















Seq. No. 


36587 






Seq. ID- 


OJ990808_ 


47. 


9C20. 


C2 


Gene No. 


75308 






Strand 










Start 


2783 






End 


6911 








Name 


OJ990808 47. 


. 9C20.C2.o3. 


gs 


Method 


GENSCAN 








Start 


4601 






End 


6620 









36270 




GI 


none 








Score 


.71 




Exons 


4 601. . 4 by J , 


AH c\n 


A O 1 C 

. .4826, 


COOT 

5237 


..5390, 5429. .5515, 5826. .5934, 




6134 . . obzu 














Seq. No. 


36587 








Seq. ID 


O TQQ^OnQ AH QPOft 

ujyyuoUo 4 / . yLzu 


. cz 


Gene No. 


75309 








Strand 






Start 


10130 








End 


"1 A 1 O C 

1 4 lo 6 




Name 


. OJ990808 47 


.9C20 


.C2.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


437 








End 


CL C £Z A 

0004 




GI 


none 








Score 


/ b 




Exons 


437. .679, 441. .554, 5580. .5663, 5587. 


.5664 




Seq. No. 


36587 








Seq. ID 




. cz 


Gene No. 


75309 








Strand 






otart 


10130 








End 


14100 




Name 


OJ990808 47 


.9C20 


.C2.o2. 


tw 


Method 


1 oLAb i a : wneat 






1770 








End 


Z loU 




GI 


none 








Score 


o n i 

301 




Exons 


1770. .2150, 


1790 


. .2149 










Seq. No. 


36587 








Seq. ID' 


(jjyyuoUo 4/.yczU 


. CZ 


Gejoe_ No. . 










^J3Jtxaad_ 






.St.art. . 


™ .lfll3.Q...._.. 








, ..End . 


• . 1.4 l.ps>. 


— 


Name 


OJ990808 47 


.~9C20 


."cT. o 3 \ 


tm 


Method 


TBLASTX : Maize 




Start 


2054 








End 


o *o c o 

z3oo 




GI 


none 








Score 


inn 
1 90 




Exons 


2054. .2218, 


2058 


. .2294, 


2293 


. .2358 






Seq. No. 


36587 








Seq. ID 


OJ990808_47. 9C20 


. Cz 


Gene No. 


75309 








Strand 






Start 


10130 








End 


14186 




Name 


OJ990808 47 


.9C20 


-C2.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5871 








End 


6341 




GI 


none 








Score 


55 




Exons 


C O "7 1 /"AIT 

Oo7 1 . . 6017 , 


C O T U 

5873 


r a c a 

. . 6058, 


f r\ c\ s- 

6096 


..6341, 6103. .6306 




Seq. No. 


36587 








Seq. ID 


OJ990808_J7.9C20 


. C2 


Gene No. 


' 75309 








Strand 






Start 


10130 








End 


14186 




Name 


OJ990808 47 


.9C20 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5957 








End 


6338 




(jl. 


none 








Score . 


189 




Exons" 


/ ;59 5 7T-; 6058V 


•6096 


;V63'38 : 










- . ....... 

Seq No . 


' ■■" 36587 " ' 








Seq.' ID 


. OJ9908 08_4T.9t2Q' 


;c'2 • 


Gene No. 


75309 








Strand 






Start- 


10130 








End 


14186 " 




Name 


OJ990808 47 


.9C20 


.C2.ol. 


tm 


Method . 


TBLASTX: Maize 




Start 


6026 








End 


6488 




GI 


none 








Score 


68 






6026. . 6085,' 


6027 


. .6086, 


6030 


.6488, 6031. .6339, 6096.. 6341, 




6239. .6487 














Seq. No. 


36587 








Seq. ID 


OJ990808_47. 9C20 


.C2 


Gene No. 


75309 








Strand 






Start 


10130 








End 


14186 




Name 


OJ990808 47 


.9C20 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 





36271 



- ™ 



Start 


6357 


End 


6764 




GI 


none 


Score 


76 




Exons 


6357.. 6764, 6359.. 6496, 6433 


. . 6747 






Seq. No. 


36587 


Seq. ID 


OJ990808_47. 9C20 


.C2 


Gene No. 


75309 


Strand 






Start 


10130 


End 


14186 




Name 


OJ990808_4 7 . 9C20 . C2 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


6489 


End 


6704 




GI 


none 


Score 


86 




Exons 


6489. .6701, 6489. .6704, 6490 


. . 6702 






Seq. No. 


36587 


Seq. ID 


OJ990808__47.9C20 


.C2 


Gene No. 


75309 


Strand 






Start 


10130 


End 


14186 




Name 


OJ990808_47 . 9C20 . C2 . o5 . gs 


Method 


GENSCAN 




Start 


10130 


End 


14186 




GI 


none 


Score 


.48 




Exons 


10130.. 10243, 10878.. 10 92 8, 


11220. .11500, 11573. .12064, 






12808. .12920, 13522. .13620, 


14104. .14186 




„S.e,q.__No.,„,.^„ 


36587 


. Seq.* ID 


OJ990803 47.9C20.C2 


_G.en.e.,jNq . 


7.5309.; / 2. - „ 


. ..Strand, 




Start • 


10130 


' End 


14186 




Name 


OJ990808_47 . 9C20.C2 . o3. ts 


Method 


TBLASTX: Soybean 




Start 


11424 


End 


11786 




GI 


none 


Score 


185 




Exons 


11424 . . 11786 








Seq. No. 


JDOOO 


Seq. ID 


OJ990808_47.9C20 


.C3 


Gene No. 


75310 


Strand ' 


+ 




Start 


2250 


End 


11531 




Name 


OJ990808 47.9C20.C3.o2.gs 


Method 


GENSCAN 




Start 


2250 


End 


3652 




GI 


none 


Score 


.63 




Exons 


2250.. 2264, 2363.. 2489, 2506 


..2679, 3627.. 3652 





Seq. No. 36588 

Gene No. 75310 

Start 2250 

Name OJ990808_4 7 . 9C20 . C3 . ol . gp 

Start _ 234 4 ■ . . . . 

GT 7 " * ll7'322l\ : R108 4 ■ - 

Exons' ' 234 4..267 9, 7251 7327', 7419' : . 
"Gl "De scrip . 



Seq. ID 

Strand 
End 

Method 
End. 
Score' 
.8608- • 

•'4101703- l/0e;-103 (AF006078) " glucose ..acyltransf erase [Sdlariuriv 
berthaultii] ' ' ' 1 ' - ; 



OJ990808_47. 9C20.C3 

+ ■■-.' 

11531 

AAT/GAP 

8608 . . 

* -3126" 



Seq. No. 36588 Seq. ID 

Gene No. 75310 Strand" 

Start 2250 End 

Name OJ990808_47 . 9C20 . C3 . ol . np Method 

Start 2379 End 

GI . 6598856 Score 

Exons 2379.. 2679, 7251.. 7327, 7419.. 7925, 7983.. 8420 

GI Descrip. (AC010556) putative serine carboxypeptidase [Arabidopsis 
thaliana] 



OJ990808_47. 9C20.C3 
+ 

11531 
AAT/NAP 
8420 
905 



36272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
.Gene,. No. 

Start 

Name . 
Start 
GI 

Exons 



36588 
75310 
2250 

OJ990808_47. 9C20 . C3 . o2 . np 

6367 

6539553 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6367. .6405, 10976 11248 , 11283. .11531 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990808__47.9C20.C3 
+ 

11531 
AAT/NAP 
11531 
614 



36588 
75310 
2250 

OJ990808_47. 9C20 . C3 . o4 . gs 

7211 

none 

7211. .7327, 7419. .8426 
36588 

,75311 

i23i.o.. .: . 

OJ990808_47 . 9C20.C3.o'6.gs 

12310 

none 

12310. . 12505, 12647. .12841, 
13545. . 13781 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

. Str.an.d_ 
End . . 
Method 
End 
Score 



OJ990808_47.9C20.C3 
+ 

11531 
GENSCAN 
8426 
.97 



OJ990808_47.9C20.C3 
+ 



324 4 5 
GENSCAN 
13781 
.63 



13101. .13117, 13183. .13299, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start "'• 
Name • 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



36588 Seq. ID OJ990808_47 . 9C20 . C3 

75311 Strand + 

12310 End 32445 

OJ990808_47. 9C20 . C3 . o3 . np Method AAT/NAP 

13075 End 17957 

6539553 Score 926 

13075. .13807, 17886. .17957 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990808_47 . 9C20.C3 



36588 
"7 5311 

"12310 . ' ' . 

■OJ99'0808^47."9C20.C3'.o4.np 
15077 

6598853 *' * 

15077. . 15153, 15584 . .16088, 
16593. .16661, 16987. .17058, 
17872. ,17952 

(AC010556) putative serine carboxypeptidase [Arabidopsis 
thaliana] 



Seq. ID 

Strand" 

End 

Method 
End 

Score ."" 



32445 / 
AAT/NAP 
17 952' 
844' 



16149. .16317, 16410. 
17181. .17413, 17519, 



16493, 
,17564, 



36588 
75311 
12310 

OJ990808 47.9C20.C3.o7. 



gs 



Seq. .ID OJ990808_47. 9C20.C3 

Strand + 

End 32445 

Method GENSCAN 



36273 





X -J 4 / 4 


End 


20679 






none 


Score 


.79 




Exons 


1 S474 1 61 ?Q 1 6?1 6 1 6^R0 


16593. .16688, 17181 .. 17413, 






17c:i q 17S64 9067Q 








Oc(j> IN U . 


J D J O O 


Seq. ID 


OJ990808_47.9C20. 




Gene No. 


75311 


Strand 


+ 




Start 


12310 


End 


32445 




Name 




Method 


AAT/NAP 






lO / ID 


End 


32375 




PT 


4 6ft m ft ^ 


Score 


197 




Exons 


16716 1 6R0? ^1610 ^1 6ftD 


32286. .32375 




f T Hn o f 7" "1 V"\ 

bl ueocrip. 




[Oryza sativa subsp. indica] 




C^rt NT /-\ 

o e q . in u . 


^6Rft ft 


Seq. ID 


OJ990808_47. 9C20. 






75311 


Strand 


+ 




qt- a rt 


12310 


End 


32445 




Name 


OJ990808 47.9C20.C3.o2.gp 


Method 


AAT/GAP 




Start 


21159 


End 


21735 




CI 
bl 


3826 1.R1084 


Score 


1121 




iijXons 


21159. .21735 










.'.28 2.8.8 2./pi rj. J S2 7 7 5 5_£,jDe„- 1 J5 


_jr.ec.ep tor- like .protein .kinase . 




._pre.aur,sor_- .Asabidapais... t.ha.l,iana, j>gjL,.1.6 6.8 18„.. .{.Mfi.4.6 5,9 






receptor-like protein kinase [Arabidopsis thaliana] 1 






36588 


Seq. ID 


OJ990808_47. 9C20; 


C3 


Gene No. 


75311 


Strand 


+ 




Start 


12310 


End 


32445 




Name 


OJ990808 47.9C20.C3.o7.np 


Method 


AAT/NAP 




Start 


30500 


End 


32445 




GI 


3236256 


Score 


135 




Exons 


30500. .30726, 31378 .. 314 4 5, 


32411. .32445 





GI Descrip. (AC004 684) putative C2H2-type zinc finger protein [Arabidopsis 



thaliana] 



Seq. No. 


36588 




Seq. ID 


OJ990808 


_47 


. 9C20 


C3 


Gene No. 


75312 




Strand 










Start 


272 




End 


1600 








Name 


OJ990808 47.9C20.C3.ol. 


gs 


Method 


GENSCAN 








Start 


272 




End 


1600 








GI 


none 




Score 


.87 








Exons 


. 272. .699,^ 1513. .1600 _ 














Seq. No,. 


36588- " " ' 




Seql" ID 


OJ990808 


_4 7 


. 9C20 


C3 


Gene" .'No*. 


- ' 75313 : * ■■': -" ' 




" 'Strand' * 










Start 


"5672 




' End' 


6337.: • '■' 








Name 


OJ990808 47.9C20'.C3.o3. 


gs 


" Method 


GENSCAN 








Start 


5672 




End 


6337 








GI 


none 




Score 


.79 








Exons 


5672. .6337 














Seq. No. 


36588 




Seq. ID 


OJ990808 


__4 7 


. 9C20. 


C3 


Gene No. 


75314 




Strand 










Start 


9023 




End 


10750 








Name 


OJ990808 47.9C20.C3.o5. 


gs 


Method 


GENSCAN 








Start 


9023 




End 


10750 








GI 


none 




Score 


.76 









36274 



Exons 



9023. .9036, 9539. .9721, 104 11 104 89, 10682. .10750 



Seq. No. 36588 

Gene No. 75315 

Start 13858 

Name OJ990808_4 7 . 9C20 . C3 . o5 . tw 

Start 2472 . 

GI none 

Exons 2472.. 2681, 2532.. 2612, 2588. 
15611. .15802 



Seq. ID OJ990808_47. 9C20.C3 
Strand 

End 32253 

Method TBLASTX : Wheat 

End 15803. 

Score 203 

.2680, 15600. . 15803, 15603 .. 15797 , 



Seq. No. 36588 

Gene No. 75315 

Start 13858 

Name OJ990808_47 . 9C20 . C3 . o3 . ts 

Start 2475 

GI none 
Exons 



OJ990808 47.9C20.C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2475. .2699, 2495. .2539, 2533. .2598, 2582. .2680, 15600 .. 15815, 
15611. .15805, 15834. .15905, 16996 .. 17058 , 17178. .17219 



32253 

TBLASTX : Soybean 

17219 

232 



Seq. No. 
-Gej^eJlQ.. 
...start-..:;. 

Name ' 
Start 
GI 

Exons 



36588 
Ji5315u 



.■.t3fl58_~__« ^ .. 

OJ990808_47 . 9C20 . C3 . o2 . tc 
2478 
none 



Seq. ID OJ990808_47.9C20.C3 

JStxsod . 

„ End _ 322,53 

Method -TBLASTX: Cress - 
End 16317 
Score 192 



2478. .2681, 2588. .2680, 7250. .7330, 741&..7468, 7419. .7637, 
7529. .7618, 7635. .7808, 7685. .7801, 15600 .. 15821 , 15614 .. 15820 , 
15834. .16013, 15878. . 16009, 16014 16091, 16198. .16317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36588 
75315 
13858 
OJ9908 
2512 
none 
2512. 
2607. 
7685. 
8246. 
15725 
16020 
•172 1'4 
17872 



08 47.9C20.C3.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 47.9C20.C3 



2547, 
2681, 
7906, 
8392, 
.15817 
.16085 
'.T74i : 4 
.17955 



32253 

TBLASTX: Maize 
17955 
42 

2606, 2565.. 2606, 2603.. 2680, 
7640, 7439.. 7618, 7668.. 7916, 
7983. .8087, 8099. .8284, 8111. .8224, 8112. .8402, 
15630. .15695, 15637 .. 15669, 15690 .. 15728 , 
, 15729. .15815, 15834 .. 16016, 15836 .. 1 6009, 

, 16022. .16084, 1 61 98 . . 1 6323, . 17178 17210, • 

/- 17321:'. 174 16*, 1752 9. . 17564," 1 7 87lV: 179247 



2529.. 2549, 2553, 
7250.. 7330, 7419. 



Seq; No. -' 36588 ■ - ' Seq. ID 

Gene' No.. 75315 Strand' 

Start 13858 End 

Name OJ990808_47 . 9C20 . C3 . ol . tw Method 

Start 7261 End 

GI none Score 
Exons 



OJ990808_47. 9G20.C3 
32253 

TBLASTX: Wheat 

16311 

113 



7261. .7329, 7262. .7330, 7418. .7621, 7419. .7652, 7422. .7646, 
7644. .7772, 7665. .7769, 1584 6 .. 16016, 158 66 .. 15997 , 
16020. .16139, 16022. .16138, 1 6207 .. 1631 1 , 16215. .16298 



Seq. No. 
Gene No. 



36588 
75315 



Seq. ID OJ990808_47. 9C20.C3 
Strand 



36275 



• • 

Start 13858 End 32253 

Name OJ990808_4 7 . 9C20 . C3 . ol . ts Method TBLASTX : Soybean 

Start 7446 End 17961 

GI none Score 164 

Exons 7446. .7652, 7529. .7624, 7728. .7808, 7818. .7907, 7974.. 8087, 

8103.. 8408, 8156.. 8407, 15909 .. 16007 , 16020 16115, 

16198. .16242, 16267 .. 16317 , 17223 .. 174 14 , 17276 .. 174 16, 

17290. .17313, 17303. .17413, 17520 .. 17564 , 178 65 .. 1794 8 , 
17872. .17961 

Seq. No. 36588 Seq. ID OJ990808_4 7 . 9C20 . C3 

Gene No. 75315 Strand 

Start 13858 End 32253 

Name OJ990808_47 . 9C20 . C3 . o3 . tc Method TBLASTX : Cress 

Start 8001 End 17967 

GI none Score 4 5 

Exons 8001. .8066, 8058. .8402, 8111. .8386, 17163 .. 174 14 , 17303 .. 17422, 

17520. .17594, 17872. .17 967 

Seq.' No. 36588 Seq. ID OJ990808_4 7 . 9C20 . C3 ' 

Gene No. 75315 Strand 

.&tart-™\:L™..-:l^a5.8^ „ . Gad.;.- _ 32253 . y „ : 

Name. ^„0J3.9AsQ,8^&Z^ 

Start .10960 # End 11395 ' 

GI none Score 141 

Exons • 10960. .11244, 10978 .. 1124 4 , 10997 .. 11254 , 11003 1124 8 , 

11280. .11387, 11280. .11375, 11285 .. 11395, 11288. .11395 

Seq. No. 36588 . Seq. ID OJ990808_4 7 . 9C20 . C3 

Gene No. 75315 Strand 

Start 13858 End 32253 

Name OJ990808_4 7 . 9C20 . C3 . o4 . tw Method TBLASTX: Wheat 

Start 13069 End 13452 

GI none Score 190 

Exons 13069. .13344, 13083 .. 13370 , 13331 134 50, 13332 .. 13451 , 
13345.. 13452 

Seq. No. 36588 Seq. ID OJ990808_4 7 . 9C20 . C3 

Gene No. 75315 Strand 

Start 13858 End 32253 

Name OJ990808_47 . 9C20 . C3 . o3 . tm Method TBLASTX: Maize 

Start 13204 End 13512 

G j v - nori " e - ™. * -" ■'-*: -v.-..- —r score" : .j29"- r "" ; ' :r "- " " • 

Exohs 13204. .13344," 13212. :13343, 13255 .. 1334 4 , 1334 1 .'. 13511 , ~ 

V / / " '13341. .13508; 13354 . .13512 ' / ' \ ; ' \- 

Seq. No. 36588 . Seq. ID OJ990808_47 . 9C20 . C3 

Gene No. 75315 Strand 

Start 13858 End 32253 

Name OJ990808_47 . 9C20 . C3 . 06 . np Method AAT/NAP . 

Start 13858 End 30509 

GI 3063699 Score 508 

Exons 13858. . 13918, 21321 .. 22031, 22068 .. 22509, 22707 .. 23320 , 

23585. .23814, 30384.. 30509 

GI Descrip. (AL022537) putative protein [Arabidopsis thaliana] 

Seq. No. 36588 Seq. ID OJ990808_47 . 9C20 . C3 



36276 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



75315 Strand 

13858 End 32253 

OJ990808_47 . 9C20 . C3 . o5 . np Method AAT/NAP 

20213 End 23821 

5091617 Score 690 

20213. .20324, 21394 22027 , 22061 .. 22519, 22557. .23821 

(AC007454) Contains similarity to gi 1479356 protein kinase PK1 

from Zea mays, is a member of the PF| 00954 S-locus glycoprotein 

family and contains a PF 100069 Eukaryotic protein kinase domain 

[Arabidopsis thaliana] 



Seq. No. 36588 Seq. ID 

Gene No. 75315 Strand 

Start 13858 End 

Name OJ990808_4 7 . 9C20 . C3 . 08 . gs Method 

Start 21380 End 

GI none Score 

Exons 21380. .23821 



OJ990808_47.9C20.C3 

32253 
GENSCAN 
23821 
1 



Seq. No. 
Gene No. 

.Maine.; _ 
Start 
GI 

Exons 



36588 
75315 
.;!3S5.8._ 



Seq. ID OJ990808_47.9C20.C3 
Strand - 

. End J3J2.2.53„ j: 



GJ9.908Qa.,.4.7.,,.aC2Q.. C.3...P.1,. tc Method.. 



JBLASI.XxCr^.s.5.-« 
22352 
89 



21401 : End 

none Score 

21401. .21529, 21405. .21530, 21626 .. 21757 , 21696 .. 21758 , 

21770. .22012, 2184 3 .. 2 194 7 , 21851 .. 21961, 22052 .. 2212 9, 

22067. .22246, 22083 .. 2224 7 , 22259 .. 22351 , 22260. .22352 



Seq. No. 36588 Seq. ID 

Gene No. 75315 Strand 

Start 13858 End 

Name OJ990808_47 . 9C20 . C3 . o2 . tm Method 

Start 21419 End 

GI none Score 

Exons 21419 



OJ990808_47. 9C20.C3 
32253 

TBLASTX: Maize 

22351 

42 



21523, 21689. .21754, 21773 .. 22018 , 21774 .. 21803 , 
21837. .21920, 22061 .. 22225, 22062 .. 22229, 22229 .. 22312 , 
22307.. 22351 



Seq. No. 36588 
Gene No. 75315 
Start . 13858 

Name' \ ; OJ99080"8_47 ; : 9C20 . C3~o2. ts ' ' 
Start \ . - 21419 . • ' ' 
GI : * * ' ■ ■ hone \ . * . . : 
Exons- 21419. .21526,. 21 686 21775, 

21777. .21818, 21819 .. 21941, 

22074. .22340 



Seq. ID 

Strand 
. End . 
" '"Method" ' 

End ' 

Score 
•21696. .217-76, 
.21821. .21991", 



OJ990808 47.9C20.C3 



32253 

TBLASTXrSoybean : 
22357 : " '' 

44. • 

21776. .21835, 
2204.6 .".22357, 



Seq. No. 36588 

Gene No. 75315 

Start 13858 

Name OJ990808_47 . 9C20 . C3 . o3 . tw 

Start 21761 

GI none 

Exons 21761. .21814, 21833 .. 22012 , 
22065. .22196 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_47. 9C20.C3 
32253 

TBLASTX: Wheat 

22196 

84 



21852. .21944, 22064 .. 22195, 



36277 




Seq. No. 


36588 


Seq. ID 


OJ990808_47.9C20.C3 


Gene No. 


75315 


Strand 




Start 


1 o o c o 

13858 


End 


32253 


Name 


OJ990808 47 . 9C20 . C3 . o9 . gs 


Method 


GENSCAN 


Start 


29391 


End 


32253 


GI 


none 


Score 


.43 


Exons 


29391 .. 2 94 32 , 29884 .. 29991, 


30325. .30350, 30592 30775 , 




32 164 . . 32253 






Seq. No. 


36589 


Seq. ID 


OJ990o0o 47.9C20.C4 


Gene No. 


/d31d 


Strand 


+ 


Start 


2613 


End 


3554 


Name 


OJ990808 47 . 9C20 . C4 . ol . gs 


Method 


GENSCAN 


Start 


z Dl3 


End 


3554 


GI 


none 


Score 


1 


Exons 


2613 . . 3554 






Seq. No. 


36589 


Seq. ID 


OJ990808_47.9C20.C4 


Gene No. 


75316 


Strand 


+ 


Start 


2613 


End 


3554 


Name, 


„„OJ9^08J3.8; A7...9.C2J3 . CA..ol.,np„. _ 




AAT/NAP 


JS.ta_.rit._7 


.....2.61.9 . 


End_. 


.355.1 


•GI 


. 2501578 ' • • 


Score 


1315 


Exons 


2619. .3551 






GI Descrip. 


ETHYLENE-INDUCIBLE PROTEIN HEVER gi | 2 12 9913 | pir | | S6004 7 




ethylene-responsive protein 


1 -Para rubber tree gi 11209317 




(M88254 ) ethylene-inducible 


protein [Hevea brasiliensis] 


Seq. No. 


36589 


Seq. ID 


OJ990808_47. 9C20.C4 


Gene No. 


75317 


Strand 


+ 


Start 


5706 


End 


9062 


Name 


OJ990808 47.9C20.C4.o2.np 


Method 


AAT/NAP 


Start 


5706 


End 


9062 


GI" 


6721547 


Score 


107 


Exons 


5706. .5800, 9008. .9062 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq . No . 


36589 


Seq. ID 


OJ990808_47. 9C20.C4 


Gene No. 


75318 


Strand 




Start 


3083 


End 


3705 


Name . 


OJ990808 47.9C20.C4.ol.gp 


. Method 


AAT/GAP 


Start'"' 


' 3083- . ' ...... 


End 


3705- ' : ; "" ~ 


GI ' \ ' 7 


3193 4 .R1084 * ' 


Score" 


1092 


Exoris 


308'3. ;3705 " *" .7. ' • 






GI Descrip. 


' 2501578/sp|Q39963|ERl HEVBR 


.2. Oe-52- ETHYLENE-INDUCIBLE PROTEIN 




HEVER >gi 21Z9913_jpir S60047 ethylene 


-responsive protein 1 .-. 




Para rubber tree >gi_1209317 


(M88254) 


ethylene-inducible protei 




[Hevea brasiliensis ] 1 






Seq. No. 


36589 


Seq. ID 


OJ990808_47. 9C20.C4 


Gene No. 


75319 


Strand 




Start 


8454' 


End 


9057 


Name 


OJ990808 47.9C20.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


2610 


End 


3554 


GI 


none 


Score 


54 


Exons 


2610.. 2651, 2672.. 3517, 2673 


..3521, 31 


83. .3542, 3415. .3522, 



36278 




3525. .3554 



Seq. No. 


36589 






Seq. ID 


OJ990o0o 


_47 . 9C20 . C4 


Gene No. 


75319 






Strand 






Start 


O A C A 

8454 






End 


905 / 




Name 


OJ990808 4 / 


. 9C2U . 


C4 . ol . ts 


Method 


TBLASTX : 


Soybean 


Start 


2612 






End 


O C O 1 

3521 




GI 


none 






Score 


1245 




Exons 


2612. .3517, 


2613. 


.3521 








Seq. No. 


36589 






Seq. ID 


OJ990o0o 


47 . 9C20 . C4 


Gene No. 


75319 






Strand 






Start 


8454 






End 


905 / 




Name 


/"\TO("mono ah 

ojyyubUo 4 / 


. 9C20. 


C4.ol.tc 


Method 


1 dLAoIX : 


Cress 


Start 


o coo 












GI 


none 






Score 


TOO/" 

1236 




Exons 


2622. .3521, 


2684. 


.2944, 3011 


. .3511 






Seq. No. 


*3 f c o n 

3658 9 






Seq. ID 


OJ990o0o 


47 . 9C20 . C4 


Gene No. 


75319 






Strand 






Start 


8454 






End 


9057 




.Name ; 






-_Me-.th.od_ „ 


._£ENS£AISL 


_ „ 


.Start ^ , 


._..84 54_ 






_.End. _ 


.3,057.. 


: _ v , 


GI 


none 






Score 


. 44 




Exons 


8454 . . 8693/ 


8941. 


.9057 








Seq. No. 


36590 






Seq. ID 


OJ990808 


_47.9C20.C5 


Gene No. 


75320 






Strand 






Start 


3225 






End 


9889 




Name 


OJ990808 47 


. 9C20. 


C5 . ol . np 


Method 


AAT/NAP 




Start 


3016 






End 


5138 




GI 


3386604 






Score 


557 




Exons 


3016. .3219, 


3289. 


.3944, 4323 


. .4868, 5040. .5138 




GI Descrip. 


(AC004665) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


36590 






Seq. ID 


OJ990808 


47 . 9C20 . C5 


Gene No. 


75320 






Strand 






Start 


3225 






End 


9889 




Name 


OJ990808 47 


.9C20. 


C5.o2. tc 


Method 


TBLASTX: 


Cress 


Start 


3022 






End 


3587 




GI 


none 






Score 


81 




Exons 


.. 3022. .3072, 


.3064 . 


.3165, 3273 


. .3314, 3384 . .3512, 


3522 . . 3587 


Seq/ No. 


36590 






Seq. ID 


OJ990808 


47 . 9C20 .C5 


Gene No. 


75320. 






Strand 






Start . 


3225 






End 


■ 9889 • 




Name ' 


■ OJ990808 47 


.9C20. 


C5.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


3026 






End 


3814 




GI 


none 






Score 


53 




Exons 


3026. .3070, 


3028. 


.3072, 3043 


. .3165, 3062. .3187, 


3081. .3182, 




3265. .3306, 


3273. 


.3317, 3327 


. .3365, 3384. .3497, 


3384. .3611, 




3391. .3612, 


3552. 


.3617, 3621 


..3803, 3625. .3798, 


3657. .3803, 




3695. .3814 












Seq. No. 


36590 






Seq. ID 


OJ990808 


_47.9C20.C5 


Gene No. 


75320 






Strand 






Start 


3225 






End 


9889 





36279 



Name 

Start 

GI 

Exons 



OJ990808_4 7 . 9C20 .C5.ol.gs Method GENSCAN 

3225 End 9889 

none Score . 64 

3225. .3944, 4323. .4530, 4567. .4868, 5040. .5162, 5258. .5696, 
7745. .7854, 7895. .7923, 7967. .8085, 8245. .8420, 9716. .9889 



Seq. No. 36590 

Gene No. 75320 

Start 3225 

Name OJ990808_47 . 9C20 .C5.ol.tm 

Start 3384 

GI none 
Exons 



Seq. ID OJ990808_47.9C20.C5 
Strand 

End 9889 

Method TBLASTX : Mai ze 

End 3947 

Score 64 



3384. .3611, 3391. .3612, 3597. .3947, 3598. .3918 



Seq. No. 36590 

Gene No. 75320 

Start 3225 

Name OJ9908 08_4 7 . 9C20 . C5 . o2 . np 

Start 3475 

GI 3386604 
Exons 



Seq. ID OJ990808_47.9C20.C5 
Strand 

End 9889 

Method AAT/NAP 

End 8515 

Score 562 



3475. .3944, 4323. .4868, 5040. .5497, 7741. .7854, 7967. .8085, 

:^ML^3325^ „; : .; . _ 

_..G.I_De.s,cxip,. , . .(AC&Q.4665 L,pu;tat i;y,e_pxQite^ 



Seq. No. 


36590 






Gene No. 


75320 , 






Start 


3225 






Name . 


OJ990808 47 


.9C20 


.C5.ol.tw 


Start 


3648 






GI 


none 






Exons 


3648. .3797, 


3648 


..3920, 3679. 


Seq. No. 


36590 






Gene No. 


75320 






Start 


3225 






Name 


OJ990808 47 


.9C20 


.C5.ol.tc 


Start 


3681 






GI 


none 






Exons 


3681. .3944, 


3682 


..3924 


Seq. No. 


36590 






Gene No. 


75320 






Start" 


' • 3225 " ' 






Name 


OJ990808 47 


.9C20 


.C5".o2 /tm 


Start 


4320 






GI 


none 






Exons 


4320. .4769, 


4321 


..4566, 4323. 


Seq. No. 


36590 






Gene No. 


75320 






Start 


3225 






Name 


OJ990808 47 


.9C20 


.C5.o3.tm . 


Start 


7991 






GI 


none 






Exons 


7991. .8086, 


7992 


..8084, 8244. 


Seq. No. 


36591 







Seq. ID OJ990808_47.9C20.C5 
Strand 

End 9889 

Method TBLASTX : Wheat 

End 3921 

Score 69 



Seq. ID OJ990808_47.9C20.C5 
Strand 

End 9889 

Method TBLASTX : Cress 

End 3944 

Score 95 



Seq. ID OJ990808__47.9C20.C5 
Strand - 

End~ : v v'"~988 9".; ; 
Method TBLAS.TX: Maize " 
End * 4769 "' ' " 
Score * 261 



Seq. ID OJ990808_47.9C20.C5 
Strand 

End 98&9 

Method TBLASTX: Maize 

End 8392 

Score 109 



Seq. ID OJ990808_47. 9C20.C6 



36280 



Gene No. 


75321 


Strand 


+ 








452 


End 


5860 






Name 


OJ990808 47.9C20.C6.ol.gs 


Method 


GENSCAN 






btart 


452 


End 


5860 






bl 


none 


Score 


.48 








452. .528, 877. .974, 2425. .2517, 2894.. 


2984, 5783. .5860 




Seq. No. 


36591 


Seq. ID 


OJ990808 


_47.9C20 


.C6 


Gene No. 


75322 


Strand 


+ 






otart 


6538 


End 


23026 






Name 


OJ990808 47. 9C20 . C6 . ol . gp 


Method 


AAT/GAP 






btan 


6477 


End 


7275 






bl 


none 


Score 


862 






Exons 


6477. .6806, 6942. .7014, 7126. .7165, 7248.-7275 






oeq. in o . 


36591 


Seq. ID 


OJ990808 


_47. 9C20 


.C6 


bene jno . 


75322 


Strand, 


+ 






b tart 


6538 


End 


23026 






Name 


OJ990808 47. 9C20 . C6 . o2 . gs 


Method 


GENSCAN 






Start 


6538 


End 


23026 






bl 


none 


Score 


.6 ; 






..fixprtgL 


_£5J3.8,,^68 0£,„_6M3..^JLQl1 4.,__712.6^ J16.5 7 218,. ... 7.4.3JL- 


7825. .7897, 


■-. 


SZU..^a255^.^ . 9.59:4.... 9 6.8.5,- 


.,.11.9.3.2 ..a&ni, 




18245. . 18442, 18968 .. 19029, 


19357. .19467, 19632 


. .19698, 






19875. .20035, 20798 20941, 


22776. .23026 






beq. no. 


36591 


Seq. ID 


OJ990808_ 


_47.9C20 


.C6 


bene lno . 


75322 


Strand 


+ 






Start 


6538 


End 


23026 






Name 


OJ990808 47. 9C20 . C6 . o2 . gp 


Method 


AAT/GAP 






otart 


8860 


End 


18119 






bl 


8513 1.R1084 


Score 


781 






Exons 


8860. .9022, 9594. .9685, 17932. .18119 








GI Descrip. 


•4176420/dbj IBAA37167I 2 . Oe- 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 










beq. no. 


36591 


Seq. ID 


OJ990808_ 


_47.9C20 


.C6 


Gene No. 


75323 


Strand 


+ 






Start 


24307 


End 


26058 






Name 


OJ990808 47. 9C20 . C6 . o3 . gs 


Method 


GENSCAN 






b tart 


24307 


End 


26058 






bl 


none. 


Score 


.68 






Exons* 


*""24 3 07"/"." 2*4 34 4v ' 2 4 68 0 : r : 2 5 (f6 5 7" 


'"2522$: T25400; 'tSA^Y 


'.'.25565"f : 






25998.. 26058 " 










Seq. No. 


36591 - " . ' 


■ Seq. ID 


• OJ990808; 


_47.9C20 


.C6' • 


Gene No. 


15324 


Strand 


+ 






otar t 


28045 


End 


36107 






Name 


OJ990808 47. 9C20 . C6 . o5 . gs 


Method 


GENSCAN 






btart 


28045 


End 


31088 






GI 


none 


Score 


.63 






Exons 


28045. .28128, 28264 .. 28351, 


28353. .29939, 30292 


. .31088 




Seq. No. 


36591 


Seq. ID 


OJ990808_ 


_47.9C20 


.C6 


Gene No. 


75324 


Strand 


+ 






Start 


28045 


End 


36107 






Name 


OJ990808 47. 9C20 . C6 . ol . np 


Method 


AAT/NAP 







36281 




Start 


30255 




End 


33365 






GI 


6630685 




Score 


4629 






Exons 


30255 .. 30326, 30617 


. . 33365 










GI Descrip, 


(AP000969) Similar 


to copia 


-type pol polyprotein. 


(AF10571 




[Oryza sativa] 












Seq. No. 


36591 




Seq. ID 


OJ990808_47 


.9C20 


. C6 


Gene No . 


75324 




Strand 


+ 






. Start 


o o r\ a c 

2804 5 




End 


36107 






Name 


/-s to n a o n n ^ *™i noon /■* /■ 

OJ990808 47.9C20.C6 


. 06 . gs 


Method 


GENSCAN 






Start 


3114 0 




End 


36107 






GI 


none 




Score 


.68 






Exons 


31140 .. 32402, 32451 


. . 33318, 


34194. .34272, 34670. .36107 




Seq. No. 


36591 




Seq. ID 


OJ990808_47 


. 9C20 


. C6 


Gene No. 


75325 




Strand 


+ 






Start 


42219 




End 


43619 






Name 


OJ990808 47.9C20.C6 


. o2 .np 


Method 


AAT/NAP 






Start 


41984 




End 


43619 






GI 


4680203 




Score 


989 






Exons 


41984. .43328, ' 43481 


. .43619 










G_I„Qe_sor.ip„. 


_:„.iA^lL417li_TN£2-likg -p£ Q j;ea,n as<^gJtmnU?i.cpJ-.ar] .. . 






Seq. No. 


36591 




Seq. iD 


OJ990808 47 


."'9626" 


.C6 


Gene No. 


75325 




Strand 


+ 






Start 


42219 




End 


43619 






Name 


OJ990808 47.9C20.C6 


. o9 . gs 


Method 


GENSCAN 






Start 


42219 




End 


42581 






GI 


none 




Score 


.7 






Exons 


42219. .42395, 42426 


. .42581 










Seq. No. 


36591 




Seq. ID 


OJ990808_47 


. 9C20 


C6 


Gene No. 


75326 




Strand 








Start 


18650 




End 


18806 






Name 


OJ990808 47.9C20.C6 


. o3 . gp 


Method 


AAT/GAP 






Start 


18650 




End 


18806 






GI 


1037056 




Score 


269 






Exons 


18650. .18806 












Seq. No. 


36591 




Seq. ID 


OJ990808_47 


. 9C20 


C6 


Gene No. 


75327 




Strand 








Start 


26671 . 




End 


27456 






Name 


' OJ990808 '4-7 . 9C2d.C6:o4 .gs~ 


" Method"' ; 


GENSCAN ; ~ ■ '" 






Start.. 


26671 




End 


27456 / 






GI . - ? - ■ 


none 




Score 


[79 ' 




~ -. 


Exons 


26671. .27174, ' 27355 


. .27456 










Seq. No. 


36591 




- Seq. ID 


OJ990808_47 


.9C20. 


C6 


Gene No. 


75328 




Strand 








Start 


36811 




End 


37699 






Name 


OJ990808 47.9C20.C6 


. o7 . gs 


Method 


GENSCAN 






Start 


36811 




End 


37699 






GI 


none 




Score 


.85 






Exons 


36811. .37246, 37281 


. .37699 










Seq. No. 


36591 




Seq. ID 


OJ990808_47 


.9C20. 


C6 


Gene No. 


75329 




Strand 









36282 



Start 
Name 
Start 
GI 

Exons 



40316 End 

OJ990808_47 . 9C20 . C6 . o7 . tm Method 

7265 End 

none Score 



40942 

TBLASTX : Maize 

7881 

40 



7265. .7288, 7267. .7287, 7286. .7429, 7293. .7415, 7294. .7434, 
7540. .7641, 7550. .7642, 7823.-7876, 7825. .7881 



Seq. No. 36591 Seq. ID 

Gene No. 75329 Strand 

Start 40316 End 

Name OJ990808_47 . 9C20 . C6 . ol . tc Method 

Start 7289 End 

GI none Score 
Exons 



OJ990808_47. 9C20.C6 
40942 

TBLASTX: Cress 

9028 

163 



7289. .7429, 7312. .7434, 7555. .7644, 7562. .7642, 7822. .7887, 
7823. .7900, 8768. .8944, 8960. .9028 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. Q.L 



36591 

75329 

40316 

OJ990808 

28475 

„mne. 



47. 9C20.C6.o9.tm 



Seq. ID 
Strand 
End 

Method 
End 

Score, , 194 



OJ990808_47. 9C20.C6 
40942 

TBLASTX: Maize 
28723 



Seq. No. 36591 

Gene No. 75329 

Start 40316 

Name OJ990808_47 . 9C20 . C6 . 06 . tm 

Start 30088 

GI none 

Exons 30088. .30162, 30089 30160, 
30290. .30427 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_47. 9C20.C6 
40942 

■TBLASTX: Maize 
30428 
86 



30174. .30413, 3018 6 30428 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36591 

75329 

40316 

OJ990808_ 

30207 

none 



47 . 9C20.C6.o5. tw 



Seq. ID OJ990808_47.9C20.C6 
Strand 
End 

Method 
End 
Score 



40942 

TBLASTX: Wheat 

30506 

212 



30207. .30506, 30212 .. 30241, 30296. .30421 



Seq. . No. 
"Gene No . 
Start ' 
Name 
Start 
GI 

Exons 



36591 ^ • . ... . 

'75329 - r - 
40316 

0 J.9 9 0'8 0 8_ 4 7 9 C 2 0 . C 6 . .6 4 . t m 

30429' . •• ... ■ 

none 



Seq.. ID OJ990808._47^.9C20,C6 
"■Strand-" ■ - : 

End" 
Method. 
End 
Score 



40942 ' 
TBLASTX:' Maize' 
30824 
140 



30429. .30557, 30437 .. 30544 , 30548 .. 30823, 30552.. 30824 



Seq. No. 36591 

Gene No. 75329 

Start 40316 

Name OJ990808_47 . 9C20 . C6 . ol . tw 

Start 30588'- 

GI none 

Exons 30588. .30836, 30596 .. 30820, 
30872. .31159, 30876. .31160 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_47 . 9C20.C6 
40942 

TBLASTX: Wheat 

31160 

274 



307 60. .30888, 30847. .308 91, 



36283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

_Star;t _ J, 

Gil -„ v 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq'.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

SeqI":No r : : " ' 
Gene No. . 
Start " " : 
Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



36591 Seq. ID OJ990808_4 7 . 9C20 . C6 

75329 Strand 

40316 End 40942 

OJ9908 08_4 7 . 9C20 . C6 . o2 . tm Method TBLASTX : Maize 

30825 End 31697 

none Score 111 

30825. .30896, 30830 31570, 30897 .. 31697 , 31574. .31615 

36591 Seq. ID OJ990808_4 7 . 9C20 . C6 

75329 Strand 

40316 End 40942 

OJ990808_47 . 9C20 . C6 . o3 . ts Method TBLASTX: Soybean 

31005 End 31466 

none Score 303 

31005. .31466, 31025 .. 31315 , 31340.. 31450 

36591 Seq. ID OJ990808_4 7 . 9C20 . C6 

75329 Strand 

40316 End 40942 

OJ990808_47 . 9C20 . C6 . o2 . tc Method ' TBLASTX: Cress 

3X0AX: „ ™„End 3X!63._ „ „ 

none ^ J. .».._...SAQr.e ,;_218 _ . 

31041. .314 63 

36591 Seq. ID OJ990808_47 . 9C20 . C6 

75329 Strand 

40316 End 40942 

OJ990808_47 . 9C20 . C6 . o3 . tw Method TBLASTX: Wheat 

31248 End 31592 

none Score 133 

31248. .31337, 31250 .. 31324 , 31326 .. 314 90, 31337 .. 314 8 6, 

31512. .31592 

36591 Seq. ID OJ990808_4 7 . 9C20 . C6 

75329 Strand 

40316 . End 40942 

OJ9908 08_4 7. 9C20.C6.o5. tm Method TBLASTX: Maize 

31706 End 31997 

none Score 436 

31706. .31996, 31707 .. 31 997 , 31860. .31997 

36591 ' >" \~- v *.~ ;--/'-- ;- "•Seq\"'TD' : "OJ9^90 

75329"- " ; Strand 

403 1.6" '■ ■ "End ' '40942 v ■ " ' 

•OJ990808_47.9C20.C6.ol.ts Method' TBLASTX; '"Soybean ' 

31730 . . End . 32338 

5509260 Score 230 

31730. .31939, 31731 .. 31 94 3, 31955 .. 32338, 31956.. 32336 



36591 
75329 
40316 

OJ990808_47 . 9C20 . C6 . o2 . tw 

31872 

none 



Seq. ID OJ990808_47.9C20.C6 
Strand' 

End - . 40942 

Method TBLASTX : Wheat 

End 32324 

Score 83 



36284 




Exons 


Jlo /2 . . 3194 31940 


Ol ft *j C 

. . 31975 , 


31967. .32122, 31975 .. 3218 1 , 






ji y / / . . jZozq , oiy/y 


. . 31 1 








Seq. No. 


36591 




Seq. ID 


OJ990808_47.9C20 


.C6 


Gene No. 


75329 




Strand 






otarc 


*i U jl D 




End 


A ft ft A ft 

4 U942 




Name 


ujyyuoUo 4/.yb^u.Lb 


. o4 . tc 


Method 


TBLASTX : Cress 




Start 






End 


"D ft ft 1 ft 

312. 1 9 




GI 


none 




Score 


i ft ^ 
193 




Exons 




. . ozloo 








Seq. No. 


36591 




Seq. ID 


OJ990808__47.9C20 


.C6 


Gene No. 


75329 




Strand 






Start 


a m i c 




End 


40942 




Name 




. o3 . tm 


Method 


TBLASTX: Maize 




Start 


32000 




End 


32465 




C T 


none 




Score 


212 




Exons 


32000. .32326, 32000. 


. .32446, 


32001. .32465 




Seq. No. 


36591 




Seq. ID 


OJ990808_47.9C20 


,C6 


Gene No. 


75329 




Strand 






. S.tax£ 


- -.40316 - ■_ ■ ■ 




• End 


!QM2_ 




Name.™,. 


. JQJ3S.CL8.Q8.. .4:7',.. 9C.2 P o,$.j;m_ 


Me.thod._. 


. TBLASJ.X.:.Mai z<= , _ 




Start 


- • 32487 




End 


32690 




GI 


none 




Score 


220 




Exons 


32487. .32690, 32507. 


, . 32689 








Seq. No. 


36591 




Seq. ID 


OJ990808_47.9C20, 


. C6 


Gene No. 


75329 




Strand 






Start 


40316 




End 


40942 




Name 


OJ990808 47.9C20.C6. 


, ol . tm 


Method 


TBLASTX: Maize 




Start 


32691 




End 


33394 




bl 


none 




Score 


996 




Exons 


32691. .33386, 32695. 


.33147, 


32699. .33382, 33185. .33394, 






33283. .33384 










Seq. No. 


. 36591 




Seq. ID 


OJ990808_47.9C20, 


,C6 


Gene No. 


75329 




Strand 






o car l 


40316 




End 


40942 




Name 


OJ990808 47.9C20.C6. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


32709 




End 


33350 




GI 


. none . 




. Score 


. 293 




Exons '.* 


: 32709";. : 330981 "32714 . 


: 33085, 


■■33117 . . 33350 : ■• ' - ;- " " ' 




Seq / "No V , 






Seq. .ID • 


' OJ9908;08_47'.'9C20 J ; 


C6- 


Gene No. 


7 5329 • 




Strand ' 






Start 


40316 




End 


" 40942 




Name 


OJ990808 47.9C20.C6. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


32847 




End 


33314 




bl 


none 




Score 


111 




Exons 


32847. .33107, 33002. 


.33082, 


33126. .33314, 33185. .33301 




Seq. No. 


36591 




Seq. ID 


OJ990808^47 .9C20. 


C6 


Gene No. 


75329 




Strand 






Start 


40316 




End 


40942 




Name 


OJ990808 47.9C20.C6. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


32892 




End 


33347 





36285 




\j ± 


none 




Score 


59 






^9RQ9 ?9Q7R ^9QR9 


* JJJLID; 


33135. .33347 




Seq. No. 


36591 




Seq. ID 


OJ990808 47.9C20 


.C6 


Gene No. 


75329 




Strand 


- 




O Lai L 


arm fi 




End 


40942 




N3itie 




Q 

oo . gs 


Method 


GEN SCAN 










End 


40942 




CI 


none 




Score 


.49 




Hi AVjl lO 


IUjIDi • 4UOJJ r 4 VJ O 4 J. • 


4 fl Q4 9 
• 4 U 4 Z 








O C ■ IN vj • 


^fi^QI 

JDJ 




Seq. ID 


OJ990808_47. 9C20 


Lb 


Gene No. 


75330 




Strand 






Start 


42687 




End 


42993 




Name 


O.TQQ0R0R 47 QP90 ffi 


^ *3 . u w 


Method 


TBLASTX: Wheat 




Start 


42687 ~~ 




End 


42993 




CT 


none 




Score 


108 




Hi AUi lo 


496R7 49R1R 49717 


4 9 R 1 R 


4 2804. .42 962, 42804 . . 4298 6, 






49RD C > 4?QQ^ 

4 ^ 0 U »J . 










o e q . ln o . 


7 £ ^ Q 1 




Seq. ID 


OJ990808_47. 9C20. 


Co 


Gene_JQQ_.__;_ 


_JZ5.33.L^ 




_StraAaL_ 






.Starts 


32,01 ... 


— — - ?■ 


End , 


_A3,5^9 




Name *• 




o7 . tw 


Method 


TBLASTX: Wheat 




Of a r*+- 






End 


43569 






none 




Score 


51 




Exons 


4^901 4^9R4 4^9£1 


. 4ozy o, 


43272. .43475, 43282 43428 , 






4^9Q^ 4^466 4^Rfl4 


. 4jjDj 








Seq. No. 


36592 




Seq. ID 


OJ990808_47.9C20. 


C7 


Gene No. 


75332 




Strand 






O L. d. -L L 


1 fl9 




End 


216 




Name 


n.TQQORnR 47 QP9H CI 


ol . gs 


Method 


GENSCAN 




Of ar f 


1 09 ~ 




End 


216 




pit 


none 




Score 


.76 




rvnn q 

Hi AUllO 


109 91 










Seq. No. 


36593 




Seq. ID 


OJ990808_46.9C20. 


CI 


Gene No. 


75333 . 




Strand 


4- 




Cf ari- 






End 


1069 




Name 




ol . gs 


Method 


GENSCAN 






^09 _ 




End . . 


1069 






none 




: * -"Score- 


: "v'4'8 




Exons 


Tp|9 " 1 fi^Q 








„ .. _ 


oeq * jno . 


1 f, c; q r> 




Seq. ID 


OJ990808_46-. 9C20 . 


CI 


Gene. No . 


75334 




Strand 


+ 




Start 


1324 




End 


5878 




Name 


OJ990808 46.9C20.C1. 


ol . np 


Method 


AAT/NAP 




Of a r-4- 


1324 




End 


5878 






4680179 




Score 


7454 




Exons 


1324. .5878 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


36593 




Seq. ID 


OJ990808__46.9C20. 


CI 


Gene No. 


75334 




Strand 


+ 




Start 


1324 




End 


5878 





36286 



Name 

Start 

GI 

Exons 



OJ990808_4 6 . 9C20 . CI . o2 . gs Method GENSCAN 

1324 End 5524 

none Score .7 
1324. .2512, 2823.-5524 



Seq. No. 36593 Seq. ID OJ990808_4 6 . 9C20 . CI 

Gene No. .75335 Strand + 

Start 8141 End 8227 

Name OJ990808_4 6 . 9C20 . CI . o3 . np Method AAT/NAP 

Start 8141 End " 8227 

GI 6721561 Score 70 

Exons 8141.. 8227 

GI De'scrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 36593 Seq. ID 

Gene No. 75336 Strand 

Start 6149 ' End 

Name. QJ9 9 \0 8.0 .!L 4 .6.. 3C2J)~.£l^Ql.*-tyi . Methods . 

.Starts.. 1^8.2...... .„ _ . „ „ „End. 

GI none Score 

Exons 1582.. 1941, 1707.. 1940 



OJ990808_46.9C20.C1 

8784 
...TBLASTX.:_WhQat. 
194.1 
309 



Seq. No. 


36593 










Seq. ID 


OJ990808 


_46.9C20. 


CI 


Gene No. 


75336 










Strand 








Start 


6149 










End 


8784 






Name 


OJ990E 


308_46. 


9C20 


.CI.06. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1822 










End 


2118 






GI 


none 










Score 


207 






Exons 


1822. 


2118, 


1831 


. .2010, 


1839. 


.2009, 2050.. 2106 






Seq. No. 


36593 










Seq. ID 


OJ990808 


__46. 9C20. 


CI 


Gene No. 


75336 










Strand 








Start 


6149 










End 


■8784 






Name 


OJ990808 46: 


9C20 


.Cl.o9. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1941 










End 


2184 






GI 


none 










Score 


140 






Exons 


1941. 


2030, 


1942 


. .2118, 


2104. 


.2184, 2112. .2183 






Seq"." Nor : r 


36593" 










: Seq .* 'ID" 


* OJ990808 


3;6. 9C20\ 


CI 


Gene No. 


75336 










Strand 








Start";".;; 


* V614 9' 










End V 


878 4' 






Name 


OJ990£ 


308_46. 


9C20 


'.Cl-.o8. 


tw ■ 


Method 


TBLASTX: 


Wheat - - 




Start 


2461 










End 


2856. 






GI 


none 










Score 


129 






Exons 


2461. 


2595, 


2511 


. .2594, 


2513. 


.2599, 2517-. .2597, 


2546. .2599, 




2697. 


2807, 


2719 


. .2856, 


2723. 


.2809 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



36593 
75336 
6149 

OJ990808 

3041 

none 



46.9C20.Cl.o4.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_46. 9C20.C1 
8784 

TBLASTX: Wheat 

3523 

540 



36287 



Exons 


104 1 1^91 


11 4 S 
3 X ft D . 


14 fi n 
. o *± o u , 


11 R9 


1S1 A 

. JJ X fi 






Seq. No. 


36593 








Seq. ID 


OJ990808_46.9C20 


.CI 


Gene No. 


75336 








Strand 






C+-q y-f 


61 4 Q 

014 ? 








IjI 1U 


fil fi 4 




Name 


n tqqhp n a 4 £ 


Qr?n 


PI r»4 
l^-X . Oft . 


f o 


KA /s f h Arl 








jUO J 








EjI Id 


11Q1 
jj31 






none 








Score 


1 P9 
X o z 




Exons 


mfii iiqi 














Seq. No. 


36593 








Seq. ID 


OJ990808_46.9C20 


.CI 


Gene No. 


75336 








Strand 






O Lai L 


61 4Q 








End 


R7 fi 4 




Name 


uu .7 .7 U O U O 4 D 


Qp9n 


PI nl 

Lv X . (JO . 


f m 


L ie L. 1 lLJLi 


TRT aQTY • Ma i *7o 




Cf a r-f- 
OLdl L 


-11 1 n ~~ 
JllU 










1S77 
JJ / / 




GI 


none 








Score 


JO u 




DAUl lo 


3110. .3577, 


3181. 


11S4 
• j j ji 










Seq. No. 


36593 








Seq. ID 


OJ990808_46.9C20 


.CI 


Gene No. 


75336 








Strand 






Otdl L 


6149 








End 


8784 




T _Nciirie 




PI r\l 


f o ■ 


_ife.tJhQ.pl.-... 


TBLASTX: Soybean 






"3 A C A 


— - 




"~ 


.End, ..... 


..38.59_ 




P T 
^X 


none 








Score . 


57 




Exons 


J4 o4 . . y b , 


o4 o4 . 


■ JJUO; 


i Rnn 


.3859, 3500.. 3580, 3583.-3858 


Seq. No. 


joo y o 








Seq. ID 


OJ990808_46. 9C20 


.CI 


Gene No. 


T c: o o c 








Strand"' 






Of r f 
OLal L 


614 9 








End 


8784 




Name 


OJ990808 46 


9C20. 


PI r^R 


f u 


Method 


TBLASTX: Wheat 




Of a 


3572 








End 


3874 




pT 
LjX 


none 








Score 


393 




Exons 


3572. .3874, 


3573. 


. jDJJ; 


IRfil 


.3873 






Seq. No. 


36593 








Seq. ID 


OJ990808_46.9C20 


.CI 


Gene No. 


75336 








Strand 






Of a r f 


6149 








End 


8784 




Name 


OJ990808 46. 


9C20. 


PI nR 


f m 
LIU 


Method 


TBLASTX: Maize 




O Lai L 


3593 








End 


3940 




PT 
OX 


none 








Score 


323 




LAUI 1 0 


3593. .3940, 


3661. 


. JO / U 










Seq/ Nb\ : 


" "36593 - " ' 




r 




\SeqV" ID" 


OJ 9 90S 0824 6 : 9 C 20" 


.CI 


Gene No. 


75336 








Strand 






Q f a v* f : 


614 9. ' . . 








End ' 


'8784 . 




N ame 


OJ990808 -'46. 


9C20. 


PI rsO 




Method 


TBLASTX: Wheat .. 




Of -3 r-f 


3875 








End 


438.4 ' . 




LjX 


none 








Score 


612 






3875. . 4384, 


3907. 


4 9 1 a 


1 Q R 1 


.4300 






Corf M r-\ 

oeq. no. 


36593 








Seq. ID 


OJ990808_46. 9C20 


.CI 


Gene No. 


75336 








Strand 






Start 


6149 








End 


8784 




Name 


OJ990808 46. 


9C20. 


Cl.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


3881 








End 


4126 




GI 


none 








Score 


195 




Exons 


3881. .4126 















36288 




Seq. No. 


36593 










Seq. ID 


OJ990808_46.9C20 


.CI 




75336 










Strand 






Of 3 vf 


6149 










End 


8784 




Name 


OJ990808 46 


yK,£ U . 


PI a9 
bX . . 


-t-m 


Method 


TBLASTX : Maize 




OLaiL 


3947 










End 


4310 




p j 
b-L 


none 










Score 


475 




Exons 


3947. 


.4300, 




. 4 <L 1 0 , 


0 y y y . 


.4310, 4001. .4285 




Seq. No. 


36593 










Seq. ID 


OJ990808_46.9C20 


.CI 


bene ino . 


75336 










Strand 






Ofo v-f 


6149 










End 


8784 




Name 


OJ990808 46. 


QP9 fi 


PI 

bX . OO . 




Method 


TBLASTX: Wheat 




Cf 3 v~f 


4388 










End 


4867 




GI 


none 










Score 


573 




Exons 


4388. 


.4867, 


A A 91 


A 1 R T 


4 D 1 X . 


.4862, 4612. .4866 




Seq. No. 


36593 










oeq. id 


PiTQQnQnQ AC QP9H 


.CI 


bene ino . 


75336 










Strand 






CI , v--H 

otdlt 


6149 










End 


8784 




Name 


OJ990J 


308_46. 


u . 


PI /-\ 9 
b X . OZ . 


f <— 

L.S 


Method 


TBLASTX: Soybean 




Of 1 y-f 


• - 4655 










End; -„ 


4 91-5- 




P T 


.none. 










..Scare 


_z8.a v ; _ 


«. — v 


Exons 


4 655. 


.4 915, 


4DOU . 












Seq. No. 


36593 










Seq. ID 


OJ990808_46. 9C20 


-Cl 


bene ino . 


75336 










Strand 








6149 










End 


8784 




Name 


OJ990808 46. 


QP9 fl 


pi 

bi . 04 . 


f Vn 
till 


Method 


TBLASTX: Maize 




Cf 2 -^f 


4714 










End 


5005 




P T 

b 1 


none 










Score 


361 




Exons 


4714. 


.5001, 




. jUUj, 


/I T Q c 


.5003 






Seq. No. 


36593 










Seq. ID 


OJ990808_46. 9C20 


.CI 


bene ino . 


75336 










Strand 






Cf n v-f 


6149 










End 


8784 




Name 


OJ990808 46. 


qp 9 n 
y\^Z u . 


pi ^ 1 
Li . Ol . 


f f t 
CW 


Method 


TBLASTX: Wheat 




Qf 2 y.f 


4874 










End 


5500 




PT 


none 










Score 


707 






4874 . 


5500, 


4 O / D . 


.5499 










Seq. No. 


36593 










Seq. ID 


O.J990808_4 6. 9C20 


-CI 


bene no . 


: " 7 5336 










Strand* " 






Of 2r f * 


. 614 9"' 










End 


" 8784 




Name 


OJ99QE 


5 0*8^4 6. 


QP9 n ' 


Ci;.ol.tm . 


Method 


•. TBLASTX: Maize 




Of 3r f 


5054 










End- 


5653 




PT 
b± 


none 










Score 


"221 




Exons 


5054. . 


5215, 


jU dU . 


.5206, 


5062. 


.5208, 5213. .5653, 5215. .5640 


Seq. No. 


36593 










Seq. ID 


OJ990808_46. 9C20 


CI 


Gene No. 


75336 










Strand 






Start 


6149 










End 


8784 




Name 


OJ990808 46. 


9C20. 


CI. 06. 


tw 


Method 


TBLASTX: Wheat 




Start 


5501 










End 


5821 




GI 


none 










Score 


350 




Exons 


5501. . 


5821, 


5528. 


.5608, 


5593. 


.5769 







36289 



Seq. No. 


36593 


Seq. ID 


OJ990808_46.9C20.C1 


Gene No. 


75336 


Strand 




o Lax L 


£ 1 A Q 


tna 


Q "7 Q / 

o /o4 


Name 




Method 


TBLASTX : Mai ze 




ODD/ 




c; o c a 
00 04 


P T 


none 


Score 


1 Q A 
1 O 4 


Exons 


0 DO / . . 0004 






oeq. jno. 




Seq. ID 


OJ990808_46.9C20.C1 


OCX IN kj . 


/ -J O *J \J 


Strand 




Start 


6149 


End 


8784 


Name - 


OJ990808 46.9C20.Cl.o2.np 


Method 


AAT/NAP 




O ± 4 y 


End 


8784 


P T 


R 1 Q R Q c c 
dz yO y 00 


Score 


451 


Exons 


£ 1 /l Q CQOI (TQnn "71Q1 TOylO 

Di^y . , do^i, oyuu.. /iyj, /^4</. 


.7371, 8066. .8158, 8702. .8784 




\rtDU^D^?J | Olulllar to Lpsiein 


-Barr virus (EBV) genome. (V01555) 




[vjiryza Sat-ivaj 






beq. no. 


o do y 4 


Seq. ID 


OJ990808_46.9C20.C3 


Gene No. 


75337 


Strand 


+ 


Start 


51 


End 


738 


lSLame__ 


JO. t J.2 9 QS.P 8.^.4 £..2C2iUC 3. , q1 ., np ^ 


...Me.thp.ci 


AAT/NAP 






End. , 


.,.iaa_ v ^.._ ™ „ 


bl 


3645 : 899 "" ^ v "~ 


Score 


"311 


Exons 


51. .738 






Lj± uescrip. 


(U68408) 5' end not determined experimentally [Zea mays] 


Seq. No. 


36594 


Seq. ID 


OJ990808_46.9C20.C3 


Gene No. 


75337 


Strand 


+ 




51 


End 


738 


Name 


OJ990808 46. 9C20.C3.ol .gs 


Method 


GENSCAN 


otart 


111 


End 


718 


P T 


none 


Score 


.81 




111. .718 






Seq. No. 


36595 


Seq. ID 


OJ990808_46. 9C20.C4 


Gene No. ■ 


. 75338 


Strand 


+ 


Start 


14 -J 


End 


676 


Name 


OJ990808 46.9C20.C4.ol.gs 


Method 


GENSCAN 


Start 


14 


End 


676 


GI 


none 


Score 


. 92 


Exons 


14 . . 676 















Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36596 

•75339' ' . . * . :■ ■. 
1 . 
OJ9908 08_4 6 . 9C20 . C5 . ol . np . 
1 

663068.5 
1..429, 460. .703, 734. .2340 

(AP000969) Similar to copia-type pol polyprotein 
[Oryza sativa] 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_46. 9C20.C5 

.+ - . - : 

2352 - •• 

AAT/NAP 
2340 
1863 



(AF105716) 



Seq. No. 36596 

Gene No. 75339 

Start 1 

Name OJ990808 4 6 . 9C20 . C5 . o2 . tc 



Seq. ID OJ990808_46.9C20.C5 

Strand + 

End 2352 

Method TBLASTX : Cress 



36290 




Start 


1 






End 


424 




GI 


none 






Score 


1 O T 

127 




Exons 


1 . . 1 / / , 24 . . 08, ol . 


141, 




O ~7 O O O T 

.272, 287 


. . 424 , 288 ..419 




Seq. No. 


36596 






Seq. ID 


OJ990808_46.9C20 


.C5 


Gene No. 


75339 






Strand 


+ 




O +- ~t -v- V 

otart 


I 






End 


2352 




Name 


OJyyUoUo_4 b . 9C20 . Co 


o3 . ts 




Method 


TBLASTX: Soybean 




Start 


i 

l 






End 


425 




GI 


none 






Score 


150 




Exons 




. 174, 


1 QQ 

iyy 


. .275, 297. .425 




Seq. No. 


36596 






Seq. ID 


OJ990808_46.9C20 


.C5 


Gene No. 


75339 






Strand 


+ 




Start 


1 






End 


2352 




Name 


uuyyuouo 4o.yuzu.GD. 


o3 . tm 




Method 


TBLASTX : Maize 






i 






End 


425 




GI 


none 






Score 


252 




Exons 


1 . . 2U 1 , D . . Ibl, 04 . . 


1 

162, 


ITT 

177 . 


.278, 197 


..277, 273. .425 




Seq. No. 


36596 






Seq. ID ' 


OJ990808_4 6. 9C20 


..C5 


.„Gene...Np„. • 


„7.53J39„ _ _ 







_Strand__ 


+ 




„Sta.r..t 








. End 


.2352-..;., 


Name . 


0 J9908 08 4 6* 9C2cT. C5 . 


o3 . tw 




Method 


TBLASTX : Wheat 




Start 


24 






End 


.183 




GI 


none 






Score 


214 




Exons 


24. .176, 25. .183, 79. .177 










Seq. No. 


36596 






Seq. ID . 


OJ990808_46. 9C20 


,C5 


Gene No. 


75339 






Strand 


+ 




Start 


1 






End 


2352 




Name 


OJ990808 46.9C20.C5. 


ol . gs 




Method 


GENSCAN 




Start 


176 






End 


2343 




GI 


none 






Score 


.42 




Exons 


176. .1239, 1356. .1523, 1673.. 


1853, 2076.. 2343 




Seq. No. 


36596 






Seq. ID 


OJ990808_46. 9C20 


.C5 


Gene No. 


75339 






Strand 


+ 




otart 


1 






End 


2352 




Name 


OJ990808 46.9C20.C5. 


o4 . tm 




Method 


TBLASTX: Maize 




Start 


735 






End 


1013 




GI 


. none 






Score 


48 




Exons * ' 


735. /8'i'2y "8T9"."; 962",~ 


836// 


9;58>" 


" 954 ; V1013," 954\ .T6i3 y - ;"" 




. .. ■ 
Seq. No. 


. 36596 . ' . 






Seq.- ID 


OJ990808_4.6. 9C20 


"C5 


Gene No. 


75339 • " . 






.Strand 


+ : . •. .„ „ 




Start 


1 






End 


2352 




Name 


OJ990808 46.9C20.C5. 


ol.ts 




Method 


TBLASTX: Soybean ' 




Start - : 


741 






End 


1354 




GI 


5509260 






Score 


637 




Exons 


741. .791, 804. .1034, 


813. 


.1349, 830. .1354, 1142. .1354 




GI Descrip. 














Seq. No. 


36596 






Seq. ID 


OJ990808_46. 9C20. 


C5 


Gene No. 


75339 






Strand 


+ 




Start 


1 






End 


2352 




Name 


OJ990808 46.9C20.C5. 


ol . tw 




Method 


TBLASTX: Wheat 





36291 




0 4-—. v- +- 

btart 


o by 










Ijj / 






r* t 
bl 


none 








Score 


0 J 






Exons 


869. . 


958, 870.. 959, 939 






I 1 TO 1 1 Cfl 

II JO/ J. -L DU 


. . i jjj 




Seq. No. 


36596 








Seq. ID 


OJ990808 


_4 6.9C20 


.C5 


Gene No. 


75339 








Strand 


+ 






btart 


1 








EjIKJ. 


9^9 






Name 


OJ990808 46 


.9C20.C5.ol. 


t C 




TPT AOTY • 
1 dJjAo 1 A . 


Cr e s s 




Start 


974 








Lna 


1 9*3^ 
±Z JO 






GI 


none 








Score 


zoo 






Exons 


974 . . 


1234, 


975. . 1235 












Seq. No. 


36596 








Seq. ID 


OJ990808 


_4 6.9C20 


.C5 


Gene No. 


75339 








Strand 


+ 






otart 


1 








tjiiLi 


9^R9 
Z O D Z 






Name 


OJ990808 46 


.9C20.C5.o2. 


tm 


Method 


TBLASTX: 


Maize 




otart 


1016 








EjIIU 


± T J O 






GI 


none 








Score 


fl U o 






Exons 


1016. 


. 1360, 


1017. . 1349, 


1 'X'X 1 


1 A R*3 








Seq. No. 


36596 








Seq. ID 


OJ990808 


_46. 9C20 


.C5 


Ge.njejj.cu , 


„ .753.39. 








," Strand , 


+ 


: 




.btart^ . 


,_1 . ...... . 




^: 












Name 


OJ990808 "46 


. 9C20.C5.o2. 


ft, 

tw 


Method 


mDT TVCTY • 


wneat 




Start 


1529 








Lna 








GI 


none 








Score 


3 D 






Exons 


1529. 


.1609, 


1612. . 1683, 


1 / Uo . 


. 1 J DO 








Seq. No. 


36596 








Seq. ID 


OJ990808 


_46.9C20 


.C5 


Gene No. 


75339 








■ Strand 


+ 






Of -5 v- +- 


1 








End 


2352 






Name 


OJ990808 46 


. 9C20.C5.ol. 


+-m 

tm 


Method 


TBLASTX: 


Maize 




btart 


1711 








End 


2322 






Gl 


none 








Score 


595 






Exons 


1711. 


.2232, 


1719. .2225, 


1 QQQ 

i y y v . 


.2232, 2143.. 2322, 


2253. .2312 


Seq. No._ 


36596 








Seq. ID 


OJ990808 


_46. 9C20 


.C5 


Gene No. 


75339 








Strand 


+ 






btart 


1 








End 


2352 






Name 


OJ990 


808_4 6 


. 9C20.C5.o2. 


4- 0 

t s 


Method 


TBLASTX : 


Soybean 




otart 


1729 








End 


2352 






GI 


none 








Score 


285 






Exons 


" : ; "172 9:' 


.2118/ 


2137;: .22327 


Z Z H O . 


72352 








D q . IN (J . 


36597 








Seq*. ID 


" OJ990808 


_4'6.9C20 


.C7 


Gene No. 


. 75340 








Strand 


+ . ■ 






Start 


1 








End 


. 2845.". . 






Name 


OJ990808 46 


. 9C20.C7.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


2845 






GI 


6063554 






Score 


472 






Exons 


1. .82 


, 1072 


..1300, 1429. .1723 


, 2671.. 


2845 







GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 36597 Seq. ID OJ990808_4 6 . 9C20 . C7 

Gene No. 75340 Strand + 



36292 



Start 
Name 
Start 
GI 

Exons 



OJ990808_4 6 . 9C20 . C7 . ol . gs 

237 

none 

237. .392, 1114. .1191 



End 

Method 

End 

Score 



2845 
GENSCAN 
1191 
.54 



oeq. no. 


oDoy / 






oeq. iu 


r\ tq on q nft 


Gene No . 


"7 c; *3 A 1 






Strand 




Start 


1 /I *3 1 






ana 


1 / o y 


Name 


OJ990808 46.9C20 


.C7.o2 


gs 


Method 


GENSCAN 


Start 


1431 






End 


1789 


GI 


none 






Score 


.7 


Exons 


1431. .1589, 1697 


. .1789 








Seq. No. 


36597 






Seq. ID 


OJ990808 


Gene No. 


75342 






Strand 




Start 


3210 






End 


3460 


Name 


OJ990808 46.9C20 


,C7.o2 


gp 


Method 


AAT/GAP 


Start 


3210 






End 


3460 


GI 


61605 3.R1084 






Score 


440 


Exons 


3210. .3460 











46. 9C20.C7 



GJL D^Qxlp^^l ^4A29^07j>mk^ 
^ihalianaJ.L^ ..--,w-.-. 



j.X38J3 £.1L. pe r axiAa.s^„IAra^dQp„a 



Seq. No. 36598 
Gene No. 75343 
Start 205 

Name , OJ990808_4 6 . 9C20 . C8 . ol . gs 
Start 205 
GI none 
Exons 205.. 298, 650.. 765, 1628.. 1813, 1983. 

2985. .3146 



Seq. ID OJ990808_46.9C20.C8 



Strand 
End 

Method 

End 

Score 



+ 

3208 
GENSCAN 
3146 
.62 

.2106, 2419. .2571, 



Seq. No. 


36598 


Seq. ID 


OJ990808_ 


4 6 


9C20. 


C8 


Gene No. 


75343 


Strand 


+ 








Start 


205 


End 


3208 








Name 


OJ990808 46.9C20.C8.ol.np 


Method 


AAT/NAP 








Start 


2317 


End 


3208 








GI 


6539588 


Score 


126 








Exons 


2317.. 2558, 3152.. 3208 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. " No.*" - 


■ 36599 • • 


"Seq". ID v:r 


OJ99080r 


4 6 


'9C20 7 . 


C9 


Gene N.o. 


75344 


Strand 










Start 


92 . 


End . m 


2985 








Name 


' OJ9-90808 4 6*. 9C20-.C 9. o'Kgs 


Method 


GENSCAN - 








Start . 


92 


End 


.1966 . 








GI 


none 


Score 


.5 








Exons 


92. .301, 885. .1041, 1886. .1966 










Seq. No. 


36599 


Seq. ID 


OJ990808_ 


4 6. 


9C20. 


C9 


Gene No. 


75344 


Strand 










Start 


92 


End 


2985 








Name 


OJ990808 46. 9C20 . C9 . ol . np 


Method 


AAT/NAP 








Start 


1471 


End 


2985 








GI 


1351303 


Score 


170 








Exons 


1471. .1554, 1886. .1954, 2871.. 


2985 











36293 



GI Descrip. INDOLE- 3 -GLYCEROL PHOSPHATE SYNTHASE PRECURSOR (IGPS) gi 1619732 
(U18770) indole-3-glycerol phosphate synthase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36600 
75345 
1 

OJ990808_4 6. 9C20 . CIO . ol . np 
1 

4587610 



Seq. ID OJ990808_46.9C20.C10 
Strand 

End 1872 

Method AAT/NAP 

End 1872 

Score 564 



1..121, 433. .597, 692. .736, 825. .899, 980. .1156, 1515. .1712, 
1840. . 1872 

(AC006951) putative indole-3-glycerol phosphate synthase 
[Arabidopsis thaliana] 



Seq. No. 36600 

Gene No. 75345 

Start 1 

Name OJ990808_4 6 . 9C20 . C10 . ol . gs 

Start 4 3 

GI none' 

.Expjis 



Seq. ID OJ990808_46. 9C20.C10 
Strand 

End 1872 

Method GEN SCAN 

End 1739 

Score .74 



Seq. No. ' 36600 

Gene No. 75345 

Start 1 

Name OJ990808_4 6 . 9C20 . C10 . ol . tc 

Start 44 

GI none 
Exons 



Seq. ID OJ990808_46. 9C20.C10 
Strand 

End 1872 

Method TBLASTX : Cress 

End 1712 

Score 76 



44. .124, 44. .121, 48. .122, 430. .603, 431. .598, 495. .623, 
692. .739, 692. .736, 825. .911, 825. .899, 977. .1141, 978. .1145, 
1512. .1571, 1596. .1712 



Seq. No. 36600 

Gene No. 75345 

Start 1 

Name OJ990808_4 6 . 9C20 . C10 . ol . tm 

Start 44 

GI none 
Exons 



Seq. ID OJ9908 : 08_4 6. 9C20.C10 
Strand 

End . 1872 

Method TBLASTX : Mai ze 

End 1739 

Score 111 



44. .124, 44. .121, 426. .599, 430. .603, 431. .598, 432. .602, 
692. .736, 693. .737, 694. .738, 824. .898, 825. .899, 826. .921, 
970... 1158, 977. .1165, 978. .1175, 1515. .1646, 1515. .1712, 
1516; ;1647, ; "3.5 1*6. 1680, r: 1519V.Y650, "- : 1574 V~T7147- 1635 . VI 7 3?," 
1648. .1680 - ■ .' 



Seq^ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36600 ' •„ .* 

75345 . 

1 

OJ990808_4 6. 9C20 . C10 . ol . ts 
44 

none 



• Seq. ID 0 J9 90.8 0 8_4-6. 9C20. C10 

Strand - 

End 1872 

Method TBLASTX : Soybean 

End 603 

Score 58 



44. .121, 53. .124, 426. .599, 430. .603, 431. .598, 432. .599 



Seq. No. 36600 

Gene No. 75345 

Start 1 

Name OJ990808 4 6 . 9C20 . C10 . o2 . ts 



Seq. ID OJ990808_46. 9C20.C10 
Strand 

End 1872 

Method TBLASTX : Soybean 



36294 




Start 


980 


T-l _^ J 

End 


1 C O ft 

1589 






GI 


none 


Score 


1 C f 

156 






Exons 


98U..H/1, 981..11/5, 1512.. 


1 C O ft 

158 9 








Seq. No. 


36601 


Seq. ID 


OJ990808_ 


J6.9C20 


.Cll 


Gene No. 


75346 


Strand 








Start 




End 


ft O O 1 

^881 






Name 


00990808 4 o . 9C2 O.Cll.ol.gs 


Method 


/"*» PUP /"I 7\ X T 

GENSCAN 






Start 


TOCO 

1853 


End 


2881 






GI 


none 


Score 


. 69 






Exons 


toco ft o ft ft o ^ ft ft oooi 










Seq. No. 


oooOz 


Seq. ID 


OJ990808 


46 . 9C20 


. C12 


Gene No. 


75347 


Strand 


+ 






Start 


6976 


End 


8275 






Name 


OJ990808 46.9C20.C12.ol.np 


Method 


7\ 7\ T 1 /MAD 






Start 


6976 


End 


O ft T C 

82 1 5 






GI 


6815099 


Score 


85 






Exons 


6976. .7142, 8140. .8275 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






.3e.g.,„Ro... 


:„3$§qz-^. _ 


Seq. ID 


.„OJ_9JM08, 




£.IZ 


Gene.. No. 


...-7.5.348.. : 


„. S_tr.an.d~„.. 


_+ „..,,„,. w 


... _„ 




Start 


8753 


End 


10573 






Name : 


OJ990808 46.9C20.C12.bl.gp 


Method 


AAT/GAP 






Start 


8753 


End 


10573 






GI 


none 


Score 


687 






Exons 


8753. .8869, 9163. .9339, 10485. .10573 








Seq. No. 


36602 


Seq. ID 


OJ990808_ 


_46 . 9C20 


C12 


Gene No. 


75349 


Strand 


+ 






Start 


10493 


End 


14653 






Name 


OJ990808 46.9C20.C12.o2.np 


Method 


AAT/NAP 






Start 


10412 


End 


13166 






GI 


4938497 


Score 


2314 






Exons 


10412. .10933, 11032. .11129, 


11287. .11863, 11988. 


.12263, 






12366. .13166 










GI Descrip. 


(AL078465) isp4 like protein 


[Arabidopsis thaliana] 




Seq. No. 


36602 


Seq. ID 


OJ990808_ 


46.9C20. 


C12 


Gene No . 


75349 


Strand 


+ 






Start 


, 10493 ... . . 


End. 


. 14653. 






Name - 


" OJ990808 "4 6:9C20/Cl : 2To2Tgs : " 


• Method * " 


GEN SCAN" 






Start 


.10493 ' 


. End 


14653 






GI . 


none 


Score 


.,..64 ' - 






Exons 


10493... 109.33, 11032 .\ 11129, 


11287.'. 118 


92-, 119.81. 


.12273; 






12366, .12970, 13.293. . 13382, 


13894. .13986, 14107. 


. 14187, . 






14447.. 14653 










Seq. No. 


36602 


Seq. ID 


OJ990808_ 


46. 9C20. 


C12 


Gene No. 


75350 


Strand 


+ 






Start 


16160 


End 


16697 






Name 


OJ990808 46.9C20.C12.o2.gp 


Method 


AAT/GAP 






Start 


16160 


"End 


16697 






GI 


none 


Score 


1024 






Exons 


16160. .16697 











36295 



Seq. No. 36602 
Gene No. 75351 
Start 399 

Name OJ990808_4 6 . 9C20 . C12 . ol . gs 

Start 399 
GI none 

Exons 399.-479, 591.. 710, 94 

2872. .2906, 3987. .4034, 4148. 
6640. .6726, 6804. .6993, 8440, 
9218.. 9360, 9506.. 9542 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 
1055, 1342 



OJ990808 46.9C20.C12 



9542 
GENSCAN 
9542 
.66 
1392, 2761 



,4202, 4270. 
,8595, 8729. 



2854, 
4328, 6409.. 6623, 
8763, 8969.. 9167, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36602 
75352 
15218 

OJ990808_4 6. 9C20 . C12 . o5 . tm 
390 
none 



390. .482, 399. .479, 
591. .689 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 46.9C20.C12 



15856 

TBLASTX: Maize 
691 
65 

400. .483, 401. .484, 590. .691, 590. .676, 



Seq. No. 

.,G.en.e_Np„. 
.S.t.ari_ „ 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
. Name 

"Start ;v • 
GI 

Exons" 



36602 

,,75352 ; „ „ 

j 52i.8.. 

OJ990808_46.9C20.C12.o3.tm 
4169 



none 

4169. 

6403. 



Seq. ID OJ990808_46.9C20.C12 

.S£r.an& . 

-..End , .....1583.6..^.. , - , 

_ ' Method TBLASTX : Maize 

End 6856 
Score 45 

4210, 4169. .4204, 4267. .4332, 4267. .4332, 4271. .4336, 
6531, 6409. .6477, 6410. .6532, 6644. .6727, 6645. .6728, 



6788. .6856, 6803. .6853 

36602 
75352 
15218 

OJ990808_4 6. 9C20 . C12 . o4 . tm 

10483 

none 



Seq. ID OJ990808_46.9C20.C12 
Strand 
End 

Method 
End 
Score 



15856 

TBLASTX: Maize 

10807 

182 



104 83. . 1074 6, 104 84. .1074 7, 107 47 .. 10800 , 10748. .10807 



36602 
75352 
15218 

OJ990808_4 6. 9C20 . C12 . o2 . ts 
T051T' '" - • '• : "•• 

none 
10517. 
10763. 



10636," 10601". 
.10837-, 10829. 



,10729, 
,10936, 



Seq. ID 
Strand 
End 

Method . 
End 
Score 



OJ990808 46.9C20.C12 



15856 

TBLASTX : Soybean^ 
11130" ~ 
103 

10604. .10759, 10762." .10800/ 
11006. .11119, 11011. .11130, 



11025. .11126 



Seq. No. 36602 Seq. ID 

Gene No. 75352 Strand 

Start 15218 End 

Name OJ990808_4 6 . 9C20 . C12 . o4 . tc Method 

Start 10517 End 

GI none Score 

Exons 10517. .10837, 10528.. 10800 



OJ990808_46.9C20.C12 
15856 

TBLASTX: Cress 

10837 

335 



Seq. No. 



36602 



Seq. ID OJ990808_46.9C20.C12 



36296 




Gene No. 


75352 




Strand 






Start 


15218 




End 


15856 




Name 


OJ990808_4 6 . 9C20 . CI 2 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11266 




End 


11719 




GI 


none 




Score 


363 




Exons 


llZOO. . llolo, 112/3. 


i i f o r 
. llozo, 


11621. .11719 




Seq. No. 


36602 




Seq. ID 


OJ990808_46.9C20 


. C12 


Gene No. 


75352 




Strand 






Start 


15218 




End 


15856 




Name 


OJ990808_46.9C20.C12 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


11444 




End 


13219 




GI 


. none 




Score 


171 




Exons 


114 44 .. 11626, 11449. 


. 11634 , 


11630. . 11722, 11729. .118 69, 






12069 . . 12260 , 12080. 


. 12259, 


12363. .13052, 12365. .12742, 






i jUoz . . i jz i y , ijUo j. 


. 1 z> ibU 








Seq. No. 


36602 




Seq. ID 


OJ990808_46.9C20 


.C12 


Gene No. 


75352 




Strand 






Start 


15218 




End 


15856 




Name 


OJ990808_46. 9C20.C12 


■o2. tc 


Method 


TBLASTX: Cress 




..Star.t _„ 


„JUJJEL3, l™. 


_ ;. 


End 


.1.225.3... 





.GI. 4 _____ 


.. ..none, , , . ....„ ,„ 




.Score.. 


,1.6.8 _ 




Exons " 


11663 .. 11869, 11988. 


. 12011, 


12050. .12283, 12051. .122 60 




Seq. No. 


36602 




Seq. ID 


OJ990808_46. 9C20 


.C12 


Gene No. 


75352 




Strand 






Start 


15218 




End 


15856 




Name 


/-\ — 1 rt rt rt HAH A /~ rt rt rt 1 rt 

OJ990808_46. 9C20.C12 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


12069 




End 


12311 




GI 


none 




Score 


194 




Exons 


12069 .. 12311 , 12070. 


. 12189, 


12083. .12259, 12168. .122 60 




Seq. No. 


36602 




Seq. ID 


OJ990808_46. 9C20 


. C12 


Gene No. 


75352 




Strand 






Start 


15218 




End 


15856 




Name 


S*\ — ■ rt rt rt rt rt rt J! /*"* rt /*\ -1 ^ 

OJ990808_4 6 . 9C20 . CI 2 


.,ol . tm 


Method 


TBLASTX: Maize 




Start 


12360 




End 


13160 




GI 


none 




Score 


574 




Exons 


12360 12887 , 12363. 


. 12548, 


12368. .12862, 12621 .. 12887 , 






12888 13013, 13083. 


.13160 








Seq\ "No." "*■*- 


" ^ 36602 : ' ~" - ~ • 




" " Seq 7 "ID' 


"OJ990*8 : 08_4'6-. 9C20 r 


"CI;?" 


Gene No. 


75352 




Strand 






Start 


15218 "" ' " * 




End 


* 15856 • ■"* 




Name • 


OJ990808_46. 9C20 .CI 2 


.ol . tc 


Method 


■ TBLASTX: Cress 




Start 


.12363' 




End 


12715 . 




GI 


none 




Score 


482 




Exons 


^rtrt^rt i rt ~ i rt "i rt rt ^ rt 

12363 .. 12713, 12363. 


. 12551, 


12365.. 12715 




Seq. No. 


o f r r\ o 

36602 




Seq. ID 


OJ990808_46. 9C20 


. C12 


Gene No. 


75352 




Strand 






Start 


15218 




. End 


15856 




Name 


OJ990808 46.9C20.C12 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


12741 




End 


13160 




GI 


none 




Score 


391 




Exons 


12741. . 13160, 12957. 


.13085 









36297 




Seq. No. 


36602 




Seq. ID 


OJ990808 


_4 6. 


9C20 


.C12 


flfsnp Mo 
\j cue iNu < 


75352 




C f- y -a nr J 










91- 3 rt" 

O Lai L 


1 c i9'\ ft 




Lna 


iJOJO 










n.TQQfifiDR 46 Qr*?n PI? 


Oj . qs 




C TT M C H n NT 








O Lai. L 


1 s?1 R _ 

X *J t* X o 




















Score 


.J? 








IT von q 


1 q -i tr oqq i epe/ 

1 JLlO . . 1 JlO J; i JO Jl . • 


1 cocc 
iJO jD 












Seq. No. 


36603 




Seq. ID 


OJ990808 


_4 6. 


9C20 


.C13 




7 5353 




Oil CL I l\Ji 


+ 








Start 


113 




Hi I lvj 


4 ~K £ 
4 JO 








Name 


o.TQQOROft 4fi Qr?n m ? 

WU Z* Z* \J \J \J \j tU. ^V_/t.Lf.k«*X«J. 


- 

o x • qs 


l v Jfc; LI1UU. 










Start 


113 ~~ 




LjI 1U. 


4 "3 £ 
ft ,5 0 








GI 


none 






5 1 

• J X 








Rxon s 

1*J V--' 1 1 w 


113 436 














Seq. No. 


36604 




Seq. ID 


OJ990808 


_4 6. 


9C20 


.C15 




75354 




OLI Cti 1U 










O Lai L 


14? 

i T 




IjUCI 


1 i ri q 








Name 


nTQQHfinR 46 QC?Ci n ^ 


o 1 . qs 


Method. 










p^L-^Cl _ 


14? ~~ 


— — ■■ 


_ ^ ^_rj n q 










— — 


J. „ ... _ ,^ . . . 


^0,0116,,.. . . _ , m 




„^-„ Score „ . . 


Q ~7 


— - 






U 1 v ri o 


14? ?Rfl 

± 1 <L , i LOU 














Seq. No. 


36604 




Seq. ID 


OJ990808 

V W mS \J \J \J \J 


_4 6. 


9C20 


. C15 


Gene No. 


75354 




Strand 










Start 


142 




End 


1109 








Name 


OJ990808 46.9C20.C15. 


ol . qp 


Method 


AAT/GAP 








Start 


145 




End 


1109 








GI 


30101 1.R1084 




Score 


299 








Exons 


145. .280, 1078. .1109 














GI Descrip. 


' 5852170/emb|AL117265 


.1IOST17804 l.Oe- 


149 Oryza 


sativa 





indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 


36604 




Seq. ID 


OJ990808 


_46.9C20.C15 . 


Gene No. 


75354 




Strand 






Start 


142 




End 


1109 




Name 


OJ990808 4 


6. 9C20.C15.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


149 




End 


317 


GI 


none 




Score 


112 




Exons 


.149. .247, 


150.. 317, 150.. 248, 241.. 28 


8, - 248.. . 28 


9 


Seq. No.. 


36605 




.Seq. ID 


OJ990808 


_46.9C20.C16 


Gene. No. 


75355 




Strand 


" + ". 




Start "■- ;. 


1 . 




- . End' " 


482 . 




Name 


OJ990808. 46. 9C20..C16.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


482 




GI 


5922631 




Scoi~e 


421 




Exons 


1. .482 . 










GI Descrip. 


(AP000492) 


ESTs C2 634 7 (C1214 5) ,AU078074 (C1214 5) 


correspond to 




reqion of 


the. predicted gene.; similar to prpol; Zea mays. 




retrotransposon Cinful-1. 


(AF049110) 


[Oryza sativa] 




gil 6016864 


Idbj IBAA85207. 1 | 


(AP000570) 


ESTs 





C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 

36298 v? 



Seq. No. 36605 Seq. ID 

Gene No. 75355 Strand 

Start 1 End 

Name OJ990808_46. 9C20.C16.ol. tw Method 

Start 3 End 

GI none Score 

Exons 3. .44, 43. .429, 458. .481 



OJ990808_46.9C20.C16 
+ 

482 

TBLASTX: Wheat 

481 

62 



Seq. No. 36605 Seq. ID 

Gene No. 75355 Strand 

Start 1 End 

Name OJ990808_4 6 . 9C20 . CI 6 . ol . gs Method 

Start 103 End 

GI none Score 

Exons 103 . .435 



OJ990808_46.9C20.C16 
+ 

482 

GENSCAN 

435 

.46 



Seq. No. 36605 Seq. ID 

Gene No. 75355 Strand 

Start 1 End 

Name ' OJ990808_4 6 . 9C20 . C16 . ol . tm Method 

.St.ar.t . _ 199_ . _ . „ End . . 

.,GJ„_*. ...none , „ .... .^.Scpre . ... 

Exons 199.. 462 



OJ990808_46.9C20.C16 
+ 

482 

TBLASTX: Maize 

462. 

176 _ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36606 
75356 
96 

OJ990808_ 
96 

none 
96. .277 



46.9C20.C19.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_46.9C20.C19 
277 

GENSCAN 

277 

.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



36606 Seq. ID OJ990808_4 6 . 9C20 . C19 

75357 Strand 

336 End 558 

OJ990808_46.9C20.C19.ol.gp Method AAT/GAP 

336 ; End 558 

19698_1.R1084 Score 398 

336.. 558 

1 2493046/sp|Q40089|ATP4_IPOBA 6.0e-54 ATP SYNTHASE DELTA 1 1 

CHAIN, .MITOCHONDRIAL PRECURSOR >gi_822 97_pir A41740 

H+-trarispbrting : ATP ''synthase "(EC 3.6:1/34) delta" v:? chain*"""-'"'- 
precursor' - sweet potato >gi_217 938_dbj_BAA01511_ (D10660) ' 
mitochondrial FT- AT Pas e delta subunit [Ipomoea* batatas] 1 



36607 ' Seq. ID 

75358 Strand 

1 End 
OJ990808_4 6. 9C20 . C20 . ol . np Method 

1 End 

1944407 Score 
1..111, 178. .230 

(D86988) KIAA0221 [Homo sapiens] 



36607 
75358 



Seq. ID 
Strand 



OJ990808_4 6.9C20.C20 
+ 

230 

AAT/NAP 

230 

152 



OJ990808_4 6. 9C20.C20 
+ 



36299 



Start 
Name 
Start 
GI 

Exons 



1 End 230 

OJ990808_4 6 . 9C20 . C20 . ol . ts Method TBLASTX : Soybean 
35 End 230 

none So©£e • . 52 

35. .112, 35. .112, 36. .113, 36 . . 113, 37 . . 114 , 175. .225, 177. .230, 
178. .228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

_„..GI 1 

L „ Exons.. 



36608 
75359 
l' 

OJ990808_4 6. 9C20 . C23 . ol . np 
1 

4938503 



Seq. ID OJ990808_46.9C20.C23 
Strand 

End 1299 

Method AAT/NAP 

End 1299 

Score 236 



1.. 190, 465. .680, 774. .859, 950... 1021, 1071. .1299 
(AL0784 65) hnRNP-like protein [Arabidopsis thaliana] 



36608 
75359 
1 

OJ990808_4 6. 9C20 . C23 . ol . gs 
35 



Seq. ID OJ990808_46.9C20.C23 
Strand 

End 1299 

Method GEN SCAN 

End 1233 



.none. „ ,, ,■ , .Score :.. ? J5„6; 

J 5.. ,26,6, , 5.0.8.,.. 6a0,_Z7..4.,-.. 1 .85.9,„,,l.Ql.l... 1233 _ 



Seq; No. 36608 

Gene No. 75359 

Start 1 

Name OJ990808_4 6 . 9C20 . C23 . ol . tm 

Start 77 

GI none 
Exons 



Seq. ID OJ990808_46.9C20.C23 
Strand 

End 1299 

Method TBLASTX : Mai ze 

End 1234 

Score 237 



77. .268, 93. .272, 105. .266, 110. .268, 499. .681, 506. .682, 
506. .682, 547. .693, 775. .873, 776. .874, 1079. .1234, 1079. .1231, 
1083. .1232, 1100. .1228, 1150. .1233 



Seq. ID OJ990808_46.9C20.C23 
Strand 

End 1299 

Method ' TBLASTX : Soybean 

End 1228 

Score 115 

544. .681, 547. .678, 554. .682, 775. .876, 788. .880, 1070. .1228, 

1079.. 1228, 1122.. 1217 . 



Seq. No. 36608 

Gene No. 75359 

Start 1 

Name OJ990808_4 6 .* 9C20 . C23 . ol . ts 

Start 544 

GI none 
Exons 



Seq. -ID OJ990808_46.9C20.C23 

Strand - " '. "'. 

End . 1299 

Method TBLASTX : Cress 

End 1228 . 

Score 58 

547. .678, 557. .694, 775. .876, 788. .880, 797. .829, 1082. .1228, 
1125. .1217 



Seq. No. 36608 
Gene No. " 7 5359 . 
Starts • ' 1 • • ,• ■ ■ 

Name OJ990808_4 6 . 9C20 . C23 . ol . tc 

Start 547 

GI none 
Exons 



Seq. No. 36608 

Gene No. 75359 

Start 1 

Name OJ990808_4 6 . 9C20 . C23 . ol . gp 

Start 550 



Seq. ID OJ990808_46.9C20.C23 

Strand ' - 

End 1299 

Method AAT/GAP 

End 1233 



363.00 



GI 24660_1.R1084 Score 726 

Exons 550.. 680, 774.. 873, 1071.. 1233 

GI Descrip. ' 4 938503/emb I CAB43861 . 1 | 2.0e-32 (AL078465) hnRNP-like protein 
[Arabidopsis thaliana] 1 



Seq. No. 36609 

Gene No. 75360 

Start 1 

Name OJ990808_4 6 . 9C20 . C24 . ol . gp 

Start 1 

GI 24660_1.R1084 

Exons 1..22, 383.. 432, 570.. 728 

GI Descrip. 1 4 938503/emb | CAB4 38 61 . 1 | 2.0e-32 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808_46.9C20.C24 
728 

AAT/GAP 

728 

279 



(AL078465) hnRNP-like protein 




36609 
75360 
1 

OJ990808_4 6. 9C20.C24 .ol.gs 

392 

none 

33JLs^l21u _51Q ,^6 1 2, 



Seq. ID OJ990808_46.9C20.C24 

Strand 

End ■ 728 

Method GENSCAN 

End 612 

Score .96 



Seq. No. 36609 

Gene No. 75361 

Start 1112 

Name 0 J9908 08_4 6 . 9C20 . C2 4 . ol . tw 

Start 1112 

GI none 
Exons 



Seq. ID ■ OJ9908O8_46.9C20.C24 
Strand 

End 1448 
Method TBLASTX : Wheat 
End 1448 
Score 61 



1112. .1231, 1279. .1377, 1285. .1368, 1389. .1441 



Seq. No. 


36610 


Seq. ID 


OJ990808_46.9C20.C25 


Gene No. 


75362 


Strand 


+ 


Start 


501 


End 


956 


Name 


OJ990808 46. 9C20.C25. ol.gs 


Method 


GENSCAN 


Start 


501 


End 


956 


GI 


none 


Score 


.79 


Exons 


501. .511, 710. .956 






Seq. No. 


36610 


Seq. ID 


OJ990808_46. 9C20.C25 


Gene No. 


75363 


Strand 


+ 


Start 


.1172 


End 


.1888 


Name ~ : ~ ' '*' 


" ~6 J 9908 08 ; ~'4 : 6 . 9C20 C2 5 : o 1 vnp" ' 


Method' r 


* " *AAT 1 NAP • : ;: ' ' T : ^ 


Start 


1172 


End 


1888 


G I . 


- 6815097 " ; 


Score 


590 . * - / " ' 


Exons 


-1172. .1888 






GI Descrip.. 


(AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] . 






Seq. No. 


36610 


Seq. ID 


OJ990808_4 6.9C20.C25 


Gene No. 


75364 


Strand 




Start 


1593 


End 


6763 


Name 


OJ990808 46.9C20.C25.o2.tm 


Method 


TBLASTX: Maize 


Start 


1411 


End 


1720 


GI ' 


none 


Score 


40 


Exons 


1411. .1443, 1447. .1683, 1530.. 


1670, 1676. .1720 



36301 



Seq. No. 36610 

Gene No. 75364 

Start 1593 

Name OJ990808_4 6 . 9C20 . C25 . o2 . gs 

Start 1593 

GI none 

Exons 1593.. 1775, 
6664. .6760 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_46.9C20.C25 

6763 
GENSCAN 
6760 
.6 



1920. .2009, 4461. .4520, 4771. .4876, 5068. .5213, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36610 
75364 
1593 

OJ990808_4 6 . 9C20 . C25 . ol . gp 
3676 

49935 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 46.9C20.C25 



6763 
AAT/GAP 
5226 
1142 

3676. .4022, 4461. .4520, 4771. .4876, 5069. .5226 

'1841468/emb|CAA71881| 4.0e-17 (Y10990) Tyrosyl-tRNA synthetase 
[Nicotiana tabacum] ' 



Seq. No. 
Gene No. 

..Stjari 



Start 
GI' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36610 
75364 



Seq. ID 

Strand 
.Erui 



OJ990808 46.9C20.C25 



..6763 



J3 J9.9.Q.8.Q 8_,!6. ..9£2 0,..C25.. v o2...np_ _ ,_Met hod MT MP^._ , „ 

4443 End 6760 

1841468 Score 671 

4443. .4520, 4771. .4876, 5068. .5213, 6165. .6247, 6415. .6520, 
6664.. 6760 

••(Y10990) Tyrosyl-tRNA synthetase [Nicotiana tabacum] 



36610 
75364 
1593 

OJ990808_4 6.9C20.C25.ol.tm 

4455 

none 

4455. .4526, 4455. .4523, 4771. 
5049.. 5216, 5067.. 5210, 6165... 
6283.. 6330, 6407.. 6532, 6412. 
6664. .6762 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 46.9C20.C25 



6763 

TBLASTX: Maize 
6763 
71 

4881, 4771. .4881, 5035. 
6245, 616-6.. 6282, 6166. 
6528, 6417.. 6530, 6653. 



,5208, 
6246, 
6763, 



Seq. No. 
Gene. No. 
Start' " 
Name 
Start";. 
.GI- 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36610 

75364 ■ . ... 

1593 1 ' " '• ' : ' ~ 

OJ990808_4 6 . 9C20 . C25 . ol . ts 
5095 - ' ' ' ' . 
none "......* :• 

5095.. 5208, 5097 .. 5216, ' 5097 . 
6166. .6282, 6407. .6532, 6417. 
6664.. 6759, 6664.. 6762, 6668. 

36611 
75365 
1666 

OJ990808_4 6. 9C20 . C2 6 . ol . gp 
1666 

30403_1.R1084 
1666. .1966 



Seq. ID 

Strand 

'End"""- 
Method 
End' ■ 

-Score ■ 



OJ990808 46.9C20.C25 



•6-763 ■* ■ , - 
TBLASTX: Soybean' 
6763 ' " '■"* 

142 ■'• ' • . . ■: 

.5216, 6162. .6248, 6165. .6245, 
.6530, 6662. .6745, 6663.. 6746, 
.6763 

Seq. ID OJ990808_46.9C20.C26 

Strand + 

End 1966 

Method AAT/GAP 

End 1966 

Score 579 



36302 



GI Descrip. ' 184 14 68/emb | CAA7188 1 | 5.0e-37 (Y10990) Tyrosyl-tRNA synthetase 
[Nicotiana tabacum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36611 
75366 
1 

OJ9908 08_4 6 . 9C20 . C2 6 . ol . np 
1 

1841468 
1..25, 1666. .1986 

(Y10990) Tyrosyl-tRNA synthetase [Nicotiana tabacum] 



Seq. ID OJ990808_46.9C20.C26 
Strand 

End 1986 

Method AAT/NAP 

End 1986 

Score 179 



36611 
75366 
1 

OJ990808_4 6 . 9C20 . C2 6 . ol . gs 

1658 

none 

1658. .1906 



Seq. ID OJ990808_46.9C20.C26 
Strand 

End 1986 

Method GENSCAN 

End 1906 

Score .89 



Seq. No. 36611 

,Gme.JJo A _ ; 7.536.6_, ... ; . ... . 

Starts... ,„ ^ 

Name OJ990808_4 6 . 9C20 . C2 6 . ol . tc 

Start 1662 
GI none 

Exons 1662.. 1778, 1664.. 1804, 1667 



'Seq: No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ990808_46.9C20.C26 

_ S£x and , _ . - 

._.End_._... .198.6. „ : _ 

MethStT TBLASTX : Cress 

End 1807 

Score 69 
. .1807 



Seq. No. 36611 

Gene No. 75366 

Start 1 

Name OJ990808_4 6 . 9C20 . C26 . ol . tm 

Start 1665 

GI none 

Exons 1665.. 1787, 1666. .1812, 1667, 

Seq. No. 36611 

Gene No. 75366 

Start 1 

Name OJ990808_4 6 . 9C20 . C26 . ol . t s 

Start 1667 

GI . none . . - . . 

ExonV' "~ "• r: "' 1667 / 1 17 957' '1667;7f §0i " 



Seq. ID OJ990808_46.9C20.C26 
Strand 

End 1986 

Method TBLASTX : Maize 

End 1840 

Score 160 
.1825, 1667. .1840 

Seq. ID OJ990808_46.9C20.C26 
Strand 

End 1986 

Method TBLASTX : Soybean 

End 1801 

Score . 112 



36612 ■■ ." V " Seq. ID" 

75367 y- . .": . . , . • - \ . 'Strand .: 

184 End 

OJ990808_4 6 . 9C20 . C27 . ol . gs Method 

184 End 

none Score 



' OJ9.90808_4 6 . 9C201C27 * 

3386 
GENSCAN 
2690 
.77 



184. .232, 800. .844, 969. .1041, 1634. .1731, 2626. .2690 



36612 
75367 
184 

OJ990808_4 6. 9C20.C27 .ol.np 
800 



Seq. ID OJ990808_46.9C20.C27 

Strand + 

End 3386 

Method AAT/NAP 

End 3213 



36303 




GI 


2911044 


Score 


58 








Exons 


800. .844, 969. .1059, 3173. .3213 










GI Descrip. 


(ALiUziytDi) putative protein 


[ Arabidops 


is thaliana] 






Seq. No. 


36612 


Seq. ID 


OJ990808_ 


4 6 




CZ 1 


Gene No. 


75367 


Strand 


+ 








Start 


184 


End 


3386 








Name 


OJ990808 46.9C20.C27.o2.np 


Method 


AAT/NAP 








Start 


1992 


End 


2203 








GI 


6006381 


Score 


59 








Exons 


1992. .2203 












GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


36612 


Seq. ID 


OJ990808_ 


46 


9C20. 


C27 


Gene No. 


75367 


Strand 


+ 








Of —4- 

o car u 


184 


End 


3386 








Name 


OJ990808_4 6 . 9C20 . C27 . ol . gp 


Method 


AAT/GAP 








Start 


2813 


End 


3386 








GI 


none 


Score 


1080 








Exons 


2813. .3386 












.£ej3_ f _No_,_ 


36613 -• • • • 


Seq. ID- 






„9£2'0 . 


C28 


G.ene„ JNkx. .. 


J 5 3 68. 


_ Strand M . 


. + - ...... 








Start 


198 


End 


Tl99 








Name 


OJ990808 46. 9C20 . C28 . ol . gs 


Method 


GENSCAN 








Start 


198 


End 


1199 








GI 


none 


Score 


. 86 








Exons 


198. .268, 1074. .1199 












Seq. No. 


36613 


Seq. ID 


OJ990808_ 


46. 


9C20. 


C28 


Gene No. 


75369 


Strand 


+ 








Start 


5277 


End 


11656 








Name 


OJ990808 46.9C20.C28.o3.gs 


Method 


GENSCAN 








Start 


5277 


End 


6538 








GI 


none 


Score 


.95 








Exons 


5277.. 5378, 5843.. 6538 












Seq. No. 


36613 


Seq. ID 


OJ990808_ 


46. 


yC20 . 


C2o 


Gene No . 


75369 ■ 


Strand 


+ 








Start 


5277 


End 


11656 








Name 


OJ990808 46.9C20.C28.o2.np 


Method 


AAT/NAP 








.Start . 


5541 


.End . 


11656 








GI ' . " 


6815097"" " ■ - - r: *""" 


Score* 


1281- 








Exons 


5541.. 6407, 6921. .7531, 7646 


. .7994, 11616. .11656 








GI ' Descrip." 


: (AP001081) Similar. to putative 'copia polyproteih 


.:(AC00624 8)' 


, ■ - ■ ■ • - 


■ [Oryza .sativa]-- • / 












Seq. No. 


36613 


Seq: ID 


OJ990808_ 


46. 


9C20. 


C28 


Gene No. 


75369 


Strand 


+ 








Start 


5277 


End 


11656 








Name 


OJ990808 46. 9C20 . C28 . ol . gp 


Method 


AAT/GAP 








Start 


10230 - 


End 


10611 








GI 


uC-osflcyp033a04bl 


Score 


687 








Exons 


10230. . 10611 













GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



36304 



Seq. No. 


36613 


Gene No. 


75370 


Start 


2635 


Name 


OJyyOoOo 46 


Start 


2635 


GI 


none 


Exons 


2635. .2885, 




4962 . . 5064 


Seq. No. 


36613 


Gene No. 


75370 


Start 


2635 


Name 


OJ990808_46 


Start 


3809 


GI 


5852180 


Exons 


3809. . 3833, 




11633 . . 1165 1 


GI Descrip. 


(AL117265) 


Seq. No. 


36613 


Gene No. 


75370 


.Sltaxt-^. ™~ 


_2-63.5 


.Name... 


_ PjI*9,9.Q.8 0.8^4,6. 


Start 


7480 


GI 


none 


Exons 


7480 . . 7553, 


Seq. No. 


36613 


Gene No. 


75370 


Start 


2635 


Name 


OJ990808_46 


Start 


10172 


GI 


none 


Exons 


10172 . . 1038: 


Seq. No. 


36614 


Gene No. • 


75371 


Start 


513 


Name 


OJ990808_46 


Start 


513 


GI 


none 


Exons 


513. . 13.22... 


Seq. No.. 


36614 " 


Gene No. " 


'75372 :t " !. 


'Start - ■■' 


•15.72.. ' • 


Name 


OJ990808 46 


Start 


556 


GI 


none 


Exons 


556. .600, 2i 


Seq. No. 


36614 


Gene No. 


75372 


Start 


1572 


Name 


OJ990808 46 


Start 


1569 


GI 


4680179 



Seq. ID OJ990808_46.9C20.C28 
Strand 

End 11656 

Method GEN SCAN 

End 5064 

Score . 57 



Seq. ID OJ990808_46.9C20.C28 
Strand 

End 11656 

Method AAT/NAP 

End 11656 

Score 553 



Seq. ID OJ990808_46.9C20.C28 
Strand 

End.__ ■ -.11656 , ■ ■ „ 



End 
Score 



,GEN.S£AN__ 
9316 
.89 



Seq. ID OJ990808_46.9C20.C28 
Strand 

End 11656 

Method GENSCAN 

End 11466 

Score .46 



Seq. ID OJ990808 46.9C20.C29 

Strand + 

End 1322 

Method GENSCAN 

End 1322 

Score .94 



Seq. ID OJ990808_46.9C20.C29 
Strand "• "+ - -■ - - ■ 

End: -■' . . 328 6-- '- - — • ~-< ■ 

Method TBLASTX: Wheat 
End 2396 
Score 52 



Seq. ID OJ990808_46.9C20.C29 

Strand + 

End 3286 

Method AAT/NAP 

End 3286 

Score 1220 



36305 



Exons 


1569. .2651, 2685. .3286 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Sea No. 


36614 




Seq. ID 


OJ990808_46. 9C20 


.C29 


Gene No. 


75372 




Strand 


+ 




Start 


1572 




End 


3286 




Name 


OJ990808 46. 9C20.C29.o2 


.gs 


Method 


GENSCAN .■.;' • 




Start 


1572 




End 


3216 




GI 


none 




Score 


. 82 




Exons 


1572. .27 63, 2950. .3216 










Seq. No. 


36614 




Seq. ID 


OJ990808_46.9C20 


.C29 


Gene No. 


75372 




Strand 


+ 




Start 


1572 




End 


3286 




Name 


OJ990808_4 6. 9C20 .C29.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1812 




End 


2011 




GI 


none 




Score 


211 




Exons 


1812. .2009, 1835. .2011 










Sea No . 


36614 




Seq. ID 


OJ990808_46. 9C20 


.C29 


Gene No. 


75372 




Strand 


+ 




.S.tar.t._- 


JL5J2 _ 




End .„ 


3J2SL6_ . 





Name._; ..^ 


.0 J.9.9Q.8 0.a..4 S,3D2 Q,. C2-9...,o.l. ? .tnu^ „ 


„ftefch.Qd,„ 


t .....TB;LAST&:.Mai.ze 




Start 


2046 




End 


2351 




GI 


none 




Score 


224 




Exons 


2046. .2351, 2060. .2176 










Seq. No. 


36614 




.Seq. ID 


OJ990808_46.9C20 


.C29 


Gene No. 


75372 




Strand 


+ 




Start 


1572 




End 


3286 




Name 


OJ990808 46.9C20.C29.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2712 




End 


3149 




GI 


none 




Score 


154 




Exons 


2712.. 2921, 2768.. 2920, 


2966. 


.3079, 2967.. 3080, 3108. .3149 


Seq. No. 


36615 




Seq. ID 


OJ990808_46.9C20 


.C30 


Gene No. 


75373 




Strand 






Start 


1 




End 


1716 




Name 


OJ990808 46. 9C20.C30.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1716 




GI 


4680179 




Score 


1273 




Exons 


. 1. . 606, 640. .1716 .. 










GI Descrip. ' 


•(AF111709)" polyprotein - 


[Oryza* sativa' 


subsp: indica] * 




Seq". ' No. '* 


'36615' • 




Seq. ' ID 


OJ990808_4 6. 9C20 


.C30 


Gene No,. • 


75374- • • ;.- 




Strand ■ 






Start 


2042 " 




End 


2496 




Name 


OJ990808 46.9C20.C30.ol 


• gp 


Method 


AAT/GAP 




Start 


2042 




End 


2496 




GI 


95437 1.R1084 




Score 


778 





Exons 2042.. 2496 

GI Descrip. 1 451222 6/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
•^-sequence ' 

Seq. No. 36615 Seq. ID OJ990808_4 6 . 9C20 . C30 

Gene No. 75375 Strand 



36306 




Start 3645 End 4029 

Name OJ990808_4 6 . 9C20 . C30 . o2 . gp Method AAT/GAP 

Start 3645 End 4029 

GI ' uC-osflcyp033a04bl Score 608 

Exons 3645.. 4029 



GI Descrip. • 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 36615 

Gene No. 75376 

Start 6113 

Name OJ990808_4 6. 9C20 .C30 .06. tw 

Start 142 

GI none 
Exons 



Seq. ID OJ990808_46.9C20.C30 
Strand 
End 

Method 
End 
Score 



7894 

TBLASTX: Wheat 

579 

54 



142. .183, 211. .324, 212. .325, 370. .579, 371. .523 



Seq. No. - 36615 Seq. ID 

Gene No. 75376 Strand 

Start 6113 End 

Name OJ990808_46. 9C20 .C30 .o5. tw Method 

Start 895 End 

._£.! v_ none ■ „ ; . : , Scoxe 

.Emus _ „_ „. ...855... , 12.30^1052 ..U.2.4,6...... 1,077 ..123.5 



OJ990808_46.9C20.C30 
7894 

TBLASTX: Wheat 
1246 

..105,..^ 



Seq. No. 36615 ■ Seq. ID 

Gene No. 75376 ■ Strand 

Start 6113 End 

Name OJ990808_4 6 . 9C20 . C30 . o4 . tm Method 

Start 940 End 

GI none Score 

Exons 940.. 1230, 1115.. 1231 



OJ990808_46.9C20.C30 
7894 

TBLASTX: Maize 

1231 

89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons* 



36615 
75376 
6113 

OJ990808 

1279 

none 



46.9C20.C30.o7.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_46.9C20.C30 
7894 

TBLASTX: Wheat 

1479 

68 



1279. .1371, 1280. .1477, 1282. .1479 



Seq. No. 


36615 




Seq. ID 


OJ990808_46. 9C20 


.C30 


Gene No. 


75376. ... 




Strand 






Start; 


6113 




"End 


"•"7*8 9*4 - "» 




Name 


OJ990808 46. 9C20.C30.o2 




' Method 


AAT/NAP 




"Start ' - ■ 


6113 ' r " - 


End ' ' 


7894' 




GI- -.• 


-4 68.0.179 - . - - 




.Score- 


■ 2581 ... . 




Exons 


6113*. .7894 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


36615 




Seq. ID 


OJ990808_46. 9C20 


.C30 


Gene No. 


75376 




Strand 






Start 


6113 




End 


7894 




Name 


OJ990808 46. 9C20.C30.o3 


. tw 


Method 


TBLASTX: Wheat . 




Start 


6158 




End 


6491 




GI 


none 




Score 


99 




Exons 


6158.. 6490, 6179.. 6487, 


6222. 


. 6491 







36307 



Seq. No. 


36615 








Seq. ID 


OJ990808_46.9C20. 


C30 


Gene No. 


75376 








Strand 






Start 


6113 








End 


7894 




Name 


OJ990808 46 


. 9C20 


.C30.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6338 








End 


6937 




GI 


none 








Score 


237 




Exons 


6338 . . 6778, 


6354 


. 6776, 


6776 


.6937, 6795.-6929 




Seq. .No. 


36615 








Seq. ID 


OJ990808_46. 9C20. 


C30 


Gene No. 


75376 








Strand 






Start 


6113 








End 


7894 




Name 


OJ990808 46 


. 9C20 


C30.ol 


. tw 


• Method 


TBLASTX: Wheat 




Start 


6491 








End 


7117 




GI 


none 








Score 


255 




Exons 


6491 . .7117, 


6492 


. 7061 










Seq. No. 


36615 








Seq. ID 


OJ990808_46.9C20. 


C30 


Gene No. 


75376 








Strand 






Start 


6113 








End 


7894 




Name 


OJ990808 46 


. 9C20 


C30.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6986 








End 


7278 






.:lnone_ ; „ , 





„ 


„- — 


Score 


._212_._. _ ..... 




.Exons 


- v.! . 6,98,6^,1276,. 


,.6990 


..721.7,. 


.7.126 


~ 7 2.7 8 Z„ 




r. 


Seq. No. 


36615 








Seq. ID 


OJ990808_46.9C20. 


C30 


Gene No. 


75376 








Strand 






Start 


6113 








End 


7894 




Name 


OJ990808 46 


. 9C20. 


C30.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


7076 








End 


7336 




GI 


none 








Score 


157 




Exons 


7076. .7336, 


7077 . 


. 7331 










Seq. No. 


36615 








Seq. ID 


OJ990808_46. 9C20. 


C30 


Gene No. 


75376 








Strand 






Start 


6113 








End 


7894 




Name 


OJ990808 46 


. 9C20. 


C30.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


7100 








End 


7417 




GI 


none 








Score 


78 




Exons 


7100. .7243, 


7101. 


. 7241, 


7244 . 


.7417 






Seq. No. 


36615 








Seq. ID 


OJ990808_46. 9C20. 


C30 


Gene. No. 


. . 75376 








Strand. 






Start- " : 


6li3 . 








*-End r " v * 


78 94 : " 




Name 


" OJ990808 '46 


. 9C2.0 . 


C30.o2 


.tw 


Method . 


TBLASTX: Wheat ' 




Start" 


" * " " 7124 








' End " 


7691 : ' ' 




GI- 


none '. 








Score - 


336 - 




Exons 


7124 . .7660, 


7128. 


.7691 ' 










Seq. No. 


36615 








Seq. ID 


OJ990808_46.9C20. 


C30 


Gene No. 


75376 








Strand 






Start 


olio 








End 


7894 




Name 


OJ990808 46 


, 9C20. 


C30.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


7691 








End 


7892 




GI 


none 








Score 


104 




Exons 


7691. .7891, 


7695. 


.7892 










Seq. No. 


36615 








Seq. ID 


OJ990808_46. 9C20. 


C30 



36308 



Gene No. 


75376 




Strand 






Start 


6113 




End 


7894 




Name 


OJ990808 46. 9C20.C30.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


7694 




End 


7894 




GI 


none 




Score 


185 




Exons 


7694. .7894, 7695. .7892 










Seq. No. 


36616 




Seq. ID 


OJ990808_46. 9C20 


.C31 


Gene No . 


75377 




Strand 


+ 




Start 


242 




End 


3100 




Name 


OJ990808 46. 9C20.C31.ol 


.np 


Method 


AAT/NAP 




Start 


242 




End 


3097 




GI 


4680179 




Score 


4114 




Exons 


242. .3097 










GI Descrip. 


(AF1117 09) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


36616 




Seq. ID 


OJ990808 46.9C20 


.C31 


Gene No. 


75377 




Strand 


+ ~~ 




Start 


242 




End 


3100 




Name 


OJ990808 46.9C20.C31.o4 


. tw 


Method 


TBLASTX : Wheat 




Start 


274 




End 


.74 2 




GI 


.none_ . 




J3-Cpxe 


, 4JL6 .;.„ w * „ 




Exons_ 


. .27. 4. . .,.,6.9.9 3.6,5, . ,„7 .42.., 




, .... — , 


_ . . „ 




SPO Mo 
lJ c vj • mvj « 


36616 




Seq. ID 


OJ990808 46 9C20 


. C31 


Gene No. 


75377 




Strand 


+ _ 




Start 


242 




End 


3100 




Name 


OJ990808 46. 9C20.C31-.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


277 




End 


561 




GI 


none 




Score 


264 




Exons 


277. .561, 278. .559 










Sea No 


36616 




Seq. ID 


OJ990808 46 9C20 


. C31 


Gene No. 


75377 




Strand 


+ ~~ 




Start 


242 




End 


3100 




Name 


OJ990808 46. 9C20.C31.ol 


.gs 


Method 


GENSCAN 




'Start 


308 




End 


3100 




GI 


none 




Score 


.95 




Exons 


308. .3100 










Sea No 


36616 




Seq. ID 


OJ990808 46 9C20 


C31 


Gene No. 


75377 




. Strand 


. + _ 




'Start' ' ' v 


242 ' ' " ' " - 




End :: ' 


• 3100~'" : '' : - ** 




Name 


OJ990808 46. 9C20.C31.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


389 ^ - • „ - ; • 




.End 


778 ' ' ~ • "' • 




GI • - 


none . - \ 




Score . 


IB 7" \ • • v. • 




Exons 


389.. 778 " ■ 










Sea No 


36616 




Seq. ID 


OJ990808_46. 9C20 


C31 


Gene No. 


75377 




Strand 


+ 




Start 


242 




End 


3100 




Name 


OJ990808 46. 9C20.C31.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


629 




End 


1129 




GI 


none 




Score 


171 




Exons 


629. .820, 637. .756, 815 


. .1129 


, 955. .1008, 1036.. 1086 




Seq. No. 


36616 




Seq. ID 


OJ990808_46. 9C20 


C31 



36309 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

,Exons_ . _ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name " * 
Start 
GI ' 
• Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



75377 
242 

OJ990808_4 6. 9C20.C31.ol. 

683 ' 

none 

683. .715, 685. .714, 719. 

36616 
75377 
242 

OJ990808_4 6. 9C20.C31.o5. 

791 
none 

791. .1093, 793. .1077 

36616 
75377 
242 

OJ990808_4 6.9C20.C31.o3. 

1094 

none 

„!Q 91 , ..IM£,_U2 6_. ^ .1.5 15„ 

'36616 * 
75377 
242 

OJ990808_4 6. 9C20.C31.o3. 

1100 

none 

1100. .1345, 1117. .1344 

36616 
75377 
242 

OJ990808_4 6.'9C20.C31.o2. 

1165 

none 

1165. .1515, 1166. .1519, 

36616 
75377 
242 

OJ990808_4*6. 9C20 . C31 . o2 ; . 
1519 . • " ' 

none 

1519-. . 2085, . 1550. .2086 

36616 
75377 
242 

OJ990808_4 6. 9C20.C31.ol. 

1793 

none 

1793. . 1966, 1967. .2110, 

36616 
75377 



Strand 
End 

ts Method 
End 
Score 



+ 

3100 

TBLASTX: Soybean 

1078 

57 



.1078, 721. .756, 787. .1077 

Seq. ID OJ990808_46.9C20.C31 

Strand + 

End 3100 

tw Method TBLASTX : Wheat 

End 1093 

Score 382 



Seq. ID OJ990808_46.9C20.C31 

Strand + 

End 3100 

tw Method TBLASTX : Wheat 

End 1516 

Score 594 



ts 



tm 



1166. 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
. 1528 

Seq. ID 

Strand 

End 

Method ■ 

End 

Score 



Seq. ID 

Strand 

End 

tc Method 
End 
Score 

1969.. 2109 



OJ990808_4 6 . 9C20 . C31 
+ 

3100 

TBLASTX : Soybean 

1345 

207 



OJ990808_46.9C20.C31 
+ 

3100 

TBLASTX: Maize 

1528 

478 



OJ990808_46.9C20.C31 
+ 

3100 

TBLASTX : Wheat " 
2086 ' ' \ 
638- ' 



OJ990808_46.9C20.C31 
+ 

3100 

TBLASTX: Cress 

2110 

92 



Seq. ID OJ990808_46.9C20.C31 
Strand + 



36310 






Start 


242 








l—i „ ,j 
End 


3100 




Name 


j# ** k ft ft ft ft ft ft j| ^» 

OJ990808_46. 


9C20 


. C31 . o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1874 








End 


2134 




GI 


none 








Score 


301 




Exons 


1874 . .2134, 


1879 


. . 2133 










Seq. No. 


36616 








Seq. ID 


OJ990808_46.9C20.C31 




Gene No. 


75377 








Strand 


+ 




Start 


242 








i—i „ j 
End 


3100 




Name 


OJ990808_46. 


9C20 


. C31 . o4 


. tm 


Method 


TBLASTX : Maize 




Start 


1932 








i-i „ j 
End 


2224 




GI 


none 








Score 


82 




Exons 


^ ft ft ft ft f\ f\ /"\ 

1932 . .2099, 


1933 


. . 2220, 


1937 


. . 2224 






Seq. No. 


36616 








Seq. ID 


OJ990808_46.9C20.C31 




Gene No. 


75377 








Strand 


+ 




Start 


242 








End 


J1UU 




Name 


ftk -r ft. ft ft ft J /• 

OJ990808_46. 


9C20 


. C31 . ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


2093 








End 


2719 




GI 


none 








Score 


702 




Exons 


ft /\ ft ft ft -i ft 

2093. . 2719, 


2149 


. . 2607 , 


2465 


ATI s~ 

.. . 2716 









. _a6..6i& _ 









S.eq,_XD,. 






Gene No. 


75377 








Strand 


+ 


%3 


Start 


242 








End 


3100 


ii H 


Name 


OJ990808_46. 


9C20 


.C31.ol 


. tm 


Method 


TBLAS TX : Ma i z e 


Fj = 


Start 


2273 








End 


2872 


f = 


GI 


none 








Score 


231 




Exons 


2273. .2434, 


2276 


. .2362, 


2281 


..2427, 2431. .2856, 2432. .2872 




Seq. No. 


36616 








Seq. ID 


OJ990808_46.9C20.C31 




Gene No. 


75377 








Strand 


+ 




Start 


242 








End 


3100 


= 


Name 


OJ990808_46. 


9C20 


.C31.o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


2719 








End 


3052 




GI ■ 


none 








Score 


320 


?^ 


Exons 


ft, -i ft ft ft ft ft 

2719. . 298.8, 


2720 


. . 3052, 


2723 


. .3031 




^3 


Seq. No. . 


36617 








Seq. ID 


OJ990808_35. 9C09.C1 




Gene No. 


75378 








Strand 


+ 




Start 


612 








End 


2376 




Name 


OJ990808 35. 


9C09 


. CI . ol .. 




.Method 


GEN SCAN, 




Start' ' 


6i2/; 








-End 


•2376 




GI 


none 








Score 


.'64 




Exons • " 


612. .618, 2315.' . 


2376 










Seq. No'. 


36617 








Seq. ID 


OJ990808_35.9C09.C1 




Gene No . 


75379 








- Strand 


+ 




Start 


9299 








End 


17743 




Name 


OJ990808 35. 


9C09 


.Cl.o4. 


gs 


Method 


GENSCAN 




Start 


9299 








End 


16348 




GI 


none 








Score 


.66 




Exons 


9299. .9590, 


1051 


8. .10605, 10884. .10944 


, 12537. .12740, 






14833. .14924 


, 15216. .15313, 


15422. .15583, 16257.. 16348 




Seq. No. 


36617 








Seq. ID 


OJ990808_35. 9C09.C1 




Gene No. 


75379 








Strand 


+ 



36311 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



9299 End 17743 

OJ990808_35 . 9C09 . CI . o2 . np Method AAT/NAP 

15190 End 17743 

4539429 Score 173 

15190. .15313, 15422. .15598, 16536 .. 16582 , 17691. .17743 

(AL049171) subtilisin protease-like [Arabidopsis thaliana] 



Seq. No. 


36617 


Seq. ID 


OJ990808_35 . 9C09.C1 


Gene No. 


75380 


Strand 




Start 


4048 


End 


4850 


Name 


OJ990808_35. 9C09 . CI . o2 . gs 


Method 


GENSCAN 


Start 


4048 


End 


4850 


GI 


none 


Score 


.77 


Exons 


404 8 . .4 652, 4 667 .. 4850 






Seq. No. 


36617 


Seq. ID 


OJ990808_35. 9C09.C1 


Gene No. 


75381 


Strand 




Start 


6441 


End 


10019 


Name 


OJ990808 35. 9C09 . CI . o3 . gs 


Method 


GENSCAN 


Start 


6441 


End 


9078 


GI 


none 


Score . 


.76. 


jvxons 


„ 6 4.11^.„6J3iL^.10 4.8.., .JJ\lX,-J&§3-,-> 






9.012 , ,.9.0.7.8 . „ a _ : .. : _ 






Seq. No. 


36617 


Seq. ID 


OJ990808_35. 9C09.C1 


Gene No. 


75381 


Strand 




Start 


6441 


End 


10019 


Name 


OJ990808 35.9C09.Cl.ol.np 


Method 


AAT/NAP 


Start 


6464 


End 


10019 


GI 


5091529 


Score 


816 


Exons 


6464. .6790, 7048. .7171, 7469.. 


7601, 7984. .8120, 8248.-8469, 




9904. . 10019 






GI Descrip. 


(AB023482) ESTs C98382 (C2985 ) , D22444 (C11129) correspond to a 




region of the predicted gene.; 


Similar 


to Arabidopsis thaliana 




APK1 gene for protein tyrosine-serine- 


threonine kinase. (D12522) 




[Oryza sativa] 






Seq. No. 


36617 


Seq. ID 


OJ990808_35. 9C09.C1 


Gene No. 


75381 


Strand 




Start 


6441 


End 


10019 


Name 


OJ990808 35. 9C09 . CI . ol . gp 


Method 


AAT/GAP 


Start . 


6678. 


End . 


.7588 - . 


GI ■ ■ ;• 


• LiB3433-0i3-Q6-Kl-Fl ' - 


Score 




Exons' 


' 6678. .6790," 7048. .7171, 7469.. 


7588 




GI' Descrip. 


" * 1168471/sp"| P'46573'l APKB_ARATH 


*9.0e-48 


PROTEIN KINASE APK1B 1 


Seq. No.' 


36617 * ■ 


Seq'. ID 


O'J990808_35.*9C09.Cl 


Gene No. 


75381 • 


Strand 




Start- 


6441 


End 


10019 


Name 


OJ990808 35.9C09.Cl'.o2.gp 


Method 


AAT/GAP 


Start 


8324 


End 


9192 


GI 


none 


Score 


817 


Exons 


8324. .8564, 9012. .9192 






Seq. No. 


36617 


Seq. ID 


OJ990808_35.9C09.C1 


Gene No. 


75381 


Strand 




Start 


6441 


End 


10019 



36312 



Name 

Start 

GI 

Exons 



OJ990808_35 . 9C09 . CI . o3 . gp 

9539 

none 

9539. .10001 



Method AAT/GAP 
End 10001 
Score 892 



Seq. No. 


36617 




Seq. ID 


OJ990808 35.9C09.C1 


Gene No. 


75382 




Strand 




Start 


154 94 




End 


17743 


Name 


OJ990808 35.9C09.Cl.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


437 




End 


678 


GI 


none 




Score 


IOC 

12 b 


Exons 


437. .652, 460. .678, 463 


. . 663, 


4 64.. 673 




Seq. No. 


36617 




Seq. ID 


OJ990808_35 . 9C09 . CI 


Gene No. 


75382 




Strand 




Start 


15494 




End 


17743 


Name 


OJ990808 35.9C09.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


468 




End 


778 


GI 


none 




Score 


332 


Exons 


468. .776, 469. .777, 473 


. . 778 








.,.3 66JL 7. . 


-4— ~ — 


..Se.q..^ JD_ 


m95P-5i3 : 8^35.^Q.2,Xl^ 


Gene. JNfo.. 


.7.5382 ..... ... _ fc ..... ... „ 


■ — - - 


/.Strand „ 




Start 


15494 




End . ' 


17 74 3* " * ~ r ~ r . 


Name 


OJ990o0o 35 . 9C09 . CI . 06 . 


tm 


Method 


TBLASTX: Maize 


Start 


4522 




End 


4842 


GI 


none 




Score 


149 


Exons 


4522. .4656, 4541. .4657, 


4724. 


.4771, 4771. .4842 


Seq. No. 


36617 




Seq. ID 


OJ990808__35.9C09.C1 


Gene No. 


75382 




Strand 




Start 


15494 




End 


17743 


Name 


OJ990808 35.9C09.Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6450 




End 


7171 


GI 


none 




Score 


99 


Exons 


6450. .6794, 6492. .6764, 


6496. 


.6798, 7046. .7171, 7047. .7166 



Seq. No. 36617 Seq. ID OJ990808_35 /9C09 . CI 

Gene No. 75382 ■■ - ■ Strand 

Start 15494 End 17743 

Name OJ990808_35 . 9C09 . CI . o2 . tm Method TBLASTX : Maize 

Start . .6462 ... . ... .. End. . 7603 . . . 

Gr-" v - : '"none ' *' ' ~~" ' ~~ " ' - -" : : Score* * * 95 r- . ;■ 

Exons 6462. .6794, 6486.. 6788, 6502. .6792, 7046. . 7171, 7047 .* .'7166,. 

" 7050. .7172, '7052. .7168, 7468.". 7587, 7472. -7603, 7482".. 7589. 

Seq. No.' '36617 V Seq. ID OJ990808_35 I 9C09 . CI 

Gene No. 75382 ■ Strand 

Start 15494 *' End' 17743 

Name OJ990808_35 . 9C09 . CI . ol . tw Method TBLASTX : Wheat 

Start 6477 End 7124 

GI none Score 116 

Exons 6477.. 6794, '6502.. 6792, 7046.. 7120, 7047.. 7124 

Seq. No. 36617 Seq. ID OJ990808_35 . 9C09 . CI 

Gene No. 75382 Strand 

Start 15494 End 17743 



36313 




Name 


OJ990808_35. 9C09 .CI . o2 . tc 


Method 


TBLASTX: Cress 


Start 


6480 


End 


8445 


GI 


none 


Score 


89 


Exons 


6480. .6794, 6622. .6792, 7046 


..7168, 7047. .7166, 7472. .7594 




7482. .7595, 7984. .8121, 7989 


..8120, 8248. .8271, 8350. .8445 


Seq. No. 


36617 


Seq. ID 


OJ990808_35. 9C09.C1 


Gene No. 


75382 


Strand 




Start 


15494 


End 


17743 ' 


Name 


OJ990808_35 . 9C09.C1 . o2 . ts 


Method 


TBLASTX: Soybean 


Start 


7472 


End 


8454 


GI 


none 


Score 


125 


Exons 


7472. .7597, 7479. .7601, 7971 


..8117, 7972. .8118, 8248. .8268 




8326. . 8454 






Seq. No. 


36617 


Seq. ID 


OJ990808_35. 9C09.C1 


Gene No. 


75382 


Strand 




Start 


15494 


End 


17743 


Name 


OJ990808_35. 9C09.C1 . o3. tm 


Method 


TBLASTX : Maize 


Start 


7945 


End 


8508 


GI 


none 


Score 


130 


Exons ._ 


„7945. . 8.118,_.797JL ....8,11?,. 8.05,9, 


,^J3 11 9,_8 


248 8.2 6.8^.. 82,4 ?...... 8 2J6 


-™ ■ - 


. .8,32.6.. ..8 5.0,8 _ . 






Seq. No. 


36617- 


Seq. ID 


OJ990808_35.9C09.C1 


Gene No. 


75382 


Strand 




Start 


15494 


End 


17743 


Name 


OJ990808_35. 9C09 . CI . o5 . tm 


Method 


TBLASTX: Maize 


Start 


15223 


End 


15609 


GI 


none 


Score 


99 


Exons 


15223. .15318, 15433. .15609 






Seq. No. 


36617 


Seq. ID 


OJ990808_35. 9C09.C1 


Gene No. 


75382 


Strand 




Start 


15494 


End 


17743 


Name 


OJ990808__35 . 9C09 . CI . o3 . np 


Method 


AAT/NAP 


Start 


15494 


End 


17743 


GI 


5725434 


Score 


518 


Exons 


15494 .. 15537, 16719.. 17743 






GI Descrip. 


(AL109787) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


. 36617 . , . 


Seq. ID 


OJ990808_35.9C09.C1 


Gene No.**".* ' ' 


'75382"-' ' ; " : *- " v: " : 


"~ Strand - 




Start 


15494 '. 


End 


17743 . 


Name" : ' 


'.OJ9'90808_35 . 9C09'. Cl . oSVgs 


Method' 


GENS CAN' . ; " 


Start •': 


16738- - ■" ... .'. ' -.: 


- -I End • . 


17679. . • - 


GI 


none' 


.Score 


.97 


Exons 


16738 .-. 17679 






Seq. No. 


36617 


Seq. ID 


OJ990808_35. 9C09.C1 


Gene No. 


75382 


Strand 




Start 


15494 


End 


17743 


Name 


OJ990808 35.9C09.Cl.o4.tm 


Method 


TBLASTX : Maize 


Start 


16783 


End 


17544 


GI 


none 


Score 


79 


Exons 


16783. .17001, 17071. .17328, 


17108. .17347, 17326. .17544, 




17371. .17514, 17392. .17514, 


17429. .17542 



36314 



• 



Seq. No. 


36617 




Seq. ID 


OJ990808 


_35. 9C09 


.CI 


Gene No. 


75382 




Strand 


- 






Start 


15494 




End 


17743 






Name 


OJ990808_35. 9C09.C1 


. o4 . ts 


Method 


TBLASTX : 


Soybean 




Start 


16792 




End 


17328 






GI 


none 




Score 


190 






Exons 


16792. .16995, 17062 


. . 17328 










Seq. No. 


36617 




Seq. ID 


OJ990808 


_35. 9C09 


.CI 


Gene No. 


75382 




Strand 


- 






Start 


15494 




End 


17743 






Name 


OJ990808_35. 9C09.C1 


o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


16798 




End 


17205 






GI 


none 




Score 


104 






Exons 


16798 . . 16992, 17068 


. 17205 










Seq. No. 


36617 




Seq. ID 


OJ990808 


35 . 9C09 


.CI 


Gene No. 


75382 




Strand 








Start 


15494 




End 


17743 






Name 


OJ990808_35 . 9C09.C1. 


o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


.17JL1.3..„ ■ 







_-.17g64„ 


. „ — . .. , — 


— 


_ GI _ _ 


....none „. „. _ . .. 


. _ 


. ™ Score .... 


...62 ... .... 


.. . 




Exons 


"17113. . 1717/8-, 17188. 


. 17331, 


17214. .17240, 17335 


. . 17502, 






17345 . . 17500, 17527 . 


. 17664 










Seq. No. 


36617 




Seq. ID 


OJ990808 


_35.9C09 


.CI 


Gene No. 


75382 




Strand 








Start 


15494 




End 


17743 






Name 


OJ990808_35. 9C09.C1 . 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


17209 




End 


17742 






GI 


none 




Score 


102 






Exons 


17209. . 17511, 17273. 


. 17512, 


17335. .17511, 17542 


. . 17742 




Seq. No. 


36618 




Seq. ID 


OJ990808 


_35. 9C09 


C2 


Gene No. 


75383 




Strand 


+ 






Start 


1 




" End 


5247 






Name 


OJ990808 35.9C09..C2. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


5178 






GI 


4539429 




Score 


1571 






Exons 


1..22, 952. .1631, 2454. .254 


1, 3350.. 3684, 4375. 


.5178 




GI Descrip. 


, (AL049171) subtilisin protease-like [Arabidopsi.s thaliana]. 


Seq. No. 


36618 




Seq. ID' 


OJ990808 


_35.9C09. 


C2 


Gene No. 


'75383 : - 




Strand' 


+ 






- Start* - .- - 


1 . ... , ... . . 




• - ' • End 


.5247 - 






Name 


OJ990808 35.9C09.C2. 


ol . gs . 


Method 


GENSCAN 






Start 


190 




End 


5247 






GI 


none 




Score 


.56 






Exons 


190. .343, 958. . 1729, 


3321. . 


3684, 4309. 


.5247 






Seq. No. 


36618 




Seq. ID 


OJ990808_ 


_35.9C09. 


C2 


Gene No. 


75384 




Strand 








Start 


4908 




End 


5280 






Name 


OJ990808 35.9C09.C2. 


ol . gp 


Method 


AAT/GAP 






Start 


4908 




End 


5280 






GI 


2428453 




Score 


685 







36315 




Exons 4908.. 5280 



Seq. No. 


36618 








Seq. ID 


OJ990808_35. 9C09.C2 


Gene No. 


75385 








Strand 




Start 


7917 








End 


9368 


Name 


OJ990808 35 


.9C09 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


954 








End 


4971 


GI 


none 








Score 


58 


Exons 


954. .995, 987. .1052, 1059. .1136, 1152. 


.1235, 1284. .1313, 




1437 . . 1643, 


1445 


. .1612, 


3562 


..3684, 4369.-4776, 4374. .4748 




4855 . .4971 












Seq. No. 


36618 








Seq. ID 


OJ990808_35.9C09.C2 


Gene No. 


75385 








Strand 




Start 


7917 








End 


9368 


Name 


OJ990808_35 


. 9C09 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


987 








End 


1313 


GI 


none 








Score 


63 


Exons 


987 . . 1055, 


994 . . 


1068, 1058.. 


1138, 1059 


. . 1142, 1151 . . 1213, 




1152 . . 1214, 


.1277 


. . 1312, 


1278 


. .1313 




.3.e,q._No._ 


. 36618 . 




. , ^ — 


— , — U 


Seq.,, ,ID_ 


. .OJ99.08.Q.8J35., 9,CQJl.,C2. 


Gene. No... . 


. _ J 5.3.8.5 .. .. 








Strand _ 




Start 


7917 








End 


" 9368 


Name 


OJ990808 35 


. 9C09 


. C2 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


1005 








End 


1235 


GI 


none 








Score 


185 


Exons 


1005 . . 1235, 


1019 


. .1111, 


1142 


. .1234 




Seq. No. 


36618 








Seq. ID 


OJ990808_35. 9C09.C2 


Gene No. 


75385 








Strand 




Start 


7917 








End 


9368 


Name 


OJ990808_35 


. 9C09 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1187 








End 


5121 


GI 


none 








Score 


52 ■ 


Exons 


1187 . . 1234 , 


1188 


. .1235, 


1284 


. .1313, 1316. .1411, 1326. .1661 




14 48. . 1612 , 


34 63 


. .3684, 


4369 


..4761, 4374, .4757, 4870. .5079 




5083 . . 5121 












Seq. No. 


36618 








Seq. ID 


OJ990808_35.9C09.C2 


Gene No. 


75385 








Strand 




Start 


7917 








End . 


9368 


Name ' . ~ 


OJ990808" 35 


; 9co 9" 


.C2.ol. 


tw" 


Method"' 


' TBLASTX :Wh : e a t™ : "-'~"" r " 


Start 


. .1278. " 








End 


1642 




none' 1 . "' 








Score 


57 ; 


Exons - ' 


- 1278-. .1313, 


.1334 


.'.1.642, 


' 133-5. 


..1616 : 




Seq. No.' 


36618 








Seq. ID 


OJ990808_35.9C09.C2 


Gene No. 


75385 








Strand 




Start 


7917 








End 


9368 


Name 


OJ990808 35 


.9C09 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1335 








End 


5121 


GI • 


none 








Score 


117 


Exons 


1335. .1397,. 


1431 


. .1574, 


1463 


..1573, 1575. .1643, 3574. .3684 




4369. .4779/ 


4374 


. .4415, 


4449 


..4748, 48 


55. .4875, 4870. .4935 



5044. .5121 



36316 



Seq. No. 36618 Seq. ID OJ990808_35 . 9C09 . C2 

Gene No. 75385 Strand 

Start 7917 End 9368 

Name OJ990808_35.9C09.C2.o3.gs Method GENSCAN 

Start 7917 End 9368 

GI none Score .42 

>Expns . 7917. .8412, 8789. .8900, 9197. .9368 

Seq. No. 36618 Seq. ID OJ990808_35 . 9C09 . C2 

Gene No. 75385 Strand 

Start 7917 End 9368 

Name OJ990808_35 . 9C09 . C2 . o2 . np Method AAT/NAP 

Start 8033 End 9119 

GI 6815053 Score 724 

Exons 8033.. 8268, 8296.. 8471, 8972.. 9119 

GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 

Seq. No. 36619 Seq. ID OJ990808_35 . 9C09 . C3 

Gene No. 75386 Strand + 

Start 478 End 4032 

Name OJ990808_35 . 9C09 . C3 . ol . gs Method GENSCAN 

J&taxtJ^-^-L: AZfiL., ^ End. JkQ3Z : ;^ 

...GI „ .,.-.none...,..„ , Score ........ ..9. . 

Exons 478.'. 707, 878.. 2300, 2542.. 4032 

Seq. No.- 36619 Seq. ID OJ990808_35 . 9C09 . C3 

Gene No. 7 538 6 Strand + 

Start 478 End 4032 

Name OJ990808_35 . 9C09 . C3 . ol . np Method AAT/NAP 

Start 897 End 4029 

GI 6907089 Score 4141 

Exons 897.. 2158, 2259.. 4029 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 

Seq. No. 36619 Seq. ID OJ990808J35 . 9C09 . C3 

Gene No. 75387 Strand + 

Start 16671 End 18962 ' 

Name .OJ990808_35.9C09.C3.o2.gp Method AAT/GAP 

Start 16421 End 17226 

GI 50660JL.R1084 Score 826 

Exons 16421. .16785, 17138. .17226 

GI Descrip.. . • 4512233/dbj | AB014743.1 1 AB014743 1.0e-176 Oryza sativa. 

-* : -"*- : -•" - copia'-type retrotTansposon -RIRE7 ;DNA, partial' sequence"'' 

■ ; Seq. No. ' ' 36619 ' ' ""'Seq.' ID' OJ990808_35 . 9C09'. C'3 ; 

Gene No. - "--75387 - ..: . V:' ...... • -Strand^ -':+■.-.'.' " ' /■ v : \. . 

* Start 1667T ' End " 18962 

Name OJ990808_35 . 9C09 . C3 . o3 . gs Method GENSCAN 

Start 16671 End 18951 

GI none Score .87 

Exons 16671. .16785, 17138 .. 17223, 17350 .. 174 67 , 17 634 .. 17734 , 
18091. .18630, 18737. .18951 

Seq. No. 36619 * Seq. ID OJ990808_35 . 9C09 . C3 

Gene No. 75387 Strand + 

Start 16671 End 18962 

Name OJ990808_35 . 9C09 . C3 . o3 . gp Method AAT/GAP 



36317 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name 

.Start 

GI__, _ 
Exons 



18248 End 18962 

16132_2.R1084 Score 1110 
18248. .18 630, 18737. .18 962 

■4204265 6.0e-17 (AC005223) 45643 [Arabidopsis thaliana] 1 



36619 Seq. ID 

75388 Strand 

4 656 End 

OJ990808_35. 9C09 . C3 . o2 . np Method 

4656 End 

6498441 Score 



OJ990808_35.9C09.C3 

10087 
AAT/NAP 
10087 
6914 



4656. .4916, 5010. .6407, 6579. .7302, 7477. .7611, 7795. .8168, 
8232. .8695, 9026. .10087 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



36619 Seq. ID 

'75389 Strand 

10818 End 

OJ990808_35 ..9C09 . C3 . o3 . np Method 

J...0818 £nd„ 

„5Q4 24 .5.4 : „. , ~. S.cpre__ 

10818. .10878, 11294. .11459 



OJ990808_35.9C09.C3 

11459 

AAT/NAP 

.,11459 .... 

..J.&Z, ^ 



GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 


36619 








Seq. ID 


OJ990808_35.9C09.C3 


Gene No. 


75390 








Strand 




Start 


14130 








End 


15458 


Name 


OJ990808 35. 


9C09. 


C3.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


4653 








End 


4797 


GI 


none 








Score 


127 


Exons 


4653. .4796, 


4657. 


. 4797 








Seq. No. 


36619 








Seq. ID 


OJ990808_35.9C09.C3 


Gene No. 


75390 








Strand 




Start 


14130 








End , 


15458 


Name 


OJ990808 35. 


9C09. 


C3.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


4665 








End 


5222 


GI 


none 








Score 


73 


Exons 


4665. .4790, 


4672. 


.4791, 


4908. 


.5198, 4956. .5222, 4963. .5220 


Seq'. No."' ~ 


: ■ 36619 - /: "~ 








Seq. ID 


•6J990808_3-5~ 9C09 : ;C3 


Gene No.. 


75390, 








Strand 




Start V. 


1413Q* " 








End 


15458 .* 


Name" 


• - -OJ9908G8 35 


9C09. 


C3.04". 


tw • 


Method . 


TBLASTX*: Wheat . 


Start 


5227 








End 


5628 


GI 


none 








Score 


241 


Exons 


5227. .5628, 


5247. 


.5627 








Seq. No. 


36619 








Seq. ID 


OJ990808_35.9C09.C3 


Gene No. 


75390 








Strand 




Start 


14130 








End 


15458 


Name 


OJ990808 35 


.9C09. 


C3.o3. 


tm 


Method 


'TBLASTX: Maize 


Start 


5433 








End 


5765 


GI 


none 








Score 


82 


Exons 


5433. .5645, 


5442. 


.5765, 


5455. 


.5736 





36318 



Seq. No. 


36619 






Seq. ID 


OJ990808_35.9C09 


.C3 


Gene No. 


75390 






Strand 






Start 


14130 






End 


15458 




Name 


OJ990808_35 . 


9C09 


.C3.o8 .tw 


Method 


TBLASTX : Wheat 




Start 


5958 






End 


6270 




GI 


none 






Score 


76 




Exons 


5958 . . 6218, 


5983 


. . 6270 








Seq. No. 


36619 






Seq. ID 


OJ990808_35.9C09 


.C3 


Gene No. 


75390 






Strand 


- 




Start 


14 130 






End 


15458 




Name 


OJ990808 35. 


9C09 


.C3.o2 .ts 


Method 


TBLASTX : Soybean 




Start 


6018 






End 


6584 




GI 


5666795 






Score 


68 




Exons 


6018 . . 6218 , 


6273 


..6410, 6486, 


. .6584 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


36619 






Seq. ID 


OJ990808_35.9C09 


.C3 


Gene No. 


75390 






Strand 






Start 


14130 






End 


15458 




_Name_. , 


..«Q.»19 9.0.8 0 SLJiu 


.9_CQ_3. 


,£&,..Q&.,£y 


;_,MethQd_ 


TBLASTX: Wheat 




..Start.,.. 


.~l6213..__. 






; .End i# 


.6.6.2.4, _ 




GI 


none 






Score 


89 




Exons 


6273. . 6422, 


6274 


..6411, 6288. 


..6413, 6466. .6624, 6483. .6623 


Seq. No. 


36619 






Seq. ID 


OJ990808_35.9C09 


.C3 


Gene No. 


75390 






Strand 






Start 


14130 






End 


15458 




Name 


OJ990808_35 . 


9C09 


.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


7140 






End 


7511 




GI 


none 






Score 


90 




Exons 


7140 . .7511, 


7351 


. .7494 








Seq. No. 


36619 






Seq. ID 


OJ990808_35.9C09 


.C3 


Gene No. 


75390 






Strand 






Start 


14130 






End 


15458 




Name 


OJ990808_35. 


9C09 


.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


7170 






End 


7589 




GI 


none 






Score 


272 




Exons 


7170 . .7589, 


7195 


..7548, 7311. 


. .7586 






Seq '/ No ; 


•3*6619' ■ : " " 






vSeq/ 'ID 


"6J990808 J35-. 9 ^ 


7C3 


Gene No., 


75390, 






. Strand 






Start •" 


14130 ' '' 






End 


15458 




Name 


" ' OJ990808_35 . 


9C09 


,C3 . o4."tm" ■■: 


.Method, * 


TBLASTX: Maize- 




Start 


7263 






End 


7 647 




GI 


none 






Score 


209 




Exons 


7263. .7646, 


7282 


. .7647 








Seq. No. 


36619 






Seq. ID 


OJ990808_35. 9C09 


.C3 


Gene No. 


75390 






Strand 






Start 


14130 






End - 


15458 




Name 


OJ990808 35. 


9C09 


.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


7674 






End 


8030 




GI 


none 






Score 


74 




Exons 


7674. .7790, 


7674 


..8030, 7684. 


. .7995 







36319 



Seq. No. 


36619 


Seq. ID 


OJ990808_35.9C09. 


C3 


Gene No. 


75390 


Strand 






Start 


14130 


End 


15458 




Name 


OJ990808 35.9C09.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7698 


End 


8161 




GI 


none 


Score 


209 




Exons 


7698. .8159, 7704. .8159, 7705.. 


8160, 7718. .8161 




Seq. No. 


36619 


Seq. ID 


OJ990808_35.9C09, 


,C3 


Gene No. 


75390 


Strand 






Start 


14130 


End 


15458 




Name 


OJ990808 35. 9C09.C3.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


7755 


End 


8120 




GI 


none 


Score 


117 




Exons 


7755. .7889, 7896. .8120 








Seq. No. 


36619 


Seq. ID 


OJ990808_35.9C09. 


,C3 


Gene No. 


75390 


Strand 






Start 


14130 


End 


15458 




Name . 


OJ990808 35.9C09.C3.o3.tw 


Method 


TBLASTX: Wheat 




„St.ari, 


_ .5,3.2 5 , , , 


End 


8811. .„ ■ . , _ 




..GI. 


_ none.. ^ _ . .- „•„ 


.Score 


_1.7A.„ 




Exons 


8325. .8810, 8356. .8616, 8638.. 


,8811 






Seq. No. 


36619 


Seq. ID 


OJ990808_35. 9C09. 


.C3 


Gene No. 


75390 


Strand 






Start 


14130 


End 


15458 




Name 


OJ990808 35.9C09.C3.o5.tw 


Method 


TBLASTX: Wheat 




Start 


9546 


End 


9884 




GI 


none 


Score 


87 




Exons 


9546. .9803, 9580. .9819, 9786.. 


,9884, 9787.. 9867 




Seq. No. 


36619 


Seq. ID 


OJ990808_35.9C09, 


.C3 


Gene No. 


75390 


Strand 






Start 


14130 


End 


15458 




Name 


OJ990808 35. 9C09-.C3.o5.tm 


Method 


TBLASTX: Maize 




Start 


9648 


End 


9896 




GI 


none 


Score 


105 




Exons 


9648. .9896, 9649. .9894 








Seq. No. 


. 36619 . . . , 


Seq. ID 


OJ990808_35. 9C09. 


. C3 


Gene No: 


' "75390 ' : "" r: : \ " : ""- . 


Strand 






Start 


-14130 • 


End 


15458- 




Name 


.DJ99Q808- 35. 9C09.C3.o4 .np' . 


Method 


AAT/NAP 




Start 


.• 14130: ■■■ ■ - ' • • ■■■ 


End 


■15458' 




GI 


3080386 


Score 


306 




Exons 


14130. .14677, 15303. .15458 








GI Descrip. 


(AL022603) hypothetical protein [Arabidopsis thaliana] 






gi | 34 02761 | emb | CAA20207 . 1 | (AL031187) 


hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


36619 


Seq. ID 


OJ990808_35. 9C09, 


.C3 


Gene No. 


75390 


Strand 






Start 


14130 


End 


15458 ' 




Name 


OJ990808 35. 9C09 . C3 . ol . gp 


Method 


AAT/GAP 




Start 


14594 


End 


15008 





36320 



GI 

Exons 

Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4878165 

14 594 . .14762, 14840. . 15008 

36619 
75391 
17133 
OJ990808_ 
17133 
none 

17133. .17183, 17133. 
17349. .17468, 17659. 
18093. .18188, 18136. 
18336. .18368, 18337. 
18379. .18471, 18379. 
18469. .18516, 18470. 
18724 . . 18855, 18725. 
18789. . 18863, 18907. 
18932. .18961, 18939. 



Score 579 



35. 9C09.C3.ol.tm 



.17246, 
.17733, 
.18204, 
.18366, 
.18471, 
. 18583, 
. 18856, 
.18957, 
. 18959 



Seq. I 
Strand 
End 

Method 

End 

Score 

17134. .1 

17660 

18190 

18378 

18468 

18565 

18732 

18908 



D OJ990808 35.9C09.C3 



18961 

TBLASTX : Ma 
18961 
72 

7217, 17344 
7734, 18092 
8357, 18192 
8458, 18378 
8578, 18469 
8630, 18578 
8857, 18788 
8937, 18909 



ize 



17502, 
18187, 
18356, 
18470, 
18639, 
18631, 
18862, 
18947, 



Seq. No. 
Gene No. 

Name. 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
: Start~' " 
GI 

Exons **"" 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



36619 
75391 
X713JL 



OJ990808 35.9C09.C3 



JL8M1;. 



LQJ.a.9.OJQ.8_3.5...5CJ0.9. ? C.3—Q.3 .Jts_ 
17133 

none ' 
17133. .17183, 17133. .17246, 
17349. .17468, 17659 .. 17733, 

36620 
75392 
268 

OJ990808_35. 9C09.C4 .ol.gp 
268 

LIB34 33-056-P1-K1-C3 
268. .390 

M097572/gb|U64 917 IGMU64 917 
protein GMFP7 mRNA, partial 

36620 
75393 
979 

OJ990808_35. 9C09.C4 .ol.gs 

97 9 ' " v" - ' :: ' \ " ' 
Done ■ " t 

979;.14'99 ' ■-'•■■=•* -■- 

"36620 " ■ ' 

75393 
979 ' 

OJ990808_35. 9C09 . C4 . ol . tm 

1339 

none 

1339. .1509/ 1342. .1500 

36621 
75394 
1 



Seq. ID 
Strand 

End_ 

AJethQd IB LAS TX :. So ybe a n— ■ 

End 18122 
Score 72 
17134. .17217, 17344 . .17502, 
17660. .17734, 18093. .18122 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808 
+ 

390 

AAT/GAP 

390 

192 



35. 9C09.C4 



2.0e-ll 
cds ' 



Glycine max farnesylated 



Seq. ID OJ990808_35.9C09.C4 

Strand - . 

End 1509 

Method GENSCAN .; _ 

End;. • • 1499 : '" r: ■ ; 

Score .44 * * / 



Seq. ID OJ990808_35. 9C09.C4. 
Strand 

End 1509 

Method TBLASTX : Maize 

End 1509 

Score 157 



Seq. ID OJ990808_35. 9C09.C5 
Strand + 
End 14868 



36321 



Name OJ990808_35 . 9C09 . C5 . ol . np Method AAT/NAP 

Start 1 End 4 660 

GI 4417267 Score 1127 

Exons 1..143, 876. .957, 1513. .1738, 1827. .1943, 2019. .2188, 

2617. .2750, 2866. .3027, 3152. .3740, 4059. .4305, 4445. .4660 
GI Descrip. (AC007019) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 36621 

Gene No. 75394 

Start 1 

Name OJ990808_35 . 9C09 . C5 . ol . gs 

Start 269 

GI none 
Exons 



Seq. ID OJ990808_35. 9C09.C5 

Strand + 

End 14868 

Method GENSCAN 

End 13142 

Score . 65 



269. .339, 429. .630, 800. .957, 1513. .1747, 1836. .1943, 
2019. .2188, 2617. .2750, 2953. .3037, 3396. .3694, 3847. .3959, 
4128. .4305, 4445. .4608, 5761. .5837, 6026. .6212, 7108. .7500, 
8108. .8263, 9054. .9212, 10277 .. 10359, 104 97 .. 10542, 
10836. .10923, 11020 1118 9, 11328 .. 11441 , 11508 .. 11615, 
12049. .12187, 13009. .13142 



Seq. No. 

. Gene . Np_._.„ 
.Starts. _ 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36621 Seq. ID OJ990808_35 . 9C09 . C5 

J 5.33.4 I .Strand- _Jfc .™ „ „ ■„ 

. .End..... „ 14 8.6&_ 

OJ990808_35. 9C09 . C5 . o2 . np Method AAT/NAP 

7135 End 14685 

4585987 Score 925 

7135. .7242, 7351. .7500, 8108. .8263, 9054. .9212, 9316. .9399, 
9551.. 9630, 9730.. 9780, 9898.. 9997, 10277 .. 10359, 104 97 .. 10542 , 
10830. .10923, 11020. .11193, 13207 .. 13309, 14622. .14685 
(AC005287) Similar to nucleolar protein [Arabidopsis thaliana] 



36621 Seq. ID 

75394 Strand 

1 End 

OJ990808_35 . 9C09 . C5 . ol . gp Method 

9056 End 

LIB3432-051-P1-K1^B3 ' Score 



OJ990808_35.9C09.C5 
+ 

14868 
AAT/GAP 
9982 
712 



9056. .9212, 9316.. 9399, 9551.. 9630, 9730.. 9750, 9898.. 9982 
*4585987/gb|AAD25623.1|AC005287_25 9.0e-53 (AC005287) Similar to 
nucleolar protein [Arabidopsis thaliana] 1 



Seq. No. . 3.6621 . . Seq., ID 

Gene No:' "-'" 75394 : " : " "* " " - • -strand ■ 

Start . . . 1 . . ' End 

Name " OJ990808'_3'5 . 9C09 . C5 o2 . gp . /Method 

Start ' 13545 - " ! >• --End--. 

GI \ none Score 
Exons " ' 13545. . 14033 



OJ990808_35. 9C09.C5 

"+ • : " - ~ r 

14868 . 
'AAT/GAP 

■14033 - : . " ' ' • 
974 



Seq. No. 36621 Seq. ID 

Gene No. 75394 Strand 

Start 1 End 

Name OJ990808_35 . 9C09 . C5 . o2 . gs Method 

Start 13588 End 

GI none Score 

Exons 13588 . . 14868 



OJ990808_35.9C09.C5 
+ 

14868 
GENSCAN 
14 8 68' * 
1 



36322 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.G.I.;J3.es.c.rip-f 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



OJ990808_35.9C09.C5 
+ 

14868 
AAT/NAP 
14865 
1362 



36621 Seq. ID 

75394 Strand 
1 End 
OJ990808_35 . 9C09 . C5 . o3 . np Method 
13588 End 
3914996 Score 
13588. . 14865 

PHOSPHOSERINE AMINOTRANSFERASE, CHLOROPLAST PRECURSOR (PSAT) 
gi 1 1665831 |dbj | BAA13640I (D88541) phosphoserine aminotransferase 
[Arabidopsis thaliana] gi | 2804260 | dbj | BAA244 4 1 | (AB010408) 
phosphoserine aminotransferase [Arabidopsis thaliana] 
gi|3367581|emb|CAA20033| (AL031135) phosphoserine 
aminotransferase [Arabidopsis thaliana] 



36621 Seq. ID 

75394 Strand 

1 End 

OJ990808_35. 9C09 . C5 . o3 . gp Method 

14256 End 

LIB3433-018-Q6-K6-E12 Score 
14256. .14688 



OJ990808__35.9C09.C5 
+ 

14868 
AAT/GAP 
14688 
833 



.AMI 190.TJRANS F.ERAS.E. . ,EREC.URSOR^XPJSAI.). :j>gi JL2 ,5.62. QA-&bj.JBA& 1Z2&&^. 
(D84061) phosphoserine aminotransferase [Spinacia oleracea] 1 



36621 
75395 
15724 

OJ990808_35. 9C09 . C5 . o3 . gs 

15724 

none 

15724. .15792, 17082 .. 17204 , 
17911. .18223, 18405. .18514 



Seq. ID * OJ990808_35. 9C09.C5 
Strand + 
End 19045 
Method GENSCAN 
End 18514 
Score .71 
17339. .17593, 17 605. .17811, 



Seq. No. 36621 

Gene No. 75395 

Start 15724 - 

Name OJ990808_35 . 9C09 . C5 . o5 . np 

Start 16567 

GI 4582446 

Exons 16567. .16626, 17839 .. 17 953, 
GI Descrip. 



Seq. ID OJ990808_35. 9C09.C5 
Strand + 
End 19045 
Method AAT/NAP 
End 19045 
Score 15 
19022. .19045 

(AC0070-7D putative RING zinc .finger protein . [Arabidopsis^ 
thaliana]'"" : "~ - '.r. : -\- ■:: ~r . 



Seq." No". • '.36.621 \ ' SeqV'ID* 

-Gene No: - 75395 .. ■ * . -strand'- - 

Start . 15724 ; End ' '. 19045 

Name OJ990808_35 . 9C09 . C5 . o4 . np Method AAT/NAP 

.Start 16839 End 19045 

GI 4587595 Score 353 

Exons 16839. .17204, 17318 .. 17833, . 18958 .. 1904 5 

GI Descrip. (AC006951) putative GDSL-motif lipase/hydrolase 
thaliana] 



OJ990808_3'5/9C09".C5 



[Arabidopsis 



Seq. No. 
Gene No. 
Start 



36621 
75395 
15724 



Seq. ID OJ990808_35. 9C09.C5 
Strand + 
End 19045 



36323 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990808_35 . 9C09 . C5 . o4 . gs Method 

18889 End 

none Score 
18889. .19020 



GENSCAN 

19020 

.92 



OJ990808 35.9C09.C5 



36621 Seq. ID 

75396 Strand 
14700 ■ End 15147 

OJ990808_35. 9C09.C5.o4 .gp Method AAT/GAP 

14700 .. End 15147 

51794_1.R1084 Score 858 

14700. .15147 

f 4926868/gb|AAD32948.1|AC007509_3 1.0e-17 (AC007509) putative 
phosphoserine aminotransferase precursor [Arabidopsis thaliana] 1 



36621 
75397 
16858 

OJ990808_35. 9C09 . C5 . o5 . tm 

907 

none 



Seq. ID OJ990808_35.9C09.C5 
Strand 

End 18994 

Method TBLASTX : Mai ze 

End 1672 

Score 82 



£0 7_ ( .^2&&,_ ,.9,0.8.^5-8. 13M.,. „ 2,5.0. 6., Jr l 62 8 ,_1 5.14,..., J. 67 2 

5.5.8*. .JL67jL.' .„ I _ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36621 Seq. ID 

75397 Strand 

16858 End 

OJ990808_35 . 9C09 . C5 . o4 . tm Method 

2042 End 

none Score 



OJ990808_35.9C09.C5 
18994 

TBLASTX: Maize 

2752 

256 



2042. .2188, 2043. .2189, 2043. .2189, 2044. .2190, 2056. .2190, 
2605. .2751, 2615. .2752 



36621 
75397 ... 
16858 

OJ990808_35.9C09.C5.o3.ts 

2088 

none 



Seq. ID OJ990808_35. 9C09.C5 
Strand 

End 18994 

Method TBLASTX : Soybean 

End 2951 

Score 144 



2088. .2189, 2629. .2748, 2644. .2751, 2645. .2752, 2859. .2951, 
2864 . .2944 



Seq/'-'No." 36621" "_'■<" - : : 

Gene" No. 75397 ' t 

Start 16858 - *• ' 

Name. ■ . ' OJ990808_35.. 9C09 .C5 . o4 . ts 

Start 3256 

GI none 

Exons 3256.. 3540, 3303.. 3410 

Seq. No. 36621 

Gene No. 75397 

Start 16858 

Name OJ990808_35 . 9C09 . C5: o2 . tm 

Start 8140 

GI none 
Exons 



;Seq: ' ID" 
Strand 
"End 

-Method - 
End 
Score . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



'6j-9'90808_35 . 9C09 fCS" 
18994 ' 

• TBLASTX: Soybean 
3540 
225 



OJ990808_35.9C09.C5 
18994 

TBLASTX :Maize 

11198 

128 



8140. .8265, 8141. .8272, 9048. .9215, 9048. .9212, 9053. .9214, 



36324 




9310.. 9399, 9312.. 9395, 9531.. 9629, 9533.. 9634, 9550.. 9633, 
9730. .9783, 9731. .9781, 9895. .9999, 9895. .9999, 10264 10362 , 





10268. 


.10360, 10274. 


. 10366, 


10492. .10536, 10830. .10922, 






10836. 


.10922, 10837. 


. 10923, 


11016. .11147, 11018. .11173, 






11019. 


.11198 










Seq. No. 


36621 






Seq. ID 


OJ990808_35.9C09 


.C5 


Gene No. 


75397 






Strand 






Start 


16858 






End 


18994 




Name 


OJ990808 35.9C09.C5. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


9111 






End 


9598 




GI 


none 






Score 


144 




Exons 


9111. . 


9215, 9113. .9214, 9309 


..9341, 9310. .9342, 9349. .9399 




9533. . 


9598 










Seq. No. 


36621 






Seq. ID 


OJ990808_35.9C09 


.C5 


Gene No. 


75397 






Strand 






Start 


16858 






End 


18994 




Name 


OJ990808 35.9C09.C5. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


10827 






End 


11178 




GI 


none 






Score 


108 




Exp.ns_ : _ 


_J.0fi2.7_. 


...10.922.,.. 1.0.817,, 


...JLQ921, 


11018 . . 111-70, 11019. . 1117 4 t 




■ — -. 


. ..11.0.2 6. 


...11118. _ 










Seq. No. 


36621 






Seq. ID 


OJ990808_35.9C09 


.C5 


Gene No. 


75397 






Strand 






Start 


16858 






End 


18994 




Name 


OJ990808 35.9C09.C5. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


13693 






End 


14874 




GI 


none 






* Score 


321 




Exons 


13693. 


.14040, 13797. 


. 14063, 


14 04 6. . 14270, 14 047 .. 14271, 






14262. 


.14690, 14263. 


. 14694, 


14700. . 14E 


370, 14701. . 14871, 






14743. 


.14874 










Seq. No. 


36621 






Seq. ID 


OJ990808_35.9C09 


.C5 


Gene No. 


75397 






Strand 






Start 


16858 






End 


18994 




Name 


OJ990808 35.9C09.C5. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


13780 






End 


14574 




GI 


none 






Score 


596 




Exons 


13780. 


.14271, 13780. 


. 13944, 


137 97. . 14267, 14213. .14269, 




• - - . - 


14262. 


.14570, 14263. 


.14574 - 








Seq. No,."' 


36621 






Seq. ID 


. OJ990808j35. 9C0~9 


.C5 


Gene No. 


75397 






"■• Strand 






Start • ' 


- . 16858' 






- .End. 


• 18994 v .v. 




Name 


OJ990808 35.9C09.C5. 


o3 . tm' 


Method 


TBLASTX: Maize 




Start 


13804 






End 


14004 




GI 


none 






Score 


57 




Exons 


13804. 


.13845, 13807. 


.13845, 


13828. .14 004, 13845. .14000. 




Seq. No. 


36621 






Seq. ID 


OJ990808_35. 9C09 


.C5 


Gene No: 


75397 






Strand 






Start 


16858 






End 


18994 




Name 


OJ990808 35.9C09.C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14007 






End 


15041 




GI 


none 






Score 


1399 





36325 




Exons 


14007. .14 87 6, 14008. .14868, 


14823. .141 


370, 14982. .15041 


Seq. No. 


36621 


Seq. ID 


OJ990808_35. 9C09.C5 


IJC11C LNv • 


75397 


Strand 




Start 


16858 


End 


18994 


Name 


OJ990808 35.9C09.C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


14575 


End 


14868 


GI 


none 


Score 


152 


Exons 


14575. .14694, 14575 .. 14 688, 


14577. .14702, 14700 .. 14 858, 




147 01.. 148 62, 14743.. 148 68 






Seq. No. 


36621 


Seq. ID 


OJ990808_35.9C09.C5 


Gene No. 


75397 


Strand 




Start 


16858 


End 


18994 


Name 


OJ990808 35.9C09.C5.o6.np 


Method 


AAT/NAP 


Start 


16858 


End 


18994 


GI 


728868 


Score 


116 


Exons 


16858. .16884, 17992 .. 18205, 


18873. .18994 


GI Descrip. 


ANTER-SPECIFIC PROLINE-RICH 


PROTEIN APG (PROTEIN CEX) 


gil 99824 |pir| IS16748 proline 


-rich protein - rape (fragment) 




gi 122597 | emb | CAA42924 | (X60376) proline-rich protein [Bras 




_napusL__; , .„ 








~ 36621" : 


Seq. ID 


OJ9908oT3*5 \ 9C09 . C5~' 


Gene No. 


75397 


Strand 




Start 


16858 


End 


18994 


Name 


.OJ990808 35.9C09.C5.o7.ts 


Method 


TBLASTX: Soybean 


Start 


17414 


End 


- 17670 


GI 


none 


Score 


94 


Exons 


17414. .17482, 17566 .. 17 670, 


17592. .17669 


Seq. No. 


36622 


Seq. ID 


OJ990808_35.9C09.C6 




75398 


Strand 


+ 


Start 


1 


End 


1985 


Name 


OJ990808 35.9C09.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1985 


GI 


6630731 


Score ' 


435 


Exons 


1..116, 228. .455, 1305. .1370 


, 1872. .1985 


GI Descrip. 


(AL132958) RNA helicase-like 


protein 


[Arabidopsis thaliana] 


Seq. No. 


36622 


Seq. ID 


OJ990808_35. 9C09.C6 


Rpnp No 


75398 ... . . .. . . . 


Strand 




Start" "-' ; 




- End : 


'•. 1985" " : ' - •; '• """•"" r 


Name 


OJ99Q808 35. 9C09.C6.of.tc 


Method 


TBLASTX : Cress 


Start 


2 • 


End 


1985 


GI- '-: ' *. 


• 'none- 


Score—" 


. 156 ^ • : ' - " ■ ■ r - 


Exons 


2. .109, 3. .116, 225. .464, '227 . .289, '333. .464, 1869. .1985, 




1869. .1976, 1871. .1984 






Seq. No. 


36622 


Seq. ID 


OJ9908Q8_35. 9C09.C6 


Gene No. 


75398 


Strand 


+ 


Start 


1 


End 


1985 


Name 


OJ990808 35. 9C09.C6.ol. tm 


Method 


TBLASTX: Maize 


Start 


3 


End 


1985 


GI 


none 


Score 


167 



Exons 3. .119, 3. .107, 225. .455, 225. .455, 227. .457, 412. .462, 

1291. .1371, 1299. .1382, 1302. .1373, 1304. .1396, 1858. .1983, 

36326 



1862. .1984, 1862. .1984, 1863. .1985 





Seq. No. 


36622 . 


Seq. ID 


OJ990808_35 . 9C09.C6 




Gene No. 


75398 


Strand 


+ 




Start 


1 


End 


1985 




Name 


OJ990808 35.9C09.C6.ol.gs 


Method 


GENSCAN 




Start 


39 


End 


455 




GI 


none 


Score 


.87 




Exons 


39. .116, 228. .455 








Seq. No. 


36623 


Seq. ID 


OJ990808J35.9C09.C7 




Gene No. 


75399 


Strand 


+ 




Start 


1 


End 


924 




Name 


OJ990808 35.9C09.C7.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


368 




GI 


LIB34 33-060-P1-K1-H6 


Score 


195 




Exons 


1..139, 348.-368 








GI Descrip. 


1 1175426/sp|Q09747 | YB66 SCHPO 7.0e-15 


PUTATIVE ATP-DEPENDENT RNA 




HELICASE C12C2.06 >gi_984214 


_emb_CAA90819_ (Z54140) probable 






ATP-ciependent RNA helicase [ 


Schizosaccharomyces pombe] ' 




Se.q.,.„MLQ-. _ 


36623 „ „„ 


Seq. ID 


^OJSSflS 0A_35_. 9GQ5 -£J ... . 


Ft - 


.G.eae_-No.._" ... 


..75.3.9.9.. ™ - — 


„ Strand 






Start 


1 


End 


924 




Name 


OJ990808 35.9C09.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


923 


t : S 

5 y 


GI 


6630731 


Score 


202 




Exons 


1..139, 696. .781, 858. .923 








GI Descrip. 


(AL132958) RNA helicase-like 


protein 


[Arabidopsis thaliana] 




Seq. No. 


36623 


Seq. ID 


OJ990808_35.9C09.C7 


ry 


Gene No. 


75399 


Strand 


+ 




Start 


1 


End 


924 


f 1 


Name 


OJ990808 35.9C09.C7.ol.gs 


Method 


GENSCAN 


=1 J 


Start 


52 


End 


923 


= 7 


GI 


none 


Score 


.8 


si 


Exons 


52. .139, 696. .781, 858. .923 






[3 


Seq. No. 


36623 


Seq. ID 


OJ990808__35.9C09.C7 




Gene No . 


75399 


Strand 


+ 


^ S3? 


Start 


1 


End 


924 




Name 


OJ990808 35.9C09.C7.o2.gp . 


. Method 


AAT/GAP . . 




Start;"" \" : 


. 679 • ■ - ------ 


End - 


924 . - - - • ^ 




GI 


LIB3433-0.60-P1-K1-H6 " - 


Score 


24 5" " " " 




Exons ' 


679.-. 781, 8'58. .924 - 








GL-.Descr-i'p . 


. -;- , ll754267sp|Q0.9747 | VB66 SCHPO -7 . Oe-15' 


PUTATIVE ATP -DEPENDENT RNA 




. HELICASE C12C2.06 >gi_984214 


_emb_CAA90"819_ (Z5414 0) probable 






ATP-dependent RNA helicase [ 


Schizosaccharomyces pombe] 1 




Seq. No. 


36623 


Seq. ID 


OJ990808_35.9C09.C7 




Gene No. 


75400 


Strand 






Start 


1578 


End 


5164 




Name 


OJ990808 35.9C09.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


934 




GI 


none 


Score 


156 




Exons 


2. .142, 18. .140, 25. .159, 27 


..143, 694. .783, 694. .792, 695. .790, 



695. .796, . 852. .905, 857. .907, 857. .934, 861. .929 



36327 



Seq. No. 


36623 








Seq. ID 


OJ990808 


Gene No. 


75400 








Strand 




Start 


i c n o 

15 /o 








End 


5164 


Name 


OJ990808 35. 


9C09 


. C7 . ol . 


tm 


Method 


TBLASTX : 


Start 


1537 








End 


2548 


GI 


none 








Score 


312 


Exons 


153/..1//J, 


Id bl 


~y n n c\ 


1 C Q /| 

1 DO 4 . 


.1775, 2256. .2387, 




2261 . . 2407 , 


A A 1 A 

2419 


O A C "J 

. .24 57, 


2437 . 


.2547, 2438. .2548 


Seq. No. 


36623 








Seq. ID 


OJ990808 


Gene No. 


1 P y| Art 

75400 








Strand 




Start 


1 C T O 

1578 








End 


5164 


Name 


OJ990808_35 . 


A/"' A A 

9C09 


C7 . o2 . 


gs 


Method 


GEN SCAN 


Start 


Id /o 








End 


4748 


GI 


none 








Score 


.56 


Exons 


1578 . . 1772, 


2347 


.2706, 


*3 "7 "3 ^* 

3736 . 


.3855, 4311. .4748 


Seq. No. 


36623 








Seq. ID 


OJ990808 


Gene No. 


75400 








Strand 




Start 


1578 








End 


5164 


Name 


" Qi9 9,0.9.0.8 35.., 


3i:o„a,„GL,oi,. 


-ts 


_Metho.cL_ 


_ TBLASTX.:. 


_S.t.ajc£v 


.15.82 „ 








End.... . « 


2.535 . 


GI 


none 








Score 


159 


Exons 


1582 . .1767, 


1584 


.1775, 


2257 . 


.2535, 2258. .2395 


Seq. No. 


36623 








Seq. ID 


OJ990808 


Gene No. 


75400 








Strand 




Start 


1578 








End 


5164 


Name 


OJ990808 35. 


9C09 


C7.o3. 


gp 


Method 


AAT/GAP 


Start 


2437 








End 


4784 


GI 


7995 1.R1084 








Score 


1436 


Exons 


2437. .2706, 


4311 


.4784 









GI Descrip. 



'5042413/gb|AAD38252.1|AC006193_8 8.0e-43 (AC006193) 
Hypothetical Protein [Arabidopsis thaliana] r 



Seq. No. . 36623 Seq. ID OJ990808_35 . 9C09.C7 

Gene No. 75400 Strand 

Start 1578 End 5164 

Name OJ990808_35 . 9C09 . C7 . o2 . np Method AAT/NAP 

Start 3169 End 5164 

GI .4680.492 . Score 769 . . 

Exons : " 3169... 3910, 514 3. .5164; '" - ; • ; ' ~ r ' 

GI Descrip. (AF119222) putative re.yerse transcriptase [Oryza sativa] 

-Seq.- No. 36624 '.. , , :.. - ' Seq. ID - OJ990808_35.9C09.C8 

Gene No. '75401 Strand 

Start. 869 .End 1326 

Name OJ990808_35 . 9C09 . C8 . ol . gp Method AAT/GAP - ; 

Start 869 End 1326 

GI 16132_1.R1084 Score 876 

Exons 869. . 1326 

GI Descrip. 1 4204265 8.0e-82 (AC005223) 45643 [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 



36625 
75402 
472 



Seq. ID OJ990808_35.9C09.C9 
Strand + 
End 1096 



36328 



Name OJ990808_35 . 9C09 . C9 . ol . np Method AAT/NAP 

Start 472 End 1096 

GI 2498930 . Score 714 

Exons 472.. 535, 703.. 1096 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 


36625 






beq. xu 


uj yyuoUo 


J D . 


yuu y . 


uy 


Gene No. 


75402 






Strand 


+ 








Start 


472 






End 


1096 








Name 


OJ990808 35. 


9C09.C9.ol. 


gs 


Method 










Start 


476 






T-< __ _J 

End 


1 n Pi A 

1UU4 








GI 


none 






Score 


. / 1 








Exons 


476. .535, 703. .1004 














Seq. No. 


36626 






Seq. ID 


ojyyuoOb 


3d . 


ycuy . 


CI 1 


Gene No. 


75403 






Strand 


+ 








Start 


1250 






End 


1438 








Name 


OJ990808 35. 


9C09.Cll.ol 


.gp 


Method 


AA1 / bAr 








Start 


1250 






End 


14oo 








GI 


1036965. 






Score 


oob . _ 










1-250.. 143 8 








— - 


; 






— 

Seq. No. 


: 3 6626' 


„ 


— — 

Seq. ID 


V"vrr nnnono 

uo y yubUo 


Jo. 




ycu y . 


LI 1 


Gene No. 


75404 






Strand 


+ 








Start 


9573 






End 


10388 








Name 


OJ990808 35. 


9C09.Cll.o5 


. gs 


Metnoa 


r r M O P 7\ M 








Start 


9573 






End 


1 A O O 








GI 


none 






Score 


. y / 








Exons 


9573. .9809, 


10197. .1038 


3 












Seq. No. 


36626 






Seq. ID 


uj y yUoUo 


3D . 


you y . 


pi i 

Oil 


Gene No. 


75405 






Strand 










Start 


293 






End 


454 








Name 


OJ990808 35. 


9C09.Cll.ol 


.gs 


Method 










Start 


293 






T-l _ _] 

End 


A C A 

454 








GI 


none 






Score 


. 98 








Exons 


293. .454 
















Seq. .No. 


36626 






Seq. ID 


OJ990808 


35 . 


9C0y . 


CI 1 


Gene No. 


75406 






Strand 










Start 


1613 . 






End. 


2198 . 








Name' 


OJ990'808 3^5. 


9C09.Cll.o2 




'Method' 


GEN SCAN* 








Start 








End 


2198 








GI"" " 


none' ' 






Score 


.97 








Exons 


• • 1613. .1781, ■ 


1840: :2198' 














.Seq. No.. 


36626 






Seq. ID 


OJ990808 


_35. 


-9C09. 


Cll 


Gene No. 


75406 






Strand. 










Start 


1613 






End 


2198 








Name 


OJ990808 35. 


9C09.Cll.ol 


.np 


Method 


AAT/NAP 








Start 


1658 






End 


2000 








GI 


3935142 






Score 


131 









Exons 1658.. 2000 

GI Descrip. (AC005106) T25N20.6 [Arabidopsis thaliana] 

Seq. No. 36626 Seq. ID OJ990808_35 . 9C09 . Cll 



36329 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

.St„arX „ 
J3IL . _ .... 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



75407 Strand 

7631 End 

OJ990808_35. 9C09.Cll.ol. tm Method 

1670 End 

none Score 



8632 

TBLASTX: Maize 

1875 

102 



1670. .1771, 1682. .1774, 1824. .1874, 1825. .1875 



36626 
75407 
7631 

OJ990808_35.9C09.Cll.o2.np 

7625 

100920 



Seq. ID OJ990808_35.9C09.C11 
Strand 

End 8 63-2 

Method AAT/NAP 

End 8 632 

Score 784 



7625. .7795, 7881. .8198, 8285. .8632 

rab28 protein - maize gi | 224 60 | emb | CAA4 1854 | (X59138) abscisic 
acid-inducible [Zea mays] 



36626 
75407 
7631 

OJ990808_35. 9C09.Cll.o'4 . gs 

7 6.31. . ... _ .. .. 

.none, . . . . ..... * 



Seq. ID OJ990808_35.9C09.C11 
Strand 

End 8 632 

Method GENSCAN 

..'End. 8 63-2. / 

...S.ccr.e ..8 9 _ . .... .„ 



7631. .7795, 7881. .8198, 8249. .8632, 



36626 
75407 
7631 

OJ990808_35.9C09.Cll.ol.tc 

7649 

none 



Seq. ID OJ990808_35.9C09.C11 
Strand 

End 8 632 

Method TBLASTX : Cress 

End 8626 

Score 177 



7649. .7804, 7881. .8099, 8240. .8320, 8277. .8555, 8321. .8554, 
8600. .8626 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

G£ne No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



36626 
75407 
7631 

OJ990808_35.9C09.Cll.ol.ts 

7 64 9 

none 



Seq. ID OJ990808_35.'9C09.C11 
Strand 

End 8632 

Method TBLASTX : Soybean 

End 8 632 ■ 

Score 176 



7649. .7801, 7881. .8099, 8264. .8320, 8321. .8554, 8322. .8555, 
86.06. .8632 . 



Seq. ID • OJ990808_35..9CG9.C'T2 
Strand "■ - ' 
End- I • ' 4 069 .. 
Method AAT/GAP 
End 4069 
Score 229 



36627 , , 

75408' ' '• 

3919 - " " " •• 

OJ990808_35; 9C09.C12.ol .gp 
3919 

36172_1.R1084 
3919. .4069 

'3540199 6.0e-30 (AC004260) Putative monosaccharide transport 
protein [Arabidopsis thaliana] 1 



36628 
75409 
146 

OJ990808 35.9C09.C13.ol.gs 



Seq. ID OJ990808_35.9C09iC13 

Strand + 

End 288 

Method GENSCAN 



36330 



Start 


146 




End 


o o o 

288 


GI 


none 




Score 


. 98 


Exons - 


14 6. .288 








Seq. No. 


36628 




Seq. ID 


OJ990808_35.9C09.C13 


Gene . No. 


75410 




Strand 




Start 


426 




End 


*988 


Name 


OJ990808_35 . 9C09 . CI 3 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


134 




End 


303 


GI 


none 




Score 


99 


Exons 


134. .295, 140. .295, 141. 


.299, 


144. .296, 145. .303 


Seq. No. 


36628 




Seq. ID 


OJ990808_35.9C09.C13 


Gene No. 


75410 




Strand 




Start 


426 




End 


988 


Name 


OJ990808_35.9C09.C13.ol. 


gp 


Method 


AAT/GAP 


Start 


4 26 




End 


988 


GI 


36805 1.R1084 




Score 


1012 


Exons 


426 . . 988 








GI Descrip. 


? 417 6420/dbj | BAA37167 | 2 


.Oe-11 (AB008097) cytochrome P450 




[Arabiciopsis thaliana] 1 

- — - 








....... ..... 

.S.eq.. . No.*,.. . ... 


...3662.9. .. . ... , 




Se.q.. , .ID., 


. OJ9958"03_3^.3^ . 


Gene No. 


75411 




Strand 




Start 


1 




End . 


64 3 


Name 


OJ990808_35.9C09.C14.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


643 


GI 


17679 1.R1084 




Score 


1213 


Exons 


1 . . 643 








GI Descrip. 


1 224 4 840/emb | CAB10262 . 1 | 


l.Oe- 


-11 (Z97337) hypothetical protein 




[Arabiciopsis thaliana] 1 








Seq. No. 


36629 




Seq. ID 


OJ990808_35.9C09.C14 


Gene No. 


75411 




Strand 




Start 


1 




End 


643 


Name 


OJ990808_35. 9C09.C14 .ol. 


gs 


Method 


GENSCAN 


Start 


68 




End 


556 


GI 


none 




Score 


.69 


Exons 


68 . .556 








Seq. No. 


36629 




Seq. ID 


OJ990808_35.9C09.C14 


Gene No. • 


75411 




Strand 




Start - ' 


" -1 " ■ " : v 




End ' 


643 • y~ V"/"/" : \" ' " / ' 


Name 


OJ990808 .35.9C09.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start" ■ ■ . 


68 ' ' " 




End . ' 


559 ' " •' • 


GI" ' - . 


none • • • 




Score . 


69 - ■ ■ ■ 


Exons 


68. .133, 68.". 121/ 167. .268, 171. .257, 


304. .'345, 305. .463, 




335. .391, 353. .526, 380. 


.505, 


399. .527 


, 521... 559, 522.. 557, 




527.. 559 








Seq. No. 


36629 




Seq. ID 


OJ990808_35.9C09.C14 


Gene No. 


75411 




Strand 




Start 


1 ■ 




End 


643 


Name 


OJ990808 35.9C09.C14.ol. 


np 


Method 


AAT/NAP 


Start 


130 




End 


581 


GI 


2244840 




Score 


197 


Exons 


130. .581 









36331 



GI Descrip. (Z97337) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


36630 


Seq. ID 


OJ990808 


_35.9C09 


.C15 


Gene No. 


75412 


Strand 








Start 


690 


End 


830 






Name 


OJ990808 35.9C09.C15.ol.gp 


Method 


AAT/GAP 






Start 


690 


End 


830 






GI 


17679_1.R1084 


Score 


239 






Exons 


. 690. . 830 










GI Descrip. 


! 224 4 840/emb|CAB102 62. 1 | 1. 


0e-ll (Z97337) hypothetical 


protein 




[Arabidopsis thaliana] 1 










Seq. No. 


36631 


Seq. ID 


OJ990808 


_30.9C10 


.CI 


Gene No. 


75413 


Strand 


+ 






Start 


2090 


End 


5484 






Name 


OJ990808 30.9C10.Cl.ol.gs 


Method 


GENSCAN 






Start 


2090 


End 


5484 






GI 


none 


Score 


.49 






Exons 


2090. .2194, 4463.-4534, 5255. .5378, 5390. .5484 






Seq. No. 


36631 


Seq. ID 


OJ990808 


_30.9C10 


.CI 


„Qe.ne_NQ. , 


• 75414- 


SJtxand 


; 






JS.tarJt... - 


.6613 . „ 


„_ .End 






. — ........ _ 


Name. 


OJ990808 30. 9C10 . CI . o2 . gs 


Method 


GENSCAN 






Start 


6613' 


End 


9176 






GI 


none 


Score 


.43 






Exons 


6613.. 6728, 6787.. 6932, 8641.. 9176 








Seq. No. 


36631 


Seq. ID 


OJ990808 


_30.9C10 


.CI 


Gene No. 


75414 


Strand 


+ 






Start 


6613 


End 


9870 






Name 


OJ990808 30.9C10.Cl.o2.np 


Method 


AAT/NAP 






Start 


8652 


End 


9870 






GI 


4678202 


Score 


52 






Exons 


8652.. 8804, 9835.. 9870 










GI Descrip. 


(AC007134) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


36631 


Seq. ID 


OJ990808 


_30.9C10 


.CI 


Gene No. 


75415 • 


Strand - 








Start 


10173 


End 


12194 






Name 


OJ990808 30.9C10.Cl.o3.gs 


Method 


GENSCAN 






Start 


10173 


End 


12194 






'GI : 


' none — " ~ " ~ 


; . "Score; 


.89' ' ' '* " 






Exons. 


10173.'. 10277, 10395. .1054 4, 


10587. ..10751, 10974 


. .11054, 






11706. .11935, * 11978V. 12194 










Seq. No. 


36631 


Seq. ID 


OJ990808_ 


_30.9C10 


.CI 


Gene No. 


75415 


Strand . 








btart 


10173 


End 


12194 






Name 


OJ990808 30.9C10.Cl.o3.np 


Method 


AAT/NAP 






Start 


10383 


End 


11918 






GI 


4646202 


Score 


611 






Exons 


10383. .10751, 10974. .11054, 


11706. .11918 






GI Descrip. 


~ (AC007230) ESTs gb|H76289 and gb|H7'6537 


come from this 


gene . 




[Arabidopsis thaliana] 










Seq. No. 


36631 


Seq. ID. 


OJ990808_ 


_30.9C10 


.CI 



36332 



Gene No. 75415 Strand 

Start 10173 End 12194 

Name OJ990808_30 . 9C10 . CI . ol . gp Method AAT/GAP 

Start 10720 End 12185 

GI LIB3432-046-P1-K1-B4 Score 849 

Exons 10720. .10751, 10974 .. 11054 , 11706 11935, 12029.. 12185 

GI Descrip. • 1 4 64 6202/gb | AAD26875 . 1 1 AC007230_9 5.0e-39 (AC007230) ESTs 

gb_H7 628 9 and gb_H7 6537 come from this gene. [Arabidopsis 

thaliana] * 

Seq. No. 36631 .Seq. ID OJ990808_30 . 9C10 . CI 

Gene No. 75416 Strand 

Start 13190 End 23434 

Name OJ990808_30 . 9C10 . CI . o2 . ts Method TBLASTX : Soybean 

Start 10071 End 11879 

GI none Score 88 

Exons 10071. . 10094, 10173 .. 10274 , 10174 .. 1024 5, 10395 10565 , 

10396. . 10434, 10440 .. 10667 , 10477 .. 10659, 10677 10751 , 

10684. . 10752, 10974 11060, 10975 .. 1104 6, 11704 11820, 
11706. .11879 

. .Seq..._No..,\ .3.66.3 1./;.; . _ .,_„... „._Seq^,„ J D_ O.J990 SM^XQ^QIQ^QI^ 

Geneva, Z5.4i.6„ „ J . .Strand... ^ 

Start 13190 ' End '23434 

Name OJ990808_30 . 9C10 . CI . ol . tm ' Method TBLASTX: Maize 

Start 10246 End 11040 

GI none Score 64 

Exons 10246. . 10284, 10248 .. 10292, 10395 . . 104 8 1 , 10399 .. 104 34 , 

104 61. .10751, 104 65. .10773, 10480. .10755, 10970. .11038, 

10974. . 11039, 10975. .11040, 10975. .11040 

Seq. No. 36631 Seq. ID OJ990808_30 . 9C10 . CI 

Gene No. 75416 Strand 

Start 13190 End 23434 

Name OJ990808_30 . 9C10 . CI . ol . tc Method TBLASTX : Cress 

Start •■ 10974 . End 11879 

GI none Score 90 

Exons 10974. . 11060, 10975 .. 1104 6, 11703 .. 1187 9, 11704. .11820 

Seq. No. 36631 Seq. ID OJ990808_30 \ 9C10 . CI 

Gene No. 75416 Strand 

Start 13190 . End -. 23434 . _ 

""■"Name;"'*' :;: " v % bJ990808^_3 : 0'. 9ClO ;Ci;o5 . tm ~ r : " Method" TBLASTX": Mai ze ' ~ ~ : 

Start * 1: H 36 r ' End , 12256 . " 

.GI " * ' none ' ' * * Score "153 ' 

Exons • . ■-. ' 11736. .11888,^ 1-1781. .11903/ 12191 \\ 12256, ^12192 ... 12245 ' 

Seq. No. 36631 Seq. ID OJ990808_30 . 9C10 . CI 

Gene No. 75416 , ■ Strand 

Start 13190 End 23434 

Name OJ990808_30 . 9C10 . CI . o3 . tm Method TBLASTX : Maize 

Start 13186 End 13385 

GI v none Score 173 

Exons 13186. .13380, 13190 .. 13384 , 13192 .. 13380 , 13251.. 13385 

Seq. No. 36631 Seq. ID OJ990808_30 . 9C10 . CI 

Gene No. 75416 Strand 



36333 



Start 
Name 
Start 
GI 

Exons 



13190 

OJ990808_30. 9C10.Cl.o4.gs 
13190 
none 
13190. 
14451, 
16390. 
17970. 
19637, 
20599, 



,13471, 13706. 

,14541, 15150. 

.16456, 16565. 

.18290, 18370. 

.19892, 19985. 

.20715, 21103. 



.13963, 
.15238, 
.16617, 
.18614, 
.20233, 
.21437, 



End 

Method 

End 

Score 



23434 
GENSCAN 
23434 
.63 



14042. .14167, 14261. .14356, 

15428. .15932, 16235 16290, 

16651. .16943, 17743 .. 17884 , 

18995. .19370, 19499 .. 19521, 

20238. .20308, 20397 204 86, 

214 47. .22192, 22340. .234 34 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.Seq. No. 
Gene" No." 
Start ' • 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



36631 Seq. ID OJ990808_30 . 9C10 . CI 

75416 Strand 
13190 End 23434 

OJ990808_30 . 9C10 . CI . o4 . np Method AAT/NAP 

13193 End 16869 

6560748 Score 633 

13193. .13471, 13706. .13963, 14042. 
14397. .14541, 15150 15238 , 15725. 
16651. .16869 

(AC010155) F3M18.1 [Arab'idopsis thaliana] 
„_g i I6A9 L^2igbJ..ME2A5.5jQ., lJ.&C.Q.Qi5jQ£^^ 
_[Ai:.abidop.g.is^J:haliana]._. . 



14167, 14267. 
15877, 16390. 



14356, 
16458, 



36631 
75416 
13190 

OJ990808_30. 9C10 . CI . ol . ts 

13223 

none 

13223. .13474, 13266 .. 13475, 
13707. .13937, 14030 . . 14 1 64 , 

36631 
75416 
13190 

OJ990808_30. 9C10 . CI . o4 . tm 

13940 

none 

13940. .13966, 14024 .. 14 170, 
142 61. .14 359, 142 64 14 359, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13704 . .13805, 
14031. .14168, 



OJ990808 30.9C10.C1 



23434 

TBLASTX : Soybean 
14335 
131 

13706. .13936, 
14258. .14335 



Seq. ID 
Strand 
End 

Method 
End 

Score ■ 
14040 
14265 



OJ990808 30.9C10.C1 



23434 

TBLASTX: Maize 
15238 
1-27 

14165, 14042. .14176, 
14363, 14451. .14561, 



14 4 51... 14 54 3, 14452 .. 14544 , . 15140. . 15238 > 15143. .15235 



Seq. ID 

Strand 

End---- ■ 

Method 

End 

Score 



•OJ990808 30.9C10."C1 



36631 

' 75416 " - " ' " " " 

13190 - - - - , - - - '•• 

OJ990808_30'. 9C10 . CI . o5 . np 
18981 
5441880 

18981. .19706, 19809. .204 53, 
21836. .21871, 22316. .23323 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



234-34 - 
AAT/NAP 
23323 
2033 



20562. .20700, 21250 .. 21577 , 



36631 
75416 



Seq. ID 
Strand 



OJ990808 30.9C10.C1 



36334 



Start 


13190 


End 


23434 




Name 


OJ990808 30. 9C10 . CI . o2 . gp 


Method 


AAT/GAP 




Start 


19308 


End 


20447 




GI 


LIB3433-020-P1-K1-A6 


Score 


750 




Exons 


19308. . 19692, 20405. .20447 








GI Descrip. 


1 5670155/gb| AF161269. 1 IAF161269 2.0e-35 Oryza sativa subsp. 




japonica BAC clone 34K24, 


complete sequence ' 




Seq. No. 


36631 


Seq. ID 


OJ990808_30. 9C10. 


. CI 


Gene No. 


75416 


Strand 






Start 


13190 


End 


23434 




Name 


OJ990808 30. 9C10 . CI . ol . tw 


Method 


TBLASTX: Wheat 




Start 


22085 


End 


22462 




GI 


none 


Score 


59 




Exons 


22085. .22258, 22096. .22236 


, 22202. .22249, 22283 .. 22459, 






22308. .224 60, 22313. .224 62 








Seq. No. 


36631 


Seq. ID 


ujyyuoUo ou.yLiu, 


. CI 


Gene No. 


75416 


Strand 






Start 


13190 


End 


23434 




Name 


OJ990808_3Q . 9C10 . CI. o2 . tm 


Method 


i bLAb i a : Maize 


- 


^Sta^fc:, * 


„J2.227;S„,„: : : 


End_ " 


Zl lob J ^ 




GI . 


.npne.„ „. 


. Score "... 


O O 1 

r 2.2.1 ; _, . 




Exons • 


22278. .22751, 22289.. 22756 








Seq. No. 


36632 


Seq. ID 




. C2 


Gene No. 


75417 


Strand 






Start 


1797 


End 


2803 




Name 


OJ990808_30 . 9C10 . C2 . ol . gs 


Method 


GENSCAN 




Start 


1797 ■ 


End 


o o n o 
Zo (Jo 




GI 


none 


Score 


. 4 o 




Exons 


17 97 .. 1898, 1985 . .2803 








Seq. No. 


36633 


Seq. ID 




. C3 


Gene No. 


75418 


Strand 


+ 




Start 


512 


End 


l z h y 




Name 


OJ990.808 30.9C10.C3.ol.gs 


Method 


GENSCAN 




Start" 


512 


End 


1249 




GI- 


* none 


Score 


.7 




Exons 


512. .1249 








Seq. No. 


36633 


. Seq. .ID . 


OJ990808_30..9C10, 


.C3 


Gene" No r " r " " 


• 75419 


Strand" 






Start 


2776 


• End 


3575 ! " ".' \' 




Name " 


"0 J 9 9 0 8 0 8 3 0 . 9C 1 0 . C3 *. 61 .'hp 


'* Methdd 


AAT/NAP * " ; 




- Start 


2776 ' \ 


. • • End - 


3575 ^'-^ 




GI 


6907088 


Score 


536. 




Exons 


2776. .2913, 3089. .3327, 3549. .3575 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


36633 


Seq. ID 


OJ990808_30-. 9C10, 


,C3 


Gene No. 


75420 


Strand 






Start 


2223 


End 


2712 




Name 


OJ990808 30.9C10.C3.o2.gs 


Method 


GENSCAN 




Start 


2223 


End 


2712 




GI 


none 


Score 


. 93 




Exons 


2223. .2296, 2703. .2712 









36335 






Seq. No. 


36634 








Seq. ID 


OJ990808_30.9C10.C4 




Gene No. 


75421 








Strand 


+ 




Start 


453 








End 


899 




Name 


OJ990808_30 


. 9C10 . 


C4 .ol. 


gs 


Method 


GENSCAN 




Start 


453 








End 


899 




GI 


none 








Score 


C A 

. 64 




Exons 


453. . 899 














Seq. No. 


36634 








Seq. ID 


OJ990808__30.9C10.C4 




Gene No. 


75422 








Strand 


+ 




Start 


1495 








End 


1701 




Name 


OJ990808_30 


. 9C10 . 


C4 .o2. 


gs 


Method 


GENSCAN 




Start 


1495 








End 


1701 




GI 


none 








Score 


. 85 




Exons 


1495 . . 1701 














Seq. No. 


36634 








Seq. ID 


OJ990808_30.9C10.C4 




Gene No. 


75423 








Strand 






Start 


2209 








End 


6788 




Name 


OJ990808 30 


. 9C10. 


C4.ol. 


np 


Method 


AAT/NAP 




■ .SXar,t_ ■ 


™ 








..E.nd._._ 


_6788 , : 







.„A68J11.75_-.._. 






, 




... .4.54 6 


~ — 


Exons 


2209. . 5626, 


~5729~. 


' 7678V 










GI Descrip. 


(AF111709) i 


polyprotein 


[Oryza 


sativa subsp. indica] 


Til 


Seq. No. 


36634 








Seq. ID 


OJ990808_30.9C10.C4 


f H 


Gene No. 


75423 








Strand 






Start 


2209 








End 


6788 




Name 


OJ990808_30 


.9C10. 


,C4.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2253 








End 


2586 


fU 


GI 


none 








Score 


97 


s 


Exons 


2253. . 2585, 


2274. 


, .2423, 


2317 . 


.2586 






Seq. No. 


36634 








Seq. ID 


OJ990808_30. 9C10.C4 


■5. _ ; 


Gene No. 


75423 








Strand 




r ™ 


Start 


220? 








End 


6788 




Name 


OJ990808_30 


. 9C10. 


,C4.o9. 


tm 


Method 


TBLASTX: Maize 


■f 3 


Start 


2268 








End 


2426 


f =l 


GI 


none 








Score 


186 




Exons 


2268. .2426 












-. 


"■Seq7*'Nov 


'-36634'"'""- 








1 Seq." ID 


' aJ990808_3°- seitH^F" 




Gene No. 


75423 








Strand. 






Start" ' ' ' 


"2209 








'End 


6788 ' " " ' 




Name 


OJ990808- -30 


. 9C10. 


,C4-.ol. 


tm~ 


■ Method. 


- TBLASTX * ' 




Start 


' 2436 * 








.End" 






GI 


none 








Score 






Exons 


2436. .2873, 


2436. 


.2873, 


2871. 


.3029, 2878. .3024, 2880. .3032 




Seq. No. 


36634 








Seq. ID 


OJ990808_30. 9C10.C4 




Gene No . 


75423 








Strand 






Start 


2209 








End 


6788 




Name 


OJ990808 30 


. 9C10. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2586 








End 


3212 




GI 


none 








Score 


158 




Exons 


2586. .3212, 


2637. 


.3065, 


2710. 


.3117 





36336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36634 
75423 
2209 

OJ990808_30< 

3081 

none 

3081. .3371, 



9C10.C4.o4.tm 



Seq. ID OJ990808_30.9C10.C4 
Strand 

End 67 88 

Method TBLASTX : Mai ze 

End 3373 

Score 115 



3084.. 3299, 3181.. 3360, 3221.. 3373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36634 
75423 
2209 

OJ990808_30. 

3171 

none 

3171. .3299, 



9C10.C4 .o2.ts 



3171. .3419, 3181. 



Seq. ID OJ990808__30.9C10.C4 
Strand 

End 67 88 

Method TBLASTX : Soybean 

End 3426 

Score 60 
.3426 



Seq. No. 
Gene No. 
Start 
Name 

3X.axt„ 

.GI „ „ 

Exons 



36634 
75423 
2209 

OJ990808_30. 

,.jno.ne'_. 

3195. .3338, 



9C10.C4 .ol.tc 



Seq. ID OJ990808_30. 9C10.C4 
Strand 

End 6788 

Method TBLASTX : Cress 

End. ■ 3512 - • 



3214.. 3336, 3339. 



S.c Q r.e. „. ^ . .9 .6,, 
.34 91, 3339. .3.512 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36634 
75423 
2209 

OJ990808_30, 

3219 

none 

3219. .3743, 



9C10.C4.o3.tw 



3223. .3591 



Seq. ID OJ990808_30. 9C10.C4 
Strand 

End . 6788 

Method TBLASTX : Wheat 

End 37 4 3 

Score 2 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36634 
75423 
2209 

OJ990808_30. 

3786 

none 

3786. .4139, 



9C10.C4 .o2.tm 



3829. .4137 



Seq. ID OJ990808_30. 9C10.C4 
Strand 

End 6788 

Method TBLASTX : Mai ze 

End 4139 

Score 216 



Seq^ . No. 
Gene No*. 
Start 
Name" ~ 
Start ■ ' 
GI 

Exons 



36634 

'75423'- * """" 
2209 

OJ?90808j_30. 

'3786 ••• 
none 

3786. .4211, 



9C10.C4 .o2.tw 



3801. .4154, 3838. 



Seq. ID OJ990808J30. 9C10..C4 
Strand' — * — - - 

End 6788 - 

Method TBLASTX: Wheat . ' 

End . 4212-:^-™-- • •■ .." 

Score 197 ' 
.4212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36634 
75423 
2209 

OJ990808_30. 

3960 

none 

3960. .4205 



9C10.C4 .63. ts 



Seq. ID OJ990808_30. 9C10.C4 
Strand 

End 6788. 

Method TBLASTX : Soybean 

End 4205 

Score 205 



36337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

. Exons.- .„ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene * No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36634 
75423 
2209 

OJ990808_30. 

4146 

none 

4146. .4493, 

36634 
75423 
2209 

OJ990808_30, 

4218 

none 

4218. .4514, 

36634 
75423 
2209 

OJ990808_30. 
4227 

none 



9C10.C4 .o5. tm 



4291. .4425 



9C10.C4.o6.tw 



Seq. ID OJ990808_30.9C10.C4 
Strand 

End 6788 

Method TBLASTX: Maize 

End 4493 

Score 65 



Seq. ID OJ990808_30. 9C10.C4 
Strand 

End 6788 

Method TBLASTX : Wheat 

End 4514 

Score 66 



4238. .4453, 4255. .4470, 4278. .4514 



9C10.C4.ol.ts 



Seq. ID OJ990808_30.9C10.C4 
Strand 

End 67 88 

Method . TBLASTX : Soybean 

End 4622 

150 : 



4590.:4622 

36634 
75423 
2209 

OJ990808_30. 

4509 

none 

4509. .4976, 

36634 
75423 
2209 

OJ990808_30, 

4563 

none 

4563. .5045, 
36634 

'75-4 23 ~" : 
2209 . 

-OJ990808_30. 
4 977-" v.- .-■-.J:^ 
none 

4-977. .5183, 

36634 
75423 
2209 

OJ990808_30. 

5187 

none 

5187. .5357, 



9C10.C4.o3.tm 
4728. .4904, 4732. 

9C10.C4 .o4 . tw 
4572. .5018, 4591. 

9C10.C4 .'67. tm 
4978. .5124 

9C10.C4 .o7 . tw 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.4905 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5046 

Seq. ID 

Strand* 
End 

'Method 

End ~ 

Score ■ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_30.9C10.C4 
6788 

TBLASTX: Maize 

4976 

94 



OJ990808_30.9C10.C4 
6788 

TBLASTX: Wheat 

5046 

173 



OJ990808_30.9C1Q.C4 
6788 

TBLASTX: Maize . 

.5183^-'^ 
162 - ■ * ■ 



OJ990808_30. 9C10.C4 
6788 

TBLASTX: Wheat 

5591 

80 



5242. .5361, 5370. .5591, 5437. .5547, 5538. .5591 



36338 



Seq. No. 


36634 






Seq. ID 


OJ990808 30.9C10. 


C4 


Gene No. 


75423 






Strand 






Start 


2209 






End 


6788 




Name 


OJ990808 30 


. 9C10 


.C4.o8.tm 


Method 


TBLASTX: Maize 




Start 


5274 






End 


5598 




GI 


none 






Score 


61 




Exons 


5274. .5597, 


5485 


. . 5598 








Seq. No. 


36634 






Seq. ID 


OJ990808 30.9C10. 


C4 


Gene No. 


75423 






Strand 






Start . 


2209 






End 


6788 




Name 


OJ990808 30 


. 9C10 


. C4 .06. tm 


Method 


TBLASTX: Maize 




Start 


5907 






End 


6308 




GI 


none 






Score 


239 




Exons 


5907 . . 6308 












Seq. No. 


36634 






Seq. ID 


OJ990808_30.9C10. 


C4 


Gene No. 


75423 






Strand 






Start 


2209 






End 


6788 




Name 


OJ990808 30 


. 9C10 


.C4 .08 . tw 


Method 


TBLASTX: Wheat 




Start 


6189 . 






. End 


6566 






.„-none_ 






;£mrje_ 


■233 _ - . - 




Exons 


&iaa,-J55ii&_ 


— ^ 


— 

— 


-~ 





< 


Seq. No. 


36635 






Seq. ID 


OJ990808 30.9C10. 


C5 


Gene No. 


75424 






Strand 






Start 


62 






End 


101 




Name 


OJ990808 30 


. 9C10 


.C5.ol.gs 


Method 


GENSCAN 




Start 


62 






End 


101 




GI 


none 






Score 


. 95 




Exons 


62. . 101 












Seq. No. 


36636 






Seq. ID 


OJ990808 30.9C10. 


C7 


Gene No. 


75425 






Strand 


+ ~~ 




Start 


77 






End 


167 




Name 


OJ990808 30 


. 9C10 


.C7.ol.gs 


Method 


GENSCAN 




Start 


77 






End 


167 




GI 


none 






Score 


.8 




Exons 


77. . 167 












Seq. No. 


36637 






Seq. ID 


OJ990808_30. 9C10. 


C8 


Gene . No . 


75426 . 






Strand . 


+ . 




Start"/" 


- r -■- 






' ; / 'End / "• 


• 66'4 ; . ■ . • 


.. 7 . 


Name 


OJ990808 30 


. 9C10 


. C8.ol.np 


.Method 


'aat/nap 




Start 


1" ' ' 






' End ' " 


"664 '* 




GI" ."■ --■ 


37 7-6029 






Score— 


. .-357. -.- ~ - ' 




Exons 


1..25, 118. 


.210, 


314 . .399, 


501. .664 






GI Descrip. 


(AJ010476) 


RNA helicase [Arabidopsis thaliana] 




Seq. No. 


36637 






Seq. ID 


OJ990808 30.9C10. 


C8 


Gene No. 


75426 






Strand 


+ 




Start 


1 






End 


664 




Name 


OJ990808 30 


.9C10 


.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


651 




GI 


none 






Score 


36 




Exons 


2. .25, 113. 


.211, 


113. .211, 


117. .212, 


118. .219, 289. .399, 





311. .400, 498. .644, 498. .647, 499. .651 



36339 




Seq. No. 


36637 


Seq. ID 


OJ990808_30.9C10.C8 


Gene No. 


75426 


Strand 


+ 


Start 


1 


End 


664 


Name 


OJ990808 30.9C10.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2 


End 


636 


GI 


none 


Score 


36 


Exons 


2. .25, 114. .218, 117. .212, 118. .219, 311. .406, 311. .373, 




313. .393, 499. .636, 526. .636 






Seq. No. 


36637 


Seq. ID 


OJ990808_30. 9C10.C8 


Gene No. 


75426 


Strand 


+ 


Start 


1 


End 


664 


Name 


OJ990808_30. 9C10 .C8 .ol . tc 


Method 


TBLASTX :Cress 


Start 


117 


End 


657 


GI 


none 


Score 


152 


Exons 


117. .218, 118. .219, 311. .412, 


316 . . 405 


, 498. .650, 499. .651, 




520 . . 657 






Seq. No. 


36637 


Seq. ID 


OJ990808_30.9C10.C8 


Gene No. 


75426 


Strand 


+ 


_,.St;,ax.t„;_l: 




End 


■664- 


. _Name_ „ 


. 9 2,0 8 0.8 ..3a.,aci cue 8„.q1. .,. gs_ _ . 


.JM.etho.d__ 


^GEUS£&N , . 


Start 


118 


End 


650 


GI 


none 


Score 


. 69 


Exons 


118. .210, .314. .399, 501. .650 






Seq. No. 


36638 


Seq. ID 


OJ990808_30.9C10.C9 


Gene No. 


75427 


Strand 


+ 


Start 


2768 


End 


10435 


Name 


OJ990808 30. 9C10 . C9 . ol . gs 


Method 


GENSCAN 


Start 


2768 


End 


10435 


GI 


none 


Score 


. 6 


Exons 


2768.. 2941, 3180.. 3309, 3381. 


.3454, 7977. .8081, 9392. .10435 


Seq. No. 


36638 


Seq. ID 


OJ990808_30.9C10.C9 


Gene No. 


75428 


Strand 




Start 


11046 


End 


11380 


Name 


OJ990808 30. 9C10 . C9 . o2 . gs 


Method 


GENSCAN 


Start 


11046 


End 


11380 


GI 


none 


Score 


1 


Exons . . 


11046. r H380 






Seq. No. 


36639 " : ' " 


Seq. ID 


OJ9908 08_30. 9C10.C10 


Gene No". 


75429 " " • " ■ " " 


Strand 




•Start - - 


*' 156 ■ ' 


End : - - 


.2966 • ■ ■■■ ' 


* Name 


OJ990808 30.9C10.C10.ol.np " 


Method 


AAT/NAP 


Start 


156 


End 


2963 


GI 


4850384 


Score 


901 ' 


Exons 


156. .397, 522. .605, 791. .906, 


1011. . 1112, 1191. .1304, 



1392. .1448, 1637. .1764, 1832. .1885, 2274. .2348, 2432. .2467, 
2865. .2963 



GI Descrip. (AC007357) F3F19.3 [Arabidopsis thaliana] 

Seq. No. 36639 Seq. ID OJ990808_30 . 9C10 . C10 

Gene No. 75429 Strand + 

Start 156 End 2966 



36340 



Name 


OJ990808 30.9C10.C10.ol. 


gs 


Method 


GENSCAN 


Start 


293 






End 


2966 


GI 


none 






Score 


.71 


Exons 


293. . 


397, 423.. 605, 791. 


. 880, 


2865. .2966 


Seq. No. 


36639 






Seq. ID 


OJ990808_30.9C10.C10 


Gene No. 


75430 






Strand 


+ 


Start 


15474 






End 


16063 


Name 


OJ990808 30. 9C10.C10.o2. 


gp 


Method 


AAT/GAP 


Start 


15474 






End 


16063 


GI 


7905 


1.R1084 




Score 


1143 


Exons 


15474 


. . 16063 








GI Descrip. 


l 5852170/emb|AL1172 65. 1 IOST17804 1 . Oe- 


50 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 1 


Seq. No. 


36639 






Seq. ID 


OJ990808 30.9C10.C10 


Gene No. 


75431 






Strand 


_ 


Start 


3594 






End 


4820 


Name 


OJ990 


808_30. 9C10.C10.o2. 


gs 


Method 


GENSCAN 


Start 


3594 






End 


4820 


GI 


none 






Score 


.78 


Exons. „ . : 


.-...35,9.4... 


, 4 820.. ; 








Seq. No. 


'* 36639* 






Seq. ID 


0 J9 9 0 808_3 'o"f9ci 6 JciO 


Gene No. 


-.75431 






Strand 




Start 


3594 






End 


4820 


Name 


OJ990808 30.9C10.C10.ol. 


gp 


Method 


AAT/GAP 


Start - 


4185 






End 


4500 


GI 


5003927 




Score 


596 


Exons 


4185. 


.4500 








Seq. No. 


36639 






Seq. ID 


OJ990808_30.9C10.C10 


Gene No. 


75432 






Strand 




Start 


8040 






End 


11795 


Name 


OJ990808 30.9C10.C10.o3. 


gs 


Method 


GENSCAN 


Start 


8040 






End 


11795 


GI 


none 






Score 


. 67 


Exons 


8040. 


.8200, 9859. .10165, 


10536. .10694, 


10864. .10982, 




11400 


. .11512, 11716. .11795 






Seq. No. 


36639 






Seq. ID 


OJ990808_30. 9C10.C10 


Gene No. 


75433 






Strand . 




Start ~ 


: ''12406- 






"End 


'1271-4 \ : V : : " "7 "•*/'•" 


Name 


OJ990 


80'8_30.9C10.C10".p4. 


gs 


Method" 


GENSCAN 


Start ' 


' 12406 






End' : '" "■" 


" 12714' ' • ' : ' ; " * ; ' 


GI- ' 


• -none 






Score -" 




Exons 


12406 


. .12714 " 








Seq. No. 


36639 






Seq. ID 


OJ990808_30.9C10.C10 


Gene No. 


75434 






Strand 




Start 


15716 






End 


26343 


Name 


OJ990 


808_30. 9C10.C10.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


266 






End 


2972 • 


GI 


none 






Score 


148 


Exons 


266. . 


397, 277.. 399, 519. 


.605, 


537. . 605 


, 787. .909, 791. .907, 




1009. 


.1104, 1011. . 1121, 


1012. . 


1110, 1191. .1277, 1191. .1274, 




1192. 


.1317, 1384. .1449, 


1389. . 


1460, 1698. .1763, 1698. .1769, 



36341 



1699. .1764, 1812. .1883, 1826. .1885, 1831. .1884, 2271. .2348, 
2273. .2344, 2284. .2349, 2864. .2971, 2865. .2972 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36639 
75434 
15716 

OJ990808_30 . 9C10 . CIO . o2 . tm 
290 
none 
290, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 30.9C10.C10 



397, 292.. 399, 519.. 605, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1007. .1114, 1012. .1110, 1189. 

1384. .1449, 1386. .1460, 1698. 

1700. .1765, 1826. .1885, 1831. 

2273. .2347, 2430. .2471, 2432. 

2865. .2981, 2866. .2988 

36639 
75434 
15716 

OJ990808_30. 9C10 . C10 . o3 . tc 
796 



26343 

TBLASTX: Maize 
2988 
159 

521. .604, 784. .909, 791. .907, 
.1317, 1191. .1280, 1192. .1314, 
.1763, 1699. .1764, 1699. .1764, 
.1884, 2271. .2348, 2272.-2349, 
.2470, 2446. .2481, 2864. .2986, 



Seq. ID OJ990808_30.9C10.C10 



Strand 
End 

Method 
End 



26343 

TBLASTX: Cress 
1227 



Exons., 



, 9.0.9.,.. .8iQ.0_ t .. .9 02,1 J..Q.0 9_. 11.16,. .J01.2...... illQ^JLl$L^,lZZl~~ 



Seq. No. 36639 Seq. ID 

Gene No. 75434 Strand 

Start 15716 End . 

Name OJ990808_30 . 9C10 . C10 . o5 . tm Method 

Start 12589 ' End 

GI none Score 
Exons 



OJ990808_30.9C10.C10 
26343 

TBLASTX: Maize 

16094 

104 



12589. .12657, 1264 9 .. 12705, 15657 .. 158 12 , 15705 .. 15806, 
15713. .15808, 15863. .15928, 158 90 .. 15991 , 15936 .. 15992 , 
15936. .16094 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



36639 Seq. ID 

75434 Strand 

15716 End 

OJ990808_30 . 9C10 . C10 . o5 . gs Method 

15716 End 

none Score 



OJ990808_30.9C10.C10 

26343 
GENSCAN 
26331 
. 69 



16284, 17598. .17701, 17848. 
19099, 19197. .19376, .19475. 



. 18002, 
.19649, 



15716. . 15976, 16265. 
18107. .18274,' 18908, 
19742. . 19916, 7 21491/.2172i; 22 985 .", 2321 ly., 23313, .23398,; 
23917.'. 24 035-, 2427 6. .24338,-24 455. .24 891, 24 990. .25170, 
"26054: .26139, ' 26243 /: 26331 ; " ' ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36639 
75434 
15716- 

OJ990808_30 . 9C10 . C10 . o3 . tm 
18239 
none 
18239. 
19187. 
19338; 



,18277, 18886. 
19342, 19187. 
19382, 19472. 



19101, 
19252, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18898 

19194 



OJ990808 30.9C10.C10 



26343 

TBLASTX: Maize 
19576 
129 

19011, 18908. .19099, 
19376, 19198. .19380, 



,19561, 19475. .19576- 



Seq. No. 



36639 



Seq. ID OJ990808_30. 9C10.C10 



36342 



Gene No. 75434 Strand 

Start 15716 End 26343 

Name OJ990808_30 . 9C10 . CIO . o4 . ts Method TBLASTX : Soybean 

Start 18908 End 19561 

GI none Score 83 

Exons 18908. .18973, 1 9037 .. 19099, 1904 1 19115, 19194 1937 6, 

19198. . 19365, 1 9472 1 9561 , 19487. .19558 

Seq. No. 36639 Seq. ID OJ990808_30 . 9C10 . C10 

Gene No r 75434 Strand 

Start 15716 End 26343 

Name OJ990808__30 . 9C10 . C10 . o2 . tc Method TBLASTX : Cress 

Start 19046 End 19561 

GI none Score 65 

Exons 19046. .19099, 19047 .. 19100 , 19194 1937 6, 19198 .. 19377 , 
19255. .19380, 19454. .19561 

Seq. No. 36639 Seq. ID OJ990808_30 . 9C10 . C10 

Gene No. 75434 Strand 

Start 15716 End 26343 

Name OJ990808_30 . 9C10.. C10 . o3 . gp Method AAT/GAP 

.Start . -^_.2JJ0.12^ :.__.EncL ^ 220.95.. 

... eL„,_.._^.^„J2AM^^ . ,£cp.re __li.5.5 [,. ____ 

Exons 21012. .'21406, 21491.. 22095 

GI Descrip. 1 5669638/gb | AAD46404 . 1 | AF096248_1 1.0e-24 (AF096248) 

ethylene-responsive RNA helicase [Lycopersicon esculentum] 1 

Seq. No. 36639 Seq. ID OJ990808_30 . 9C10 . C10 

Gene No. 75434 Strand 

Start 15716 End 26343 

Name OJ990808_30 . 9C10 . C10 . 06 . tm Method TBLASTX : Mai ze 

Start 21220 End 21594 

GI none Score 56 

Exons 21220. .21291, 21221 .. 2 1289, 21237 21290, 21307 .. 21357 , 

21365. .21406, 2 1366 .. 214 07 , 21367 .. 214 08 , 21368 .. 21409, 

21489. .21593, 214 90 .. 21591 , 214 90 .. 21594 , 21507. .21593 

Seq. No. 36639 Seq. ID OJ990808_30 . 9C10 . C10 

Gene No. 75434 Strand 

Start 15716 End 26343 

Name OJ990808_30 . 9C10 . C10 . o2 . np Method AAT/NAP 

Start. _ .21354 End 25045 

GI"'" : " " v - 5669638 - --^ - •■ ■ - . Score ' ' "'1306 ~ " • ■ 

Exons 21354. .21405, 214 87 . .2172 1, 22985 .. 23215; : 2 : 34 92 .. 23594, 

' "23690. .23841, '23917 ... 24078 , 24159. . 24338, '24455.T24717," ' 

• • ■ • --24990.'. 25045 • 1, - ." '- " . - \. . " 

GI Descrip. (AF09624 8) ethylene-responsive RNA helicase [Lycopersicon 
esculentum] 

Seq. No. 36639 Seq. ID OJ990808_30 . 9C10 . C10 

Gene No. 75434 ' Strand 

Start 15716 End .26343 

Name OJ990808_30 . 9C10 . C10 . o3 . ts Method TBLASTX : Soybean 

Start 21504 End 23-574 

GI none Score 160 

Exons 21504. .21722, 22980 .. 2318 6, 2298 6 23213, 22987 23214 , 

23312. .23401, 23318 .. 23398 , 234 90 .. 23573, -234 93 23573, 



36343 



23494. .23574 

Seq. No. 36639 - Seq. ID OJ990808_30 . 9C10 . CIO 

Gene No. 75434 Strand 

Start 15716 End 26343 

Name OJ990808_30 . 9C10 . CIO . o4 . tm Method TBLASTX : Maize 

Start 21596 End 23218 

GI none Score 105 

Exons 21596. .21721, 21598 . . 21720, 21600 21722 , 21657 2 1722 , 

21667. .21723, 22980 23213, 2298 6 23213, 22987 .. 23214 , 

22994 . .23218 

Seq. No. 36639 Seq. ID OJ990808_30 . 9C10 . CIO 

Gene No. 75434 Strand 

Start 15716 End 26343 

Name 0 J990808_30 . 9C10 . CIO . ol . tc Method TBLASTX : Cress 

Start 21657 End 24011 

GI none Score 167 

Exons 21657. .21722, 22980 23192, 22986 23213, 22990 23214 , 

22.997. .23215, 23300 23401, 23307 .. 23396, 234 93 23594 , 

23494 . .23595, 23687 .. 23839, . 23687 .. 23842 , 23694 2384 3 , 

• :__ai9ji^24m^^ 

' '£eq /uo' t ~Te639~ " "' ^ "™ "ieq. ID " OJ990808_30 . 9cTo . C10 

Gene No. 75434 Strand 

Start 15716 End 26343 

Name OJ990808_30 . 9C10 . C10 . o4 . gp Method AAT/GAP 

Start 22728 End 23133 

GI 4714063 - Score 783 
Exons 22728. .23133 

GI Descrip. 5 669638 /gb | AAD4 6404 . 1 1 AF096248_1 4.0e-19 (AF096248) 

ethylene-responsive RNA helicase [Lycopersicon esculentum] 

Seq. No. 36639 " Seq. ID OJ990808_30 . 9C10 . C10 

Gene No. 75434 Strand 

Start 15716 End 26343 

Name OJ990808_30 . 9C10 .C10 . ol . tm Method TBLASTX : Maize 

Start 23318 End 24603 

GI none : Score 50 

Exons 23318. .23398, 23520 23594 , 2352 1 23595 , 23687 .. 23851 , 

23694 . .23843, 23912 24073, 2391 6 .. 24 074 , 24 160 .. 24 339, 

24163. .24312, 24 167 . .24 361 , 24 44 1. . 24 602 , 24 4 45 . 24 603 . ._. 

Seq. No. " : ' 36639' . ' ' . Seq." ID " OJ9 908 08^3 0.. 9C 10 . C10 

Gene No. " 7 5 4' 3 4- '• ' '"' ' : "' "" ' *" Strand' - ' 

Start •*...:••.:-•. -157 16 .- ' ■ --; • — -i-- •■."=.■:;.■;, ■ End ' 2634-3- .-• " 

Name OJ9908 08_30 . 9C10 . C10 . o2 . ts ' Method TBLASTX : Soybean 

Start 23954 End 25045 

GI none Score 96 

Exons 23954. .24046, 23955 24047 , 2404 1 .. 24073, 24 042 24074 , 

24156. .24287, 24158 24328, 24160 .. 24288 , 24 1 60 .. 24 339, 

24167. .24328, 24441 .. 24602, 24457 .. 24 603, 24992. .25045 

Seq. No. 36639 Seq. ID OJ990808_30 . 9C10 . C10 

Gene No. 75434 Strand 

Start 15716 End 26343 

Name OJ990808 30 . 9C10 . C10 . o4 . tc Method TBLASTX : Cress 



36344 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24014 
none 

24014. .24067, 24027. 
24456. .24584 



End 24584 
Score 4 0 
,24068, 24178. .24330, 24188. 



,24319, 



36639 
75434 
15716 

OJ990808_30. 9C10 . C10 . o5 . gp 
24i78 
3762461 
24178. .24338, 24455. .24844 

5669638/gb| AAD4 6404 . 1 |AF096248_1 1.0e-24 (AF09624 8) 
ethylene-responsive RNA helicase [Lycopersicon esculentum] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 30.9C10.C10 



26343 
AAT/GAP 
24844 
989 



Seq. No. 


36639 




Seq. .ID 


OJ990808_30 . 


yciu . 




Gene No. 


75434 




Strand 








Start 


15716 




End 


26343 






Name 


OJ990808 30.9C10. 


,C10.o6.gp 


Method 


AAT/GAP 






Start 


25964 




End 


26343 






GI 


none 




Score 


396 






ExQ,a^ ■ • ... 


?.SQ-fi4- .761-39.*- 2-6-243. .26343 • 
























Seq. No. 


36640 




Seq. ID 




9C 10 . 


"ciT 


Gene No. 


75435 




Strand 


+ 






Start 


157 




End 


308 






Name 


OJ990808 30.9C10. 


.Cll .ol .gs 


Method 


GENSCAN 






Start 


157 




End 


308 






GI 


none 




Score 


.67 






Exons 


157. .308 












Seq. No. 


36640 




Seq. ID 


OJ990808_30. 


9C10. 


Cll 


Gene No. 


75436 




Strand 


+ 






Start 


974 




End 


. .6642 






Name 


OJ990808 30.9C10. 


.Cll .ol .np 


Method 


AAT/NAP 






Start 


960 




End 


6642 






GI 


2911072 




Score 


689 






Exons 


960. .1001, 2239.. 


.2314, 2469. 


.2664, 2755.-2844, 4155 


. .4203, 




444S..4572, 4618, 


..4775, 4946 


..5015, 5464.. 5554, 5'657 . . 5751, 




5825.-5973, 6361, 


..6472, 6555 


. .6642 








GI Descrip. 


(AL021960) putative protein 


[Arabidopsis thaliana] 






Seq. No/ 


" 36640 ' • • " : * : • 




/Seq. ID 


OJ9 9 08.08^30"". 


9C"i0 : , 


;cii 


Gene 'No. 


75436. . 




' Strand ' 


+ 






' Start 


974 




End. 


6642 






• Name- ~ " 


•OJ990808 30;9C10: 


.Ci-l-.'o2.'-gs-~' 


* Method - 


•■GENSCAN- - -v 






Start' 


974 




End 


1193 






GI 


none 




Score 


.77 






Exons 


974. .1063, 1083. 


.1193 










Seq. No. 


36640 




Seq. ID 


OJ990808_30. 


9C10. 


.Cll 


Gene No. 


75436 




Strand 


+ 






Start 


974 




End 


6642 






Name 


OJ990808 30.9C10 


.Cll .ol.gp 


Method 


AAT/GAP 






Start 


2081 




End 


2589 






GI 


none 




Score 


547 






Exons 


2081. .2314, 2469 


. .2589 











36345 



Seq. No. 36640 

Gene No. 75436 

Start 974 

Name OJ990808_30 . 9C10 . Cll . o3 . gs 

Start 2151 

GI none 

Exons 2151, 
3488, 



.2314, 2469.-2664, 2755. 
.3552, 4149. .4203, 4445. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808_30. 9C10.C11 
+ 



6642 
GENSCAN 
5977 
.96 

2844, 2962.. 3018, 3132, 
4572, 5464.. 5565, 5662. 



,3201, 
,5751, 



5825. .5977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36640 
75436 
974 

OJ990808_30. 9C10 . Cll . o2 . gp 
2638 

12241_1.R1084 

2638. .2664, 2755. .2844, 2962. 
4149. .4203, 4445. .4572, 4660. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3018, 3132 
.4776, 4946 



OJ990808_ 
+ 

6642 
AAT/GAP 
4987 
1039 

3201, 
4987 



30. 9C10.C11 



3488. .3552, 



, 2911072/emb|CAA17534.1| 4.0e-18 (AL021960) putative protein 
[Arabidopsis thaliana] ' . . . . 



.S.e.q... No..., I _ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start *■" 
Name 
Start ■' 

:gi -* ' .. • 

Exons 



...3&6.4.0 L^^'^l^ . — — 

75436 ' 
974 

OJ990808_30. 9C10 . Cll . o3 . gp 
5924 

2443JL.R1084 

5924. .5973, 6361. .6472, 6555 



.Seq.._I.Q. 
Strand 
End 

Method 
End 
Score 
6642 

f 2911072/emb|CAA17534.1| 1.0e-73 (AL021960) putative protein 
[Arabidopsis thaliana] 1 



DA 9.9 0 .8.Aa^3.Q...9.QU)^XJl^, .. 
+;•'.■ 
6642 
AAT/GAP 
6642 
428 



36640 
75437 
6663 

OJ990808_30 . 9C10 . Cll . o2 . ts 

2439 

none 



Seq. ID OJ990808_30. 9C10.C11 
Strand 
End 

Method 
End 
Score 



6752 

TBLASTX : Soybean 

2844 

79 



2439. .2582, 2467. .2583, 2568. .2657, 2584. .2661, 2755. .2844 



36640 
75437 

6663" ' ' - 
OJ990808_30. 
2527 ' ' 
none 
2527. 
2758. 
3126. 
4110. 
4627. 
5121. 
5660. 
5824 . 
6552. 



9C10.Cll.ol.tm 



.2589, 
.28 68, 
.3203, 
.4202, 
.4800, 
.5162, 
.574 9, 
.5973, 
.6578, 



2538. 
2764. 
3130. 
4149. 
4638. 
5455. 
5665. 
6359. 
6565. 



.2576, 2575. 

.2844, 2956. 

.3168, 3131. 

.4202, 4443. 

.4775, 4657. 

.5550, 5461. 

.5751, 5822. 

.6484, 6360, 

.6639, 6578. 



Seq. ID OJ990808_30. 9C10.C11 
Strand - 

End" 6752 ' " • /" \ " 

Method TBLASTX : Mai ze ' 

End ' ' 6643' ' ^ 

Score ■ -..i7 0"--: - •'. ■ -vv . 

.2664, 2577. .2657, 2757. .2846, 
.3018, 2961. .3020, 2961. .3017, 
.3205, 3132. .3203, 3482. .3550, 
.4571, 4444. .4575, 4446. .4571, 
.4785, 4943. .5029, 4944. .5018, 
.5553, 5463. .5570, 5659. .5763, 
.5974, 5822. .5959, 5824. .5976, 
.6485, 6364. .6486, 6364. .6489, 
. 6643, ■ 6579. . 6641 



Seq. No. 



36640 



Seq. ID OJ990808_30. 9C10.C11 



36346 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



75437 
6663 

OJ990808_30. 9C10 . Cll . ol . ts 

3122 

none 

3122. .3202, 3132.. 3203, 3481. 
4444. .4575, 4627. .4776, 4662. 
5461. .5547, 5659. .5760, 5659. 
6362.. 6472, 6385.. 6465, 6579. 

36640 
75437 
6663 

OJ990808_30 . 9C10 . Cll . ol . tw 

5929 

none 

5929. .5973, 5930.. 5974, 5931. 
6364. .6486, 6552.. 6578, 6573, 
6579. .6641 



Strand 
End 

Method 

End 

Score 



6752 

TBLASTX : Soybean 

6641 

103 



.3555, 4110. .4202, 4443. .4571, 
.4775, 4673.-4786, 4947. .5018, 
.5751, 5807. .5965, 5824. .5961, 
. 6641 

Seq. ID OJ990808_30. 9C10.C11 
Strand 

End 6752 

Method TBLASTX : Wheat 

End 6643 

Score 63 

.5993, 5932.. 5976, 6359.. 6484, 
.6632, 6578. .6640, 6578.-6643, 



Seq. No. 

_£ejie„JlQ;;„ 
„ atart^.,^ 

Name . 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI 'Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

Seq. No"*'--' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



36640 



Seq. ID 

,Stx^nd_ - 

...... End.. ™£75.2_„ 

Method ' GEN SCAN 
End . 6752 
Score .62 



OJ990808 30.9C10.C11 



,J5£31 ™ , ... 

OJ990808_30. 9C10.Cll.o4 .gs 
6663 
none 

6663. . 6752 

36641 
75438 
1 

OJ990808_30 . 9C10 . C12 . ol . np 
1 

2911072 

1..53, 664. .744, 813. .1037, 1147. .1292 

(AL021960) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990808_30.9C10.C12 

Strand + 

End 1738 

Method AAT/NAP 

End 1292 

Score 427 



36641 
75438 
1 

OJ990808_30.9C10.C12.ol.gs 

20S . _ 

none ■* : ■ - — 



Seq. ID OJ990808__30.9C10.C12 



Strand 
End 

Method 
End 

Score ' 



+ 

1738 
GENSCAN 
1469 
.84 - 



208 . ,258, 664 . .74 4, 813. .1037, 11,47. .1269, 1353". . 14 69 



36641- ■■• * • . - ~ 

75438 
1 

OJ990808_30. 9C10.C12 .ol.gp 
649 

2443_1.R1084 

649. .744, 813. .1037, 1147.. 
, 2911072/emb|CAA17534 . 1 | 1. 
[Arabidopsis thaliana] 1 

36641 
75439 



■ • Seq-.- ID - • OJ-990808_30'. 9C10 . C12— 

Strand + '. 

End 1738 ' 

Method AAT/GAP 

End 1738 

Score 1539 
1269, 1353.. 1738 

Oe-73 (AL0219.60) putative protein 



Seq. ID OJ990808_30.9C10.C12 
Strand + 



36347 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

JExQns ■ ™ 

...G£ JCLescr.ip- 



6712 End 7000 

OJ990808_30. 9C10 . C12 . o3 . gp Method AAT/GAP 

6712 End 7000 

5039075 Score 555 
6712.. 7000 



36641 
75440 
8356 

OJ990808_30. 9C10 . C12 . o3 . gs 

8356 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8356. .8372, 8447. .8586, 9338.-9957, 1014 9 10292 , 10360 .. 10503 , 
10610. .10668, 10739.. 11504 



OJ990808_30.9C10.C12 
+ 

11504 
GENSCAN 
11504 
.8 



_30.9C10.C12.o3.np 



Seq. ID OJ990808_30.9C10.C12 

Strand + 

End 11504 

Method AAT/NAP 

End 11501 

Score 1019 

98. 91-, ,3 92 &,._!fi32 \1 M 1-05.3 9 ,_1JX6 1 Q 1 0668 1 0 7 3 9^,-11 5 Ql.. 

XAMOidli)^ c.orres.ponds^to 
predicted gene .; hypothetical protein 
gil 6815086 | dbj | BAA90372.il (AP001081) 



36641 
75440 
8356 

OJ990808 

9891 

6721561 



corresponds to a region of the 



a,.. region^Qf - the 
[Oryza sativa] 
EST AU082058 (C12976)' 
predicted gene.; hypothetical 





protein [Oryza sativa] 








Seq. No. 


36641 




Seq. ID 


OJ990808 


Gene No. 


75441 




Strand 


+ 


Start 


11442 




End 


16605 


Name 


OJ990808 30.9C10.C12.o5 


np 


Method 


AAT/NAP 


Start 


11442 




End 


16605 


GI 


6721512 




Score 


103 


Exons 


114 42. .114 80, 16306. .16605 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


36641 




Seq. ID 


OJ990808 


Gene No. 


75442 




Strand 




Start 


1934 




End 


2362 


Name 


OJ990808 30.9C10.C12.o2 


gp 


Method 


AAT/GAP 


Start 


1934, 




End 


2362 


GI ; - ;" : 


• 2800158- ' : ' " ' "■ " " 




Spore 


7 15 • ' -' 


Exons t 


19.34. .2362 * ;* 








Seq. No. - 


36641 ' - - " ' : . 




' Seq.- ID-- 


OJ990808 


Gene No. 


75443 




Strand ' 




Start 


2411 




End 


7526 


Name 


OJ990808 30.9C10.C12.o2 


gs 


Method 


GENSCAN 


Start 


2411 




End 


6995 


GI 


none 




Score 


.88 


Exons 


2411. .2494, 2612. .2672, 


2747. 


.2811, 2911. .3192, 




3985. .4084, 6369. . 6493, 


6582. 


.6995 




Seq. No. 


36641 




Seq. ID 


OJ990808 


Gene No. 


75443 




Strand 




Start 


2411 




End 


7526 



36348 



Name 


OJ990808 30. 9C10.C12 . o2 


.np 


Method AAT/NAP 


Start 


2414 




End 7526 


GI 


6453908 




Score 1533 


Exons 


2414 .. 24 94, 2612 . .2672, 


2747. 


.2811, 2911. .3192, 3270. .3344, 




34 53. . 3527, 3675. .3731, 


3985. 


.4058, 4208. .4397, 4545.-4647, 




4742.. 48 12, 4 941.. 49 95, 


5172. 


.5275, 5360.. 5482, 6401.. 6493, 




6564. . 6814, 7315. .7526 






GI Descrip. 


(AC011663) putative ABC 


transporter [Arabidopsis thaliana] 


Seq. No. 


36641 




Seq. ID OJ990808_30.9C10.C12 


Gene No. 


75444 




Strand 


Start 


11439 




End 18024 


Name 


OJ990808 30.9C10.C12.o4 


.np 


Method AAT/NAP 


Start 


11439 




End 18024 


GI 


4680183 




Score 1192 


Exons 


11439. . 11542, 12657. .13048, 13136 13177, 13643 15061, 




17974 . . 18024 






GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 


Seq. No. 


36641 




Seq. ID OJ990808 30.9C10.C12 


Gene No . 


75444 




Strand 


St$r& — 


■ 11439 ■ , • 




End 18024 


Name 


.O.J 9.9.0.8.0,8^ 3.0,.; 9C1 0., ..C 12. ...o.4 . 


..g.s 


. Mat ho.d GENSCAN ^ _ ^ . 


Start 


11844 




End 164 03 


GI 


none 




Score .45 


Exons 


11844. .12166, 12246. .12291, 12390 .. 13205, 13239 .. 13886, 




13905. .14490, 14 551 14 74 3, 14 864 .. 15626, 15780. .16403 


Seq. No. 


36641 




Seq. ID OJ990808_30.9C10.C12 


Gene No. 


75445 




Strand 


Start 


18576 




End 19046 


Name 


OJ990808 30.9C10.C12.o4 


tw 


Method TBLASTX : Wheat 


Start 


558 




End 1187 


GI 


none 




Score 128 


Exons 


558. .746, 649. .744, 668 


.751, 


783. .1040, 806. .1039, 1131. .1187, 




1132. .1176 






Seq. No. 


36641 




Seq. ID OJ990808_30.9C10.C12 


Gene No. 


75445 




Strand - 


Start 


18576 




End 19046 


Name 


OJ990808 30. 9C10.C12.ol 


tm 


Method TBLASTX : Maize 


Start 


585 




End . .1638. 


GI." * " 


" .none 




Score' ' 132 " ~" ' ' ;' " r ~ *"~ \ - 


Exons 


' 585. .,746, 649'. .744,' 675 


.746, 


747.'. 1037, 783.. 1040, 812.. "1039, 




"1131. . 1229, 1131. .1268, 


1147'. 


;'1293, 1163. :1264", 1340. .1*465, " 


■ . . ■ 


- 1348. . 1476,:."1355.V4480',- 


-15.70. 


.1638 • - -'. :•• 

c 


Seq. No. 


36641 




Seq. ID OJ990808_30.9C10.C12 


Gene No. 


75445 




Strand 


otart 


18576 




End 19046 


Name 


OJ990808 30.9C10.C12.o2 


ts 


Method TBLASTX : Soybean 


Start 


672 




End 1269. 


GI 


5509682 




Score 112 


Exons 


672. .746, 673. .744, 783 


.'857, 


812.. 1036, 812/71039, 900.. 1040, 




1131. .1262, 1132. .1269 






GI Descrip. 


2911072/emb CAA17534 3 


0e-40 


(AL021960) putative protein 



[Arabidopsis thaliana] 



36349 



Seq. No. 36641 

Gene No. 75445 

Start 18576 

Name OJ990808_30 . 9C10 . C12 . o5 . tm 

Start 2337 

GI none 

Exons 2337.. 2459, 2349.-2396, 2417. 

2606. .2671, 2610. .2675, 2612. 
2911. .3051, 2911. .3051 

Seq. No. 36641 

Gene No. 75445 

Start 18576 

Name OJ990808_J30 . 9C10 . C12 . ol . tc 

Start 2609 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 30.9C10.C12 



19046 

TBLASTX: Maize 
3051 
72 

,2458, 2465.. 2500, 2605.. 2670, 
.2674, 2746. .2805, 2746. .2811, 



Seq. ID OJ990808_30.9C10.C12 
Strand 
End 

Method 
End 
Score 



19046 

TBLASTX: Cress 

3353 

192 



2609. .2674, 2894. .3196, 2911. .3222, 3268.-3345, 3270. .3353 



Seq. ID OJ990808_30.9C10.C12 
Strand 

„ErLd_ J&OJJL^ „. 



Seq. No. 36641 

Gene No. 75445 

Sia_t; r JLA5 7 g „, , - , , - 

Name 0j£9J18O.8_3O,..9e^ 

Start 2930 End 3341 

GI none Score 191 

Exons 2930.. 3112, 2932.. 3180, 2932.. 3195, 2975.. 3193, 3270.. 3341 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36641 Seq. ID 

75445 Strand 

18576 End 

OJ990808_30. 9C10 . C12 . o4 . tm Method 

3052 End 

none Score 



OJ990808_30.9C10.C12 
19046 

TBLASTX: Maize 

3536 

147 



3052. .3195, 3053. .3196, 3270. .3347, 3270. .3347, 3450. .3497, 
3450.. 3536, 3454.. 3528 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



36641 
75445 
18576 

OJ990808_30. 9C10.C12.o3. tm 
3684 
.none 

3684 . ; : 3731, " 3684 . 3731*; "397 5. 
417 6. .4 397, ' 418 6 ... 4 398,- ' 4 536. 
4 5'4'4 . /.4*64 5 : "' ; ' ' 

36641 
75445 
18576 

OJ990808_30.9C10.C12 .o3. ts 

4010 

none 

4010. .4075, 
4543. .4650, 

36641 
75445 



4185. .4397, 
4744 . .4818, 



4186. 
4744. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4 07 6, ' 3982 
.4616, .4539 



OJ990808 30.9C10.C12 



19046 

TBLASTX: Maize 
4646 
79 

4 077, ' 3*983 '. 
4646, 4543. 



,4063; 
.4644, 



Seq. ID 
Strand 
End 
Method 
End 
Score 



OJ990808 30.9C10.C12 



19046 

TBLASTX: Soybean 
4997 
44 

4398, 4204.. 4398, 4539.. 4649, 
4818, 4935..4997, 4938..49'97 



Seq. ID 
Strand 



OJ990808 30.9C10.C12 



36350 




Start 


18576 










End 


19046 


Name 


OJ990808 30. 


9C10. 


C12.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


4738 










End 


5453 


GI 


none 










Score 


121 


Exons 


4738. . 


4818, 


4741, 


.4845, 


4935 


..5006, 4939. .4992, 4941. .4997, 




5132. . 


5284, 


5171, 


.5284, 


5172 


..5288, 5334. .5453, 5358. .5444, 




5360. . 


5452 












Seq. No. 


36641 










Seq. ID 


OJ990808_30.9C10.C12 


Gene No. 


75445 










Strand 




Start 


18576 










End 


19046 


Name 


OJ990808 30. 


9C10. 


C12 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4744 










End 


6651 


GI 


none 










Score 


62 


Exons 


4744 . . 


4818, 


4745 


. 4822, 


4935 


..5006, 5163. .5279, 5164. .5289, 




5166. . 


5279, 


5174 


. 5293, 


5360 


..5482, 5370. .5483, 5609. .5653, 




5754. . 


5807, 


6312 


. 6431, 


6374 


..6430, 6380. .6493, 6435.-6494, 




6567. . 


6650, 


6571 


. 6651 








Seq. No. 


36641 










Seq. ID. 


OJ990808_30.9C10.C12 


Gene No. 


75445 










Strand 




Staxt _ _ 


18576 




. — ~„ 









_19Q16„ • 


Name...... 


_.„O,J.9.9A80.8_3£L 




C12....0.4 


: .ts r .... 


^Method 


. XBLASJEX.: Aayte an__ 


Start 


5169 










End 


5485 


GI 


none 










Score 


63 


Exons 


5169. . 


5288, 


5171 


. 5278, 


5360 


..5485, 5361. .5483, 5417. .5485 


Sea No . 


36641 










Seq. ID 


OJ990808_30.9C10.C12 


Gene No. 


75445 










Strand 




Start 


18576 










End 


19046 


Name 


OJ990808 30. 


9C10 


C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


9671 










End 


13197 


GI 


none 










Score 


350 


Exons 


9671. . 


9772, 


12741. .13196, .12742. .13197 




Seq. No. 


36641 










Seq. ID 


OJ990808_30.9C10.C12 




75445 










Strand 




Start 


18576 










End 


19046 


Name 


OJ990808 30, 


9C10 


C12 .o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


11189 










End 


13844 


GI 


none 










Score 


157 


Exons. 


11189. 


. 11206, 11224 . . 11310, 


13389. . 13625, 13399. .13623, . 




"13662. 


13844/* 1 : 3663 : ;~ 13 


836 " 






Sed No 


. 36641" 










Seq. ID . ' 


OJ990808_30 ;9Cia; Cl*2 


Gene No . - 


75445 










■ ' Strand 




Start 


18576 










End 


1904 6 


Name. 


OJ990E 


08_30 


9C10 


C12.o3 


. tw 


- Method 


TBLASTX: Wheat 


Start 


12228 










End 


12626 


GI 


none 










Score 


173 


Exons 


12228. 


.12626, 12316. .12516, 


12327. .12626 


Seq. No. 


36641 










Seq. ID 


OJ990808_30.9C10.C12 


Gene No. 


75445 










Strand 




Start 


18576 










End 


19046 


Name 


OJ990E 


08_30 


9C10 


,C12.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


12318 










End 


12683 



36351 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI • 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



.Na.rn.eu.. 
Start 
GI 

Exons 



End 

Method 

End 

Score 



none Score 96 

12318. .12683, 12319.. 12516 

36641 
75445 
18576 

OJ990808_30.9C10.C12.o5.ts 
12414 
none 

12414. .12650, 12424. .12513 

36641 
75445 
18576 

OJ990808_30. 9C10 . C12 . o2 . tm 
12711 
none 

12711. .13067, 12712. .13005, 12765. .13013 



Seq. ID OJ990808_30.9C10.C12 
Strand 

19046 

TBLASTX : Soybean 
12650 
69 



Seq. ID OJ990808_30.9C10.C12 
Strand 

19046 

TBLASTX: Maize 
13067 
209 



End 

Method 

End 

Score 



36641 
'75445 

JJ15U5 



Seq. ID OJ990808_30.9C10.C12 
Strand. - 

.End „ 1.9 OJ 6 , ^ - - 



.OJ3.9Q80.a_.3fl.,. 9.Cia,.C]L2,. o.5.,Xw___Me.tho.d_ ...TBLASTX: .Wheat.. „ 

14427 ■ . End 14825 

none Score 69 

14427. .14825, 14527 .. 14700, 14773. .14811 



Seq. No. 36641 

Gene No. 75445 

Start 18576 

Name OJ990808_30 . 9C10 . C12 . o5 . gs 

Start 18576 

GI none 

Exons 18576. .18641, 18951.. 19046 

Seq. No. 36642 

Gene No. 75446 

Start 8605 

Name OJ990808_30 . 9C10 . C13 . o3 . gs 

Start 8605 

GI none 

Exons 8605.. 8644, 9168.. 9370 



Seq. ID OJ990808_30.9C10.C12 
Strand 

End 19046 

Method GENSCAN 

End 19046 

Score . 63 



Seq. ID OJ990808_30.9C10.C13 

Strand + 

End 9370 

Method GENSCAN 

End 9370 

Score .79 



Seq. No. 

"Gene No. 

'Start 

Name 

Start 

GI 

Exons 



36642. 
75*4 4 7 • 

9660- . ' ■ ■ - ~ • " 
OJ990808_30 . 9C10 . C13 . o4 . gs 
9660 
none 



Sjssq. ID OJ990808_30.9C10.C13 

Strand" + "" ' - ■ - " 

End'- •• ' 15925 

Method GENSCAN 

End ■ 15703 

Score .89 



9660. .9755, 10094 10736, 10837 11339, 11850 11969, 
13209. .13319, 13790. . 13815, 14 059 .. 14 12 6, 144 47 .. 14 560, 
14656. .14837, 14989. . 15057, 15357 .. 15512, 15683. .15703 



Seq. No. 36642 

Gene No. 75447 

Start 9660 

Name OJ990808_30 . 9C10 . C13 . o4 . gp 



Seq. ID OJ990808_30.9C10.C13 

Strand + 

End 15925 

Method AAT/GAP 



36352 



Start 


11879 


End 


14563 


GI 


none 


Score 


927 


Exons 


11879. . 11969, 124 20. . 12485, 


13209. .13319, 13713. .13789, 




14 059. .14126, 14447. .14563 






Seq. No. 


36642 


Seq. ID 


OJ990808_30.9C10.C13 


Gene No . . 


75447 


Strand 


+ 


Start 


9660 


End 


15925 


Name 


OJ990808 30. 9C10 . C13 . o5 . gp 


Method 


AAT/GAP 


Start 


14711 


End 


15925 


GI 


LIB3434-010-P1-K1-F8 


Score 


985 


Exons 


14711.. 14837, 14 989. .15057, 


15357. .15512, 15721. .15925 


GI Descrip. 


'2781363 2.0e-20 (AC003113) 


F2401.19 


[Arabidopsis thaliana] 


Seq. No. 


36642 


Seq. ID 


OJ990808_30.9C10.C13 


Gene No. 


75448 


Strand 




Start 


2789 


End 


6283 


Name 


OJ990808 30.9C10.C13.o2.gs 


Method 


GENSCAN 


Start 


2789 


End 


6199 


GI 


none 


Score 


.74 


Exons 


2789.. 3082, 3283. .3398, 3518 


..3564, 4019. .4119,. 4337. .4426, 



J,622,.,£19,2„: 





Sea No. 


36642 " 




Seq.' ID 


" bj99"o¥o83o- VdiT.cf V*"" 




Gene No. 


75448 




Strand 






Start 


2789 




End 


6283 


fjj 




OJ990808 30.9C10.C13.ol 


.np 


Method 


AAT/NAP 




Of a rf- 


2792 




End 


6199 


a. —= 


GI 


629807 




Score 


3671 




Exons 


2792. .3082, 3322. .3398, 


3518. 


.3564, 4019. .4119, 4337. .4426, 






4622. .6199 










GI Descrip. 


VP1 protein - rice 










Seq. No. 


36642 




Seq. ID 


OJ990808_30.9C10.C13 




Gene No. 


75448 




Strand 




~. u i 


Start 


2789 




End 


6283 




Name 


OJ990808 30.9C10.C13.ol 


.gp 


Method 


AAT/GAP 




Start 


4005 




End 


4772 


f 1 


GI 


72020 1.R1084 




Score 


585 




Exons 


4005. .4119, 4337. .4426, 


4622. 


.4772 






GI Descrip. 


'391884/dbj |D16640|RICOSVP1 1 


.Oe-62 Rice DNA for -VP1 protein, 






complete cds ' 










^eq. No. . 


36642 




Seq. ID 


OJ990808 30.9C10.C13 




Gene No'i 


75448 ' 




Strand 






' Start 


"2789 ■ * ' 




-End 


. 6283' " • ' • • " 




Name ' 


OJ990808 30.9C10.C13.o2 


.gp 


Method 


AAT/GAP 




Start 


554 9 




End 


5872 




GI 


.. 5607328 




Score 


644 




Exons 


5549. .5872 










GI Descrip. 


586238/sp| P37398 | VIV ORYSA 2. 


Oe-51 VIVIPAROUS PROTEIN HOMOLOG 






>gi 632294 pir S48899 VP1 protein (OSVP1) - Oryza sativa 






>gi_391885_dbj_BAA04 066_ 


(D16640) VP1 


protein (OSVP1) [Oryza 






sativa] 










Seq. No. 


36642 




Seq. ID 


OJ990808_30.9C10.C13 




Gene No. 


75448 




Strand 





36353 



Start 2789 End 6283 

Name OJ990808_30 . 9C10 . C13 . o3 . gp Method AAT/GAP 

Start 5962 . End 6283 

GI 5607329 Score 612 

Exons S962..6283 

GI Descrip. 391884 /dbj I D16640 | RICOSVP1 1.0e-62 Rice DNA for VP1 protein, 
complete cds 



Seq. No. 36642 
Gene No. 75449 
Start 16543 

Name OJ990808_30 . 9C10 . C13 . o4 . tm 

Start 2985 
GI none 

Exons 2985.. 3053, 3060.. 3080, 3316. 

3512. .3568, 3513. .3569, 3994. 
4337. .4426, 4338. .4427 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 30.9C10.C13 



21477 

TBLASTX: Maize 
4427 
70 

3402, 3317.. 3400, 3502. 
4122, 4005. .4118, 4018. 



,3567, 
,4164, 



Seq. No. 

Gene No. 

Start 

„Name r 

.1st art... 

GI 

Exons 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 



36642 
75449 
16543 

. .O.i9.90.8.05^30,..9.CJ.Q J jC.13.; o5 ..tin . 

14 0.63_ ... . r _'^..„ _ 

none 

14063. .14122, 14065. .14127, 
14647. .14850, 14 651 .. 14836, 

36642 
75449 
16543 

OJ990808_30. 9C10 . C13 . o2 . tm 
14982 
none 
14982. 
15353. 
15720. 



15059, 14988. 
15514, 15697, 
15830 



,15059, 
,15789, 



Seq. ID OJ990808_30.9C10.C13 
Strand 

End 21477 

__MeJ: hocL, ... TBLAS XX;, Ma t? e 

„ ^.Znd-^^1 .-1,4 S.50^1 

. Score 90 
14065. .14121, 14 506. .14559, 
14697. .14843 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15341. . 15514, 
15719. . 15829, 



OJ990808 30.9C10.C13 



21477 

TBLASTX: Maize 
15832 
78 

15351. .15515, 
15719. .15832, 



Seq. No. 
Gene No. 
Start 
Name 
Start ,. 
GI V -"" 7 
Exons 



36642 Seq. ID 

75449 Strand 

16543 End 

OJ990808_30 . 9C10 . C13 . o5 . gs Method 

.16543 . End, - 
none Score" " 



OJ990808_30.9C10.C13 

21477 
GENSCAN 
21477 , . 



16543. . 16623, 16980 .. 17111, 17320 .. 174 09, 19240 19280; 
19583. ."19675, 20633 . .20813, 209"0"9 .. 21090,' 21150 : .21477 * 



Seq. No. 36642 • Seq> ID 

Gene No. 75449 Strand 

Start 1654 3 End 

Name OJ990808_30 . 9C10 . C13 . ol . tm Method 

Start 16701 End 

GI none Score 

Exons 16701. 

16727. 

17005. 

17453. 

17455. 



16748, 16713. .16745, 16726. 

16852, 16728. .16853, 16971. 

17112, 17320. . 17367, 17321. 

17560, 17453. .17569, 17454. 

17574, 17695. .17898, 17700. 



OJ990808 30.9C10.C13 



21477 

TBLASTX: Maize 
17898 
43 

16851, 16727. . 16852, 
17126, 16981. . 17142, 
17365, 17437. .17559, 
17570, 17454. .17570, 
17888 



36354 



Seq. No. 36642 
Gene No. 75449 
Start 16543 

Name OJ990808_30 . 9C10 . C13 . o3 . tm 

Start 19669 
GI none 
Exons 19669. 

20155. 

20311. 

20906. 



.19695, 19777.. 19884 

.20235, 20155.. 20241 

,20397, 20664. .20837, 20698 
,20965 



Seq. ID OJ990808_30.9C10.C13 
Strand 

End 21477 
Method TBLASTX : Maize 
End 20965 
Score 41 
19782. .19886, 19782. .19886, 
20310. .20390, 20310 .. 20393, 



.20814, 20705. .20815, 



Seq. No. 36643 Seq. ID 

Gene No. 75450 Strand 

Start 1 End 

Name OJ990808_30 . 9C10 . C14 . ol . np Method 

Start 1 End 

GI 4581111 Score 

Exons 1..55, 1402.. 1650 

GI Descrip. (AC005825) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990808_30.9C10.C14 
+ 

1650 
AAT/NAP 
1650 
46 



..Sec^.. jcjq. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



J36M3._ - _ -™ 

75450' 
1 

OJ990808_30. 9C10.C14 .ol.gs 

101 

none 

101. .334, 1232. .1309 



. Se.q.,...ID-..Jaj9^0.aa8^3Q^9.CLO^ai.^ 
Strand + 
End 1650 
Method GENSCAN 
End 1309 
Score .75 



Seq. No. 36643 Seq. ID 

Gene No. 75451 Strand 

Start 1867 End 

Name OJ990808_30 . 9C10 . C14 . o2 . gs Method 

Start 1867 End 

GI none Score 

Exons 1867.. 2071 



OJ990808_30.9C10.C14 

2071 
GENSCAN 
2071 
. 6 



Seq. No. 36644 

Gene No. 75452 

Start 24 

Name OJ990808_30 . 9C10 . C15 . ol . gs 

Start;/ '\ ' *" ■ 24" \ 

GI . ^ none 

Exons ' ' 24 . . 117 ' * : " 



Seq. ID OJ990808_30.9C10.C15 

Strand 

End 117 

Method . GENSCAN 

End "-11 7 " V"\. ; " 

Score .95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



36645 Seq. ID 

75453 Strand 

1 End 4 54 

OJ990808_30 . 9C10 . CI 6 . ol . np Method AAT/NAP 

1 End 4 54 

4850384 Score 50 
1..33, 285. .454 

(AC007357) F3F19.3 [Arabidopsis thaliana] 



OJ990808 30.9C10.C16 



36645 
75453 



Seq. ID OJ990808_30.9C10.C16 
Strand 



36355 



• • 

Start 1 End 454 

Name OJ990808_30 . 9C10 . C16 . ol . tm Method TBLASTX : Maize 

Start 139 End 434 

GI none Score 118 

Exons 139. .246, 141. .227, 305. .409, 314. .409, 315. .410, 316. .423, 
327. .434 

Seq. No. 36646 Seq. ID OJ990808_30.9C10.C17 

Gene No. 75454 Strand 

Start 1 End 389 : 

Name OJ990808_30 . 9C10 . C17 . ol . np Method . AAT/NAP 

Start 1 End 389 

GI 2498930 Score 326 

Exons 1..161, 329.. 389 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RUL AT I ON 

PROTEIN) gi | 1203794 (U18774) Sog .[Drosophila melanpgaster ] 

Seq. No. 36646 Seq. ID OJ990808_30.9C10.C17 
Gene No. 75454 Strand - 
Start 1 End 389 
Name OJ990808_30 . 9C10 . C17 . ol . gs Method GENSCAN 
StarX , .„.2-CL , ^_;_tod_^,_„a85^.-™_. . -J 

. ..Gi.... ^ ^none._ 

' Exons 70. . 161, 329. .388 

Seq. No. 36647 Seq. ID OJ990808_36 . 9C20 . C3 

Gene No. 75455 Strand 

Start 1 End 901 

Name OJ990808_36 . 9C20 . C3 . ol . gs Method GENSCAN 

Start 1 End 774 

GI none Score . 8 

Exons 1 . . 774 

Seq. No. 36647 Seq. ID OJ990808_36 . 9C20 . C3 

Gene No. 75455 Strand 

Start 1 End 901 

Name OJ990808_3'6 . 9C20 . C3 . ol . np . Method AAT/NAP 

Start 4 End 901 

GI ■ 6755654 Score 1582 

Exons 4.. 901 

GI Descrip. sprouty homolog 4 (Drosophila) 

gi| 5917720.|gb|AAD56007.1|AF176906_l (AF176906) sprouty ...4 [Mus 

\ " mus cuius] " ; - - ".. ~ ~ ."I "V 

Seq; No. * 36648 ' " "' " Seq. ID' 0J9 90*80 8^3 6":'9C2'6\'C4' ' 

Gene- "No. ' - 75'45'6 ■ ■ --Strand -v.-"- ■■ 

Start " 439 End 523 

Name OJ990808_36.9C20.C4.ol.gs. - Method GENSCAN 

Start 439 End 523 

GI none Score .41 

Exons 439. .523 

Seq. No. 36649 Seq. ID OJ990808_36 . 9C20 . C5 

Gene No. 75457 * Strand + 

Start 594 End 2199 

Name OJ990808_36 . 9C20 . C5 . ol . gs Method GENSCAN 

Start 594 End 2199 



36356 



GI 


none 




Score 


. 56 


Exons 


594.. 654, 1805. .1956, 2167.. 


2199 




Seq. No. 


36649 




Seq. ID 


OJ990808_36. 9C20.C5 




75458 




Strand 


+ 


Start 


4646 




End 


13900 


Name 


OJ990808 36.9C20.C5.ol.np 


Method 


AAT/NAP 


Start 


4646 




End 


5971 


GI 


4263522 


Score 


1078 


Exons 


4646. . 


5971 






GI Descrip. 


(AC004044) hypothetical protein [Arabidopsis tHaliana] 


Seq. No. 


36649 




Seq. ID 


OJ990808_36.9C20.C5 


bene lnu . 


75458 




Strand 


+ 


Start 


4646 




End 


13900 


Name 


OJ990808 36. 9C20 . C5 . o3 . gs 


Method 


GENSCAN 


Start 


5015 




End 


12210 


GI 


none 




Score 


.67 


Exons 


5015. . 


5887, 7207.. 7329, 7587 


..7724, 8765. .8840, 9401. .9483, 




10041. 


.10174, 11290. .11377, 


11525. .11679, 11868.. 12210 


_Se_q.,_liQ^„.. ^ , 


; „.36.64 9„ 




™Sgc[,._I,p „ 


.0 J 95 0 8J)8^3A, 3C2,.0^.C5_. 


._Gene. ..No,.- 


„.-7-545.a,. 




_,S£xand„_, 


_+ _ . ______ 


Start ' 


4646 




End 


13900 


LN dlLlC 


OJ990E 


08_36. 9C20.C5.o2.np 


Method 


AAT/NAP 


Start 


7204 




End 


13900 


GI 


44544E 


14 


Score 


209 


Exons 


7204 /. 


7329, 7587.. 7856, 8323 


..8406, 87 


86. .8840, 9401. . 9483, 




10428. 


.10478, 10936. .11021, 


11290.-11377, 11525. .11641, 




11927. 


.12034, 13682.. 13900 






GI Descrip. 


(AC006234) putative diacylglycerol kinase [Arabidopsis thai 


Seq. No. 


36649 




Seq. ID 


OJ990808_36.9C20.C5 


Gene No. 


75459 




Strand * 


+ 




22157 




End 


27536 


Name 


OJ990808 36. 9C20.C5.o4 .np 


Method 


AAT/NAP 


Start 


22021 




End 


23974 


GI 


5091499 


Score 


131 


Exons 


22021. 


.22067, 23753.-23974 






GI Descrip. 


(AB023482) Similar to Human 


mRNA for a 


lpha 1 (III) collagen 




fragment (aa 892-1023) . (X01655) [Oryza 


sativa] 


" Seq'.'" No . 


:r 3-664 9' 




;• Seq'. ID" 


6 J 9 90 8 6*82'36". 9C 2 ' 0 : C5 ; 


bene ino . 


75459 




■ Strand 


+ • . 


Start 


" 22157 




" End' ' " 


"27536 • • ■ ' 


Name - 


OJ990E 


308_36.-9C2Q.C-5.o5-:gs. / 


Method - 


GENSCAN-'-'- • •'- ■ - ■ ■ 


Start 


22157 




End 


27536' 


GI 


none 




■ .' Score 


.42 


Exons 


22157 


.22264, 22705. .22837, 


23222. .23277, 23789 .. 23933, 




24073 


.24134, 24278.-24383, 


26491. .26624, 27480.. 27536 


Seq. No. 


36649 




Seq. ID 


OJ990808_36.9C20.C5 


Gene No. 


75460 




Strand 


+ • 


Start 


28570 




End 


28942 


Name 


OJ990808 36.9C20.C5.o4.gp 


Method 


AAT/GAP 


Start 


28570 




End 


28942 


GI 


1631400 


Score 


585 



36357 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28570. .28942 

36649 
75461 
35082 

OJ990808_36 . 9C20 . C5 . o7 . gs 

35082 

none 

35082. .35194, 354 19 .. 35509, 
37403. .37657, 37746. . 37903, 
38464. .38613, 38734. .38853 



Seq. ID 
Strand 
End 

Method 
End 
Score 

36274 

38020 



OJ990808_36.9C20.C5 
+ 



38853 
GENSCAN 
38853 
. 67 

36392, 36607, 
38099, 38232, 



,37211, 
38367, 



Seq. No. 36649 

Gene No. 75461 

Start 35082 

Name OJ990808_36. 9C20 . C5 . o5 . np 

Start 36471 

GI 3004564 

Exons 36471. .36619, 37148 37211, 
38020. .38099, 38232 38367 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
37403. .37657, 
38464. .38803 



OJ990808 
+ 

38853 
AAT/NAP 
38803 
734 

37746 



36.9C20.C5 



,37903, 



GI Descrip. (AC003673) putative protein kinase [Arabidopsis thaliana] 



. S.eq...JJo....... ,....'..3664 9.. ...... ...^ __^S.eq. IP- 
Gene No. 754 61 "Strand 
Start 35082 End 
Name OJ990808_36 . 9C20 . C5 . o5 . gp Method 
Start 37092 End 
GI uC-osflcyp009bl2bl Score 
Exons 37092. .37211, 374 03 .. 37473, 38108.. 38138 

GI Descrip. 1 1708311/sp | Q08080 | HS7S__SPIOL 1.0e-46 CHLOROPLAST STROMA 70 KD 

HEAT SHOCK-RELATED PROTEIN >gi_170094 (M99565) 80 kDa heat shock 
protein [Spinacia oleracea] 1 



..Qja9.Q.a0_8^3.6 ^9C2(L£5>_.-_. . 
+ 

38853 . 
AAT/GAP 
38138 
331 



Seq. No. 36649 Seq. ID 

Gene No. 75462 Strand 

Start 40476 End 

Name OJ990808__36 . 9C20 . C5 . 06 .-gp Method 

Start 40476 End 

GI none Score 

Exons 40476.. 40912 



OJ990808_36.9C20.C5 
+ 

40912 
AAT/GAP 
40912 
834 - 



Seq- No. 


. 36649 


Seq. ID 


OJ990808 


_36. 


9C20. : 


C5 


Gene" No.' 


" • -75463 r :: . "■■ - ; 


""Strand 










Start " 


'2445 .'".*"' 


End 


4921*. 








Name"" 


' OJ990808 36\"9C20.C5:o2.gs 


" Method 


GENSCAN 








Start--"-' 


- 244-5 • ' - - ' • - - 


.'End 


4 921- 








GI 


none . 


Score 


.99 








Exons 


2445. .2534,- 3280. .3424, 3564-. 


.3842, 381 


32. .4921 








Seq. No. 


36649 


Seq. ID 


OJ990808 


_36. 


9C20. 


C5 


Gene No. 


75464 


Strand 










Start 


13167 


End 


13431 








Name 


OJ990808 36.9C20.C5.o.2.gp 


Method 


AAT/GAP 








Start 


13167 


End 


13431 








GI 


2796676 


Score 


413 








Exons 


13167. .13319, 13346. .13431 













36358 



• 



Seq. No. 


36649 




Seq. ID 


OJ990808_36. 


9C20 


.C5 


Gene No. 


75465 




Strand 








Start 


13745 




End 


14 U / 1 






Name 


OJ990808_36 . 9C20 .C5 


.o3.gp 


Method 


AAT/ GAP 






Start 


13745 




End 


14071 






GI 


none 




Score 


C T A 

570 






Exons 


13745 14071 ■ * 












Seq. No. 


36649 




Seq. ID 




yczu 


. Co 


Gene No. 


75466 




Strand 








Start 


16263 




End 


16685 






Name 


OJ990808 36.9C20.C5 


. o3.np 


Method 


AAi / NAr 






Start 


16263 




End 


1 f f 0 c 






GI 


5081739 




Score 


115 






Exons 


16263. .16342, 16440 


. .16685 










GI Descrip. 


(AF148511) hermes [Mus musculus] 








Seq. No. 


36649 




Seq. ID 


OJ990808_36. 


9C20 


.C5 


Gene No. 


75467 




Strand 








Start 


28509 




End 


29697 






Name 


OJ990808 36. 9C20.C5 


. 06. gs 


Method 


GENSCAN 






Start 


... 2 8 5.0,9. . _.„..-.. ......... 




End. _ ... 


. 29697 , 


— — 




&L„.,^. - 


„.npn.e . . M 




„ Scorja 


_.,7,4 






Exons 


28509. .29005, 29471 


.2 95Tl,' 


29636. .29697 






Seq. No. 


36649 




Seq. ID 


OJ990808_36. 


9C20 


.C5 


Gene No. 


75468 




Strand 








Start 


40773 




End 


42902 






Name 


OJ990808 36.9C20.C5 


. 08 . gs 


Method 


GENSCAN 






Start 


40773 




End 


41750 






GI 


none 




Score 


.51 






Exons 


40773. .41750 












Seq. No. 


36649 




Seq. ID 


OJ990808_36. 


9C20 


. Co 


Gene No. 


75468 




Strand 








Start • 


40773 




End 


42902 






Name 


OJ990808 36.9C20.C5 


. o7 . np 


Method 


AAT /NAP 






Start 


40844 




. End 


42750 






GI 


3618318 




Score 


156 • 






Exons 


40844. .40890, 41023 


. .41192, 


42718. .42750 






GI Descrip. 


(AB001887) zinc finger protein [Oryza 


sativa] 






- 

Seq:" Na . m 


- 3664 : 9-"""' ■* 




; ■'Seq 7 ID : 


: "-OJ9908082"36" 


9C20 


. C5 ( 


Gene No". 


• 75468 . 




Strand 








Start 


40773 ' 




En'd' 


■■ 42902 ' : ■ 






Name ; 


- OJ990808:-36V9C20,C5 


. 06. np - 


- ~*- Method 


- AAT /NAP - • 






Start 


40979 




End 


42902 






GI 


3341723 




Score 


207 






Exons 


40979. .41702, 42867 


. .42902 










GI Descrip. 


(AF052690) CONSTANS- 


-like 1 


protein [Raphanus satiws] 




Seq. No. 


36649 




Seq. ID 


OJ990808_36. 


9C20 


.C5 


Gene No. 


75468 




Strand 








Start 


40773 




End 


42902 






Name 


OJ990808 36.9C20.C5 


.o7.gp 


Method 


AAT /GAP 






Start 


41426 




End 


41860 






GI 


none 




Score 


866 







36359 




Exons 41426. .41860 



Seq. No. 


36649 








Seq. ID 


OJ990808 


jo . 9C2U . Co 


Gene No. 


75469 








Strand 






Start . 


42913 








End 


43515 




Name 


OJ990808 36. 


9C20 


.C5.o9. 


gs 


Method 


GEN SCAN 




Start 


42913 








End 


43515 




GI 


none 








Score 


.75 




Exons 


42913. .43176, 43283 .. 43305, 


43365. .43515 




Seq. No. 


36649 








Seq. ID 


OJ990808 


_36. 9C20.C5 


Gene No. 


75470 








Strand 






Start 


45862 








End 


46044 




Name 


OJ990808 36. 


9C20 


.C5.o5. 


tc 


Method 


TBLASTX : 


Cress 


Start 


3981 








End 


10499 




GI 


none 








Score 


125 




Exons 


3981. .4091, 


7201 


. .7332, 


7203 


..7331, 7586. .7636, 


7587 . . 7724 




7587. .7742, 


7588 


. .7725, 


7798 


..7893, 9390. .9482, 


9400 . .9486 




10425. .10499 












Seq. No. 


36649 








Seq. ID 


OJ990808 


_36.9C20.C5 


JS.enej No..., .. 


_ 7,54 7.0. 




, . _ , , 


. . . — 


. Strand , 




, . 


,SJtar^. m 


.111 .4 5 8 62,1. 








.„ End .. 




* ...... 


Name 


OJ990808 36. 


9C20 


!c5.oll 


tc 


Method 


TBLASTX : 


Cress 


Start 


4646 








End 


5251 




GI 


none 








Score 


108 




Exons 


4646. .4858, 


4658 


. .5131, 


4664 


. .4780, 4670. .4825, 


4708 . . 5130 




4838. .4909, 


4868 


. .5128, 


5000 


..5227, 5129. .5251 




Seq. No. 


36649 








Seq. ID 


OJ990808 


_36. 9C20.C5 


Gene No. 


75470 








Strand 






Start 


45862 








End 


46044 




Name 


OJ990808 36. 


9C20 


.C5.ol. 


tm 


Method 


TBLASTX. 


Maize 


Start 


4655 








End 


5680 




GI 


none 








Score 


77 




Exons 


4655. .4837, 


4664 


. .4837, 


4699 


. .4923, 4705. .4836, 


qttlZ. .4924 




4816. .5139, 


4838 


. .5680, 


4955 


. .5164, . 4966. .5142, 


4 9 0 . . 5128 




4978. .5388, 


5126 


. .5221, 


5452 


. .5571 






Seq. No. 


36649 








Seq. ID 


OJ990808 


3 6 . S#v_2 (J . Co 


Gene No. 


75470 








Strand 






Start. 


45862 








End 


46044 


. ' . .:„• . .... 


* Name; ' * ' " * 


™ -0^990 8 08 "3 6". 


"9C20" 


\C5;oT; 


tw ~ ' 


~ Met hod' 


■ TBLASTX: 


Wheat ' ** r ' 


.Start 


" 4663 








End 


5275 . 


- - ' ' . . ** 
-1' v 


GI * 


~" ' * hone " ' ~ 








' Score " 


17£* ' 




•Exons - ■ 


. 4663. ..-4908, 


4670 


. '. 4 912 , 


' 4 7 92 


..5274, / 




.5275 


Seq. No. 


36649 








. q. ID 


OJ990808 


_3b . ^C20 - C5 


Gene No. 


75470 








Strand . ; 






Start 


45862 








End 


46044 




Name 


OJ990808 36. 


9C20 


.C5.o7. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4688 








End 


5128 




GI 


none 








Score 


207 




Exons 


4688. .5071, 


4715 


. .4879, 


4991 


. .5128 






Seq. No. 


36649 








Seq. ID 


OJ990808 


_36. 9C20.C5 


Gene No. 


75470 








Strand 







36360 




Start 


45862 








End 


46044 


Name 


OJ990808 36. 


9C20. 


CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5134 








End 


5632 


GI 


none 








Score 


403" 


Exons 


5134 . .5631, 


5138 . 


. 5632 








Seq. No. 


36649 








Seq. ID 


OJ990808_36.9C20.C5 


Gene No. 


75470 








Strand 




Start 


45862 








End 


46044 


Name 


OJ990808 36. 


9C20, 


C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5437 








End 


5974 


GI 


none 








Score 


186 


Exons 


5437 . .5646, 


5438 , 


.5686, 


5693 . 


.5974, 5717. .5971, 5785. .5973 


Seq. No. 


36649 








Seq. ID 


OJ990808_36.9C20.C5 


Gene No. 


75470 








Strand 


_ 


Start 


45862 








End 


46044 


Name 


OJ990808_36. 


9C20 


C5.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


5687 








End 


5976 


GI 


none 








Score 


275 


Exons 


5687 . . 5974, 


5782 


. 5.97 6 








„Se.q No . „ 


'ZZ .^-366.4.9 








„..Seq.. JQ,' v 


QJ9 9. 0 loJ3,6 


Gene No. 


""" 75470 * 








Strand 


_ 


Start 


45862 








End 


46044 


Name 


OJ990808 36 


9C20 


C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


5756 








End 


5979 


GI " 


none 








Score 


269 


Exons 


5756. . 5974, 


5788 


.5973, 


5821 . 


.5979 




Seq. No. 


36649 








Seq. ID 


OJ990808_36.9C20.C5 


Gene No. 


75470 








Strand 




Start 


45862 








End 


46044 


Name 


OJ990808_36 


9C20 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5792 








End 


5986 


GI 


none 








Score 


89 


Exons 


5792 . . 5890, 


5827 


. 5889, 


5884.. 


.5985, 58* 


35. .5986 


Seq. No. 


.36649 . 








Seq. ID 


OJ990808_36.9C20.-C5 


Gene No . 


75470 








Strand 




Start 


45862 








End 


46044 


Name 


OJ990808 36 


9C20 


C5.o8 . 


tm 


Method 


TBLASTX: Maize . . . 


■Start" : 


• 7183 ' ' " 








-End : - ' 


7725--. ». - - ■ 


GP • ' 


none 








■'■ Score 


150 - - " . 


Exons " 


" " 7183". . 7332,' 


7204 


.7329, 


7206. 


.7331, 758 6. .7720,. 7587. .7724 


— ' • . ■ 


7587 . .'7724, " 


;7 597 


. . 7725 








Seq. No. 


36649 








Seq. ID 


OJ990808_36.9C20.C5 


Gene No. 


75470 








Strand 




Start 


45862 








End 


46044 


Name 


ojyyOoUo Jo 




. Co . OO . 




Method 


TBLASTX: Soybean 


Start 


. 7586 








End 


7895 


GI 


none 








Score 


205 


Exons 


7586. .7723, 


7587 


. .7724, 


7587. 


.7724, 75? 


38. .7725, 7798. .7893 




7809. .7895 












Seq. No. 


36649 








Seq. ID 


OJ990808_36.9C20.C5 



36361 



Gene No. 
Start 
Name 
Start " 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 
.Name. . _ . 
££_a r£. , . 

GI 

Exons 



Seq. No. 

Gene No. 

Start... 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene Np. 
Staff 
-Name " " - 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



75470 Strand 

45862 End 

OJ990808_36. 9C20.C5.olO. tm Method 

8783 End 

none Score 



46044 

TBLASTX: Maize 

12079 

66 



8783.-8842, 9390. .9518, 9400. .9498, 10425 .. 104 99, 10427, 
10939. .11019, 11284. .11388, 11288 .. 11377 , 11303 114 16, 
11519. .11641, 11527. .11637, 11900 .. 12079, 11926. .12078 



,10498, 



36649 ' Seq. ID 

75470 Strand 

45862 End 

OJ990808_36. 9C20 . C5 . 06 . tc Method 

11570 End 

none Score 



OJ990808_36.9C20.C5 
46044 

TBLASTX: Cress 

12076 

111 



11570. 
11902. 

36649 
75470 
45862 
OJ.9AQ8. 

none' 

13646. 

13651. 

13770. 

13856. 

13941. 

13969. 

14317. 

14500. 



11641, 11572, 
12072 



,11646, 11581. .11643, 11900 .. 12076, 



.08 ,3^,.9CZQ^C5..-Q2.„tm 



.13681, 13646. .13681, 

.13683, 13745. .13813, 

.13844, 13772. .13816, 

.13897, 13856. .13897, 

.13967, 13966. .14049, 

.14061, 14154. .14255, 

.14388, 14319. .14387, 

.14592, 14503. .14601, 



Seq. ID OJ99'0808_36. 9C20.C5 
Strand 

End 46044 

.. ... Method^ TBLASXX : ~ 

_,..End...._ ..... ,.1.5.2.9.6 

Score 56 
13647. .13682, 13651 13683, 
13749. .13814, 137 50 .. 138 15, 
13806. .13853, 13808 .. 1384 9, 
13940. .13966, 1394 1 .. 13967 , 
13967. .14050, 13968 .. 1404 8 , 
14155. .14265, 14 158 .. 14247 , 
14498. .14593, 144 99 .. 14 594 , 
15221. .15286, 15222.. 15296 



36649 
75470 
45862 

OJ990808_36. 9C20 . C5 . o3 . ts 

15486 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_36.9C20.C5 
46044 

TBLASTX: Soybean 

16625 

74 



15486. . 15560, 16265 .. 16348 , 16266 .. 16364 , 16428 .. 16625, 
16480. .16620 



36649"' "*"*■■'. - . ' " ' Seq. ID" 

75470 ' .Strand ' 

458 62 * End " ' 
OJ990808_36:'9C20.C5;o4 .tc - - Method---. 

1548 6 ' End 

none Score ' 

15486. .15605, 15487 .. 15603, 

16428. .16625, 16480.. 16620 

36649 Seq. ID 

7 5470 Strand 

45862 End 

OJ990808_36 . 9C20 . C5 . o3 . tm Method 

16245 End 

none Score 



6 J 9 90 80 8_3 6-7 9C 2 0 . : C5 ' 

46044 " " • 
. TBLASTX-: Cress - ■ ■ 
16625' 
69 

16265. .16351, 162 66. . 16331, 



OJ990808_36. 9C20.C5 
46044 

TBLASTX: Maize 

16628 

119 



36362 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

.G^a^^Na. 
...St.ar.t_ 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 'r " 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



16245. . 16343, 16246. . 16332, 16265 16351, 16268 .. 16351, 
16428. .16628, 16480 16620, 16497.. 16622 



36649 Seq. ID 

75470 Strand 

45862 End 

OJ990808_36 . 9C20 . C5 . o7 . tm Method 

31611 End 

none Score 

31611. .31820, 31615. .31839, 
31978. .32034 

36649 

75470 Strand 

45862 . End 

OJ990808_36. 9C20 . C5 . o2 . tw Method 

31765 End 

none Score 

31765. .31839, 31851 31991, 31957 .. 32 127 , 31980.. 32129 



OJ990808_36.9C20.C5 
46044 

TBLASTX: Maize 
32034 
188 

31845. .31934, 31977 .. 32033, 



Seq. ID OJ990808_36. 9C20.C5 



46044 

TBLASTX: Wheat 

32129 

57 



36649 
.75iZ£L 



,4.5,8, 6.2._ _ _ 

OJ990808_36. 9'C20.C5..o9. tm* 

35081 

none 

35081. .35254, 35082 .. 35255, 
35418. .35480, 35474.. 35527 

36649 
75470 
45862 

OJ990808_36. 9C20 . C5 . o2 . ts 

37408 

none 

37408. .37608, 374 13 .. 37 607 , 
37762. .37899, 37763.. 37909 

36649 
75470 
45862 

OJ990808_36. 9C20 . C5 . o3 . tc .. 
"37548' :r ; ; ' ■' " " / : ; : " ; 
none . ' '"' 



Seq. ID OJ990808_36. 9C20.C5 

_SA.ran.d- _ ■ , ™ 

_,EAd_ . _ . 4.6.0.4 4. . 

Method TBLASTX : Maize 

End 35527 

Score 212 
35083. .35268, 354 17 .. 354 94 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_36. 9C20.C5 
46044 

TBLASTX: Soybean 

37909 

80 



37413. .37646, 374 14 .. 37656, 



Seq. ID 

Strand 
End 

Method 

"End *■";■"■ 
Score. ' 



OJ990808_36. 9C20.C5 
46044 

TBLASTX: Cress 

"38340" : ";"■■". 
88 



3754 8. 137 691, '3754 9. .37 665, "377 51 .. 37 909, '377 62. .37881', 
3 8 01 7 . : . 3 8 1 0 0 , *380 19. 3 8 10 2 7 ^ 3 8 2 3 2 . . 3 8 3 21 ,>3 8 2 : 3 3 8 38 3 4 0 ^ 



36649 
75470 
45862 

OJ990808_36. 9C20.C5.o5. tm 
37769 
none 
37769. 
38232. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_36.9C20.C5 
46044 

TBLASTX: Maize 

38340 

182 



,37909, 37769. .37909, 38016 .. 38102, 38017 38100, 
,38339, 38236.. 38340 



Seq. No. 



36649 



Seq. ID OJ990808_36. 9C20.C5 



36363 



C3 



Gene No. 


75470 




Strand 






Start 


A C O C O 

4 oo 62 




End 


46044 




Name 


OJ990808 J6.9CzO.C5. 


06 . ts 


Method 


TBLASTX: 


Soybean 


Start 


3804 4 




End 


38616 




GI 


none 




Score 


91 




Exons 


38044 . . 38 100/ 38233. 


O O O A 


38235. .38366, 38482 


. .38 616 


Seq. No. 


3664 9 




Seq. ID 


OJ990808 


_36 . 9C20 


Gene No. 


75470 




Strand 






Start 


45862 




End 


46044 




Name 


OjyyUoOo 3o.9C20.Cb. 


o4 . tm 


Method 


TBLASTX; 


Mai ze 


Start 


38518 




End 


38976 




GI 


none 




Score 


162 




Exons 


38518 .. 38 64 3, 38522. 


.38 614, 


38544. .38621, 38735 


. . 38839, 




jo /4 y . . oo o 4 / , 38/53. 


.38842, 


38929. .38976 




Seq. No. 


36649 




Seq. ID 


OJ990808 


_36.9C20 


Gene No. 


75470 




Strand 






Start 


a n. o c o 

4 58 62 




End 


46044 




Name 


OJ990808 36.9C20.C5. 


olO . gs 


Method 


GENSCAN 




Start 


a c o r o 

4 58 62 




End 


46044 




GI 


none .. : _ 


— 


- Score; 


-.37 


—•- 


Exons., 


ylCO/^O A £1 f\ A A 

^ ...4 5 0.62.. . 4. 6CJ 4.4. ... u „ ; „, 








.... 


Seq. No. 


36650 




Seq. ID 


OJ990808 


_36.9C20, 


Gene No. 


75471 




Strand 






Start 


138 9 




End 


1436 




Name 


OJ990808_36 . 9C20 . C6 . 


ol . gs 


Method 


GENSCAN 




Start 


138 9 




End 


1436 




GI 


none 




Score 


.7 




Exons 


1389. .1436 










Seq. No. 


36651 




Seq. ID 


OJ990808 


_36.9C20, 


Gene No. 


75472 




Strand 


4- 




Start 


289 




End 


1276 




Name 


OJ990808 36.9C20.C7. 


ol . gs 


Method 


GENSCAN 




Start 


289 




End 


1276 




GI 


none 




Score 


.42 




Exons 


289.'. 429, 1247.^1276 








oeq . no . 


36651 




Seq. ID 


OJ990808 




Gene No. 


75473.. 




Strand- 






Starf; - 


- '4 965 ' • : " ' : •* - 




"End ' " 


74 78 




Name 


' OJ990808 36/9C20.C7. 


ol.gp. - 


Method 


AAT/GAP ' 




Start' 


'4 965 - ~ * " *■' 




End 


5723" ' 




GI 


' none - - ■ ' 




■ '-Score 


'804 - ' 




Exons 


4965, .5312", 5586.. 5723 









Seq. ; No. 36651 
Gene'No. . 75473 
Start 4965 

Name OJ990808_36 . 9C20 . C7 . ol . tm 

Start 4993 
GI none 

Exons 4993.. 5028, 5051.. 5155, 5052, 

5155. .5190, 5156. .5191, 5204. 
5586. .5723, 5586. .5720, 5587. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990808 36.9C20.C7 



7478 

TBLASTX: Maize 
6863 
40 

5156, 5053. .5157, 5155. .5190, 
5329, 5585. .5719, 5585. .5719, 
5727, 6128. .6172, 6130. .6189, 



36364 



6131.. 6172, 6138.. 6188, 6750.. 6863, 6750.. 6863 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



36651 Seq. ID OJ990808_36 . 9C20 . C7 

75473 Strand- - 

4965 End 7478 

OJ990808_36 . 9C20 . C7 . ol . np Method AAT/NAP 

5282 - End 7478 

728882 Score 392 

5282. .5312, 5586. .5716, 6139. .6186, 6750. .6867, 7419. .7478 
ADP-RIBOSYLATION FACTOR 3 gi I 54184 6 | pir | | S4 1938 ADP-ribosylation 
factor 3 - Arabidopsis thaliana' gi I 453191 1 emb | CAA54564 | (X77385) 
ADP-ribosylation factor 3 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

,S_e,q..._No,, 
Gene.~.No.. 
Start 
Name 
Start 
GI 

Exons 



36651 Seq. ID 

75473 Strand 

4 965 End 

OJ990808_36.9C20.C7.o3.gs Method 

5455 End 

none Score 



OJ990808_36.9C20.C7 

7478 
GENSCAN 
6861 
.7 



5455. .5488, 5586. .5716, 6139. .6186, 6750. .6861 



„3.6_6J51.. „ . _ 

..75.473.. J, 

4965 

OJ990808_36.9C20.C7.ol.tc 

5583 

none 

5583. .5660, 5584. .5721, 5584. 
6130. .6189, 6747. .6863, 6748, 



, -S<-q^XD™GJ.9 9 0.8 0 JC 2£l.C1_ 
...Strand... .... '. .. _ . 

End 7478 

Method TBLASTX : Cress 

End 6864 

Score 79 

.5718, 5585. .5719, 5586. .5723, 
.6864, 6750. .6863 



Seq. No. 36651 

Gene No. 75473 

Start 4965 

Name OJ990808_36 . 9C20 . C7 . ol . ts 

Start 5584 

GI none 

Exons 5584.. 5721, 5585.. 5719, 5586. 

6750. .6863, 6750. .6863 



OJ990808_36.9C20.C7 
7478 

TBLASTX: Soybean 

6863 

106 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5744, 5598. .5720, 6130. .6189, 



Seq. No. 

Gene No. 
-Start • 
: Name 

Start 

'GI * " ' ■ ' * 

Exons 

GI Descrip. 



36651 Seq. ID OJ99'0808_36 . 9C20 . C7 

75473 Strand 

4965 ...... . .End .. 7478 

OJ9"90808_36-. 9C20: C7 ; 62. gp- " Method' " ' AAT/GAP " ■ ; " '" : 

65*47 " • - End ' 6860 • " ' ' 

LIB3432-050-P1-K1-D7" ' Score ■•602 / '" ' 

•6547... 6860- : ' " /' - " . . 
' 728882/sp|P40940|ARF3_ARATH 4.0e-ll ADP-RIBOSYLATION FACTOR 3 

>gi_541846_pir S41938 ADP-ribosylation factor 3 - Arabidopsis 

thaliana >gi_453191_emb_CAA54 564_ (X77385) ADP-ribosylation 
factor 3 [Arabidopsis thaliana] ' 



Seq. No. 36652 Seq. ID 

Gene No. 75474 Strand 

Start 27 End 

Name OJ990808_36 . 9C20 . C8 . ol . gs Method 

Start 27 End 

GI none Score 



OJ990808_36. 9C20.C8 
+ 

589 

GENSCAN 

589 

.95 



36365 



Exons 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27. .77, 156. .296, 545.-589 

36652 Seq. ID 

75475 Strand 

54 4 5 End 

OJ990808_36. 9C20.C8 .o3.gs Method 

5445 End 

none Score 
5445. .5450, 6287. .6421 



OJ990808_36.9C20.C8 
+ 

11596 
GENSCAN 
6421 
.7 



36652 
75475 
5445 

OJ990808_36.9C20.C8.ol.np 

5568 
3914501 

,7876, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9256. .9395, 



OJ990808_36.9C20.C8 
+ 

11596 
AAT/NAP 
11346 
1152 

10078. . 10251, 10356. .10592, 



5568.. 5607, 7570 
11242. .11346 

ASPARTATE CARBAMOYL/TRANSFERASE 3 PRECURSOR (ASPARTATE 
TRANSCARBAMYLASE 3) (ATCASE 3) gi I 609344 (U05293) aspartate 
carbamoyltransf erase [Pisum sativum] 





.,3.6.652 ..... „. 




Seq,. ID 


„PJ-990 8,0.3^3 6...aC20...C8. r . . 


Gene No. 


75475 




Strand 


+ 


Start 


5445 




End 


11596 


Name 


OJ990808 36. 9C20.C8 ,o4. 


gs 


Method 


GENSCAN 


Start 


7444 




End 


11349 


GI 


none 




Score 


98 


Exons 


7444. .7876, 9256.-9395, 


10078 


. .10251, 


10356. .10592, 11242.. 11349 


Seq. No. 


36652 




Seq. ID 


OJ990808_36.9C20.C8 


Gene No. 


75475 




Strand 


+ 


Start 


5445 




End 


11596 


Name 


OJ990808 36.9C20.C8.o2. 


gp 


Method 


AAT/GAP 


Start 


9265 




End 


11596 


GI 


11409 1.R1084 




Score 


1705 


Exons 


92 65. .9395, 10078. .10251, 10356. .10592, 11242. .11596 


GI Descrip. 


'1085650/pir | IS47625 1. 


0e-103 


aspartate transcarbomoylase - 



wheat >gi_688218_bbs_156442 aspartate carbamoyltransf erase 
{C-terminal} {EC 2.1.3.2} [Triticum aestivum=wheat , avalon, 
seedlings, Peptide Partial, 233 aa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36652" ■ ' ' 
.75476 , , ... 

12646 " ; * ' : ' ' 
.OJ990808_36 . 9C20 .'C8-. o3 . gp- .-- 

12646' ' 

none 

12646. .12864 

36652 
75477 
425 

OJ990808J36. 9C20.C8 .ol.gp 
425 

4715108 
425. . 1142 



Seq. ID 
Strand 
End •■■ • 
" ' Method ■ 
End ' 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



36. 9C20.C8 



OJ990808_ 
+ 

128 64 ' * 
AAT/GAP - ■ 
12864 
.426 



OJ990808 36.9C20.C8 



3636 
AAT/GAP 
1142 
1418 



36366 




Seq. No. 


36652 




Seq. ID 


OJ990808 


_36. 9C20.C8 


Gene No . 


n c a nn 




Strand 






Start 


4 Z D 




End 


3636 




Name 


ujyyuyuo od. 


yLzu . c_o . oz . gs 


Method 


GENSCAN 




Start 


i n o "7 
lUz / 




End 


3636 




GI 


none 




Score 


.51 




Exons 


10Z / . . 1 lb 1 , 


lzol..loiy, 1414 


. .1603, 3634. .3636 




Seq. No. 


36652 




Seq. ID 


OJ990808 


_36.9C20.C8 


Gene No . 


n c a n o 




Strand 






Start 


LZ o 14 




End 


14063 




Name 


uoyyuoUo jd. 


yLZv . Lcf . oo . gs 


Method 


GENSCAN 




Start 


1 O O 1 /I 

o 14 




End 


14063 




GI 


none 




Score 


. 96 




Exons 


Izolfl . . lo4 yo 


, ijdo y . . i j / lo , 


13928. .14063 




Seq. No. 


36652 




Seq. ID 


OJ990808 


_36. 9C20.C8 


Gene No. 


75478 




Strand 






Start 


12814 




End 


14063 




Name 


OJ990808 36. 


9C20.C8.o2.np 


Method 


AAT/NAP 




.S.kaxt 






End ...... 


14063 







..3.9.4 ins .;..;„* 




...^ Sep re 


.sea 




Exons 


13209. .13369 


;"'l33W.Tl34 r 98r' 


13589. ; 13718, 13928 


. .14063 ' 


GI Descrip. 


(AF062878) putative transcription factor [Arabidopsis thaliana] 


Seq. No. 


36652 • 




Seq. ID 


OJ990808 


_36.9C20.C8 


Gene No. 


75479 




Strand 






Start 


14595 




End 


16062 




Name 


OJ990808 36. 


9C20.C8.o6.gs 


Method 


GENSCAN 




Start 


14595 




End 


16062 




GI 


none 




Score 


.7 




Exons 


14595. .14728, 14788 .. 14874 , 


15999. .16062 




Seq. No. 


36652 




Seq. ID 


OJ990808 


_36.9C20/C8 


Gene No. 


75480 




Strand 






Start 


16769 




End 


17496 




Name 


OJ990808 36. 


9C20.C8.o3. tm 


Method 


TBLASTX: 


Maize 


Start 


1116 




End 


1666 




GI 


none 




Score 


91 




Exons 


1116. . 1178, 


1117. .1179, 1117 


..1179, 1118. .1180, 


1121. . 1180, 




1279.. .1317, 


1280.. 1315, 1281 


. .1319, . 1285. .1320, 


1415.. 1510, 


. »■ _ . . . . 


1419.' .1517," 


14'36;;1519, \164 6 


: .1666 






Seq. No*. ' 


36652 




Seq. ID 


OJ990808 


_36".9C20;C8- 


Gene 'No.-- 


754 80 




- ' Strand 






Start 


16769 




' End 


17496 ' . 




Name 


OJ990808 36. 


9C20.C8 .o3.tc 


Method 


TBLASTX: 


Cress 


Start 


1117 




End 


1517 




C T 


none 




Score 


93 




Exons 


1117. .1179, 


1118. .1180, 1279 


..1317, 12E 


10. . 1318, 


1415. .1510, 




1416. .1517 










Seq. No. 


36652 




Seq. ID 


OJ990808 


_36. 9C20.C8 


Gene No. 


75480 




Strand 






Start 


16769 




End 


17496 




Name 


OJ990808 36. 


9C20.C8.o4 . ts 


Method 


TBLASTX: 


Soybean 



36367 



Start 
GI 

Exons 



1117 End 1517 

none Score 97 

1117. .1179, 1118. .1180, 1279. .1317, 1280. .1318, 1415. .1510, 
1416. .1517 



Seq. No. 36652 

Gene No. 75480 

Start 16769 

Name OJ990808_36 . 9C20 . C8 . ol . tc 

Start 7603 

GI none 
Exons 



Seq. ID OJ990808_36.9C20.C8 
Strand 

End 17496 

Method TBLASTX : Cress 

End 11363 

Score 93 



7603. .7683, 7608. .7673, 7713. .7874, 7720. .7875, 9248.-9394, 
9250. .9396, 9255. .9404, 1004 8 .. 10251, 10074 .. 10256, 
10075. .10251, 10352. . 10570, 10356 10598 , 10390 .. 10611 , 
10390. .10572, 11239. .11343, 11241. .11363 



Seq. No. 36652 Seq. ID 

Gene No. 75480 Strand 

Start 16769 End 

Name OJ990808_36 . 9C20 . C8 . o3 . ts Method 

Start 7603 End 

_G£ l ,np,ne_ : _ _ ^ „ , S.qpr.e_ 

Exons 



OJ990808_36.9C20.C8 
17496 

TBLASTX : Soybean 
9317 

101. _ - „ ; 



'7 6.Q3,., , 7 6.83.,~ 7.6.0.8. ... .JJ&9.&,~JI3AQ^.l 8.7.4 12 2 ft,.... 2 8 7J5^ ..93X0 ^ 
9255. .9317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 



OJ990808 36.9C20.C8 



36652 Seq. ID 

75480 Strand 
16769 End 
OJ990808_36 . 9C20 . C8 . ol . tm Method 
7713 End 
none Score 
7713. .7772, 7720. .7773, 7773. .7874, 7774. .7875, 9255. .9404, 
9255.. 9395, 10075 .. 10251 , 10075 10251, 10077 .. 10253, 
10077. .10256, 10356. .10385, 10374 10469, 10383 .. 104 69, 
10384. .10470, 10463. .10495, 10464. .10493 



17496 

TBLASTX: Maize 

10495 

92 



36652 Seq. ID 

75480 Strand 

16769 End 

OJ990808__36.9C20.C8.ol.ts Method 

10204 End 

none . . ' . . Score 



OJ990808__36.9C20.C8 
17496 

TBLASTX: Soybean 

11345 

7.0 



10204. .10251,' 10204. -.10251,- 10352. .10570, 10354 . . 105 93 , - 
10356. .10598, 11217. .11345, 11239 .. 1134 3' 



Seq'.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'36652-. 
75480 
16769 
OJ990808 
13400 
none 
13400 
13588 
13929 



36.9C20.C8.o2.tm 



13501, 
13677, 
14063, 



13408. 
13628, 
13930. 



. 13509, 
.13699, 
. 14055 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13432 

13700 



0 J9 908 0.&-* 3:6. 9C20 .C8 ^ 



17496. 

TBLASTX: Maize 
14063 
103 

13509, 13579. . 13719, 
13720, 13916. .14047, 



Seq. No. 
Gene No. 



36652 
75480 



Seq. ID 
Strand 



OJ990808 36.9C20.C8 



36368 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

..JSI: 

_Ex.ons._ 



16769 End 

OJ990808_36 . 9C20 . C8 . o2 . tc Method 

13414 End 

none Score 



17496 

TBLASTX: Cress 

14075 

43 



13414. .13509, 13415. .13501, 134 32. .13509, 13579. .13719, 
13628. .13720, 13926 14063, 13926.. 14075 



36652 
75480 
16769 

OJ990808__36 . 9C20 . C8 . o2 . ts 

13415 

none 



Seq. ID OJ990808_36. 9C20.C8 
Strand 

End 17496 

Method TBLASTX: Soybean 

End 14123 

Score 92 



13415. .13501, 13423. .13509, 134 32 .. 13509, 1357 9 .. 1374 6, 
13628. .13723, 13920. .14123, 13926. .14114 



36652 
75480 
16769 

OJ990808_36 . 9C20 . C8 . ol . tw 
13432 ... 
none ■ .„„ „ 

_.1 3,4 3 Z ,. 1 3 5.Q0 ,^13A32^ .1.3 5 0 0 ,_1.3 57 3,1 JL 3.5.8.B. ,^U311^ 
13628. . 13720, 13921". . 14055, 13926 .. 14063, 13926 .-. 14 063, 
•13927. .14076 



Seq. ID 

Strand 

End 

Method 
End 

J>core_., 



OJ990808_36.9C20.C8 
17496 

TBLASTX: Wheat 
14076 

„9£__„„ : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36652 



Seq. ID OJ990808_36. 9C20.C8 



Seq. No. 
Gene No. 
Start 
Name 
Start* - 
'GI ' 
Exons • '. 



75480 Strand 
16769 End 
OJ990808_36. 9C20 . C8 . o3 . np Method 
16765 End 
6069646 Score 
16765. .1694 5, 17 4 60. . 174 96 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 

36652 Seq. ID 

75480 Strand 
16769 . End . 

"OJ990'808-36 \ 9C20". C8\ o'7 . gs v ' ' .".- Method 
16769 " ' End 
none "* - . - - . ■- - • - - Score 

16769. .16956- • ■ • : ..- . . •• . '*> : 



17496 
AAT/NAP 
17496 
55 

transcriptase 
11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ990808_36.9C20.C8 
17496. 

genscAn" r " ■"*" 

16956 

.87 ' 



. Seq. No. 36653 Seq. ID OJ990808_36 . 9C20 . C9 

Gene No. 75481 Strand' + 

Start 7936 End 8249 

Name OJ990808_36 . 9C20 . C9 . o3 . gp Method AAT/GAP 

Start 7936 End 8249 

GI 86158_1.R1084 Score 384 

Exons 7936.. 8064, 8089.. 8249 

GI Descrip. 1 5295936/dbj | AB026295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P068 1F10, complete sequence' 



36369 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 
Start" 
GI 

Exons 

GI Descrip. 



Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Secj/ No.' ' 

■Gene No.: -'<• 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



36653 Seq. ID 

75481 Strand 

7936 End 
OJ990808_36. 9C20 . C9 . o2 . gp Method 

7937 End 
86158_1.R1084 Score 
7937. .8064, 8089. .8249 

'5295936/dbj | AB026295 . 2 | AB02 6295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



OJ990808__36.9C20.C9 
+ 

8249 
AAT/GAP 
8249 
387 



36653 Seq. ID 

75482 Strand 
8636 End 
OJ990808_36. 9C20 . C9 . o4 . gp Method 
8636 End 
36280_1.R1084 Score 
8636. .9090 

'5295971/dbj IBAA81872.il 1.0e-81 (AB026295). EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



OJ990808_36.9C20.C9 
+ 

9090 
AAT/GAP 
9090 
870 



...3.6.65.3__.;.^..._ 

75483 
10784 

OJ990808_36. 9C20 . C9 . 06 . gp 
10784 

uC-osflM2020118f01al 
10784. .11219 

f 5295971/dbj IBAA81872.il 4 
corresponds to a region of 



„ ...Seq.^IQ., 

Strand 
End 

Method 

End 

Score 



..OJ9a0UQ.8^36, 
+ 

11219 
AAT/GAP 
11219 
821 



Oe-64 (AB026295) EST 
the predicted gene.; 



D24315 (R1718) 
Similar to 



Tobacco DNA for 
[Oryza sativa] 1 



retroviral-like transposon Tnt 1-94 . (X13777 ) 



36653 Seq. ID 

75484 Strand 
13277 End 
OJ990808_36 . 9C20 . C9 . 08 . gp Method 
13277 End 
86158_1.R1084 Score 
13277. .134 05, 13430. .1358 9 

'5295936/dbj | AB026295 . 2 | AB026295 5 . Oe-4 2 . Oryza sativa genomic 
DNA, 'chromosome "6, "clone : P0681F10, 'complete sequence'' ""~ 



OJ990808_36.9C20.C9 
+ 

13590 
AAT/GAP 
13589 
391 



36653 *'• '"■ '* ' • Seq.' I'D 

7 54:84 •-. v - -. Strand- - 

13277 . " End' 
OJ990808_36. 9C20.C9.o7 .gp Method' 

13278 End 
86158_1.R1084 Score 
13278. .13405, 13430. .13590 

! 5295936/dbj IAB026295.2 IAB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0 68 1F10, complete sequence' 



OJ990808_J3'6.9C20;C9- 

13590 
AAT/GAP 
135.90 
384 



36653 
75485 
4918 



Seq. ID 

Strand 

End 



OJ990808 36.9C20.C9 



6159 



36370 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990808_36. 9C20.C9.ol.gp Method - AAT/GAP 

4229 End 4339 

uC-osflcyp097b05bl Score 164 

4229. .4339 

1 140503/sp|P12173|YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; ORF within trnl intron 







[Oryza sativa] >gi 12061 emb 


CAA33915 


(AloyUl) UKc Ijj; UKr 






within trnl intron [Oryza sativa] >gi 


226660 prr loUoJooCL 






intron ORF 133 [Oryza* 








Seq. No. 


• 

36653 


Seq. ID 


OJ990808_36.9C20.C9 




Gene No. 


75485 


Strand 






Start 


4918 


End 


olo9 




Name 


OJ990808 36. 9C20 . C9 . ol . gs 


Method 


GENSCAN 




Start 


4918 


End 


6159 




GI 


none 


Score 


. 54 




Exons 


4918. .5030, 5194. .5283, 6108. 


. 6159 






Seq. No. 


36653 


Seq. ID 


OJ990808 36.9C20.C9 




Gene No . 


-J. 5 4 8 g 


. v jSJtrand,. 






..S.taxfc.-.- 


.J 02.4 — ; _ 


_£nd_ 






Name 


OJ990808 36. 9C20 . C9 . o2 . gs 


Method 


GENSCAN 




Start 


7024 


End 


15138 




GI 


none 


Score 


.74 




Exons 


7024. .7411, 7827. .7855, 8433. 


.13084, 


13590. . 15138 




Seq. No. 


36653 


Seq. ID 


OJ990808_36.9C20.C9 




Gene No. 


75486 


Strand 






Start 


7024 


End 


15138 




Name 


OJ990808 36.9C20.C9.ol.np 


Method 


AAT/NAP 




Start 


8261 


End 


13064 




GI 


5295971 


Score 


8136 




Exons 


8261. .13064 








GI Descrip. 


(AB026295) EST D24315 ( R17 18 ) 


corresponds to a region of the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 36653 Seq. ID OJ990808_36 . 9C20 . C9 

Gene No. 75486 Strand 

Start.- 7024 . . _ End 15138 

•"Name " OJ990808^36 v T 9C20.*C9 . b'5~.gp* "Method' ~ 'AAT/GAP "••"*'-'" 
.Start ' 10420' . . ' . End 10775 

GI * ' - : " u"C-6sflcypl39cl2ai ' Score ' 589 ' • — : 

• Exons - --- 10420 . .10775 > - - - • • - ' •. - - ■ > . ' ■ - - ■•■ • - • 

GI Descrip. ' 5295971/dbj I BAA81872 . 1| 3 . Oe-44 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like. transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



Seq. No. 36653 Seq. ID 

Gene No. 75486 Strand 

Start 7024 End 

Name OJ990808_36 . 9C20 . C9 . o2 . np Method 

Start 12294 End 

GI 5454208 Score 



OJ990808_36. 9C20.C9 

15138 
AAT/NAP 
14574 
524 



36371 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



12294. .12345, 13637. .14574 

(AC005698) T3P18.22 [Arabidopsis thaliana] 



36653 
75486 
7024 

OJ990808_36. 9C20 . C9 . o3 . np 

12867 

6682243. 



Seq. ID OJ990808_36. 9C20.C9 
Strand 

End 15138 

Method AAT/NAP 

End 14531 

Score 229 



12867. . 12917, 13699 .. 13920, 14023. .14531 

(AC016661) hypothetical protein [Arabidopsis thaliana] 



36653 
75487 
15944 

OJ990808_36. 
7114 
none 
7114 . , 
7639. , 
7666. . 
13624., 



9C20.C9.o2.ts 



7881, 
7893, 
7827, 
. 13.917 
1 136.84 ...14.13.2 
13978. . 14529 
14185. .14529 
14323. .14493 
14674. . 14859 



7153. .7776, 7159 
7640. .7891, 7643 
7684 . .7857,. 7789 
13.63i,..J3..653,. ,.. 
,_1 37 4 2,„, 1387 3,/ 
13978. . 14178, 
14186. .14530, 
14524. .14673, 



Seq. ID OJ990808_36.9C20.C9 
Strand 

End 16613 

Method TBLASTX : Soybean 

End 14859 

Score 90 
..7464, 7324. .7887, 7525. .7884, 
..7888, 7661. .7882, 7664. .7873, 
..7863, 13603. . 14115, 13615 .. 138 0 6, 

! 3 6 6.0 , 1 4.4 35 .136 8.2^ .13321., 

1.3.18.6. .1A52S,^1333_L., 14.5.23., . 

14068. .14157, 14075. . 14449, 
14201. .14530, 14224. .14406, 
14542. .14844, 14542 .. 14 640, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36653 
75487 
15944 

OJ990808_36. 9C20 . C9 . o4 . tm 
7159 
none 



Seq. ID OJ990808_36. 9C20.C9 
Strand 

16613 

TBLASTX: Maize 
14544 
69 



End 

Method 
End 
Score 

7159.. 7647, 7228.-7746, 7232.. 7438, 7238.. 7456, 7348 .. 7.8.51,- 
7474. .7893, 7631. .7858, 7663. .7860, 77 68 .. 7881 , -13597 . .1377 6, 
13603. .14085, 13640 .. 13900, 13790 .. 14302, 13792 14301 , 
13897. .14406, 14002 .. 14 505, 14 107 .. 14544 , 14125 .. 14355, 
14335. .14487 



Seq. No. 
Gene No. 
Start / 
Name 
Start' - 
GI-/ • 
Exons 



36653 
75487 . 
15944 

OJ990808_36. 
7213' 
none 
7213. . 
7516. . 
7652. . 
13604. 
13697. 
13837, 
13945, 
14071. 
14185. 
14272. 



9C20.C9.o2. tc' 



Seq. ID 
Strand 
"End ' ' 
Method 
End 

Score • 



OJ990808 36.9C20.C9 



7443, 
7713, 
7873, 
.13903 
.14011 
.14025 
.14160 
. 14442 
.14529 
.14532 
14395. . 14538 



7288. .7497, 7321 
7525. .7881, 7616 
7696.. 78.90, 7727 
13645. .13842, 
13720. .13947, 
13838. .14026, 
13975. .14337, 
14074. .14247, 
14197. .14526, 
14284 . .14532, 
14542. .14661, 



16613- ■ ■ 

TBLASTX: Cress . - ' 
14730 - 
• 5-3 • - . - -■ - 

.7671, 7.379'. . 7549, 7381.. 7626, 
.7696, 7618. .7872, 7627. .7830,. 
. .7870, 13588. .13848, 13597. .13914, 
13658. .13825, 13660 .. 14 022 , 
14127, 13748. .14152, 
14220, 13928. .14161, 
14242, 14014. .14256, 
14227, 14170. .14382, 
14368, 14272. .14490, 



13747. 
13843. 
14012. 
14087. 
14210. 
14344 . 



,14538, 14350. .14529, 



14554 . .14640, 14572. .14730 



36372 



Seq. No. 36653 

Gene No. 75487 

Start 15944 

Name OJ990808_36 . 9C20 . C9 . o4 . 

Start 8285 

GI none 

Exons 8285.. 8473, 8574.. 8762, 

Seq. No. 36653 

Gene No. 75487 

Start 15944 

Name OJ990808_36 . 9C20 . C9 . ol . 

Start 8294 

GI none 

Exons 8294.. 8476, 8298.. 8483, 
8671. .8763, 8785. .8895 



Seq. ID OJ990808_36. 9C20.C9 
Strand 

End 16613 

ts Method TBLASTX : Soybean 

End 8936 

Score 120 
8602. .8763, 8775. .8936 

Seq. ID OJ990808_36. 9C20.C9 
Strand 

End 16613 

tc Method TBLASTX : Cress 

End 8957 

Score 80 
8580. .8660, 8584. .8661, 8670. .8957 



Seq. No. 36653 Seq. ID OJ990808_36 . 9C20 . C9 

Gene No. 75487 Strand , - 

Start 15944 End 16613 

..Name.... r . ■ ,OJ9 aft80J3_3,6 ... 9C20..,C9 . o5, .tm_ Method.. TBLASTX : Maize_ . 

.JStart. ................ 8.29.5._...... ™-..._E.nd_^ _8..6.85. ... 

GI none Score* 206 

Exons 8295. .8492, 8297. .8476, 8473. .8520, 8473. .8682, 8475.-8684 

8480. .8680, 8578. .8685 



Seq. No. 36653 

Gene No. 75487 

Start 15944 

Name OJ990808_36 . 9C20 . C9 . o4 . tw 

Start 8324 

GI none 
Exons 



Seq. ID OJ990808 36.9C20.C9 



Strand 
End 

Method 

End 

Score 



16613 

TBLASTX: Wheat 

8744 

47 



3324. .8476, 8337. .8453, 8463. .8519, 8574. .8744, 8584. .8661 



Seq. No. 36653 Seq. ID 

Gene No. 75487 Strand 

Start 15944 End 

Name OJ990808_36 . 9C20 . C9 . o9 . tm Method 

Start 8691 End 

GI none Score 

Exons . 8691.. 8870, 8692.. 8868. . . 



OJ990808_36.9C20.C9 
16613 

TBLASTX: Maize 

8870 

120 



Seq. No. '. 36653 ' - Seq. ID 
'Gene No. ' ' 75487 ' " ' Strand 
Start' .-15944-.- ----- "■End- 
Name OJ990808_36.9C20.C9.o5.tw Method 
Start 8778 ' . * End 
GI - none .. Score 
Exons 8778.. 8957, 8982.. 9089 



OJ990808_36.9C20.C9 

-16613 • . ..." - 

TBLASTX: Wheat 

9089 . 

64 



Seq. No. 36653 Seq. ID 

Gene No. 75487 Strand 

Start 15944 End 

Name ' OJ990808_36 . 9C20 . C9 . o3 . tm Method 

Start 8872 End 

GI none Score 



OJ990808_36.9C20.C9 
16§13 

TBLASTX: Maize 

9263 

459 



36373 




Exons 8872.. 9261, 8874.. 9263, 8874.. 9263 



Seq. No. 


36653 






Seq. ID 


OJ990808_36.9C20 


. cy 


Gene No. 


75487 






Strand 






Start 


15944 






End 


16613 




Name 


OJ990808_36. 9C20. 


C9.ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


9090 






End 


9645 




GI 


none 






Score 


80 




Exons 


9090 . . 9314 , 9300 . 


. 9644 , 


9324 


..9491, 9556. .9645 




Seq. No. 


36653 






Seq. ID 


OJ990808_36. 9C20 


.C9 


Gene No. 


75487 






Strand 






Start 


15.944 






End 


16613 




Name 


OJ990808_36 . 9C20 . 


C9 . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


9315 






End 


9812 




GI 


5509260 






Score 


130 




Exons 


9315. .9812, 9334. 


. 9492, 


9556 


. .9732 






GI Descrip. 














Seq. No. 


36653 






Seq. ID 


OJ990808_36.9C20 


. cy 


Gene No. 


75487 






Strand 






St.art_ 


159.4.4... 






End. 


.16613 




N,ame._ _ 


o,ja9„o.aQa..3,6 A ..9c2o 


.C9^o4 . 


,tc 


Method. „ 


. ^ T.BLASTX-:£r.e s s _ 




Start 


'9426 






End 


9690' 




GI 


none 






Score 


91 




Exons 


9426. . 9689, 9559 


. 9690 










Seq. No. 


36653 






Seq. ID 


OJ990808_36. 9C20 


. cy 


Gene No. 


75487 






Strand 






Start 


15944 






End 


16613 




Name 


OJ990808 36.9C20 


C9.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


9465 






End 


9761 




GI 


none 






Score 


181 




Exons 


9465. .9761, 9466 


.9735 










Seq. No. 


36653 






Seq. ID 


OJ990808_36. 9C20 


. C9 


Gene'-- No . 


75487 






Strand 






Start 


15944 






End 


16613 




Name 


OJ990808 36.9C20 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


10263 






End 


10742 




GI 


none 






Score 


66 




Exon<3 


10263. .10409, 10434. .10742,^ 


10.446. .10706,. 104 47.-. 10737. 




Se ( q. No. 


36.653 






Seq. ID 


OJ990808_36. 9C20 


. cy 


Gene No. 


75487 






* Strand- 






Start . - • - 


. .15944 • - 






. - -End • 


*■ 16613- - 




Name - 


OJ990808 36.9C20 


.C9.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


.10287 






End 


10727 




GI 


none 






Score 


60 




Exons 


10287. .10409, 10431. .10727, 


10441. .10587, 1064 5. .10677 




Seq. No. 


36653 






Seq. ID 


OJ990808_36.9C20 


.C9 


Gene No. 


75487 






Strand 






Start 


15944 






• End 


16613 




Name 


OJ990808 36.9C20 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


10347 






End 


10773 




GI 


none 






Score 


530 





36374 




Exons 10347. .10742, 10347 .. 10769, 10348.. 10773 

Seq. No. 36653 Seq. ID OJ990808_36 . 9C20 . C9 

Gene No. 75487 Strand 

Start 15944 End 16613 

Name OJ990808_36 . 9C20 . C9 . o3 . tw Method TBLASTX : Wheat 

Start 104.25. End 10976 

GI ' - none Score 42 

Exons 10425. .10505, 10438 10509, 10512 .. 10778 , 10612 .. 10761, 
10836.. 10976 

Seq. No. 36653 Seq. ID OJ990808_36 . 9C20 . C9 

Gene No. 75487 Strand 

Start 15944 End 16613 

Name OJ990808_36 . 9C20 . C9 . o5 . ts Method TBLASTX : Soybean 

Start 10836 End 11111 

GI none Score 194 

Exons 10836. .11111, 10935.. 11015 

Seq. No. 36653 Seq. ID OJ990808_36 . 9C20 . C9 

Gene No. 75487 Strand 

,.SJ:.axt™ ....... _ 15-9,44 _,.,„En.d — J . _16613_ _. ; 

Jterae. _ ^^^OjmOBS)3^33 *SS:2Q ^Q^^QZ.XH .,_^.Me^ 

Start' 11049" . '" End .~ 11502 

GI none Score 57 

Exons 11049. .11141, 1104 9 11129, 11121 .. 114 98 , 11136 11501 , 
11197. .11502 

Seq. No. 36653 Seq. ID OJ990808_36 . 9C20 . C9 

Gene No. 75487 Strand 

Start 15944 End 16613 

Name OJ990808_36 . 9C20 . C9 . 08 . tm Method TBLASTX : Mai ze 

Start 11172 End 11412 

GI none Score 262 

Exons 11172. .11411, 11173.. 11412 

Seq. No. 36653 Seq. ID OJ990808_36 . 9C20 . C9 

' Gene No. 75487 Strand 

Start 15944 End 16613 

Name OJ990808_36 . 9C20 . C9 . ol . tm Method TBLASTX: Maize 

Start 11427 End 12146 

GI . . none ■ . . Score. 413 . ■ ■--•-„' 

■■•Exons- ~ : " : - '11427: :T1852, 114 27 ; ;;il7 92>"" 11528 . 11851-,'- 118577vil88 9™ . : " 

11859. , 11954, .1.1871. .12146, 11872 .. 12129 

Seq. No. 36653- - ' .'- - ' Seq-. ID OJ990808_36 . 9C20'. C9- 

Gene No. 75487 \ Strand 

Start 15944 ' End ' 16613 

Name OJ990808_36 . 9C20 . C9 . o7 . tm Method TBLASTX : Maize 

Start 12381 End 12672 

GI none Score 215 

Exons 12381. .12602, 12381 12671, 12457.. 12672 

Seq. No. 36653 Seq. ID OJ990808_36 . 9C20 . C9 

Gene No. 75487 Strand 

Start 15944 End 16613 

Name OJ990808_36 . 9C20 . C9 . o3 . gs Method GENSCAN 



36375 



Start 


15944 


End 


16613 


GI 


none 


Score 


. 61 


Exons 


15944. .16025, 16079. .16166, 


16583. .16613 


Seq. No. 


36654 


Seq. ID 


OJ990808_36.9C20 


Gene No. 


75488 


Strand 


+ 


Start 


9203 


End 


13585 


Name 


OJ990808 36. 9C20 . CIO . o3 . gs 


Method 


GENSCAN 


Start 


9203 


End 


13585 


GI 


none 


Score 


.45 


Exons 


9203.. 9260, 9546.-9646, 101*66 .. 10262 , 


10579. .10893, 




11379. .11635, 13131. .13343, 


13430. .13585 



Seq. No. 36654 Seq. ID OJ990808_36 . 9C20 . C10 

Gene No. 75489 Strand 

Start 4042 End 7321 

Name OJ990808_36 . 9C20 . C10 . ol . np Method AAT/NAP 

Start 4025 End 7321 

GI 2130082 Score 1691 

Exons 4025.. 4391, 4628.. 7321 

GI Descrip. protein kinase Xa21 (EC 2.7.1.-) - rice gi|1122443 (U37133) 
. _rj?.pe|^ 

.... re.ceptor^kinaserlike.. prQtein_I.Or.Yza.., lpngi stamina t a.] ... 

gi 1 1586408 Iprf | I2203451A receptor kinase-like protein [Oryza 
sativa] 



Seq. No. 36654 

Gene No. .... 75489 

Start 4042 

Name OJ990808_36 . 9C20 . C10 . o2 . gs 

Start 4042 

GI none 

Exons 4042.. 4391, 4628.. 6085, 6229. 

Seq. No. 36654 

Gene No. 75490 

Start 8549 

Name ' OJ990808_36 . 9C20 . C10 . ol . ts 

Start 4219 

GI none 

Exons 4219. .4404, 4283. .4402, 4704. 

4908. .5105,. 4915. .5103, 5128.. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7312 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4868, 



OJ990808_36. 9C20.C10 

7321 
GENSCAN 
7312 
.51 



OJ990808 36.9C20.C10 



8998 

TBLASTX: Soybean 
5220 
84 

4708. .4869, 4713. .4883, 



.5220, 5130.. 5219 



Seq. No. 


■ 36654 










.Seq. ID- OJ990808 


_3 6. 9C20.C10 


Gene No. 


.-' 75490 










Strand " - 






Start 


. - 8549- 










End 8 998 - 






Name" 


OJ990808 36 


9C20-. 


ClO.ol 


tc 


Method TBLASTX: 


Cress 




Start 


4285 










End 7150 






GI 


none 










Score 67 






Exons 


4285. 


.4404, 


4629 


.4679, 


4686.. 


.4883, 4702. .4851, 


5001. 


.5120, 




5565. 


.5789, 


5565 


.5789, 


5565. 


.5789, 5568.;5789, 


5568. 


.5693, 




5568. 


.5789, 


5568 


.5777, 


5568. 


.5750, 5568.-5762, 


5568. 


.5789, 




5568. 


.5789, 


5568 


.5789, 


5571. 


.5789, 5571.. 5789, 


5619. 


.5768, 




5638. 


.5826,. 


5641 


.5823, 


5700. 


.5789, 5755.. 5811, 


5838. 


.6122, 




5850. 


.6122, 


5850 


.6122, 


5850. 


.6182, 5850.. 6125, 


5850. 


.6122, 




5850. 


.6122, 


5856 


.6113, 


5859. 


.6122, 5862. .6122, 


5913. 


.6134, 




5928. 


.6122, 


6123 


.6191, 


6123. 


.6182, 6209. .6277, 


6218. 


. 6286, 



36376 



6275. .6478, • 6278. .6475, 6281. .6499, 6299. .6475, 6308. .6472, 

6323. .6475, 6339.-6476, 6512. .6718, 6515. .7081, 6515. .7078, 

6515. .6997, 6516. .6563, 6518. .7069, 6527. .6946, 6590. .6727, 

6602. .7069, 6659. .7069, 6749. .7078, 6752. .7078, 6753. .7007, 

6758. .7084, 6777. .6998, 6812. .7072, 6819. .6902, 6876. .7007, 
7097. .7150 



Seq. No. 


36654 










beq. id 


(jj y yuouo 


_36.9C20.C10 


Gene No. 


75490 










Strand 








Start 


8549 










End 


8998 






Name 


OJ990808 "36. 


9C20' 


. C10 . ol , 


. tm 


Method 


TBLASTX: 


Maize 




Start 


4695 










End 


5078 






GI 


none 










Score 


120 






Exons 


4695. , 


.4874, 


4702 


. .4869, 


4890. 


.5063, 4E 


(90. .5078, 


4906. 


.5073 


Seq. No. 


36654 










Seq. ID 


OJ990808 


_36.9C20.C10 


Gene No. 


75490 










Strand 








Start 


8549 










End 


8998 






Name 


OJ990808 36. 


9C20 


. C10 . o2 ■ 


. tm 


Method 


TBLASTX: 


Maize 




Start 


5565 










End 


7081 






GI 


none 










Score 


61 






Exons.... 

*- 




,-5Z8.9y.- 


.55.6J3-. 


._..5.2B„9iu. 




, 5.69.6 ^,557 1,, .,5.7, 8.9 


_5850,.„ 


.im, 


..5850,; 


. 617.9., ' 


58.50. 


....6.12.2, . 


,5.850... 


...6.1.2.2^.5.851,.. 60.2.4./. 


.'58.8.0.. 


...6.122,,. 




5905. 


.6024, 


6061 


. . 6108, 


6117 . 


. 6215, 6123. . 6170, 


6123. 


.6182, 




6125. 


.6172, 




. . ol / 1, 


con ^ 


.6475, 6281. .6475, 


6281. 


. 6475, 




6381. 


. 6476, 


6515 


. .7081, 


6525. 


.6734, 6527. .6946, 


6548. 


.7069, 




6753. 


. 6998, 


6753 


. .7007, 


6833. 


.7078, 6936.. 7043 






Seq. No. 


36654 










Seq. ID 


OJ990808 


_36.9C20.C10 


Gene No. 


75490 










Strand 








Start 


8549 










End 


8998 






Name 


OJ990808 36. 


9C20 


.C10.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5568 










End 


7081 






GI 


none 










Score 


84 






Exons 


5568. 


.5789, 


5568 


. .5771, 


5586. 


.5789, 5641. .5796, 


5689. 


.5823, 




5806. 


.5985, 


5838 


. .6059, 


5850. 


.6125, 5850.. 6122, 


5850. 


. 6122, 




5880. 


.^6122, 


5952 


. .6125, 


6515. 


.6868, 6515. . 6805, 


6518. 


. 6934, 




6548/ 


/7015, 


6620 


. .7078, 


6686. 


.7069, 6876. .7043, 


6905. 


.7081 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36654 
75490 
85.49 

'OJ9'90808_3*6 v ?C20\ ClO ;o2 .' tw " 
5568 • • ' -" : 

none 



Seq. ID OJ990808_36. 9C20.C10 



Strand 
End 

Method 

End 

Score' 



8998 

TBLASTX -Wheat ; 
7195 

59'*" " 



5568. .5780, 5571. .5759, --5583-. .5789, 5850. . 5987, 5874 . ; 6128-,- 
'6947.. 7081, 6959. .7042, 7166.. 7195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36654 Seq. ID 

75490 Strand 
8549 End 
OJ990808_36 . 9C20 . C10 . ol . tw. Method 
6161 End 
none Score 

6161'. .6550, 6515. .6637, 6710. .6934 



OJ990808_36. 9C20.C10 
8998 

TBLASTX: Wheat 

6934 

100 



Seq. No. 36654 Seq. ID OJ990808_36 . 9C20 . C10 

36377 



Gene No. 75490 Strand 

Start 8549 End 8998 

Name OJ990808_36 . 9C20 . CIO . ol . gp Method AAT/GAP 

Start 8549 End 8998 

GI 5866840 Score 821 

Exons 8549.-8998 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Expns.... 

.G.I JJes.crlp.. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. No. 
Gene * No*. 
Start; 
Name 
Start ' . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36655 Seq. ID OJ990808_ 

75491 Strand + 

69 End 2805 

OJ990808_36 . 9C20 . Cll . ol . gs Method GENSCAN 

69 End 2805 

none Score . 87 

69. .182, 684. .753, 2143. .2298, 2475. .2655, 2696. .2805 



36.9C20.C11 



36655 Seq. ID 

75492 Strand 

1160 End 

OJ990808_36 . 9C20 . Cll . ol . np Method 

1160 End 

6522541 . Score 



OJ990808_36.9C20.C11 

5245 
AAT/NAP 
5245 
597 



. _.l 1.6 0,. . f .1,1 92 , 3 61 8 . 36 &9,.„J737„.,. 5 2 4,5. . _ .. . , _ . . 

....(AL1 3 2,95.5.L re.cep.tor-kinas,e..like.,pr.otej.n . [Ara,bi,do.p_sis,..t.h_alianal „ 



36655 
75492 
1160 
OJ9908 
3550 
none 
3550. . 
3783. . 
3790. . 
3927. . 
4155. . 
4245. . 
4452. . 
4592. . 
4772. . 
4811. . 



08 36.9C20.Cll.ol.'tc . 



3699, 
3872, 
3951, 
4058, 
4223, 
4409, 
4601, 
4633, 
5005, 
5005, 



3550. 
3786. 
3795. 
3927. 
4218. 
4260. 
4453. 
4648. 
4796. 
4823. 



.3705, 
.4118, 
.3872, 
.4049, 
.4415, 
.4412, 
.4500, 
.4824, 
.5014, 
.5005, 



3622. 
3786. 
3795. 
3930. 
4218. 
4276. 
4455. 
4654. 
4796. 
4826. 



36655 . - ...... 

■75492 r ' - 
1160 ■ ■- 

OJ990808_36.9C20.Cll.ol.ts ' 
3795 

none * ' 

3795. .4058, 3933 .. 4061, . 4464 . 

5102. .5230 

36655 
75492 
1160 

OJ990808_36 . 9C20 . Cll . ol . tw 

4083 

none 

4083. .4487, 4452. .4574 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.3705, 37 
.3872, 37 
.4058, 37 
.4058, 40 
.4445, 42 
.4413, 44 
.4598, 44 
.4830, 47 
.5014, 47 
.5005, 50 

Seq. ID 

'Strand' 
End. . 
Method 
End . 
Score 



OJ990808 36. 9C20.C11 



5245 

TBLASTX: 

5229 

66 

44. .3872, 
86. .4061, 
96. .3951, 
59. .4127, 
18. .4412, 
49. .4595, 
4598, 
5008, 
5005, 
5086, 



64, 
69. 
96. 
33. 



Cress 



3765. 
3790. 
3849, 
4131. 
4245, 
4452. 
4464 , 
4772, 
4797 . 
5128 . 



.3872, 
.4065, 
.4070, 
.4220, 
.4412, 
.4571, 
.4595, 
.5014, 
.4907, 
.5229 



OJ990808 36. 9C20.C11 



5245 

TBLASTX: Soybean" 
5230' - - • • 

67 ' 



.4562, 4772.. 5035, 5033. .5062, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990808_36. 9C20.C11 
5245 

TBLASTX: Wheat 

4574 

83 



36378 





Seq. No. 


36656 










Seq. ID 


OJ990808_36.9C20.C12 




Gene No. 


75493 










Strand 


+ 






Start. 


80 










End 


1589 






Name 


OJ990808 36 


. 9C20. 


C12 . ol . 


gs 


Method 


GENSCAN 






Start 


80 










End 


1589 






GI 


none 










Score 


.54 






Exons 


80. .152, 466. .671 


q q n 


lUz / , 


1370. .1589 






Seq. No. 


36656 










Seq. ID 


OJ990808_36.9C20.C12 




Gene No. 


75494 










Strand 








Start 


3645 










End 


6907 






Name 


OJ990808 36 


.9C20. 


C12.ol. 


np 


Method 


AAT/NAP 






Start 


3645 










End 


6907 






GI 


6522540 








Score 


1600 






Exons 


3645. 


.3935, 


4222. 


.6907 












GI Descrip. 


(AL132955) 


receptor-kinase like protein [Arabidopsis 


thaliana] 




Seq. No. 


36656 










Seq. ID 


OJ990808_36.9C20.C12 




Gene No. 


75495 










Strand 








Start 


11050 










End ' 


11863 




— 


Name. _ 


. OJ990. 


308_36 


. 9C2(KC12.o3. 


tm..._ 


Method 


, TBLASTX :.Mai ze. 






Start J._ 


."....27CL 










-End.. 


„ 755, ..... .. 






GI 


none 










Score 


37 






Exons 


270. . 


359, 303. .755, 460. 


. 615 








f fi 


Seq. No. 


36656 










Seq. ID 


OJ990808_36.9C20.C12 


[y 


Gene No. 


75495 










Strand 








Start 


11050 










End 


11863 




ty 


Name 


OJ990808 36 


. 9C20. 


C12.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3865 










End 


11854 






GI 


none 










Score 


81 






Exons 


3865. 


.4014, 


3908. 


.4003, 


4298. 


.4462, 4299. .4445, 4502. 


.4699, 


- 




4509. 


.4700, 


4722. 


.4814, 


11216 


. . 11422, 


11720. .11854, 11724. .11852 


12 


Seq. No. 


36656 










Seq. ID 


OJ990808 36.9C20.C12 




Gene No. 


75495 










Strand 








Start 


11050 










End 


11863 






Name 


OJ990 


808_36 


. 9C20. 


C12.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


3904 










End 


11863 






GI 


none 










Score 


47 






Exons 


3904 . 


. 4014, 


4223. 


.4273, 


4280. 


.4447, 4595. .4714, 5027. 


.5416, 






• '5036v 


/5419/ 


- 5'084 . 


".'5416', 


5090. 


.5416;' 5090.V5275, '5090'. 


: 528.7/ :: 




^ _ 


5159. 


.5416, 


5162 . 


.541.6, 


5162. 


.5356, 5216. .'5419, 5235. 


.5396, 






5235. 


,54i7, 


'5289. 


-.5411,' 


5303. 


.5583, "542'6V. 5791, 5426. 


■.57T9, ' 








.5779, 


5426. 


.5725, 


5426.. 


.5716,- .5444. .5788, .'5444. 


.5656,- • 






5444! 


.5794, 


5444 . 


.5620, 


5445. 


.5723, 5448. .5609,.. 5454 . 


.5609, 






5454. 


.5609, 


5456. 


.5788, 


5513. 


.5788, 5574.. 5768, 5651. 


.5788, 






5676. 


.5780, 


5810. 


.5884, 


5876. 


.6073, 58 


89. .6062, 5897. 


.6109,. 






5900. 


.6073, 


5900. 


.6073, 


5906. 


.6076, 5906.. 6070, 5921. 


. 6106, 






5937. 


.6074, 


6090. 


.6161, 


6113. 


.6316, 6113.. 6676, 6113. 


.6595, 






6113. 


.6232, 


6125. 


.6667, 


6125. 


.6544, 6128. .6682, 6257. 


.6682, 






6347. 


.6676, 


6351. 


.6593, 


6351'. 


.6668, 6351.. 6605, 6375. 


.6596, 






6410. 


.6670, 


6467. 


.6667, 


6695. 


.6727, 11324. .11422, 11702. .11863 




Seq. No. 


36656 










Seq. ID 


OJ990808 36.9C20.C12 




Gene No. 


75495 










Strand 







36379 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11050 

OJ990808_36-9C20-C12.ol.tm 

4289 

none 

4289.-4462, 4296. .4445, 4484. 
11711. .11854, 11718. .11852 

36656 
75495 
11050 

OJ990808_36. 9C20 . C12 . o2 . ts 

5019 

none 

5019. .5417, 5028. .5189, 5036. 

5222. .5419, 5301. .5414, 5426. 

5441. .5488, 5447. .5779, 5456. 

5873.. 6073, 5900.. 6073, 5900. 

5976.. 6077, 6113.. 6676, 6125. 

6198.. 6599, 6240.. 6647, 6351. 



End 

Method 

End 

Score 



11863 

TBLASTX: Maize 

11854 

99 



.4657, 4499. .4672, 4503. .4667, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5416, 5090 
.5788, 5426 
.5779, 5598 
.6073, 5903 
.6667, 6125 
.6677, 6405 



OJ990808 36.9C20.C12 



11863 

TBLASTX: Soybean 
6682 
124 

5416, 5162.. 5416, 
5716, 5426..S773, 
5693, 5786.-5887, 
6097, 5921.. 6106, 
6469, 6128.. 6682, 
6593 



Seq. No. 36656 Seq. ID OJ990808_36.9C20.C12 

Gene No.. _ _.75495.„ ; . .„ .Strand „. „ 

r s£art _U05CL _ ^ .,- ... .End... 11.8.63...... _ „ 

Name " OJ990808_36'. 9C20 . C12 . o2 . tm Method TBLASTX: Maize ' 

Start 5084 End 6676 

GI none Score 4 6 

Exons 5084. .5416, 5090. .5290, 5162. .5416, 5162. .5416, 5165. .5416, 

5183. .5416, 5295. .5342, 5327. .5419, 5420. .5788, 5423. .5812, 
5426. .5791, 5426.-5767, 5426. .5656, 5447. .5779, 5474.-5767, 
5651. .5704, 5873. .6073, 5900. .6073, 5906. .6085, 5979. .6074, 
6113. .6301, 6123. .6332, 6125. .6544, 6146. .6646, 6431. .6676 



OJ990808_36.9C20.C12 
11863 

TBLASTX: Wheat 
6538 
104 

5381.. 5554, 5546.. 5692, 5744.. 6148, 6113.. 6235, 6308.. 6538 ■ 



Seq. No. 36656 Seq. ID 

Gene No. 75495 Strand 

Start 11050 End 

Name OJ990808_36 . 9C20 . C12 . ol . tw Method 

Start 5381 End 

GI none Score 
Exons 



Seq. No. 


36656 




Seq. ID 


OJ990808_36.9C20.C12 


Gene No. 


75495 




Strand 




Start \: ; ■;; 


11050'- ■ - - 




*■ End 


-il8-63 rr: '-' - v 


Name ; 


OJ990808 36. 9C20.C12 


. o2 . np 


Method 


AAT/NAP 


Start" - 


"11050 ' * ' 




End • "■■ " 


118 60 " " "■ 


GI • :• . 


6522590' • 




■ Score 


258 ■ . 


Exons 


• 11050. .11409, li644 . 


.11860 






GI Descrip. 


(AL133292) receptor 


kinase- 


like protein [Arabidopsis thaliana 


Seq. No. 


36657 




Seq. ID 


OJ990808_36.9C20.C13 


Gene No. 


75496 




Strand 


+ 


Start 


3193 




End 


3631 


Name 


OJ990808 36.9C20.C13 


.ol.gp 


Method 


AAT/GAP 


Start 


3193 




End 


3631 


GI 


none 




Score 


874 


Exons 


3193. .3631 









36380 




Seq. No. 


36657 








Seq. ID 


OJ990808 


36. 9C20.C13 


Gene No. 


75497 








Strand 






Start 


3414 








End 


6670 




Name 


OJ990808 36 


. 9C20 


,C13.ol. 


gs 


Method 


GENSCAN 




Start 


3414 








End 


6670 






none 








Score 


.92 




Exons 


3414 . .3760, 


3988 


.4770, 


4809. 


.6185, 6235.. 6670 




Seq. No. 


36657 








Seq. ID 


OJ990808 


_36.9C20.C13 


Gene No. 


75497 








Strand 






Start 


3414 








End 


6670 - 




Name 


OJ990808 36 


. 9C20 


C13.ol. 


np 


Method 


AAT/NAP 




Start 


3414 








End 


6661 




GI 


2586083 








Score 


1681 




Exons 


3414. .3760, 


3988 


.6099, 


6149. 


.6661 






GI Descrip. 


(U72725) receptor kinase-like 


protein 


[Oryza longistaminata] 


Seq. No. 


36657 








Seq. ID 


% OJ990808 


36 9C20 C13 


Gene No . 


754 97 








Strand 






Start 


3414 








End 


6670 




Name 


OJ990808 36 


9C20 


C13 . ol . 


ts 


Method 


TBLASTX: 


Sovbpan 


Start ■„ „, 


3588 _ 








.End., . , 


..4 57 7 




J3I _ 


_nqae 






-/^ 


..Saor.e. 


_87.. „ 




Exons 


3588. .3773, 


3652 


'.37 62'/ 


39*8 9." 


.4033, 4061.. 4225, 


4065. .4226, ■ 




4262 " 4462, 


4265 


. 4462, 


4272 . 


.4463, 4485. .4577, 


4487 . .4576 


Seq. No. 


36657 








Seq. ID 


OJ990808 


36 9C20 C13 


Gene No. 


754 97 








Strand 






Start 


3414 








End 


6670 




Name 


OJ9 90808 3 6 


9C20 


C13 . ol . 


tc 


Method 


TBLASTX: 


Cre s s 


Start 


3654 








End 


6466 




GI 


none 








Score 


67 




Exons 


3654 . .3773, 


3989 . 


. 4030, 


4059. 


.4208, 4061. .4240, 


4358 . . 4477, 




4 9?4 SI 4 S 


4 924 . 


.514 5 


4 924. 


.5145, 4924. .5145, 


4 9?4 SI 4 S 




4924 . .5145, 


4924 . 


.5106' 


4924 . 


.5106, 4924. .5118, 


4924. .5145, 




4924. .5145, 


4927. 


.5145, 


4927. 


.5145, 4975. .5145, 


4994. .5182, 




4997. .5179, 


5210. 


.5299, 


5215. 


.5478, 5230.. 5457, 


5276. .5389, 




5276. .5299, 


5287. 


.5535, 


5287. 


.5535, 5287.. 5481, 


• 5287. .5526, 




5287. .5535, 


5287. 


.5541, 


5287. 


.5574, 5287.. 5553, 


5290. .5535, • 




5302. .5556, 


5347. 


.5535, 


5407. 


.5526, 5560-. .5646, 


5572. .5646, 




5641. .5871, 


5683. 


.5835, 


5683. 


.5859, 5728.. 5871, 


5728. .5838, 




5737. .5871, 


5875. 


.6063, . 


5875. 


. 6138, 5875. . 6012, 


. 587.8. . 6042, 




" -5887 . .'6138/ 


•5887. 


: .609'6, r * 


5950.' 


.6087,'-' 5962.-: 6138', 


"61 31; .-64157 


- 


6137. . 6415, 


614 6. 


.•6409,' 


614 9. 


.6406, 614 9.' . 6217, 


6152. .'6418,' 




' 6152. . 6415, 


6152. 


.6406,. 


6152. 


.6415, 6153. . 6407/ 


'6155. . 6421, ' 




6155 . . 6406, 


6191. 


.6406, 


6206. 


.6406, 6213. . 6344, 


6434 . . 6466 


Seq. No. 


36657 








Seq. ID 


OJ990808 


_36.9C20.C13'- 


Gene No. 


75497 








Strand 






Start 


3414 








End 


6670 




Name 


OJ990808 36. 


9C20. 


C13.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3989 








End 


4315 




GI ' 


none 








Score 


65 




Exons 


3989. .4225, 


3990. 


.4208, 


4265. 


.4315 






Seq. No. 


36657 








Seq. ID 


OJ990808 


_36.9C20.C13 


Gene No. 


75497 








Strand 







36381 




Start 


3414 




End 


6670 




Name 


OJ990808 36. 9C20.C13.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


4046 




End 


4435 




GI 


none 




Score 


114 




Exons 


4046. .4231, 4059. .4211, 


4253. 


.4435, 4263. .4430 




Seq. No. 


36657 




Seq. ID 


OJ990808 


_36.9C20.C13 


Gene No. 


754 97 




Strand 






Start 


3414 




End 


6670 




Name 


OJ990808 36.9C20.C13.o2 


gp 


Method 


AAT/GAP 




Start . 


4227 




End 


4671 




GI 


LIB3432-007-P1-K1-D12 




Score 


841 




Exons 


4227. .4671 










GI Descrip. 


, 5922603/dbj IAP0004 92.1 


AP000492 4.0e- 


57 Oryza 


sativa genomic 



DNA, chromosome 1, clone : P0705D01 ' 



Seq. No. 


36657 










Seq. ID OJ990808 


_36. 9C20.C13 


Gene No. 


75497 










Strand 




Start 


3414 










End 6670 




Name 


OJ990808 36 


. 9C20 


.C13.o2 


. ts 


Method TBLASTX: 


Soybean 


Start 


4689 










End . 64 60 




GI 


none 




„ J _*^-,„ 


_ _ . ....... 




„.S_c_ore 58 


,„ t , , ,.„;■„, ,,._„., .„, 


....Exons 


. ...4 68.9. 


...4.7 Q.9,, 


.4.7.8 9 


....5.145,. 


, , . 

A 92.4 . 


, 5 2 3.2 ".,....4.9.2 4 .... 51.45,. 


A9_24,.^5L45/,.. 




4924. 


.5145, 


49'42 


. .5145, 


4988. 


.5179, 4988. .5101, 


4997. .5179, 




5054. 


.5233, 


5210 


. .5320, 


5216. 


.5374, 5216. .5371, 


5267. .5350, 




5284 . 


.5625, 


5287 


. .5553, 


5287. 


.5550, 5287. .5541, 


5287. .5550, 




5287. 


.5535, 


5287 


. 5454, 


5317. 


.5436, 5431. .5535, 


5662. .5871, 




5674 . 


.5835, 


5683 


.5868,. 


5692 . 


.5817, 5693. . 5818, 


5728. . 6078, 




5728. 


.5835, 


5875 


. 6147, 


5878 . 


. 6138, 5878 . . 6096, 


5881 . . 6093, 




5911. 


. 6036, 


5932 


.6129, 


6122. 


.6418, 6138. .6380, 


6141. . 6386, 




6149. 


. 6460, 


6149 


.6406, 


6149. 


.6406, 6152. .6418, 


6152. . 6406, 




6152. 


.6271, 


6152 


.6379 








Seq. No. 


36657 










Seq. ID OJ990808 


_36.9C20.C13 


Gene No. 


75497 










Strand 




Start 


3414 










End 6670 




Name 


OJ990808 36 


9C20 


C13.o2 


. tm 


Method TBLASTX: 


Maize 


Start 


4924 










End 6421 






none 










Score 65 




Exons 


4924. 


.5145, 


4924 


.5145, 


4924 . 


.5106, 4924. .5046, 


5287. .5541, 




5287. 


.5535, 


5287 


.5535, 


5287. 


.5535, 5287. .5430, 


5287. .5529, 




. 5560. 


.5643, 


5683 


.5868, 


5683. 


.5838, 5887.. 6126,. 


614 6. .6421, 




6T49. 


: 6-4 06"; 


■6-1 5 2 


. 634 0", 


6153. 


.-63-8 6,. 6153.;. 6341;; 




Seq. Nov 


36657 










Seq." ID OJ990'80'8 


_36.9C20.C13 


•Gene ■ No . 


75497 










Strand - - \ 




Start 


3414 










End " 6670 




Name 


OJ990808 36 


9C20 


C13.ol 


. tw 


Method TBLASTX: 


Wheat 


Start 


5293 










End 6009 




GI 


none 










Score 82 




Exons 


5293. 


.5454, 


5377. 


.5625, 


5506. 


.5910, 5875. .6009. 




Seq. No. 


36658 










Seq. ID OJ990528 


_29.9C10.C1 


Gene No. 


75498 










Strand + 




Start 


276 










End 404 




Name 


OJ990528 29, 


9C10. 


CI . ol . gs 


Method GENSCAN 




Start 


276 










End 4 04 





36382 



GI 

Exons 



none 
276. .404 



Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Jiame: _ 



..Start. 
GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_29. 9C10.C2 
+ 



5069 
AAT/NAP 
4494 
350 



1266. .1358, 1846. .2290, 2689. .2816, 



36659 
75499 
1 

OJ990528_2 9. 9C10 . C2 .'ol . np 
1 

2133315 

1..21, 747. .810, 1107. .1168, 
4451. .4494 

met -10+ protein - Neurospora crassa gi 1773387 (L40806) 
Restriction enzyme inactivation of met-10 complementation in 
this region. Sequence similarity to S. cerevisiae chromosome 
VIII cosmid 9205, accession no. U10556 CDS residues 22627-24126 
[Neurospora crassa] gi | 1583208 | prf | | 2120297B met-10 gene 
[Neurospora crassa] 



36659 Seq. ID 

75499 N Strand 

1 End 



OJ990528_29. 9C10.C2 
+ 

5069 . . 



,2.47. • ... , End ._...5J3.69_.. 

none ., Score .78 

247. .344, 677. .810, 1267. .1466, 1825. .2344, 2437. .2523, 

2668. .2814, 4045. .4151, 4266. .4340, 4819. .4972, 4993. .5069 



Seq. No. 36659 Seq. ID 

Gene No. 75500 Strand 

Start 5515 End 

Name OJ990528_29 . 9C10 . C2 . o2 . gs Method 

Start 5515 End 

GI none Score 

Exons 5515.. 5913 



OJ990528_29.9C10.C2 
+ 

5913 
GENSCAN 
5913 
. 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq/ No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36659 Seq. ID OJ990528_29 . 9C10 . C2 

75501 Strand .+ 

12804 End 16458 

OJ990528_29.9C10.C2.o3.np Method AAT/NAP 

12804 End 16452 

6598863 Score 1369 
12804. .12834, 1296.1. .13318, 
14474" . .14542, -14652: .14753, 
15361. .15424, 15598. .15688, 

'(AC010556) unknown protein [Arabidopsis thaliana] 



13884. .14070, 14165, 
"14922".-. 14962, ""15152 . 
15775. .15908, 16357 . 



14399, 
•15285, 
,16452 " 



36659 
75501 
12804 

OJ990528_29.9C10.C2.o4 .gs 
13930 



none 
13930. 
15361. 
16356. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14070, 14165. .14399, 14 934 .. 14962, 15152 .. 15285, 
15424, 15598. .15724, 15769 15887 , 1 6236 . . 1 62 61 , 
16458 



OJ990528_29. 9C10.C2 
+ 

16458 
GENSCAN 
16458 
.78 



Seq. No. 



36659 



Seq. ID OJ990528 29.9C10.C2 



36383 




Gene No. 


75502 


Strand 


+ 






Start 


20041 


End 


22833 






Name 


OJ990528 29.9C10.C2.o6.gs 


Method 


GENSCAN 






Start 


20041 


End 


22715 






GI 


none 


Score 


.71 






Exons 


20041. .20120, 2034 8. .204 91, 


20702. .20905, 21329 .. 21414 , 






21426. .21598, 21661 .. 22213, 


22303. .22715 






Seq. No. 


36659 


Seq. ID 


OJ990528_29 


9C10 


,C2 


Gene No. 


75502 


Strand 


+ 






Start 


20041 


End 


22833 






Name 


OJ990528_29. 9C10 . C2 . o2 . gp 


Method 


AAT/GAP 






Start 


21792 


End 


22833 






GI 


26930 1.R1084 


Score 


1769 






Exons 


21792. .22213, 22303. .22833 










GI Descrip. 


1 14 03522 /emb | CAA4 0474 | 7 . Oe- 


82 (X57187) 


chitinase 


Thaseol 




vulgaris] 1 










Seq. No. 


36659 


Seq. ID 


OJ990528_29 


9C10 


.C2 


Gene No. 


75502 


Strand 


+ 






Start 


20041 


End 


22833 . . 






Name _ 


. .0 J 9.9 0 5 .2,8 . . ?.9 A .9Q1.Q... C2^o.5....np;__ 


„_Methopl,,..,. 


.AAT/NAP 




™— 


„Sta.rt_ . 


. 2.17 96.^ _ .. _ 


„. ..End 


.22.712. 






GI 


2597826 


Score 


865 






Exons 


21796.. 22214, 22301.. 22712 










GI Descrip. 


(Y14590) class IV chitinase 


[Arabidopsis thaliana] 






Seq. No. 


36659 


Seq. ID 


OJ990528_29 


9C10 


.C2 


Gene No. 


75503 


Strand 


+ 






Start 


37697 


End 


40412 






Name 


OJ990528 29.9C10.C2.o8.np 


Method 


AAT/NAP 






Start 


37685 


End 


40412 






GI 


6671951 


Score 


674 






Exons 


37685. .38620, 40383. .40412 










GI Descrip. 


(AC016795) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


36659 


Seq. ID 


OJ990528_29 


9C10 


.C2 


Gene No. 


75503 


Strand 


+ 






Start 


37697 


End 


40412 






Name 


OJ990528 29. 9C10 . C2 . o9 . gs 


Method 


GENSCAN 






Start 


37697 


End 


39327 






GI 


none 


\ Score 


.95 






Exons ' ' " 


' 37 697:;"3"8 602,' 39166v/.;39327' " 










Seq. No. 


36659 


Seq'. ID 


OJ990528_29 


9C10 


.C2 


Gene- No; 


75504 . .: . ; 


Strand--.. 


+ . 






Start 


40656 


End 


41082 






Name 


OJ990528 29.9C10.C2.o5.gp 


Method 


AAT/GAP 






Start 


4Q656 


End 


41082 






GI 


none 


Score 


765 






Exons 


40656. .41082 










Seq. No. 


36659 


Seq. ID 


OJ990528_29. 


9C10 


.C2 


Gene No. 


75505 


Strand 


+ 






Start 


41530 


End 


42914 






Name 


OJ990528 29.9C10.C2.o6.gp 


Method 


AAT/GAP 






Start 


41530 


End 


42914 







36384 



GI none Score 842 

Exons 41530. .41712, 42655.. 42914 



Seq. No. 36659 Seq. ID 

Gene No. 75506 Strand 

Start 5316 End 

Name OJ990528_29 . 9C10 . C2 . ol . gp Method 

Start 531'6 End 

GI ' 2__2.R1084 Score 

Exons 5316.. 5871, 5976.. 6617 

GI Descrip. f 2129675/pir | IS60222 2.0e-26 probable chlorophyll synthetase G4 
- Arabidopsis thaliana >gi_972938 (U19382) putative chlorophyll 
synthetase [Arabidopsis thaliana] >gi_3068709 (AF049236) 
putative chlorophyll synthetase [Arabidopsis thaliana] ' 



OJ990528_29.9C10.C2 

13259 
AAT/GAP 
6617 
2348 



Seq. No. 36659 Seq. ID 

Gene No. 75506 Strand 

Start 5316 End 

Name OJ990528_2 9. 9C10 . C2 . o2 . np Method 

Start 5581 End 

GI 3618314 Score 



OJ990528_29.9C10.C2 

13259 
AAT/NAP 
6497 
1412 



GJ_De.sc,r,ip.^ _ (.ABO 01 8 85 L_.?inc, fingejr protein .JOryza _sat_iy a L . 



Seq. No. 36659 Seq. ID 

Gene No. 75506 Strand 

Start 5316 End 13259 

Name' OJ990528_29 . 9C10 . C2 . o3 . gs Method GENSCAN 

Start 5955 End 13259 

GI none Score . 52 

Exons 5955.. 6529, 6788.. 6980, 7247.. 7377, 8287.. 8388, 

9364. .9477, 11608 .. 11812 , 13005. .13259 



OJ990528 29.9C10.C2 



8943. .9272, 



Seq. No. 


36659 




Seq. ID 


OJ990528_29. 


9C10.C2 


Gene No. 


75507 




Strand 






Start 


17388 




End 


19175 




Name 


OJ990528 29.9C10.C2 


o4 .np 


Method 


AAT/NAP 




Start 


17369 




End 


18249 




GI, 


2281107 




Score 


188 




Exons 


17369. .17663, 18052 


.18249 








GI Descrip. 


(AC002333) unknown protein 


[Arabidopsis 


> thaliana] 




Seq. * No*. " \ " 


-36659" ' - 




; Seq.' ID . 


OJ990"528_2 : 9. 


9cio : :c2- 


Gene No. 


"75507 '• , ' 




Strand 






Start 


17388 ' " 




End 


19175 




Name 


- OJ990528 29.. 9C10-.C2 


o5 . gs ' 


- Method 


GENSCAN • 




Start 


17388 


\ End 


19175 




GI 


none 




Score 


.71.. 




Exons 


17388. .17663, 18052 


.18288, 


18936. .19175 




Seq. No. 


36659 




Seq. ID 


OJ990528_29. 


9C10.C2 


Gene No. 


75508 




Strand 






Start 


30576 




End 


37146 




Name 


OJ990528 29.9C10.C2 


08 .gs 


Method 


GENSCAN 




Start 


30576 




End 


37146 




GI 


none 




Score 


.79 




Exons 


30576. .30803, 30986 


.31103, 


32174 . .32416, 32523 .. 32572 , 



36385 





32988. .33069, 33381. 


. 33439, 


33597. .33656, 33787. 


. 33848, 






33976. .34135, 34317. 


.34396, 


35051. .35180, 35200. 


. 35374, 






36106. .36209, 36240. 


. 36458, 


36640. .36708, 36751. 


. 3714 6 




Seq, No. 


36659 




Seq. ID 


OJ990528_ 


29.9C10 


C2 


Gene No. 


75508 




Strand 








Start 


30576 




End 


37146 






Name 


OJ990528 29.9C10.C2. 


o3.gp 


Method 


AAT/GAP 






Start 


31503 


End 


33155 






GI 


3768697 




Score 


955 






Exons 


31503. .31756, 32174 . 


. 324 16, 


32523. .32572, 32988. 


.33155 




Seq. No. 


36659 




Seq. ID 


OJ990528_ 


29 . 9C10 


. C2 


Gene No. 


75508 




Strand 








Start 


30576 




End 


37146 






Name 


OJ990528 29.9C10.C2. 


o7 . np 


Method 


AAT/NAP 






Start 


32158 




End 


36479 






GI 


6017114 




Score 


838 






Exons 


32158. .32451, 32970. 


.33069, 


33381. .33439, 33597. 


.33656, 






33787. .33848, 33976. 


.34135, 


34317. .34396, 35051. 


.35114, 






35200. .35277, 36141. 


.36.209, 


36333. .36479 







GI. De.scrip.. . (AC0.Q5895J,. unknown ■prot.ein. .[ a.wiuj^opsj^s^t ha 1 lan,aj„ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528 29.9C10.C2 



36659 
75508 
30576 

OJ990528_29. 9C10.C2.o4 .gp 
33365 

73211_1.R1084 
33365. .33439, 33597, 
34317. .34413 

, 6017114/gb|AAF01597.1|AC009895_18 2.0e-21 (AC009895) unknown 
protein [Arabidopsis thaliana] 1 



37146 
AAT/GAP 
34413 
724 



.33656, 33787. .33848, 33976. .34135, 



36659 
75509 
40701 

OJ990528_2 9.9C10.C2.o6.tm 

1109 

none 



OJ990528 29.9C10.C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1109. .1252, 1109. .1189, 1265. .1339, 1266. .1340, 1269. .1343, 
1271. .1345, 1822. .2079, . 1824 . .2096, 1825. .2097, 1826. ..2080, 
1827. .2084 - ' " • " " ' ' "v\ "'' ' ' ' ' 1 \ "' ' " . 



43028 

TBLASTX: Maize 

2097 

98 



Seq. No." 


36659 








Seq. ID 


OJ990528 


_29. 9C10 


C2 


Gene No.'- 


. 75509 ' - : 








Strand . 








Start 


40701 








End 


4 3028. 






Name 


OJ990528 29. 


9C10 


.C2.ol. 


ts 


Method 


TBLASTX: 


Soybean ■ 




Start 


1824 








End 


2208 






GI 


none 








Score 


230 






Exons 


1824 . .2207, 


1824 


. .2207, 


1825. 


.2208 








Seq. No. 


36659 








Seq. ID 


OJ990528 


_29. 9C10 


C2 


Gene No. 


75509 








Strand 








Start 


40701 








End 


43028 






Name 


OJ990528 29. 


9C10 


.C2.o7. 


tm 


Method 


TBLASTX: 


Maize 




Start 


5584 








End 


6407 







"36386 




GI none Score 34 

Exons 5584. .5607, 5596.-5652, 5636. .5653, 5708. .5773, 5716. .5772, 

5777. .5851, 5779. .5850, 5976. .6047, 5977. .6048, 5998. .6048, 

6045. .6107, 6115. .6141, 6168. .6353, 6169. .6360, 6210. .6332, 

6343. .6390, 6357. .6407 



Seq. No. 36659 

Gene No. 75509 

Start 40701 

Name OJ990528_29 . 9C10 . C2 . o2 . tc 

Start 5794 

GI none 
Exons 



Seq. ID OJ990528_29. 9C10.C2 



Strand 
End 

Method 

End 

Score 



43028 

TBLASTX: Cress 

6407 

127 



5794. .5865, 5976. .6035, 6162. .6332, 6174. .6407, 6175. .6390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

jSeq.^No,, 

Gene " No. 

Start 

Name 

Start 

GI 

Exons 



36659 

75509 Strand 

40701 End 

OJ990528_29. 9C10 . C2 . o4 . ts Method 

6169 End 

none Score 

6169. .6393, 6174. .6407, 6204. .6332 



Seq. ID OJ990528_29. 9C10.C2 



.36.659, .; ;.. 

75509 
40701 

OJ990528_29. 9C10 . C2 . ol . tm 

12674 

none 

12674. .12700, 12801 .. 12833, 
12996. .13319, 13019 13315, 
13885. .14070, 14 1 62 . . 14 407 , 
14473. .14541, 14475 .. 14546, 
15129. .15281, 15151. .15282, 
15361. .15423, 15362 .. 15424 , 



43028 

TBLASTX : Soybean 

6407 

120 



,,&e.q,.,.ID... 
Strand ' 
End 

Method 
End 
Score 



.Qja9Q5.2.8_2 a a ¥ J9.CJ..0^G2L^ 



43028 

TBLASTX: Maize 
15426 
46 

12950. .13012, 12960. .13025, 
13884. .14054, 13884 .. 14066, 
14164. .14400, 14165. .14404, 
14629. .14754, 14 651 .. 14761, 
15152. .15283, 15152 .. 15283, 
15366. . 15425, 15367 .. 1542.6 



Seq. No. 


36659 






Seq. ID 


OJ990528 


_29.9C10 


.C2 


Gene No. 


75509 






Strand 








Start 


- 40701 






End 


43028 






Name 


OJ99052 


8_29. 9C10.C2 


06 . ts 


Method 


TBLASTX: 


Soybean 




Start 


12960 






End 


13319 






GI 


none 






Score 


66 






Exons 


12-960. . 


13013, 13019 


.13315, 


.13020. ..13319. 






Seq. No: 


, 36659 






Seq. ID 


OJ990528 


_29. 9C10 


.C2 


Gene' No. . 


75509 






Strand . 








Start ' - 


-■ 40701 






End 


43028 






Name 


OJ990528 29.9C10.C2 


o3.ts 


Method 


TBLASTX: 


Soybean 




. Start 


14162 






End 


15881 






GI 


none 






Score 


96 






Exons 


14162.. 


14425, 14163 


.14396, 


14164. .14397, 14165 


. . 14404, 






14475. . 


14552, 14476 


.14541, 


14481. .14552, 14629 


. .14748, 






14637. . 


14753, 14654 


. 14752, 


14924. .14965, 15151 


. . 15282, 






15154.. 


15291, 15155 


.15286, 


15353. .15424, 15362 


. .15427, 






15577. . 


15696, 15831 


.15881 










Seq. No. 


36659 






Seq. ID 


OJ990528 


_29.9C10 


.C2 


Gene No. 


75509 






Strand 









36387 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

JSe_De_J5o„. 
.Start. _ r 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Gi "■ ' ■ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



40701 End 

OJ990528_29. 9C10 . C2 . o3 . tc Method 

14653 End 

none Score 

14653. .14748, 14 654 14 758 , 15150 .. 15287 , 15151 

15152. .15286, 15353 .. 15424 , 15362 .. 15451 , 15399 

15577. .15696, 15597 .. 15 695 , 1577 6 .. 15883, 15822 



43028 

TBLASTX: Cress 
15883 
155 



,15300, 
,15425, 
,15881 



36659 
75509 
40701 

1 

none 
17374 
17387 



id 29.9C10.C2.o5.tm 



17664, - o75. .17S"? 

17671, 17388. .17t , 

18064. .18129, 18190. .18288 

18936. .19082, 18937. .19083 

19105. .19164, 19163. .19198 

36659 

J5503„ ^ - 

...4.0701 I.. 

OJ990528_29.9C10.C2.b3.tm - 

21807 

none 

21807. .22208, 2188 6. .22212 

36659 
75509 
40701 

OJ990528_29. 9C10.C2.o4 . tw 

21885 

none 



Seq. ID 
Strand 
End 

Method 
End 

Sen—- 
173R3. . ' 
: -'J14 . . i„ 
18^06 
19104 



OJ990528 29.9C10.C2 



43028 

TBLASTX: Maize 
19209 
229 
, 17385 
, 1,9043 
.18289, I 
.19163, U 



19164 . . 19199, 19165. 



17690, 
'8?35, 
'■4, 
•i3, 
19209 



Seq. I'D OJ990528_ 29. ^ClO.fc? 

g.t-rand . „ - ... ." 

.End. ,4 30.25 . ~ 

Method TBLASTX : Ma ' 
End 22212 
Score 465 



Seq. ID OJ990528_29.9C10.C2 



Strand 
End 

Method 

End 

Score 



43028 

TBLASTX: Wheat 

22143 

142 



21885. .21980, 21886 .. 21984 , 21888 .. 22007, 21999 .. 22037 , 
21999. .22139, 22012. .22143 



36659 
75509 
40701 

OJ990528_29. 9C10.C2.ol. tc 
21886 



Seq. ID OJ990528_29. 9C10.C2 



Strand 
End 

Method 

End. 

Score' 



43028 

TBLASTX: Cress 
22745 

161 " ■■"■'■'■■*' 



2188 6'. .21993, 21891". ; 21992, • 21-990. .22208, 21991. . 22209, 
'22305. .22574,' 223.07; .22546, 22560 . .22745, 22571.. 22714 



.36659 Seq. ID 

75509 Strand 
40701 End 
OJ990528_29. 9C10.C2.o2 .ts Method 
22020 End 
none Score 

22020. .22208, 22021 .. 22209, 

22533. .22715, 22541. .22717 

36659 Seq. ID 

75509 Strand 



OJ990528_29.9C10.C2 
43028 

TBLASTX: Soybean 
22717 
217 

22281. .22574, 22307 .. 22573 , 



OJ990528 29.9C10.C2 



36388 




Start 


40701 




End 


43028 




Name 


OJ990528_29 . 9C10 .C2 . 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


22334 




End 


22715 




GI 


none 




Score 


307 




Exons 


22334. .22573, 22335. 


. 22574 , 


22550. .22714, 22560.. 22715 




Seq. No. 


36659 




Seq. ID 


OJ990528_29.9C10 


. CZ 


Gene No . 


75509 




Strand 






Start 


40701 




End 


43028 




Name 


OJ990528_29 . 9C10 .C2 . 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


23181 




End 


23963 




GI 


none 




Score 


105 




Exons 


23181 . .23273, 23184 . 


. 23273, 


23280. .23360, 23337 23963, 






23358 .. 23492, 23450. 


. 234 97, 


23578. .23715, 23579.. 23716 




Seq. No. 


36659 




Seq. ID 


OJ990528_29. 9C10 


.C2 


Gene No. 


75509 




Strand 






Start 


40701 




End 


43028 




Name 


OJ990528 29 . 9C10 .C2 . 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


23394 




End 


23804 




GI 


none 




Score 


155 . 




EXQOSL--- _ .:.„. 


- t 2 3 3.9. 4. ... ...2 3p J0„,_;-2 3 4 3 5.-. 


. ...2 3,0 J b:,.:- 


2 3 5 8 0 > ■; 2 37 3;2 , ' ^3 7J2i^23^ 0 4 . 


- — --- 


Seq. No. 


36659 , 


- f " • •* 


Seq. ID 


* OJ9S052839-9C16 


\ci' 


Gene No. 


75509 




Strand 






Start 


40701 




End 


43028 




Name 


OJ990528_29 . 9C10 ,C2 . 


ol4 . tm 


Method 


TBLASTX: Maize 




Start 


23981 




End 


24223 




GI 


none 




Score 


213 




Exons 


23981 24217 , 24001. 




24053. .24223 




Seq. No. 


36659 




Seq. ID 


OJ990528_29. 9C10 


.C2 


Gene No. 


75509 




Strand 






Start 


40701 




End 


43028 




Name 


OJ990528_29 . 9C10 .C2 . 


o9 . tm 


Method 


TBLASTX: Maize 




Start 


24260 




End 


24731 




GI 


none 




Score 


62 




Exons 


24260 .. 24325, 24341. 


O A A A O 

.2444b, 


24342. .24632, 24645. .24731 




Seq. No. 


36659 




Seq. ID 


OJ990528_29. 9C10 


.C2 


Gene No. 


75509 




Strand 






Start. 


.40701 




End . 


43028 . . 




Name" 


' OJ990528 '2 9 .-9C10 ."C2 ' 


o 1 . t w 


Method* 


• "TBLASTX V Wheat ' 


- 


Start - ;■' • ' 


\-.24-4 56 - 




End '' 


24824 




GI 


none' 




. ' Score 


343 




Exons - : 


■ 24456 .. 24824 ,- 244 65 


,z4o24 • 








Seq.- No. 


36659 




Seq. ID 


OJ99052£_29. 9C10 


,C2 


Gene No. 


75509 




Strand 






Start 


40701 




End 


43028 




Name 


OJ990528 29.9C10.C2 


ol5 . tm 


Method 


TBLASTX: Maize 




Start 


24919 




End 


25194 




GI 


none 




Score 


156 




Exons 


24919. .25098, 24954 


.25097, 


25080. .25157, 2 5093. .25194 




Seq. No. 


36659 




Seq. ID 


OJ990528_29.9C10 


.C2 


Gene No. 


75509 




Strand 







36389 



Start 
Name 
Start 
GI 

Exons 



40701 

OJ990528_29 . 9C10 . C2 . o5 . ts 
33024 
none 
33024. 
33974 . 
35059. 



End 43028 

Method TBLASTX : Soybean 

End . 36479 

Score 68 



33849, 
,35117, 
36215, 

36154. .36210, 36333 364 79, 36334 .. 36372 , 36398.-36472 



33074, 33381. .33437, 33383.-334 36, 33784. 
34024, 34079. .34138, 34305 34397 , 35052. 
35109, 35194. .35367, 35200 35382 , 36153. 



Seq. No. 36659 
Gene No. 75509 
Start 40701 

Name OJ990528_29 . 9C10 . C2 . ol2 . tm 

Start 33367 
GI none 
Exons 33367. 

33375. 

33943. 

34100. 



Seq. ID. OJ990528_29.9C10.C2 
Strand 

End 43028 
Method TBLASTX : Maize 
End 34138 
Score 115 



33438, 33370. .33438, 33374 .. 33439, 33375, 
33440, 33597. .33662, 33784 .. 3384 9, 33938, 



34035, 33974. .34024, 34061. 
,34138 



34138, 34083, 



,33440, 
,34027, 
,34136, 



Seq. No. 

: Gene_Np_, 

.Start../. 

Name 

Start 

GI 

Exons 



36659 
JL5AQ9-_ 
^4Q,I01„..„ 



Seq. ID OJ990528_29. 9C10..C2 
StxancL — ™ 



OJ990528_29. 9C10 . C2 . ol3 . tm 
35052 
none 

35052. .35171, 35203 



_„EnpL . _ J .31.0.28. 

Method TBLASTX: Maize 
• End 353jf8 
Score 87 
35382, 35230.. 35388 



Seq. No. 36659 

Gene No. 75509 

Start 40701 

Name OJ990528_29 . 9C10 . C2 . 08 . tm 

Start 36123 

GI none 

Exons 36123. .36215, 36145 .. 36207 , 
36334. .36372, 36398 .. 364 69, 



Seq. ID OJ990528_29.9C10.C2 
Strand 

End 43028 

Method TBLASTX : Mai ze 

End 36480 

Score 107 
36150. .36209, 36333. .36479, 
36439. .36480 



Seq. No. 36659 

Gene No. 75509 

Start 40701 

Name OJ990528_2 9 . 9C10 . C2 . oil . tm 

Start 37726_ 

GI ' ** 7 ' ' none" * ' ' 7 

■Exons""-"' ''■ 37726. .37890, 37727 .. 37903, 



Seq. ID OJ990528_29.9C10.C2 

Strand . - 

End 43028 

Method TBLASTX : Mai ze 

End 38185 - „ : 

"'"■Score " 156 ' " • 

37981. ,38154, 37 982. . 38185 



-Seq. . No.- , 36659- ■- 

Gene No/ 75509 

Start 40701 

Name OJ990528_29. 9C10 . C2 . o2 . tw 

Start 37817 

GI none 

Exons 37817. .37933, 37982.. 38278 



•Seq. -ID- OJ990528_29.9C10.C2- 
Strand 

End 4 3028 - . 

Method TBLASTX : Wheat 

End 38278 

Score 95 



Seq. No. 36659 

Gene No. 75509 

Start 40701 

Name OJ990528 29 . 9C10 . C2 . olO . tm 



Seq. -ID OJ990528_2 9.9C10.C2 
Strand 



End 

Method 



43028 

TBLASTX: Maize 



36390 




Start 


38201 




End 


38539 






GI 


none 




Score 


237 






Exons 


38201. .38443, 38453. 


. 38539 










Seq. No. 


36659 




Seq. ID 


OJ990528 


_29. 9C10 


.C2 


Gene No. 


75509 




Strand 








Start 


40701 




End 


43028 






Name 


OJ990528_29. 9C10.C2. 


ol6 . tm 


Method 


TBLASTX: 


Maize 




Start 


40184 




End 


42789 






GI 


none 




Score 


75 






Exons 


40184. .40249, 40188. 


.40268, 


40336. .40401, 40734 


. .40784, 






40734 . . 40790, 40735. 


. 40785, 


40735. .40794, 40861 


. .40965, 






40882 . .41025, 40883. 


.41023, 


40884. .41027, 40954 


. .41025, 






40984 . .41034, 41160. 


.41276, 


41345. .41398, 41577 


. .41696, 






41587 . .41697, 41587 . 


.41694, 


41589. .41696, 42190 


. .42345, 






42223.-42327, 42667. 


.42789, 


42668.-42784, 42697 


. .42789 




Seq. No. 


36659 




Seq. ID 


OJ990528 


_29. 9C10 


.C2 


Gene No . 


75509 




Strand 








Start 


40701 




End 


43028 






Name 


OJ990528 29.9C10.C2. 


olO . gs 


Method 


GENSCAN 






Start ■• 


40701 





. __End 


_43JD2.a__ 


_ 


~ — — 




..none, _ 


- - 


_ jS.core____ 


_,87. 


„~ .... 




Exons 


40701 . .'40790, 40885. 


.41031, 


41357. .41503, 41589 


. .41695, 






42225. .42324, 42875. 


.43028 










Seq. No. 


36659 




Seq. ID 


OJ990528 


_29. 9C10 


.C2 


Gene No . 


75509 




Strand 








Start 


40701 




End 


43028 






Name 


OJ990528 29.9C10.C2. 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


41589 




End 


42803 






GI 


none 




Score 


86 






Exons 


41589. .41696, 41593. 


.41697, 


42190. .42333, 42411 


. .42443, 






42667 . .42801, 42668 . 


. 4*2775, 


42670. . 42£ 


501, 42684 


. .42803 




Seq. No. 


36660 




Seq. ID 


OJ990528 


29. 9C10 


.C3 


Gene No. 


75510 




Strand 


+ 






Start 


1 




End 


2 92 






Name 


OJ990528 29.9C10.C3. 


ol.gp 


Method 


AAT/GAP . 






Start 


1 




End 


292 






GI 


none 




Score 


576 






Exons 


1 . .292 












Seq. No'. . 


" 36660 " . ■* ' 




Seq. ID 


OJ990528 


29/9C10 


,C3 


Gene No." 


• ' 75511 • • • " 




'Strand 








Start ■ 


-57-43 ..... 




- End ; . , 


..7066 




— 


Name 


OJ990528 29.9C10.C3. 


o3 . gs 


Method 


GENSCAN 






Start 


5743 




End 


7066 






GI 


none 




Score 


..57 






Exons 


5743. .5750, 6361. .7066 










Seq. No. 


36660 




Seq. ID 


OJ990528 


_29. 9C10 


.C3 


Gene No. 


75512 ■ 




Strand 


+ 






Start 


12517 




End 


14148 






Name 


OJ990528 29.9C10.C3. 


o5 . gs 


Method 


GENSCAN 






Start 


12517 




End 


14148 






GI 


none 




Score 


.5 







36391 



Exons 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

Star„t~ ^ 
GI 

Exons 

Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



12517. . 12548, 12717 .. 13111, 1334 6 13517, 13959. .14148 



36660 
75513 
17530 

OJ990528_29.9C10.C3.o7.gs 

17530 

none 

17530. .17651, 17662. .17965 

36660 
75514 
574 

OJ990528_29.9C10.C3.ol.gs 

574 

none 

574. .732, 815. .871, 950. .1246 



Seq. ID OJ990528_29.9C10.C3 

Strand + 

End 17965 

Method GEN SCAN 

End 17965 

Score .85 



Seq. ID OJ9'90528_29.9C10.C3 
Strand 

End 1246 

Method GENSCAN 

End 1246 

Score .71 



36660 
75515 
3537 

.J5.3J_._. * 

none ( ] 

3537.. 3911 



36660 
75516 
9341 

OJ990528_29. 9C10.C3.o4 .gs 

9341 

none 

9341. . 10681 



Seq. ID OJ990528_29.9C10.C3 
Strand 

End 3911 
,.:Mg^,hP,d^,,..,,GEN^CAN ... . 



...End.. _a9.11. 

Score .75 



Seq. ID OJ990528_29.9C10.C3 
Strand 

End 10681 

Method GENSCAN 

End 10681 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq-/~ No\ 
Gene No. 
Start * 
•Name— - 
Start * 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36660 Seq. ID 

75517 Strand 
14822 End 
OJ990528_29. 9C10 . C3 . 06 . gs Method 
14822 - End 
none Score 
14822. . 16024 

36660 ' ~" 

75518 " " Strand 
20052 - ' " *' ' . End * ' 
OJ9'90528^29.-9C10.C3.o8.gs.- Method 
20052 ' End 
none .. . Score 
20052. .20385, 20657 21047, 21185.. 21734 



OJ990528_29.9C10.C3 

16024 
GENSCAN 
16024 
. 99 



" Seq : ' I D " ; "6 "J 9 '9 6 5 : 2 8 'J. 9 ."9C £0\ C3 ■ 



21734 * ■ 
•GENSCAN 
21734 
.75 



36660 

75519 ■ Strand 

22244 End 
OJ990528_2 9 . 9C10 . C3 . o2 . tm Method 
4 33 .v- . End 

none Score 

433. .513, 440. .517, 631. .735, 632. .712 



Seq. ID OJ990528_29.9C10.C3 



26057 

TBLASTX: Maize 

735 

83 



36392 





Seq. No. 


36660 


Seq. ID 


OJ990528_29.9C10 


.C3 




Gene No. 


75519 


Strand 








Start 


22244 


End 


26057 






Name 


OJ990528 29.9C10.C3.ol.tm 


Method 


TBLASTX: Maize 






Start 


11775 


End 


12070 






GI 


none 


Score 


72 






Exons 


11775. .11963, 1177 6. .11937, 


11777. .11974, 11969. .12070 






kj C * * 


36660 ' ■ 


Seq. ID 


OJ990528_29.9C10 


. C3 




Gene No. 


75519 


Strand 








Start 


22244 


End 


26057 






Name 


OJ990528 29.9C10.C3.o3.tm 


Method 


TBLASTX: Maize 






Start 


13215 


End 


14104 






GI 


none 


Score 


166 






Exons 


13215. .13376, 13217. .13363, 


13379. .13456, 13487 135 61 , 








13958. .14104 












36660 


Seq. ID 


OJ990528_29. 9C10 


. C3 




Gene No. 


75519 


Strand 








Start 


22244 


End 


26057 




„ 


Name„._^ : „ 


_0J9.9X>528_ 2SU9CXQ ,QX,oSb^..^ 


„ Me.t;hod__ 


„. GENSQA^ . 


, ■ _, 




Start..,. 


._222A4_ 


End 


...2 60.5.7... 


. .... ,~ 




GI 


none 


j^.core 


.69 




\J 


Exons • 


22244 . .22732, 22942 .. 23073, 


23525. .23635, 24077 .. 24214 , 




f r= 




24418. .24477, 24552 .. 24750, 


25741. .26057 






Seq. No. 


36661 


Seq. ID 


OJ990528_29. 9C10 


.C4 


L J* 


Gene No - 


75520 


Strand 






iy 


Start 


1 


End 


2710 




w 


Name 


OJ990528 29.9C10.C4 .ol.np 


Method 


AAT/NAP 




fy 


Start 


1 


End 


2249 




_ 


GI 


6815107 


Score 


461 






Exons 


1..953, 2209. .2249 










GI Descrip. 


(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 






clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 




Seq. No. 


36661 


Seq. ID 


OJ990528_29. 9C10 


.C4 




Gene No. 


• 75520 


Strand 






- — 


Start 


1 


End 


2710 






Name 


OJ990528 29.9C10.C4.ol.tm 


Method 


TBLASTX: Maize 






Start. 


11 _ ^ . , ^ . _ . . . 


End . 


388 






*" GT 


none " " " ' " 


"Score 


107 






Exons " 


li:.388, 18..296 










-Seq. No. - ... 


■ 36661 -' .. .. * 


- .: Seq. ID 


. OJ990528_2-9. 9C10 


.-C4. - - 




Gene No. 


75520 


'Strand 








Start 


1 . 


End 


2710 






Name 


OJ990528 29.9C10.C4.ol.ts 


Method 


TBLASTX: Soybean 






Start 


14 


End 


338 






GI 


none 


Score 


156 






Exons 


14. .337, 48. .338 . 










Seq. No. 


36661 


Seq. ID 


OJ990528_29. 9C10 


.C4 




Gene No. 


75520 


Strand 








Start 


1 


End 


2710 






Name 


OJ990528 29.9C10.C4.ol.gs 


Method 


GENSCAN 





36393 




Start 


33 


End 


2710 




GI 


none 


Score 


.59 




Exons 


33. .1036, 1147. .1256, 2260. 


.2422, 2489 


. .2710 






36661 


Seq. ID 


OJ990528 29.9C10. 


C4 


Gene No. 


75520 


Strand 






Start 


1 


End 


2710 




Name 


OJ990528 29.9C10.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


65 


End 


403 




GI 


none 


Score 


78 




Exons 


65. .403, 108. .305 








Seq. No. 


36662 


Seq. ID 


OJ990528_29.9C10. 


C5 


Clan o M r~\ 


7 SS2 1 


Strand 


+ 




Start 


15271 


End 


16731 




Name 


OJ990528 29.9C10.C5.o5.gs 


Method 


GENSCAN 




Start 


15271 


End 


16731 




GI 


none 


Score 


.84 




Exons 


15271. . 15278, 15305 .. 15365, 


15779. . 15923, 15935 .. 1624 6, 






16367. .16731 








Se.q,..,N.o.. , , 


36662" ■ 


£ecj.,..,ID_ 


. pJ33.0^^8 = 2.9^9£ia.J^.; 


i^Z/,,^ ,y*sJ » % 


_7 55.22,.., , : 


..Strand 







Start 


1923 


End 


4641 




Name 


OJ990528 29.9C10.C5.ol.np 


Method 


AAT/NAP 




Start 


1923 


End 


4641 




GI 


1665741 


Score 


162 




Exons 


1923. .2063, 2211. .2926, 4594. .4641 






GI Descrip. 


(D82349) cyclin [Adiantum capillus-veneris] 




Can Wo 
JClj. IN U • 


36662 


Seq. ID 


OJ990528_29.9C10. 


C5 


Gene No. 


75522 


Strand 






Start 


1923 


End 


4641 




Name 


OJ990528 29.9C10.C5.o2.gs 


Method 


GENSCAN 




Start 


2138 


End 


3334 




GI 


none 


Score 


.75 




Exons 


2138. .3334 








Seq. No. 


36662 


Seq. ID 


OJ990528_29. 9C10-. 


C5 


Gene No. 


75523 


Strand 






Start 


6216 


End 


13910 




Name . 


.OJ990528.. 29.9C10.C5.o3.np. . 


. Method 


AAT/NAP. .; 




Start " ' " 


" "6216 v: : "" : : r ' r * : - 7 


"* 'End 


■ 13895 ' ■; ™ 




GI 


3763933 


Score 


976 




Exons 


6216.'. 6250, 7594. .7836, 10085. .10132, 


10327. .10403, 






-104 83. .10616, --10735. .10842, 


11042 ; .11173, .11217. . 1138 9,- 






11488. .11607, 12242. .12301, 


12393. . 12474, 12543. . 12620, 






12811. .12867, 13433. .13549, 


13740. .13895 




GI Descrip. 


(AC004450) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


36662 


Seq. ID 


OJ990528_29.9C10. 


C5 


Gene No. 


75523 


Strand 






Start 


6216 


End 


13910' 




Name 


OJ990528 29. 9C10 . C5 . o3 . gs 


Method 


GENSCAN 




Start 


7372 


End 


8445 




GI 


none 


Score 


. 95 




Exons 


7372. .8445 









36394 



Seq. No. 36662 Seq. ID 

Gene No. 75523 Strand 

Start 6216 End 

Name OJ990528_29 . 9C10 .C5.ol.gp Method 

Start 9108 End 

GI none Score 

Exons 9108.. 9470, 9935.. 10130 



OJ990528_29. 9C10.C5 

13910 
AAT/GAP 
10130 
1086 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36662 Seq. ID 

75523 Strand 

6216 End 

OJ990528_29 . 9C10 . C5 . o4 . gs Method 

94 62 End 

none Score 



OJ990528_29. 9C10.C5 

13910 
GENSCAN 
13910 
.94 



9462. .9470, 10084 .. 10132 , 10327 .. 104 03, 10483 .. 10616, 
10735. .10842, 11042. .11111, 11310. .11387, 11513. .11635, 
12242. .12301, 12543. . 12 620, 12811. . 12867, 134 33. .1354 9, 
13740. .13910 



Seq. No. 36662 Seq. ID 

Qene. No.. •„ 7.5524, _ _ ■ . Strand 

Starts _ .17156 .. End 

Name OJ990528_29 . 9C10 . C5 . 06 . gs Method 

Start 17756 End 

GI none Score 

Exons 17756. .17848, 18104.. 18157 



OJ990528 29.9C10.C5 



.18.15.7..-. 
GENSCAN 
18157 
.67 



Seq. No. 36662 

Gene No. 75525 

Start 21037 

Name OJ990528_29 . 9C10 . C5 . ol . tm 

Start 9150 

GI none 
Exons 



OJ990528 29.9C10.C5 



21155 

TBLASTX: Maize 

11387 

66 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9150. .9170, 9281. .9346, 9358. .9429, 9364. .9414, 9931. .9996, 
9932. .10000, 9934. .9999, 10082 .. 10132, 10085 .. 10132 , 
10308. .10406, 10326. . 10406, 104 69 .. 10621, 1047 1 .. 1062 6, 
10483. .10626, 10674 .. 10877, 10734 .. 108 68 , 10736 .. 10879, 
10736. .10879, 11020 .. Ill 15, 11029 .. 11112 , 11040 .. 11117 , 
11310. .11387, 11312.. 11386 



Seq. No. 

Gene No. 

Start 
' Name ' 
.. Start- 

GI 

Exons 



36662. 
'7 5525 ' 
21037 
OJ990528 
9931 . 
none 
9931. 
10471 
11028 
11314 



29. 9'C10-.C5.ol. ts 



10002, 10084.. 
.10626, 10734. 
.11117, 11029. 
.11388, 11507. 



10128, 
. 10844, 



Seq. ID 

Strand'" 
End 

Method 
■ End-- 
Score 



OJ990528 29,9C10 ? C5 



11118, 11310 
11557, 11508 



21155. ■ 

TBLASTX : Soybean • 

11557 

187 - ' 
10368. . 104 06, 104 69. . 10621, 
10736. . 10879, 10737. . 1084 4, 
11384, 11310. .11387, 
11555 



Seq. No. 
Gene No. 
Start 
Name 
Start 



36662 

75525 

21037 

OJ990528 

11079 



29. 9C10.C5.ol.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ990528_29. 9C10.C5 
21155 

TBLASTX: Cress 
11635 



36395 



GI 

Exons 



none Score 61 

11079. .11117, 11310. .11387, 11338 .. 11388 , 11507 .. 11635, 

11508. .11633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36662 
75525 
21037 
OJ99052 
11507 
none 
11507. . 
12242. . 
12391. . 
12545. . 
13433. . 
13740. . 
13864. . 



8 29.9C10.C5.o2.tm 



11638, 11508. 

12388, 12243. 

12450, 12528. 

12622, 12810. 

13555, 13437. 

13829, 13741. 
13911 



.11639, 
.12317, 
.12620, 
.12869, 
.13556, 
.13851, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11511 

12381 

12529 

12811 

13474 



OJ990528 29.9C10.C5 



21155 

TBLASTX: Maize 
13911 
191 

11648, 11566. .11640, 
12476, 12384. .12449, 
12621, 12545. .12622, 
12894, 12815. .12868, 
13557, 13740. .13829, 



13742. .13864, 138 62 .. 1390 6, 



Seq. No! 
Gene No. 
Start 

Name . 

,St.art_ _ 
GI 

Exons 



36662 Seq. ID 

75525 Strand 
21037 End 

OJ990328^29, 9.C10.. C5_.p7 .gs^ Method. . 

. 21037. ... ... : ..End . .. 



none 

21037. .21155. 



Score 



OJ990528_29.9C10.C5 
21155 

GENSCAN _ - 

...2,1 15 i. _ 

.47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



36663 Seq. ID OJ990528_29 . 9C10 . C6 

75526 Strand 

1 End 404 

OJ990528_29. 9C10 . C6 . ol . np Method AAT/NAP 

1 End 404 

3334133 Score 421 

1. .404 

CYTOCHROME P450 89A2 (CYPLXXXIX) (ATH 6-1) gi 11432145 (U61231) 

cytochrome P450 [Arabidopsis thaliana] 



36663 Seq. ID 

75526 Strand 

1 End 
OJ990528_29. 9C10 . C6 . ol . tc Method 

2 End 
none * . . .. Score _ 
"2.-.214-, 3.;.2'06, " 251.":403; -261V.398: r 

36663' : ' Seq. ID 

.7 5526 ' • Strand- 

' 1- " End 

OJ990528_29. 9C10.C6.ol.ts. Method 

2 End 

none Score 

2. .202, 30. .194, 251. .373, 261. .374 

36663 Seq. ID 

75526 Strand 

1 End 

OJ990528_29.9C10.C6.ol.tm Method 

5 End 



OJ990528_29.9C10.C6 
404 

TBLASTX: Cress 
403 

120 . . . . 



"OJ990528_29. 9C10.C6 
4 04 

TBLASTX: Soybean 

374 

61 



OJ990528_29.9C10.C6 
404 

TBLASTX: Maize 
304 



36396 




GI 


none 




Score 


TOO 

188 


Exons 


5 . . 304 , 128 . . 301 








Seq. No. 


36663 




Seq. ID 


OJ990528_29.9C10.C6 


Gene No. 


75526 




Strand 




Start 


1 




End 


a c\ a 
4 04 


Name 


OJ990528_29 . 9C10 . C6 


ol . tw 


Method 


TBLASTX : Wheat 


Start 


8 




i—i j 

End 


365 


GI 


none 




Score 


309 


Exons 


8 . . 364 , 9 . . 365 








Seq. No. 


36663 




Seq. ID 


OJ990528_29.9C10;C6 


Gene No. 


75526 




Strand 




Start 


1 




End 


a n a 
4 U4 


Name 


OJ990528_29. 9C10 .C6 


ol . gs 


Method 


GENSCAN 


Start 


1 A 

14 




End 


TOO 


GI 


none 




Score 


A —J 

. 47 


Exons 


14 . . 322 








Seq. No. 


36664 




Seq. ID 


OJ990528_29.9C10.C9 


Gene No. 


75527 




Strand 


+ 


SJt.arX.. 


_ 3 8 2 _ _ _ ^ _ _ , 


- 


_End _ 


i ri a a 


,.Name ,. . 


. O.J99.Q5.28. 29,. 9_C1.0...C9_ 


.ol .,gs_ 


..Method,. , 


, GENSCAN „ v ^ . ^ _ 


Start 


382 




End 


1954 


GI 


none 




Score 


. 5 


Exons 


382 . . 837 , 926 .. 1954 








Seq. No. 


36664 




Seq. ID 


OJ990528 29.9C1U.C9 


Gene No. 


75527 




Strand 


+ 


Start 


382 




End 


1954 


Name 


OJ990528 29.9C10.C9 


ol . np 


Method 


AAT/NAP 


Start 


382 




End 


1954 


GI 


5042430 




Score 


1173 


Exons 


382 . . 1954 








GI Descrip. 


(AC006193) Putative 


cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


36664 




Seq. ID 


OJ990528_29. 9C10.C9 


Gene No. 


75528 




Strand 




Start 


1513 




End 


2005 


Name 


OJ990528 29.9C10.C9 


o2.tm 


Method 


TBLASTX: Maize 


Start 


487 




End 


708 


.GI 


. none . - 




Score 


39 _ . _ . 


Exons ' 


4 8 7 . . 669-/ 4 97 . . 514 , 


504/. \ 695, 


' 5.17. .'7 08 




* 

Seq'. No. 


. 36664' 




Seq. ID' 


OJ'990528_29:9C10.C9 


Gene No. 


• -75528 . . . - - 




Strand 




Start 


1513 ' 




End " 


2005 


Name 


OJ990528 29.9C10.C9. 


ol. tc 


Method 


.TBLASTX: Cress 


Start 


526 




End 


1947 


GI 


none 




Score 


101 


Exons 


526. .675, 742. .834, 


908. .1042 


, 1043.. 1219, 1205.. 1306, 




. 1228. .1257, 1252. .1428, 1280. 


.1477, 1474. .1695, 1475. .1699, 




1706.. 1912, 1744.. 1947 






Seq. No. 


36664 




Seq. ID 


OJ990528_29.9C10.C9 


Gene No. 


75528 




Strand 




Start 


1513 




End 


2005 



36397 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990528_29.9C10.C9.o2.tw 

529 

none 

529. .606, 547. .630, 622. .837, 



Method TBLASTX : Wheat 
End 8 67 

Score 67 
622. .867 



36664 
75528 
1513 

OJ990528_29. 9C10 .C9 . ol . ts 
580 
none 

580. .831, 863. .892, 917. .1051, 1178 
1306. .1425, 1460. .1711, 1468. .1695, 
1871. .1912 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 29.9C10.C9 



2005 

TBLASTX: Soybean 
1912 
161 

.1288, 1292. .1426, 
1712. .1852, 1750. .1851, 



Seq. No. 36664 Seq. ID 

Gene No. 75528 Strand 

Start 1513 End 

Name OJ990528_29 . 9C10 . C9 . ol . tm Method 

Start 745 End 

GI none Score 
Expns., _ 



OJ990528_29.9C10.C9 
2005 

TBLASTX: Maize 

1944 

64 



J7.45.-..819, ..923 ...U.Q3A^aOAa.^U4If -.1148.. ...11.8.3,.. .1232.. ,12.76., 

a2.74....iA35.,. w j..3Q3 . .. XAZS.t ~ .1 A2 A..... 1 91 2., ^ 1 A71 ... .. .18*7.8, 1.4 9.9... 

1855. .1944' ■ - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI '" 
Exons 

Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36664 Seq. ID OJ990528_2 9 . 9C10 . C9 

75528 Strand 

1513 End 2005 

OJ990528_29. 9C10 . C9 . ol . gp Method AAT/GAP 

1513 End 2005 

47859_1.R1084 Score 925 

1513. .2005 

, 461812/sp|Q05047|CP72_CATRO 8.0e-38 CYTOCHROME P450 72A1 
(CYPLXXII) (PROBABLE GERANIOL- 10 -HYDROXYLASE) (GE10H) >gi_167484 
(L10081) Cytochrome P-450 protein [Catharanthus roseus] 
>gi_445604_prf 1909351A cytochrome P450 [Catharanthus roseus] 1 



36664 Seq. ID 

75528 Strand 
1513 End 
OJ990528_29. 9C10.C9.ol.tw Method 
1586 . . , End 
none" * " ' "■ Score" 
1586. .1918, 1591. .1941 

-36665 " . • -Seq..*ID^ 

75529 ' " Strand 
92 End 
OJ990528_2 9 . 9C10 . C13 . ol . gs Method 
92 End 
none Score 
92. .160 



OJ990528_29.9C10.C9 
2005 

TBLASTX: Wheat 

1941 . .... 

4 93 ' : " : 



OJ990528 i _29. 9C10..C13- 
+ 

160 

GENSCAN 

160 

.72 



Seq. No. 36666 Seq. ID 

Gene No. 75530 Strand 

Start 84 End 

Name OJ990528_29 . 9C10 . C23 . ol . gs Method 



OJ990528_29.9C10.C23 
+ 

214 

GENSCAN 



36398 



Start 84 

GI none 
Exons - • 84 -.214 

Seq. No. 36667 

Gene No. 75531 

Start 18 

Name OJ990528_29 . 9C10 . C24 . ol . gs 

Start 18 

GI none 

Exons 18.. 105, 239.. 310 

Seq. No. 36668 

Gene No. 75532 

Start 310 

Name OJ990528_29 . 9C10 . C25 . ol . gs 

Start 310 

GI none 

Exons 310. . 535 



End 
Score 



214 
.55 



Seq. ID OJ990528_29.9C10.C24 
Strand 

End 310 

Method GENSCAN 

End 310 

Score .67 



Seq. ID OJ990528_29.9C10.C25 
Strand 

End 535 

Method GENSCAN 

End 535 

Score .72 



Seq. No. 

Gene Mo..,.,. ... 
..Star±_ 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36669 

755.33..: - „ 

.... L . , , 

OJ990528_2 9."9C10.C26.ol.np 
1 

4038055 
1. .272 



Seq. ID .OJ990528_29.9C10.C26 

Strand +_,.._ ; „:„,. ^ 

.JBncL ... _ .212.. , 

Method AAT/NAP 
End 272 
Score 144 



(AC005897) putative cytochrome P450 [Arabidopsis thaliana] 



36669 
75533 
1 

OJ990528_29. 9C10 . C26 . ol . gs 
64 

none 
64. .237 



Seq. ID OJ990528_29.9C10.C26 

Strand + 

End 272 

Method GENSCAN 

End 237 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI : "" ; ; 

Exons .• 

GI Descrip. 

Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



36670 
75534 
1 

OJ990528_29 . 9C10 . C28 . ol . np 
1 

35401^2" ■ * ' ■' 

lv,393 • . ■■' 

(AC004122) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990528_29.9C10.C28 
Strand 

514 

AAT/NAP 

393 .. . 
14 0 : -' " ■ " • • ' 



End 

Method 
End. 
' Score 



"Seq. ID ■ OJ990528_29.9C10.C28 
Strand 

514 

AAT/GAP 
514 
513 



36670 
75534 
1 

OJ990528_29 . 9C10 . C28 . ol . gp 
163 

2312446 
163. .514 

4755191/gb|AAD29058.1|AC007018_6 9.0e-09 (AC007018) putative 
reverse transcriptase [Arabidopsis thaliana] 



End 

Method 

End 

Score 



Seq. No. 



36670 



Seq. ID OJ990528_29.9C10.C28 



36399 





Gene No. 


75534 






Strand 






Start 


1 






End 


514 




Name 


OJ990528 29.9C10 


.C28.ol.gs 


Method 


GENSCAN 




Start 


213 






End 


'384 




GI 


none 






Score 


. 7 




Exons 


213. .384 












Seq. No. 


36671 






Seq. ID 


OJ990318 




Gene No. 


75535 






Strand 


+ 




Start 


2 






End 


bZ 




Name 


OJ990318 19.9C10 


.Cl.ol. 


gs 


Method 


GENSCAN 




Start 


2 






End 


52 




GI 


none 






Score 


. 78 




Exons 


2 . . 52 












Seq. No. 


36672 






Seq. ID 


OJ990318 




Gene No. 


75536 






Strand 


+ 




Start 


246 






End 


416 




Name 


OJ990318_19. 9C10 


.C2 . ol . 


gs 


Method 


GENSCAN 




Start 


246 






End 


416 




GI 


none 






Score 


.88 





.Ex.ons^, 


. 2 r 4 6..,..,41it , 






-' — - 


— — — - 


r ^ ' ' 


: 

Seq. No. 


„ . _ _ — ^ ... 
36672 






— . 

Seq. ID 


OJ990318 


- =■ 


Gene No. 


75537 






Strand 






Start 


328 






End 


474 


ru 


Name 


OJ990318_19.9C10 


,C2.ol. 


gp 


Method 


AAT/GAP 




Start 


328 






End 


474 




GI 


21474_1.R1084 






Score 


249 




Exons 


328 . .474 










%=? 


GI Descrip. 


! 3894159 2.0e-10 


(AC005312) 


hypothetical protei 


* y 




thaliana] ' 










E 

f ^ 


Seq. No. 


36672 






Seq. ID 


OJ990318 




Gene No. 


75538 






Strand 






Start 


829 






End 


2084 


? ^ 


Name 


OJ990318_19. 9C10 


.C2.o2. 


gs 


Method 


GENSCAN 


W 


Start 


829 






End 


2084 


f ^ 


GI 


none 






Score • 


.81 


f i 


Exons 


829 . . 1014 , 1094 . 


.1192, 


1287. 


.1359, 1464 


!. .1553, 






1933 . . 2084 












■ Seq." No".- '-""*." 


-36672:" ■ ~ 






* Seq: *ID' " 


OJ99031-8; 




Gene No. 


75538 






Strand 






Start 


829 






End 


2084 . - - ' 




Name 


•OJ990318_.19. 9C1-0 


.C2.ol. 


tw 


- Method . 


TBLASTX : 1 




Start' 


1484 






End 


2006 




GI 


none 






Score 


68 




Exons 


1484 . . 1555, 1655 


. .1837, 


1662 


. .1787, 1926. .2006 




Seq. No. 


36673 






Seq. ID 


OJ990318 




Gene No. 


75539 






. Strand 






Start 


29 






End 


121 




Name 


OJ990318 19.9C10 


.C3.ol. 


gs 


Method . 


GENSCAN 




Start 


29 






End 


121 




GI 


none 






Score 


.77 




Exons 


29. .121 











36400 



Seq. No. 36674 Seq. ID 

Gene No. 75540 Strand 

Start 158 End 

Name OJ990318_19 . 9C10 . C5 . ol . gs Method 

Start 158 . End 

GI none Score 

Exons 158.. 338 



OJ990318_19.9C10.C5 
+ 

338 

GENSCAN 

338 

.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36674 Seq. ID OJ990318_19 . 9C10 . C5 

75541 Strand 

1 End 366 

OJ990318_19. 9C10.C5.ol.gp Method AAT/GAP 

1 End 366 

723_2.R1084 Score 503 

1..248, 344. .366 

1 3176667 1.0e-17 (AC004393) Similar to hypothetical 41.9KD 
protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] 1 



Seq. No. 

J^e_ne_No,._^ . 
...Start,.—.'-.*. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990318^19.9C10.C5 

_Str.and_ 

_.End_ 4 _. _ 3.6.6, 

Method AAT/NAP 

End 366 

Score 98 



36674 . 

J7554 1 „„ _ 

0 J9 903 1 8_1 9". 9C 1 0 . C5^ o 1 . np 
203 

1710551 
203. .248, 344. .366 

60S RIBOSOMAL PROTEIN L39 gi | 1177369 | emb | CAA64728 . 1 | (X95458) 
ribosomal protein L39 [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36675 Seq. ID 

75542 Strand 

1 End 

OJ990318_19 . 9C10 . C6 . ol . np Method 

1 End 

4588012 Score 



OJ990318_19.9C10.C6 
+ 

751 

AAT/NAP 

751 

305 



1..82, 199. .305, 394. .516, 604. .751 

(AF085717) putative callose synthase catalytic subunit 
[Gossypium hirsutum] 



Seq. No. 36675 

Gene No. . 75542 

'^Start : ~ ; T " - ' "-' ■ : ' 

Name ■ -.: : OJ990318_19 .9C10 . C6 . ol . tm 

Start ' - ' 222 

GI : " - - .- none. V . .- • 

Exons 



Seq. ID OJ990318_19. 9C10.C6 

Strand . .+ _. . 

"-'End TV "'' "'..751 " vv '■*■ ~ — 

■ Method TBLASTX: Maize 
'End " ~ ■ 719* 

-Score . ■ 52 - . .... * 

222'. .287, 387.. "563, 394. .522, 600. . 656,' 604 669, 655. .717, 
660. .719 



Seq. No. 36675 . Seq. ID 

Gene No. 75542 Strand 

Start 1 End 

Name OJ990318_19 . 9C10 . C6 . ol . gs Method 

Start 298 End 

GI none Score 

Exons 298.. 305, 369.. 516, 604.. 719 



OJ990318_19. 9C10.C6 
+ 

751 

GENSCAN 

719 

.54 



36401 



Seq. No. 36675 

Gene No. 75542 

Start 1 

Name OJ990318_19.9C10.C6. 

Start 390 

GI none 

Exons 390.. 512, 394. .522, 



Seq. ID OJ990318_19.9C10.C6 

Strand + 

End 751 

ol.ts Method TBLASTX : Soybean 

End 719 

Score 187 
394. .516, 600. .719, 604. .717 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

JSI- 

. Exons.,... 



36675 
75542 
1 

OJ990318_19. 9C10.C6, 

396 

none 

396. .512, 397. .522, 



Seq. ID OJ990318_19.9C10.C6 

Strand + 

End 751 

ol.tc Method TBLASTX : Cress 

End 719 

Score 186 
600. .689, 604. .690, 690. .719, 691. .717 



36676 
75543 
206 

OJ990318_19.9C10.C7.ol.gs 

206 



Seq. ID OJ990318_19. 9C10.C7 
Strand + 
End 378 
Method GENSCAN 
End 378 

„_Scqx£ p .„4 7 : 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3667? 



Seq". ID Oj990318_19.9C10.C8 



Seq. No. 
Gene No. 
Start 
Name 
Start . . 
GI "~ 
Exons 



75544 ■ Strand + 

1 End 818 

OJ990318_19.9C10.C8.ol.np Method AAT/NAP 

1 End 818 

6069646 Score 278 

1..59, 263. .818 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retr.oelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



36677 
75544 
1 

OJ990318_1 9 . 9C10 . C8 . ol . gs 
340 _ . . . , 
none " *" ■ ' ■ : " • " :r 

340. /443, "477. . 530, 532.. 655 



Seq. ID OJ990318_19.9C10.C8 

Strand + . 

End 818 

Method GENSCAN 
.End ... . 655 .... . . 

"Score "" ~ ' ,: "81'. : " v " 



Seq. No.. • - 36677- . " Seq. ID- 
Gene No. 75544 Strand 
Start 1 End 
Name OJ990318_1 9 . 9C10 . C8 . ol.tm Method 
Start 352 End 
GI none. Score 
Exons . 352. .492, 353. .709 



.OJ990318_19..9C10.:.C8.. 
+ 

818 

TBLASTX: Maize 

709 

207 



Seq. No. 36678 Seq. ID 

Gene No. 75545 Strand 

Start 4 4 End 

Name OJ990318 19 . 9C10 . C12 . ol . gs Method 



OJ990318_19.9C10.C12 
+ 

530 

GENSCAN 



36402 



Start 


44 




End 


486 






GI 


none 




Score 


.75 






Exons • 


44 . . 94, 388 . . 486 












Seq. No. 


36678 




Seq. ID 


OJ990318_19. 


9C10 


-C12 


Gene No. 


75545 




Strand 


+ 






Start 


44 




End 


530 






Name 


OJ990318_19 . 9C10 . C12 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


250 




End 


530 






GI 


none 




Score 


83 






Exons 


250.. 396, 250.. 396, 257 


. . 406, 


261 . .419, 


372 . . 530 






Seq. No. 


36679 




Seq. ID 


OJ990318_19. 


9C10 


.C13 


Gene No. 


75546 




Strand 








Start 


1 




End 


504 






Name 


OJ990318_19.9C10.C13.ol, 


.np 


Method 


AAT/NAP 






Start 


1 




End 


504 






GI 


6539588 




Score 


211 






Exons 


1. .57, 180. .504 












GI Descrip. 


( AP000837 ) hypothetical 


protein [Oryza 


sativa] 






Seq. -No-. • ■ 


36679 ■ ■ 






OJ9 9Q.318 19. 


JLC1Q. 


.._C13 


;Gejae_NcL.„, 


,.2.5.5i.6.,_ 




,_.,S£xand J J. 








Start 


1 




End . 


504 " ■ 






Name 


OJ990318 19.9C10.C13.ol, 


. as 


Method 


GENSCAN . 






Start 


40 




End 


284 






GI 


none 




Score 


.5 






Exons 


40 . .167, 191 . . 284 












Seq. No. 


36680 




Seq. ID 


OJ990318_19. 


9C10 


.C14 


Gene No. 


75547 




Strand 


+ 






Start 


133 




End 


199 






Name 


OJ990318_19. 9C10 .CI 4 . ol . 


.gs 


Method 


GENSCAN 






Start 


133 




End 


199 






GI 


none 




Score 


.71 






Exons 


133 . . 199 












Seq. No. 


36681 




Seq. ID 


OJ990318_19. 


9C10 


.C17 


Gene No. 


75548 • 




Strand 








Start 


296 




End 


400 






Name 


OJ990318 19. 9C10 .CI 7 .pi . 


. tm 


Method 


TBLASTX : Maize 




Start 


288 




End 


400 








none ' ;* " ~ 




Score 


170";" ' 






Exons' ' 


288.. 398, 290.. 400, 290. 


, .400 










■ Seq. No.-. 


36681 •. - - ••- - 




Seq. -'ID. 


OJ9 90 3 18^1-9. 


9C10, 


.CI 7- - 


Gene No. 


75548 " 




Strand 








Start 


296 




End 


400 






Name 


OJ990318 19.9C10.C17.ol. 


np 


Method 


AAT/NAP 






Start 


2 96 




End 


400 






GI 


6646754 




Score 


159 






Exons 


296. .400 












GI Descrip. 


(AC013258) unknown protein [Arabidopsis 


i thaliana] 






Seq. No. 


36682 




Seq. ID 


OJ990318_19. 


9C10, 


.C19 


Gene No. 


75549 




Strand 


+ 






Start 


608 




End 


753 







36403 



Name 
Start 

GI" 
Exons 



OJ990318_19 . 9C10 . C19 . ol . gs Method GENSCAN 

608 End 753 

none Score . 4 6 
608. .753 



Seq. No. 36683 Seq. ID 

Gene No. 75550 Strand 

Start 8 6 End 

Name OJ990318_19 . 9C10 .C20 . ol . gs Method 

Start 86 End 

GI none Score 

Exons 86.. 790 



OJ990318_19.9C10.C20 
+ 

790 

GENSCAN 

790 

.51 



Seq. No. 36684 Seq. ID 

Gene No. 75551 Strand 

Start 407 End 

Name OJ990318__19 . 9C10 . C2 1 . ol . gs Method 

Start 407 End 

GI none Score 

Exons 407.. 534 



OJ990318_19.9C10.C21 
534 

GENSCAN 
534 
. 62 



Gene,.. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . , 
Start" • * : 
GI ■ 

Exons ' ' 



_3_.66£5 , _ : 

„7.5.552.„.,_ 

-179 • ' - 

OJ990318_19 . 9Ci0 . C22 . ol . gs 

179 

none 

179. .181, 377. .478 



36686 
75553 
281 

OJ990318_19. 9C10.C24 .ol.np 
281 

6692688 

281. .337, 413. .473, 546. .627, 



End , * 4.78 

Method GENSCAN 

End 478 

Score .49 



Seq. ID OJ990318_19.9C10.C24 

Strand + 

End 1048 

Method AAT/NAP 

End 1048 

Score 225 



700. .749, 899. .1048 



(AC007592) F12K11.17 [Arabidopsis thaliana] 



.36686 
75553 
281 

OJ990318_19. 9C10.C24 .ol..ts„ 

555 \ - " •'" ' 

none - 

'"55 5:". 626; 563 . . 67 6', 563 ; . "622 , 699 . . 773, 899 
901. . 993- - : " 



Seq. ID OJ990318_19.9C10.C24- 
Strand + 
End 1048 

Method . JTBLASTX: Soybean. ... 
End"" '~ " 993' '/ '' \ 
Score 7 9 

988,' 899. . 982, 



Seq. No. 36687 Seq. ID 

Gene No. 75554 ' Strand 

Start 305 . End 

Name OJ990318_19 . 9C10 . C25 . ol . gs Method 

Start 3.05 End 

GI none Score 
Exons • ' 305. .460 



OJ990318_19.9C10.C25 
+ 

460 

GENSCAN 
460 



Seq. No. 
Gene No. 



36688 
75555 



Seq. ID OJ990318_19.9C10.C26 
Strand 



36404 




Start 


240 










End 


452 






Name 


■ OJ990318 


19. 


9C10.C26 


.ol 


.gs 


Method 


GENSCAN 






Start 


240 










End 


452 






GI 


none 










Score 


.62 






Exons 


240. .452 


















Seq. No. 


36689 










Seq. ID 


. OJ990318 


19. 


9C10.C28 


Gene No. 


75556 










Strand 


+ 






Start 


928 










End 


958 






Name 


OJ990318 


19. 


9C10.C28 


.ol 


.gs 


Method 


GENSCAN 






Start 


928 










End 


958 






GI 


none 










Score 


.74 






Exons 


928. . 958 


















Seq. No. 


36690 










Seq. ID 


OJ990318 


19. 


9C10 .C29 


Gene No. 


75557 










Strand 


+ 






Start 


23 










End 


606 






Name 


OJ990318 


19. 


9C10.C29 


.ol 


. gs 


Method 


GENSCAN 






Start . 


23 










End 


606 






GI 


none 










Score 


.49 






Exons 


. 23. .59, 563. 


.606 














Sea No 


" ..3.6.6.9,1"! 










Seq. r JL£L. 


..0.J93&318 


,ia, 9cia.£3a 


Gene No . 


. .x75558 " 










Strand 








Start 


'"'806 










End • 


986 ' 






Name 


OJ990318 


19. 


9C10.C30 


.ol 


.gs 


Method 


GENSCAN 






Start 


806 










End 


986 






GI 


none 










Score 


.84 






Exons 


806 851 


973. .986 














Seq. No. 


36692 










Seq. ID 


OJ990318 


_19. 


9C10.C31 


Gene No. 


75559 










Strand 


+ 






Start 


37 










End 


452 






Name 


OJ990318 


19. 


9C10.C31 


.ol 


.gs 


Method 


GENSCAN 






Start 


37 










End 


452 






GI 


none 










Score 


.48 






Exons 


37. .175, 


262 


. .452 














Seq. No. 


36693 










Seq! ID 


OJ990318 


_19. 


9C10.C32 


Gene No. 


75560 










Strand 


+ 






Start 


159 










End 


292 






Name . 


. OJ990318. 


19. 


9C10.C32 


.ol 


• 9 s 


Method . 


GENSCAN 






Start' • " 


; .159 . 










End " 


292" 






GI 


none' 










Score 


■ . 63- 






Exons 


159. .292 


















Sea No 


36694 






- / 




Seq. ID 


OJ990318 


_19. 


9C10.C33 


Gene No. 


75561 










Strand 


+ 






Start 


.. 82 










End 


417 






Name 


OJ990318 


19. 


9C10.C33 


.ol 


.gs 


Method 


GENSCAN 






Start 


82 










End 


417 






GI 


none 










Score 


.88 






Exons 


82. :i59, 


199 


. .417 














Seq. No. 


36695 










Seq. ID 


OJ990318 


_19. 


9C10.C34" 


Gene No. 


75562 










Strand 


+ 






Start 


1 










End 


534 







36405 



Name 

Start 

GI 

'Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990318_19 . 9C10 . C34 . ol . np Method AAT/NAP 
1 End 534 

4836907 Score 175 

1. .215, 298. .382, 477. .534 

(AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 



OJ990318_19.9C10.C36 
+ 

641 

AAT/GAP 

504 

956 



36696 Seq. ID 

75563 Strand 
1 End 
OJ990318_19.9C10.C36.ol.gp Method 
1 End 
11928_1.R1084 Score 
1. .504 

1 54 9010/sp | P35614 | ERF1_ARATH 1.0e-107 EUKARYOTIC PEPTIDE CHAIN 
RELEASE FACTOR SUBUNIT 1 (ERF1) (OMNIPOTENT SUPPRESSOR PROTEIN 1 

HOMOLOG) (SUP1 HOMOLOG) >gi_322554_pir S31328 omnipotent 

suppressor protein SUP1 homolog (clone G18) - Arabidopsis 
thaliana >gi_16514_emb_CAA4 9172_ (X69375) similar' to yeast 
omnipotent suppressor protein SUP1 (SUP45) [Arabidopsis 
thaliana] >gi_14 02882_emb_' 



„S.e_q...No.. . . 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



36696.. , Seq.. , ID 

75563 ' Strand 

1 ' ' End 

OJ990318_19. 9C10.C36.ol.np Method 
1 End 
549010 Score 
1. . 641 

EUKARYOTIC PEPTIDE CHAIN RELEASE FACTOR SUBUNIT 1 (ERF1) 
(OMNIPOTENT SUPPRESSOR PROTEIN 1 HOMOLOG) (SUP1 HOMOLOG) 
gi I 322554 |pir | | S31328 omnipotent suppressor protein SUP1 homolog 
(clone G18) - Arabidopsis thaliana gi 1 16514 | emb | CAA4 9172 | 



£J.9903.18_L9 ..9.C.1A.. C3.6.,.. 
+ 

641 

AAT/NAP 

641 

971 





(X69375) 


similar to yeast omnipotent suppressor protein 


SUP1 




(SUP45) 


[Arabidopsis thaliana 


gi | 14028 


82 |emb|CAA66813| 


(X98130 




euka 










Seq. No. 


36696 




Seq. ID 


OJ990318_19.9C10. 


C36 


Gene No. 


75563 




Strand 


+ 




Start 


1 




End 


641 




Name 


OJ990318 


_19.9C10.C36.ol.tm 


Method 


TBLASTX : Maize 




Start. 


• 10 




End . . 


629 . ...... 




GI ; " : 


' none ' * 




Score; 


631' : ' '\ 




Exons 


' 10. .627, 


1L. .628, 12. .629 " 








Seq. No. ■ - 


36696 




Seq. ID 


OJ990318_19.-9C10. 


C36 


Gene No. 


75563 




Strand 


+ 




Start 


1 




End 


641 




Name 


OJ990318 


_19.9C10.C36.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11 




End 


630 




GI 


none 




Score 


1001 




Exons 


11. . 628, 


12.. 629, 13.. 630, 13 


. .630 






Seq. No; - 


36696 




Seq. ID 


OJ990318_19. 9C10. 


C36 


Gene No. 


75563 




Strand 


+ 




Start 


1 




End 


641 




Name 


OJ990318 


19. 9C10.C36.ol.tc 


Method 


TBLASTX: Cress 





36406 




Start 


11 




End 


con 
boU 




GI 


none 




Score 


a n o 
4 / o 




Exons 


1 1 COQ 1 1 COQ 1 O 
11..DZO, 11. . OZO; lZ 


. . oz y , l j 


con 






Seq. No. 


36696 




Seq. ID 


OJ990318_19.9C10 


.C36 


Gene No. 


75563 




Strand 


+ 




Start 


1 




h,na 


c a i 
041 




Name 


r\ TQQmi q 1 q Q/^i n fie 

ojyyuoio iy.yciu.Cob 


. ol . gs 


Method 


bi^NbLAlN 




Start 


o c 
00 




End 


CIO 

bl / 




GI 


none 




Score. 


C Q 

. bo 




Exons 


Q C CI 1 

O O . . Dl / 




'"a. 






Seq. No. 


36696 




Seq. ID 


OJ990318_19.9C10 


.C36 


Gene No. 


75563 




Strand 


+ 




Start 


1 




XT' _ J 

Lna 


C >i 1 

b 4 1 




Name 


ujyyuoio iy.yciu.Lob 


1 4- i t 

. Ol . tw 


Method 


i t5J_iAo i a : wneat 




Start 


ozy 




hna 


con 
boU 




GI 


none 




Score 


OQ A 

Zo4 




Exons 


-JOQ COO "JQA COQ 

ozy..bzo, oou..bzy, 


jjo . . bZO , 


O O G COQ 

ooy . . bz y , 


O yl Q COO 

o 4 y . . bou 




Seq. No. 


o c c n *7 

J boy / 




beq. ID 


ujyyujio ly.yciu 


n oo 


_Gene_ Nq.. 


.„ 75.5.64...- 




.Strand •■„;. 






Start, . 


. , - J"-. 




.End, ... 






Name 


OJ990318 19.9C10.C37 


. ol.np 


Method 


AAT/NAE 




Start 


1 




End 


651 




GI 


4726111 




Score 


118 




Exons 


1..190, 627. .651 










GI Descrip. 


(AC006436) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


36697 




Seq. ID 


OJ990318_19.9C10 


.C37 


Gene No. 


75564 




Strand 






Start 


1 




End 


651 




Name 


OJ990318 19.9C10.C37 


. ol . gs 


Method 


GENSCAN 




Start 


69 ' 




End 


190 




GI 


none 




Score 


1 




Exons 


69. .190 










Seq. No. 


36698 




Seq. ID 


OJ990318_19.9C10 


. Loo 


Gene No. 


75565 . ■ 




Strand 






Start 


1 




End 


673 




Name 


OJ990318 19-.9C10.C38 


.ol .np 


Method 


AAT/NAP 




Start . 


.1 




End 


183 . . .... 




GI " ; . " 


60154 95 ■ 




Score " ~ 


'64 • " : : - v " : 




Exons 


1. .183 ■ 










GI Descrip . 


■* (AJ250130) putative 


transcript on factor 


■ [Anabaena PCC7I20]" 


Seq. No. 


36698 ' * 




Seq.. ID . 


OJ990318_19. 9C10 


.C38 


Gene No. 


75565 




Strand 






Start 


1 




End 


673 




Name 


OJ990318 19.9C10.C38 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


7 




End 


673 




GI 


none 




Score 


145 




Exons 


7. .186, 41. .193, 41. 


.184, 294 


..320, 296 


i..325, 622. .672, 


626 


Seq. No. 


36698 




Seq. ID 


OJ990318_19. 9C10 


.C38 


Gene No. 


75565 




Strand 






Start 


1 




End 


673 





36407 




Name 


OJ990318 19. 9C10.C38 .ol 


.gs 


•Method 


GENSCAN 






Start 


69 




End 


183 






GI 


none 




Score 


. 64 






Exons 


69. .183 












Seq. No . 


36699 




Seq. ID 


OJ990318_ 


_19. 9C10 


.C40 


Gene No. 


75566 




Strand 


+ 






Start 


5173 




End 


10934 






Name 


OJ990318 19. 9C10.C40.ol 


.gp 


Method 


AAT/GAP 






Start 


5127 




End 


5707 






GI 


uC-osroM202025g06bl 




Score 


898 






Exons 


5127 . . 5422, 5533. . 5707 












GI Descrip. 


1 3522942/gb|AAC34224 . 1 | 


8.0e 


-28 (AC004411) hypothetical 


prol 




[Arabidopsis thaliana] ' 












Seq. No. 


36699 




Seq. ID 


OJ990318_ 


JL9.9C10 


.C40 


Gene No . 


75566 




Strand 


■f 






Start 


5173 




End 


10934 






Name 


OJ990318 19.9C10.C40.o2 


.gs 


Method 


GENSCAN 






Start 


5173 




End 


10934 






GI 


none 




Score 


.93 






„ Expns_:., - -. 




Jill 


^.7, 62 7 8 95,_^0„47.^ 




. « . 


_ 1.0.4 39 .... 105.2(5,. . ja765_..1033A_ 











Seq. No. 


36699 




Seq. ID 


OJ990318_ 


J.9.9C10 


.C40 


Gene No . 


75566 




Strand 


.. + 






Start 


5173 




End 


10934 






Name 


OJ990318 19.9C10.C40.ol 


.np 


Method 


AAT/NAP 






Start 


5311 




End 


8026 






GI 


5734768 




Score 


1486 






Exons 


5311. .5422, 5548. .6155, 


7111 


..7626, 7 


395. .8026 






GI Descrip. 


(AC007651) Hypothetical 


Protein [Arabidopsis thaliana] 




Seq. No. 


36699 




Seq. ID 


OJ990318_ 


JL9.9C10 


.C40 


Gene No. 


•75566 




Strand 


+ 






Start 


5173 




End 


10934 






Name - v 


OJ990318 19.9C10.C40.o2 


.gp 


Method 


AAT/GAP 






Start 


7204 




End 


8139 






GI 


40964 1.R1084 




Score 


1264 






Exons 


7204. .7626, 7895. .8139 












GI Descrip. 


' 57347 68 /gb|AAD50033.1 | 


AC007651 28 5. 


Oe-80 (AC007651) 




Hypothetical Protein [Arabidopsis thaliana] 1 






Seq. No. 


36699 




Seq. .ID 


OJ990318_ 


_19.9C10 


..C40 


Gene No. 


' 75567 




Strand 


+ 






Start ■ vv 


. 18091- -. ■ 




End • 


30593 






Name 


'OJ990318' 19. 9C10.C40.o4 


.gs 


Method 


• GENSCAN 






Start 


18091 




End 


24926 






GI 


none 




Score 


.44 






Exons 


18091. .18383, 18428. .18537, 


18795. .18 


B47, 18957 


. . 19088, 






19188. . 19220, 19496. .19525, 


19619. . 19719, 19860 


. .21004, 






21164 . .21216, 21280. .22036, 


23184 . .23 


837, 23913 


. .24011, 






24868. .24926 












Seq. No. 


36699 




Seq. ID 


OJ990318_ 


_19.9C10 


.C40 


Gene No. 


75567 




Strand 


+ 






Start 


18091 




End 


30593 







36408 



Name OJ990318_19. 9C10 . C40 . o4 . np Method AAT/NAP 

Start 18141 " End 30593 

GI 6069646 Score 2066 

Exons 18141. .18191, 25704 .. 26318 , 26599 .. 27402 , 30416.. 30593 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chrombsome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

Seq. No. 36699 Seq. ID OJ990318_19.9C10.C4 0 

Gene No. 75567 Strand + 

Start 18091 End 30593 

Name OJ990318_19 . 9C10 . C40 . o3 . np Method AAT/NAP 

Start 19462 End 24022 

GI 4585985 Score 2077 

Exons 19462. .19508, 19734 2028 6, 20518 .. 2 1004 , 211 64 224 52 , 

22675. .23131, 23159.. 24022 
GI Descrip. (AC005287) Hypothetical protein [Arabidopsis thaliana] 

Seq. No. 36699 Seq. ID OJ990318_19.9C10.C4 0 

..Gme.Ro.,,_;.^_^755£^ ^.:Strand_._^_^ _ 

.Start.. ..... 1.1 2.1.1../.,. ._ '-.End. ..145,83. . .. „ _ 

Name OJ990318_19 . 9C10. C40 . o3 . gs Method GENSCAN 

Start ' 11211 End 14526 

GI none Score . 71 

Exons 11211. .11362, 11876. . 12148, 14244.. 14526 

Seq. No. 36699 Seq. ID OJ990318_19.9C10.C40 

Gene No. 75568 Strand 

Start 11211 End 14583 

Name OJ990318_19 . 9C10 . C40 . o2 . np Method AAT/NAP 

Start 11747 End 14526 

GI 3157943 -Score 390 

Exons 11747. .12148, 14244.. 14526 

GI Descrip. (AC002131) Contains similarity to BAP31 protein gb|X81816 from 
Mus musculus . [Arabidopsis thaliana] 

Seq. No. 36699 ' Seq. ID OJ990318_1 9 . 9C10 . C4 0 

Gene No. 75568 Strand 

Start 11211 End 14583 

Name - ... OJ990.318_19 . 9C10 . C40 ... o3 . gp .Method AAT/GAP 

Start ' ''"14*237 ./ . • ~ v -~ '" r: "End' * r ~- 1*4583 * " ~ - "*'~ 

;GI . 2311270' ; " " ' Score ' 567 '* 

Exons • 14237. .14583 " * * 

Seq. No.'"' 36699 • "* " Seq. ID OJ990318_1 9. 9C10 . C4 0 

Gene No. 75569 Strand 

Start 25438 End 28487 

Name OJ990318_19 . 9C10 . C4 0 . o5 . gs Method GENSCAN 

Start 25438 End 28304 

GI none Score .52 

Exons 25438. .25598, 257 63 .. 2584 4 , 26082 .. 26227 , 26244 .. 26383, 

26402. .26483, 26935 .. 27294 , 28238.. 28304 

Seq. No. 36699 Seq. ID OJ990318_1 9 . 9C10 . C40 

Gene No. 75569 Strand 



36409 



Start 25438 End 28487 

Name OJ990318_19 . 9C10 . C40 . o5 . gp Method AAT/GAP 

Start 28106 End 28487 

GI uC-osflcyp033a04bl Score 651 

Exons 28106.. 28487 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. No. 36699 

Gene No. 75570 

Start 29355 

Name OJ990318_19 . 9C10 . C4 0 . o3 . tc 

Start 5230 

GI none 
Exons 



Seq. ID OJ990318_19.9C10.C40 
Strand 
End 

Method 
End 
Score 



29936 

TBLASTX: Cress 

5768 

195 



5230. .5418, 5304. .5417, 5547. .5768, 5663. .5767 



Seq. No. 36699 Seq. ID 

Gene No. 75570 Strand 

Start 29355 End 

Name OJ990318_19 . 9C10 . C40 . ol . ts Method 

Start 5281 End 

.GI ;„.„,,: ...np,ne^ ..........^ J5core,__ 

, t Exons . . 



OJ990318_19.9C10.C40 
29936 

TBLASTX : Soybean 
6110 

.222. ■ „ 



5.281 ,.,5.4 1.8 v. .530.1... 5J ,3 2,. ..5571.. ...5.630 ,_5 5 8.2 . ...56.2.9., _5 6.31 .,..-58,1.6,... 
5633.-5794, 5843. .5866, 5844;. 5879, 5931. .5972, 5973. .6017, 
6024. .6110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36699 
75570 
29355 

OJ990318_19.9C10.C40.ol0.tm 

5284 

none 

5284. .5418, 5293. .5361, 5304. 

36699 
75570 
29355 

OJ990318_19.9C10.C4 0.o3.tm 

5768 

none 

5768. .5794, 5768. .5839, 5783. 
5874 . .5897, 5945 6043,. .594 9 . 
"6012 V; 6152/ 7090 ."."7203, 7ir3 : . 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5420 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318_19.9C10.C40 
29936 

TBLASTX: Maize 

5420 

209 



OJ990318 19.9C10.C40 



29936 

TBLASTX: Maize 
7205 
39 

.5881, 5795.. 5881, 5796. 
.6029, 5997.. 6152, 6011. 
.7205, "7113." .7205 '**" 



,5954, 
, 6154,. 



Seq. No. 

Gene - No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



36699 • 

75570- . - . 

29355 

OJ990318_19 . 9C10 .C4 0 . o2 . tc 

5772 

none 

5772. .5843, 5828. .5878, 5844. 
6011. .6157, 6018. .6152, 7090, 

36699 
75570 
29355 

OJ990318 19.9C10.C40.ol.tm 



Seq. ID OJ990318_19.9C10.C40 

Strand- 

End ' 29936 

Method TBLASTX : Cress 
End 7266 
Score 74 

.5879, 5973.. 6020, 5981.. 6019, 
.7266, 7110. . 7262 

Seq. ID OJ990318_19.9C10.C40 
Strand 

End 29936 

Method TBLASTX: Maize 



36410 






Start 


7206 




End 


7631 




GI 


none 




Score 


444 




Exons 


7206. . 7481, 


7207 . . 7482, 7476 


..7622, 7477. .7626, 7492. .7626, 






7526. .7627, 


7533 . . 7631 








Seq. No. 


36699 




Seq. ID 


OJ990318_19 . 9C10 . C40 




Gene No. 


75570 




Strand 






Start 


29355 




End 


29936 




Name 


OJ990318_19. 


9C10.C40.ol. tc 


Method 


TBLASTX: Cress 




Start 


7332 




End ■ 


8014 




GI 


none 




Score 


436 




Exons 


7332 . .7628, 


7333 . .7626, 7891 


..8013, 7895. .8014 




•Seq. No. 


36699 




Seq. ID 


OJ990318_19.9C10.C40 




Gene No. 


75570 




Strand 






Start 


29355 




End 


29936 




Name 


OJ990318_19. 


9C10 . C40 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


7390 




End 


8017 




GI 


none 




Score 


341 




Exons 


7390. .7626, 


7398 . . 7.622, 7498 


..7626, 7894. .7980, 7895. .7963, 






. 7976. . 8017 










.-Seq.-^.-NQ,.- . - 




~ - — 


. ...Seq.. . I.D.„ 


JDJ9 9.031 S_1.9 .,,9£ 1&.,£AQ 




Gene No. 


'75570 




Strand 




%1 


Start 


* 29355 




End 


29936 




Name" 


OJ990318_19. 


9C10.C40.o3. ts 


Method 


TBLASTX : Soybean 




Start 


11764 




End 


12141 


I Li 


GI 


none 




Score 


125 


f == 

?i 


Exons 


11764 . .11889 


, 11772 . . 12140, 


11971. .12141 


iy 


Seq. No. 


36699 




Seq. ID 


OJ990318_19.9C10.C40 


r! ! 


Gene No. 


75570 




Strand 






Start 


29355 




End 


29936 


.= SI 


Name 


OJ990318 19. 


9C10.C40.o4 . tm 


Method 


TBLASTX: Maize 


»™ 


Start 


11819 




End 


14535 


"--! 


GI 


none 




Score 


88 




Exons 


11819. .12010, 11820. .12158, 


11821. .12168, 14229. . 14 288, 


i ^ 




14242. .14535 


, 14243. .14530 








Seq. No. 


36699 




Seq. ID 


OJ990318_19.9C10.C40 


r 3 


Gene No. 


75570 




Strand 






.. Start 


. 29355 




. End , 


29936 . . , • 




Name 


~'76J9903i8 19". 


9C10-.C4 0.o4;. ts 


Method " 


TBLASTX ' Soybean- •" 




Start : 


14242 ' t - ' 




End 


14463 ' 




GI' 


none 




Score 


140 . 




-.'Exons 


. 14242. .14463 


, . 14243.;. 14407/ . 


14245.-. 14427 v - . ■ 




Seq. No. 


36699 




Seq. ID 


OJ990318_19.9C10.C40 




Gene No. 


75570 




Strand 






Start 


29355 




End 


29936 




Name 


OJ990318 19. 


9C10.C40.o5.tm 


Method 


TBLASTX: Maize 




Start 


19936 




End 


20448 




GI 


none 




Score 


■69 




Exons 


19936. .19989, 20005 .. 20061, 


20101. .204< 


18, 20391. .20447 




Seq. No. 


36699 




Seq. ID 


OJ990318_19.9C10.C40 




Gene No. 


75570 




Strand 





36411 






Start 


29.355 




End 


29936 








Name 


OJ990318 19.9C10.C40 


. o2 . tw 


Method 


TBLASTX: 


Wheat 






Start 


a a f A A 

2064 4 




End 


20987 








GI 


none 




Score 


193 








Exons 


2Uo44 . . 2Uoy5, zu / o / . 


o n o o /i 
. 2U8 94 , 


20892. .20987, 20893 


A A A "7 A 

. . 209 /3 






Seq. No. 


O C f A a 




Seq. ID 


OJ990318 


1 9 . 9C10 


. C4 0 




Gene No. 


75570 




Strand 










Start 


29355 




End 


29936 








Name 


ojyyuoio 19.9c10.c4u 


. o9 . tm 


Method 


TBLASTX: 


Maize 






Start 


a a r o a 




End 


21234 








GI 


none 




Score 


157 








Exons 


A A /" O A OrtOO A A A "7 ""7 O 

2068 y .. 20880 , 20//8. 


A A O *7 A 

.208 / 9, 


20892. .20993, 20893 


A A A A A 

. . 20994 , 








A 1 1 C 1 A T A A /I 

21151. .21234 














Seq. No. 


36699 




Seq. ID 


OJ990318 


_19.9C10 


.C40 




Gene No. 


75570 




Strand 










Start 


2 9355 




End 


29936 








Name 


ojyyoii8 iy.9Cio.c40 


. o7 . tm 


Method 


TBLASTX: 


Maize 






Start 


A A A A A 

22823 




End 


23191 








GI 


none 




Score 


271 


- 






. Expjrig. l 


A A A A A A A T A 1 A A O A £T 

„ .2 2j3 23 ... . .„2 .3 1 ?1 _ _2 2.0, 26 . 


A A 1 A I "7 

.231.07.,,. 


„2.284Q, w ,2AU2 . w „ 


— — : ~- 




a. .~x 


Seq/ No. 


~"*36699 




Seq. ID 


■ OJ990318 


V Jl9™9C10 


.C40 




Gene No. 


75570 




Strand 








r rs 


Start 


a a a c c 

29355 




End 


29936 








Name 


OJ990318 19.9C10.C40 


. o4 . tc 


Method 


TBLASTX: 


Cress 




s LH 


Start 


234 95 




End 


23752 






f-- 


GI 


none 




Score 


205 








Exons 


a a ^ a c a a t c a oocnc 
234 95.-23/52, 235Uo. 


A A A C 1 

.23/51 












Seq. No. 


36699 




Seq. ID 


OJ990318 


_19.9C10 


.C40 


: — 


Gene No. 


75570 




Strand 










Start 


a n o c c 
2 y355 




End 


29936 








Name 


OJ990318_19 . 9C10 . C4 0 


. 08 . tm 


Method 


TBLASTX: 


Maize 






Start 


234 97 




End 


23818 








GI 


none 




Score 


204 






i j 


Exons 


2349/.. 23o3/, 23 498. 


A A *7 / A 

. 23 /43, 


23729. .238 


18 








Seq. No. 


36699 




Seq. ID 


OJ990318 


_19.9C10 


.C40 




Gene No. 


75570 




Strand 










Start 


2 9355 




End 


29936 .. 








Name ~ 


OJ990318 19.9C10.C40 


. o5 .'ts' ' 


* " Method 


- TBLASTX: 


Soybean • 






Start 


237 4 4' 




End. 


.23926 








* GI 


none 




' Score 


214 ' 








• Exons . . - 


oot / < a a a a ir a o "7 a i 

23 / 4 4 . <. 23926, • 23 / 91 . 


a a a t a 

. 23913- 












Seq. No. 


36699 




Seq. ID 


OJ990318 


_19. 9C10 


.C40 




Gene No. 


75570 




Strand .. 










Start 


A A A C C 

2 9355 




End 


29936 








Name 


OJ990318 19.9C10.C40 


. o4 . tw 


Method 


TBLASTX: 


Wheat 






Start 


.25776 




End 


26045 








GI 


none 




Score 


178 








Exons 


25776. .26045, 25949. 


.26044 












Seq. No. 


36699 




Seq. ID 


OJ990318 


_19. 9C10 


.C40 




Gene No. 


75570 




Strand 









36412 



Start 
Name 
Start 
GI 

Exons 



29355 End 

OJ990318_19. 9C10.C40.o2.tm Method 

25851 End 

none Score 
25851. .26009, 25863 .. 26441, 
26168. .26440, 26452 .. 26535 , 



29936 

TBLASTX: Maize 
26535 
503 

25952. .26011, 2 6080 .. 26157 , 
26452. .26529 



Seq. No. 36699 Seq. ID 

Gene No. 75570 Strand 

Start 29355 End 

Name OJ990318_19 . 9C10 . C4 0 . ol . tw Method 

Start 26181 End 

GI none Score 

Exons 26181. .26441, 2 6183 .. 26437 , 26482. .26616 



OJ990318_19.9C10.C40 
29936 

TBLASTX: Wheat 
26616 
184 



Seq. No. 36699 Seq. ID 

Gene No. 75570 Strand 

Start 29355 End 

Name OJ990318_19 . 9C10 . C4 0 . 06 . tm Method 

Start 27008 End 

GI none Score 

Exons.,, 270.08.,,. 27 34 0,_ 27 1.2.7... 272.52 . 



OJ990318_19.9C10.C40 
29936 

TBLASTX: Maize 

27340 

271 



..Seq. No. 36699 Seq. ID 

Gene No. 75570 Strand 

Start 29355 End 

Name OJ990318_19 . 9C10 . C4 0 . o3 . tw Method 

Start 27101 End 

GI none Score 

Exons 27101. .27295, 27130.. 27252 

Seq. No. 36699 Seq. ID 

Gene No. 75570 Strand 

Start ' 29355 End 

Name OJ990318_19 . 9C10 . C4 0 . 06 . gs Method 

Start 29355 End 

GI none Score 

Exons 29355. .29936 



OJ990318_19.9C10.C40 
29936 

TBLASTX: Wheat 

27295 

197 



OJ990318_19.9C10.C40 

29936 
GENS CAN 
29936 
.87 



Seq. No. 
Gene No. 
Start 
Name' ' " ; 
Start 
GI 

Exons ■ 

GI ' Descfip. 

Seq. No. 
.Gene No. 
Start 
Name 
Start 
Gl' 

Exons 



Seq. ID OJ990318 19.9C10.C41 



36700 
75571 

■ 1 , - 

OJ9 903" 1"8_1 9 9Cl 0": C4 1". ol . np " 
1 

4 68017 9 ' 

1. .995,. 1029. .4430' - - : v - ,. ' ■■■■ 

.(AFl 1 1'709) polyprotein [Oryza ' sativa subsp. Indica]' 



Strand 

End. 

Method 

End 

Score 



+ 

11443_ : 
AAT/NAP 
4430 
5266 



36700 
75571 
1 

OJ990318_19. 9C10.C41.ol.gs 

246 

none 



Seq. ID OJ990318_19.9C10.C41 



Strand 
End 

Method 

End 

Score 



+ 

11443 
GENSCAN 
11443 
.61 



246. .3279, 3337. .4416, 5144. .5436, 5616. .5738, 5996. .6065, 
7757. .7843, 8387. .8527, 8684. .8811, 9179. .9292, 9360. .9485, 
9498. .9551, 9658. .9680, 9848. .10052, 10064 .. 10518 , 10655 .. 10800, 



36413 



10911. .11257, 11291. .11443 

Seq. No. 36700 Seq. ID OJ990318_1 9 . 9C10 . C4 1 

Gene No'. 75571 Strand + 

Start 1 End 11443 

Name OJ990318_19 . 9C10 . C41 . o2 . gp Method AAT/GAP. 

Start 6517 End 6902 

GI uC-osflcyp033a04bl Score 649 

Exons 6517 . . 6902 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36700 
75571 
1 

OJ990318_19-9C10.C41.o3.np 

9296 

6721561 



Seq. ID OJ990318_19.9C10.C41 
Strand + 
End 11443 
Method AAT/NAP 
End 10519 
Score 1173 
9296.. 9551, 9622.. 9680, 9755.. 10519 

(AP001073) EST AU082058 (C1297 6 ) corresponds to a region of the 
predicted gene./ hypothetical protein [Oryza sativa] 

jgiJ^&lJ§jm].G^ ♦ 

.corresponds .to. a. region., of. .the. ...predicted .g.ene..,;-.,hypo.the.t.lca,l 

protein [Oryza sativa] 



Seq. No. 


36700 


Seq. ID 


OJ990318_ 


_19 


9C10 


.C41 


Gene No. 


75572 


Strand 


+ 








Start 


23038 


End 


36819 








Name 


OJ990318 19.9C10.C41.o5.np 


Method 


AAT/NAP 








Start 


22459 


End 


36819 








GI 


4680186 


Score 


318 








Exons 


224S9..22494, 27 982 .. 28026, 


35724. .35779, 36618 


.36819 




GI Descrip. 


{AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


36700 


Seq. ID 


OJ990318_ 


_19 


9C10 


C41 


Gene No. 


75572 


Strand 


+ 








Start 


23038 


End 


36819 








Name 


OJ990318 19, 9C10.C41.o3.gs 


Method 


GENSCAN 








Start . 


23038 • 


■ End 


25358 








GI 


none 


Score 


.42 








Exons 


23038. .24552, 25278.. 25358 












Seq"; "No."""*" 


" '36700" " 


"Seq;" : "lD :; " 


OJ990318-_ 


_19; 


9C10-.C41 


Gene No.' 


75573 


. Strand ' 










Start 


6446 ' 


End 


8399 ' • 








Name - ■ - - 


- OJ990318 1-9 . 9C1-0 . C4 1 . o2 , np 


■Method - 


AAT/NAP 








Start 


6446 


' End 


8399 








GI 


4680186 


Score 


232 








Exons 


6446. .6650, -8262. .8399 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


indica] 








Seq. No. 


36700 


Seq. ID 


OJ990318_ 


19. 


9C10. 


C41 


Gene No. 


75574 


Strand 










Start 


12045 


End 


20115 








Name 


OJ990318 19.9C10.C41.o2.gs 


Method 


GENSCAN 








Start 


12045 


End 


20115 








GI 


none 


Score 


.68 









36414 



Exons 



12045. .12599, 1264 8 .. 1284 8 , 12984 13698 , 13837 140.84 , 
14148. . 14857, 15009 .. 15174 , 1534 3 .. 16943, 17067 .. 17758 , 
18066. . 18333, 18355 .. 18428 , 20093 '.. 20115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

_ .Gejie._£LQ_. 
..Start,.,, 

Name 

Start 

GI 

Exons 



36700 
75574 
12045 

OJ990318_19. 9C10.C41 .o4 .np 
12081 
5922631 
12081. .13289, 
16468. .16897, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_19.9C10.C41 

20115 
AAT/NAP 
18732 
3016 



13329. 
18640. 



15238. .16047, 16171 .. 16425, 



14630, 
18732 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



36700 
JA575 



.2.179.9.6 , 

O'J990318_i9'. 9C10.C41 .ol0. tw 

389 

none 

389. .583, 390. .740 



Seq. ID 

.End 

Method 

End 

Score 



OJ990318_19.9C10.C41. 

TBLASTX: Wheat " 

740 

293 



Seq. No. 36700 Seq. ID 

Gene No. 75575 Strand 

Start 27996 End 

Name OJ990318_19 . 9C10 .C41 . o7 . tm Method 

Start 390 End 

GI none Score 

Exons 390.. 695, 404.. 520 



OJ990318_19.9C10.C41 
36791 

TBLASTX: Maize 

695 

232 



Seq. No. 36700 ' Seq. ID 

Gene No. 75575 Strand 

Start 27996 . End 

Name OJ9903 1 8_1 9 . 9C1 0 . C4 1 . olO . tm Method 

Start 1020 ■ End 

GI none Score 
"Exons " \~7 "i02g; .r37"3," ; Tlp6.TIl8 9'\\ 



OJ990318_19.9C10.C41 
36791 

TBLASTX: Maize 
1373 

187 ^ - 



Seq. No. 36700 * Seq. ID 

Gene No. - 75575-- Strand ■ 

Start 27996 End 

Name OJ990318_19 . 9C10 . C4 1 . ol2 . tw Method 

Start 105-6 End 

GI none Score 

Exons 1056. .1265, 1106. .1264, 1310.. 1423, 



OJ990318_19.9C10'.C41 
36791 

TBLASTX: Wheat 
1478 
163 
1311. .1478 



Seq. No. 36700 Seq. ID 

Gene No. 75575 • Strand 

Start 27996 End 

Name OJ990318_19 . 9C10 . C41 . o4 . tm Method 

Start 1725 End 



OJ990318_19.9C10.C41 
36791 

TBLASTX: Maize 
15083 



36415 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 159 

1725. .1955, 14736. .15083, 14821. .15027 



36700 
75575 ' 
27996 

OJ990318_19. 9C10.C41.o4 .tw 

1725 

none 



Seq. ID OJ990318_19.9C10.C41 
Strand 

End 36791 

Method TBLASTX : Wheat 

End 15219 

Score 137 



1725. .1943, 14763. . 15077, 14775 .. 15077 , 14812 .. 15099, 
15082. .15219, 15089.. 15211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

. Gene_N£.. 
.SXari 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons . 

Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



36700 
75575 
27996 

OJ990318_19.9C10.C41.ol4 .tw 

1953 

none 

1953. .2072, 1961. .2071 



Seq. ID OJ990318_19.9C10.C41 
Strand 

End 36791 

Method TBLASTX: Wheat 

End 2072 

Score 183 



36700. 

.75.57.5,. ,„ . 

27 996 _ _ . „. 

OJ990318_19 . 9C10 . C4 1 . o3 . tm 
i962 
none 



. Seq. ID OJ990318_19. 9C10..C41 

_S.tr ahct.„; , - ^ , 

_ End. 3,67.9.1.. 

Method TBLASTX: Maize 
End 14735 
Score 167 

1962. .2141, 1970. .2116, 2148. .2462, 2288. .2341, 2369. .2419, 
14256. .14618, 14598. .14735 



36700 
75575 
27996 

OJ990318_19. 9C10.C41.ol. ts 

2016 

none 



Seq. ID OJ990318_19.9C10.C41 
Strand 

End 36791 

Method TBLASTX : Soybean 

End 14678 

Score 53 



2016. .2048, 2016. .2048, 2052. .2411, 2054. .2092, 2120. .2410, 
2143. .2412, 14307. .14678 



36700 
75575 
27996 

OJ990318_19 . 9C10 . C41 . o5 . tw 

v'207 3' • - - • •• •'- * ' 

none 



Seq. ID OJ990318_19.9C10.C41 
Strand 

End 36791 

Method .TBLASTX : Wheajt_ . 
""£nd/ : ' : "1464'8"~""" : ™ 

Score 160 



2073, .2426, 14224 .. 14 601 , . 14226 ... 14.64 8 ,' 1.4 388. .14 64 5 



36700 . 

75575 

27996 

OJ990318_19. 9C10.C41.o3.tw 

2427 

none 

2427.. 2849, 2459.. 2848 

36700 
75575 
27996 



Seq. ID' OJ990318_19. 9C10.C41 
Strand 

End 36791 

Method TBLASTX: Wheat 

End 2849 

Score . 598 



Seq. ID OJ990318_19.9C10.C41 
Strand 

End 36791 



36416 




Name 


OJ990318 19. 


9C10. 


,C41.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2433 








End 


2678 




GI 


none 








Score 


207 




Exons 


2433. .2678, 


2450, 


. .2578 










Seq. No. 


36700 








Seq. ID 


OJ990318JL9. 9C10 


.C41 


Gene No. 


75575 








Strand 






Start 


27996 








End 


36791 




Name 


OJ990318 19. 


9C10. 


>C41.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2498 








End 


2852 




GI 


none 








Score 


482 




Exons 


2498 . .2848, 


2499, 


. .2852 










Seq. No. 


36700 








Seq. ID 


OJ990318_19.9C10 


.C41 


Gene No. 


75575 








Strand 






Start 


27996 








End 


36791 




Name 


OJ990318 19. 


9C10, 


,C41.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2852 








End 


3419 




GI 


none 








Score 


641 




Exons 


2852. .3415, 


2883, 


, . 3419, 


2964 


. . 3419 






Sea No. 


36700 








,S.e c[ . ; . ID,, 


_0,J.9 9,(13 1 8^1.9.^.90 LQ_ 


,,£41 


Gene- No... 


_ 7.55.7.5. .Z iZ 


.. ... 


.. - 


- ; , 


...Strand... 






Start 


27996 








End 


36791 




Name 


OJ990318 19. 


9C10, 


,C41.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


3207 








End 


3468 




GI 


none 








Score 


288 




Exons 


3207. .3467, 


3212. 


. . 3466, 


3331 


. . 3468 






Seq. No. 


36700 








Seq. ID 


OJ990318_19.9C10 


.C41 


Gene No. 


75575 








Strand 






Start 


27996 








End 


36791 




Name 


OJ990318 19. 


9C10, 


,C41.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


3231 








End 


3485 




GI 


none 








Score 


366 




Exons 


3231 . . 3485,. 


3233. 


. . 3475 










Seq. No. 


36700 








Seq. ID 


OJ990318_19. 9C10 


. C41 


Gene No . 


75575 








Strand 






Start 


27996 








End 


36791 




Name 


OJ990318 19. 


9C10. 


.C41.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


34 2.6 . 








End.- 


12725 




GI \ 


none' 








Score 


'707 -■-■■■*■-■■;■-••"■■ 




Exons ■' 


3426.. 4052, 


34 32, 


. .3767, 


3482 


. .3940, '3927. .4049, ' 12387. . 


1254 




12576. .12725 












Seq". No. 


36700 .." 








Seq. ID 


OJ990318_19. 9C10YC41 


Gene No. 


75575 








Strand 






Start 


27996 








End 


36791 




Name 


OJ990318 19. 


9C10. 


.C41.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


3606 








End 


4205 




GI 


none 








Score 


231 




Exons 


3606. .3767, 


3608. 


. .3760, 


3764 


;.4189, 3765. .4205 




Seq. No. 


36700 








Seq. ID 


OJ990318_19.9C10 


.C41 


Gene No. 


75575 








Strand 






Start 


27996 








End 


36791 





36417 




Name 


OJ990318 19.9C10.C41 


. o7 . tw 


Method 


TBLASTX : Wheat 




Start 


4052 




End 


4385 




GI 


none 




Score 


325 




Exons 


4052. .4321, 4053. .4385, 4056. .4364 






Seq. No. 


36700 




Seq. ID 


OJ990318 19.9C10 


.C41 


Gene No. 


75575 




Strand 






Start 


27996 




End 


36791 




Name 


OJ990318 19.9C10.C41 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


12180 




End 


12443 




GI 


none 




Score 


200 




Exons 


12180. . 12443 










Seq. No. 


36700 




Seq. ID 


OJ990318_19.9C10 


.C41 


Gene No. 


75575 




Strand 






Start 


27996 




End 


36791 




Name 


OJ990318 19.9C10.C41 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


12789 




End 


13169 




GI 


none 




Score 


51 




Exons 


12789. . 12842, 12790 . 


. 12834, 


12852. .13169, 12853.. 13161 




Sea. No. 


_ .36700. 




_;...Sejj_.,_ ID 


O.J 9 9 0 3 18 . .1.9.. .9C 1 


,.G.eh,e...Na.. 


„ ,75 5.15. „ . ',...Z -.1. -^i 




...'.Strand _ . 




— .... 


Start 


' 27996 " 




' End 


36791 




Name 


OJ990318 19.9C10.C41 


06 . tm 


Method 


TBLASTX: Maize 




Start 


12864 




End 


13169 




GI ■ 


none 




Score 


140 




Exons 


12864 . . 13169, 12865. 


13083 








Sea No 


36700 




Seq. ID 


OJ990318_19.9C10 


.C41 


Gene No. 


75575 




Strand 






Start 


27996 




End 


36791 




Name 


OJ990318 19.9C10.C41 


ol3.tw 


Method 


TBLASTX: Wheat 




Start 


13374 




End 


13632 




GI 


none 




Score 


78 




Exons 


13374 . . 13631, 13492 . 


13632 








Seq. No. 


36700 




Seq. ID 


OJ990318_19.9C10 


.C41 


Gene No. 


75575 




Strand 






Start 


27996 




End 


36791 




Name 


OJ990318 19. 9C10 .C41 


o9 . tw 


Method 


TBLASTX: Wheat 




Start 


JL367.1 ~ ^ 




End . . 


14079 




Gf"'" *■'■■" '•' * 


* none \ ~' 7 * ' " " f • 




~ ' Score " " • 


106 ~ " r 




Exons 


13671 . . 13844, ■ 13852 . 


1407.9, 


13854. .14078 




Seq. No. •- 


... 36700 




-.Seq-.- ID- 


OJ990318_19. 9C10 


.'G41 


Gene No*. 


" 75575 ' •' * '. 




Strand 






Start 


27996 




End 


36791 




Name 


OJ990318 19.9C10.C41 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


15412 




End 


15867 




GI 


none 




Score 


97 




Exons 


15412. .15648, 15469. . 


15636, 


15530. .1564 6, 15685. .15867, 






15686. . 15859 ' 










Seq. No. 


36700 




Seq. ID 


OJ990318_19.9C10 


.C41 


Gene No. 


75575 




Strand 






Start 


27996 




End 


36791 





36418 



Name 

Start 

GI 

Exons 



OJ990318_19. 9C10.C41.oll.tw 

16450 

none 

16450. .16848, 16550. .16723, 



Method TBLASTX : Wheat 
End 16848 
Score 68 
16796. . 16834 



Seq. No. .36700 Seq. ID 

Gene No. 75575 Strand 

Start 27996 End 

Name OJ990318_19 . 9C10 . C4 1 . o9 . tm Method 

Start 16612 End 

GI none Score 

Exons . 16612. .16851 



OJ990318_19.9C10.C41 
36791 

TBLASTX: Maize 

16851 

190 



OJ990318 19.9C10.C41 



36791 
GEN SCAN 
36791 
.44 

28621, 28932. .29193, 
30517, 31303. . 31420, 



Seq. No. 36700 Seq. ID 
Gene No. 75575 Strand 
Start 27996 End 
Name OJ990318_19 . 9C10 . C41 . o4 . gs Method 
Start 27996 End 
GI none Score 
Exons 27996. .28164, 28282 .. 28471, 28506 
29773. .29828, 3034 2 .. 304 53, '30489 
^ . 327 62 . . 32.8.87,^ ..32.989^. ., 3,3133,. ,334 05. ,.3.3537., 36JA\....3§3M^. 

Seq/ No. '""36700 Seq. ID OJ990318_19.9C10.C41 

Gene No. 75575 Strand. 

Start 27996 End 36791 

Name OJ990318_19 . 9C10 . C41 . o3 . gp Method AAT/GAP 

Start 36367 End 36752 

GI uC-osflcyp033a04bl Score 637 

Exons 36367. .36752 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 36701 Seq. ID 

Gene No. 75576 Strand 

Start 417 End 

Name OJ990318_19 . 9C10 . C44 . ol . gs Method 

Start . 417 End 

GI none Score 

Exons 417.. 463 



OJ990318_19.9C10.C44 
+ 

463 

GENSCAN 

463 

.89 



Seq. No. : . 36702 

'Gene "No; ' 77 7 5577". r -*- '•' "- :: " 

Start ' . 1 ' 

Name' OJ990318_19 . 9C10 . C45 ;ol . np 

Start- •" • • 1 • - • — ■ 

GI 3136096 

Exons 1. . 114, 222 
GI Descrip. 



.OJ990318 19.9C10.C45 



Seq. ID _ 

'■Strand" 7 ' - : ' r 7 ' 7 " 

End 625' 

Method ' AAT/NAP 
. . ^ '• ; ." .'• ' End-^ ■ 625 • 

' ' • Score 143 

300, 37'9..459, 598.'. 625 

(AF032988) spindle assembly checkpoint protein SLDB [Emericella 
nidulans] 



Seq. No. 36702 Seq. ID 

Gene No. 75577 Strand 

Start 1 End 

Name OJ990318_19 . 9C10 . C45 . ol . tm Method 

Start 38 End 

GI none Score 



OJ990318_19.9C10.C45 
625 

TBLASTX: Maize 

463 

84 



36419 % 




Exons - 38. .106, 38. .154, 222. .299, 229. .297, 240. .299, 372. .458, 
376. .459, 378. .461, 386. .463 



Seq. No. 


36703 Seq. ID 


ojyyuoio ly.yciu 


. C4 D 


Gene No. 


75578 Strand 






Start. 


1 End 


4 81 




Name 


OJ990318 19 . 9C10 . C4 6 . ol . np Method 


AAT/NAP - 




Start 


1 End 


A O 1 

4 81 




GI 


4006886 Score 


306 




Exons 


1..80, 168. .481 






GI Descrip. 


(Z99708) putative protein [Arabidopsis 


thaliana] 




Seq. No. 


36703 Seq. ID 


OJ990318_19. 9C10. 


.C46 


Gene No. 


755 /o Strand 






Start 


1 End 


4 81 




Name 


OJ990318 19 . 9C10 . C4 6 . ol . ts Method 


TBLASTX : Soybean 




Start 


1 End 


o o o 

383 




GI 


none Score 


100 




Exons 


1..87, 15. .80, 19. .87, 161. .382, 171.. 


383, 172. .381 




Seq. No. 


36703 Seq. ID 


OJ990318_19.9C10„ 


. C46 . 




.7.5-578.- >r . . .,. , Strang , 






.Start -? 


.:i.V . End™.-. 


_4 81_ V- — 




Name . 


OJ990318 19.9C10.C46.ol.tm Method 


TBLASTX: Maize 




Start 


15 End 


383 




GI 


none Score 


116 




Exons 


15. .80, 19. .87, 167. .382, 171. .383, 172. .381 




Seq. No. 


36703 Seq. ID 


OJ990318_19.9C10, 


. C46 


Gene No. 


75578 Strand 






Start 


1 End 


481 




Name 


OJ990318 19.9C10.C46.ol.gs Method 


GENSCAN 




Start 


168 End 


380 




GI 


none Score 


.7 




Exons 


168. .380 






Seq. No. 


36703 Seq. ID 


OJ990318_19. 9C10. 


. G4 6 


Gene No. 


'75578 Strand 






Start 


1 End 


4 81 




Name 


OJ990318 19. 9C10.C46.ol.tc Method 


TBLASTX: Cress 




Start 


171 End 


383 




GI- 


none ... Score 


200 . 




Exons' 


■'""171. .383,' i93;/:38i; 1 95V; 383;** * " 






Seq. No." . 


.36704. \ . Seq. " ID 


OJ990318_JL9. 9C10. 


.C47 ' 


Gene No. 


. 75579 • . ' ~ Strand • 






"Start 


'318 * End 


398 




Name 


OJ990318 19.9C10.C47.ol.gp Method 


AAT/GAP 




Start 


318 End 


398 




GI 


uC-osflcypl21e07bl Score 


130 




Exons 


318. .398 






GI Descrip. 


»5257255/dbj | AP000364 . 1 | AP000364 7 . Oe- 


19 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


36705 Seq. ID 


OJ990318_19. 9C10. 


.C48 


Gene No. 


75580 Strand 


+ 




Start 


1 End 


1161 





36420 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

.Na.me ... 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons* 

GI Descrip. 

.Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990318_1 9 . 9C10 . C48 . ol . gp Method AAT/GAP 
1 End 141 

2800481 Score ' 157 

1. .141 

4760545/dbj IBAA77333.il 4.0e-17 (AB019492) IDN4-GGTR14 
sapiens] 



[Homo 



36705 Seq. ID 

75580 Strand 
1 .s End 

OJ990318_19. 9C10.C48.ol.np Method 
1 End 
4028981 Score 
1. .103, 1123. .1161 

(AJ005324) glutamate permease [synthetic construct] 
gi | 4028987 | emb | CAA06474 | (AJ005327) glutamate permease 
[synthetic construct] gi | 4028993 | emb | CAA06477 | (AJ005330) 
glutamate permease [synthetic construct] 



OJ990318_19.9C10.C48 
+ 

1161 
AAT/NAP 
1161 
149 



36705 
75581 

rOJ3903lO 
144 
none 

144. .358, 782. .828 



Seq. ID OJ990318_19.9C10.C48 
Strand 

„ _End...... ... . _ 828.; _ 

Method,; GENSCAN_ ..... _ 

End 828 • 

Score .47 



OJ990318 19.9C10.C48 



36705 Seq. ID 

75582 Strand 

1086 End 1161 

OJ990318_19. 9C10.C4 8 .o2.gp Method AAT/GAP 

1086 * End 1161 

2799165 Score 130 
1086. .1161 

225174/prf | | 1210248A 2.0e-ll glutelin precursor [Oryza sativa] 



36706 
75583 
1 

OJ990318___19.9C10.C4 9.ol.np 
1 

5852093 

r.-:8'QV 423..'-;53*0" / **"653V/68i " v " : " 
(AL117264) zwhl6.1. [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318_19.9C10.C49 
+ 

681 

AAT/NAP 

681 

76 



36707 .. . . - 

755"8'4 ■.'*'■ 

608 

OJ990318_19 . 9C10 .C50 . ol . gs 

608 

none 

608. .664 

36708 
75585 
1 

OJ990318 19.9C10.C51.ol.np 



Seq.- ID"- Oj990318._19,9C10.'C50 

Strand + 

End 664 

Method GENSCAN 

End 664 

Score .72 



Seq. ID 

Strand 

End 

Method 



OJ990318_1'9. 9C10.C51 
612 

AAT/NAP 



36421 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

,P ( I_Qe scrip,. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
■Name • 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



612 
1026 



2498930 
1..612 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU LAT I ON 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster ] 



36708 
75585 
1 

OJ990318_19. 9C10.C51 .ol.gs 
15 

none 
15. .514 



Seq. ID OJ990318_19.9C10.C51 

Strand 

End 612 

Method GENSCAN 

End 514 

Score .87 



36709 
75586 
1 

OJ990708_13. 9C23.Cl.ol.np 
1 

5305335 
1..404 

. ( AFXL7 ,1 03 1 J. . . p.r o 1 i ne - r A c h .m„uci ru.hpmQl pg, J My_cpkd.Q£; exi.un]L. 
tuberculosis] . . ....... 



Seq. ID OJ990708_13.9C23.C1 
Strand 

404 

AAT/NAP 
404 
148 



End 

Method 

End 

Score 



Seq. ID OJ990708_13. 9C23.C3 
Strand 

End 4261 

Method AAT/NAP 

End 1944 

Score 1288 



36710 
75587 
1 

OJ990708_13. 9C23.C3.ol.np 
1 

4581164 
1. .988, 1122. .1944 

(AC006220) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



36710 
75587 
1 

OJ990708JL3. 9C23.C3. ol.gs 

252 

none 



Seq. ID OJ990708_13.9C23.C3 
Strand 

End 4 2 61 

Method GENSCAN 

End 42 61 

Score .56 



252. .1089, 1274. .1416, 1693. .1829, 2446.-3757, 4112. .4261 



• 36710 • 

75587 / 

1 *'' ' 
- OJ99070.8-_13.9C23.C3.o3.tm 

252 

none 
' 252. .494 

36710 
75587 
1 

OJ990708_13 . 9C23 . C3 . o2 . tw 

252 

none 

252. .590, 346. .585 



Seq. ; " ID" OJ9907 08_13. 9G237C3 7 " 
Strand 

End' 4261 

Method TBLASTX -Maize - - - 
End 494 
Score - 221 



Seq. ID OJ990708_13.9C23.C3 
Strand 

End 4 261 

Method TBLASTX : Wheat 

End 590 

Score 82 



36422 



p 



Seq. No. 36710 Seq. ID 

Gene No. 75587 Strand 

Start 1 . End 

Name OJ990708_13 . 9C23 . C3 . ol . tm Method 

Start 495 End 

GI none Score 

Exons 495.. 1106, 649.. 1104 

Seq. No. 36710 Seq. ID 

Gene No. 75587 Strand 

Start 1 End 

Name OJ990708_13 . 9C23 . C3 . o3 . tw Method 

Start 690 End 

GI none Score 
Exons 



Seq. No. 
Gene No. 
Start 
Name 

„S.tarJt___„ 

GI . .... 

Exons 



690.. 755, 1141.. 1362, 1154.. 1273, 1156 



36710 Seq. ID 

75587 Strand 
1 End 
OJ990708_13. 9C23.C3.o3.ts Method 

„7 7 2 „ , / ,y, E rtoL_ ,„ „ 

.none..,. _ _...„. . ...Sc.ore _ 

772. .849,- 786. .1031, 880. .1029 



OJ990708JL3.9C23.C3 
4261 

TBLASTX: Maize 

1106 

304 



OJ990708_13. 9C23.C3 
4261 

TBLASTX: Wheat 

1362 

86 

. .1362 

OJ990708 13.9C23.C3 



4261 

TBLASTX: Soybean 

. .1.0.3.1. „_ • 

44_ _ 



Seq. No. 36710 Seq. ID 

Gene No. 75587 Strand 

Start 1 End 

Name OJ990708_13 . 9C23 . C3 . o4 . tw Method 

Start 870 End 

GI none Score 

Exons 870.. 1121 

Seq. No. 36710 Seq. ID 

Gene No. 75587 Strand 

Start 1 End 

Name OJ990708_13 . 9C23 . C3 . oL. ts Method 

Start 1065 End 

GI none Score 

Exons 1065.. 1121, 1126.. 1386 

Seq. No... . 36710. Seq.. ID 
" ; Gene ;'NoV . *" '75587""" -" r " * '." -' "' : : "' Strand'' 

Start - 1 End 

Name ' OJ990708_13 . 9C23". C3 . o5 . tm Method 

Start' 1123 ' Vj End 

GI ' none ' ' Score" 

Exons ... 1123. . 1308, 1126. .1308 



Seq. No. 36710 Seq. ID 

Gene No. 75587 Strand 

Start 1 End 

Name OJ990708_13 . 9C23 . C3 . o2 . tm Method 

Start 1309 End 

GI none Score 
Exons 



OJ990708_13. 9C23.C3 
4261 

TBLASTX: Wheat 

1121 

181 



OJ990708_13. 9C23.C3 
4261 

TBLASTX: Soybean 

1386 

216 



OJ990708_13 . 9C23 ..Q3. : 
4261 

TBLASTX: Maize 
1308- - " - 

109 



OJ990708_13.9C23.C3 
4261 

TBLASTX: Maize 

1785 

67 



1309. .1785, 1312. .1467, 1352. .1780 



36423 






Seq. No. 


36710 






Seq. ID 


OJ990708 13.9C23 


.C3 




Gene No. 


75587 






Strand 


- 






Start, 


1 






End 


4261 






Name 


OJ990708_13 


. 9C23 .C3 . ol . 


tw 


Method 


TBLASTX : Wheat 






Start 


1363 






End 


1845 






GI 


none 






Score 


202 






Exons 


1363 . .1845, 


1367 . .1834 












Seq. No. 


36710 






Seq. ID 


OJ990708__13.9C23 


.C3 




Gene No. 


75587 






Strand 








Start 


1 






End 


A o r 1 

4261 






Name 


OJ990708_13 


. 9C23 . C3 . ol . 


tc 


Method 


TBLASTX : Cress 






Start 


1393 






End 


1716 






GI 


none 






Score 


70 






Exons 


1393. . 1716, 


1394 . . 1693 












Seq. No. 


36710 






Seq. ID 


OJ990708 13.9C23 


.C3 




Gene No. 


75587 






Strand 


- 






Start 


1 






End 


4261 






Name 


OJ990708 13 


. 9C23.C3.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


1495 






End 


1819 







, GI 


^,.AQn.!e 




„ 


JSpor.e 


97 






. Exons.. 


. ... 1.4 9jx. ..18.0,9/. 


..14.96.... .,1519..- 




- ■ ■ 






, =j. 


Seq. No. 


36710 * 






Seq. ID 


OJ990708_13.9C23 


.C3 




Gene No. 


75587 






Strand 






fy 


Start 


1 






End 


4261 






Name 


OJ990708_13 


. 9C23.C3.o4 . 


tm 


Method 


TBLASTX: Maize 






Start 


2085 






End 


2391 






GI 


none 






Score 


59 






Exons 


2085 . .2390, 


2094 . . 2204 , 


2107 . 


.2205, 2293. .2391 




ry 


Seq. No. 


36710 






Seq. ID 


OJ990708_13.9C23 


.C3 




Gene No. 


75587 






Strand 








Start 


1 






End 


4261 






Name 


OJ990708 13 


. 9C23 . C3 . 06 . 


tm 


Method 


TBLASTX: Maize 






Start 


2843 






End 


3247 






GI 


none 






Score 


57 




f 1 


Exons 


2843. .3103, 


2847 . .3008, 


3146. 


.3247 






fl 


Seq. No. 


36711 






Seq. ID 


OJ990708_13. 9C23 


C4 




Gene No. 


.75588 . 






Strand . 








"Start 


■~ r 3025"* " : 






"End : ;v 


: '3126' " 






Name 


OJ990708 13 


. 9C23.'C4 .'ol. 


gp 


Method 


AAT/GAP 






Start 


3025 






End " 


3126 






.. GI '•. ■ 


... LIB3477-003 


-P1-K1-E9- - 




Score^ - 


135- .-. 






Exons 


* 3025. .3i26 








t ■ • ■ * ■ 






GI Descrip. 


1 24 9858 6/sp|Q4 0638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S ; I) 


>gi 1173557- (U31771) Ory s i [Oryza 






sativa] 1 














Seq. No. 


36711 






Seq. ID 


OJ990708_13. 9C23 


C4 




Gene No. 


75589 






Strand 


+ 






Start 


3405 






End 


6698 






Name 


OJ990708 13 


.9C23.C4.o2. 


np 


Method 


AAT/NAP 






Start 


* 3405 






End 


4709 






GI 


5777617 






Score 


79 





36424 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.' 

jSjejae__No.. 

'.Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



3405. .3437, 4570. .4709 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



36711 Seq. ID 

75589 Strand 

3405 End 

OJ990708_13 . 9C23 . C4 . o3 . np Method 

3847 End 

3510256 Score 



OJ990708_13. 9C23.C4 
+ 

6698 
AAT/NAP 
6698 
113 



3847. .3885, 5470. .5508, 5643. .5733, 5896. .5954, 6652. .6698 
(AC005310) unknown protein [Arabidopsis thaliana] 



36711 
75589 
3405 

OJ990708_13. 9C23.C4 . o2 . gs 

4870 

none 



Seq. ID OJ990708_13. 9C23.C4 



Strand 
End 

Method 

End 

Score 



+ 

6698 
GENSCAN 
6450 
.76 



4870. .5012, 5370. .5508, 5643. .5729, 6166. .6332, 6343. .6450 



'36711 

J55J..9_„_.; 

.3.4.0.5...... „. 

OJ990708_13.9C23.C4.o2.gp 
5465 

1248 1.R1084 



Seq. ID OJ990708_13. 9C23.C4 
Stxaod„ «+;..: „ ^ 



_End ..665.8_™.. 

Method " AAT/GAP 

End 5953 

_ Score 272 
5465. .5508, 5643. .5729, 5885. .5953 

1 3510256 5.0e-19 (AC005310) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene* Nor 
Start 
Name 
Start 
*GI ' 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2413, 



OJ990708 13.9C23.C4 



36711 
75590 
1310 

OJ990708_13 . 9C23 . C4 . ol . np 
1310 
5922623 

1310. .1524, 2016. .2091, 22! 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6016856 |dbj IBAA85199. 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



3034 
AAT/NAP 
3034 
186 
2961. .3034. 



36711_ 
75591 " 
6481 . 
OJ99070 
195 
none 
195 



OJ990708.,.13 . 9C23.C4. 



8 13.9C23.C4.ol.tm 



368. 
488, 
586. 
674 . 



.29 
,45 
.58 
.60 
.82 



Seq. ID 

' "Strand" '' 
End 

_ Method 

: -.. .- .. - - • -End ; ; : 

Score 

6, 212.. 298, 213.. 284, 22 6 . . 300,..' 242 . . 298 , 328 ... 4 11 , 
1 7 457. .585, 469. .579, 479. .586, 480. .578, 487. .591, 
6, 494. .586, 501. .578, 502. .570, 575. .682, 579. .683, 
9, 587. .655, 587. .652, 665. .736, 666. .743, 671. .862, 
3, 680. .841, 698. .877, 716. .841, 720. .857, 731. .886 



6698 ' 

TBLASTX: Maize 

886 

69 



Seq. No. 
Gene No. 
Start 
Name 



36711 
75591 
6481 

OJ990708 



13.9C23.C4.o4.np 



Seq-. ID OJ990708_13.9C23.C4 
Strand 

End 6698 

Method AAT/NAP 



36425 




Start 


6481 




End 


6698 




GI 


5777617 




Score 


82 




Exons 


6481. .6698 










GI Descrip. 


(AJ245900) CAA30375 


. 1 protein 


[Oryza sativa] 




Q/^j-t Kin 

i_> \J . IN (J ■ 


36712 




Seq. ID 


OJ990708 13 




Gene No. 


75592 




Strand 


+ 




Start 


287 




End 


497 




Name 


OJ990708 13.9C23.C5 


.ol.gs 


Method 


GENSCAN 




Start 


287 




End 


497 




GI 


none 




Score 


..45 




Exons 


287. .497 










Seq. No. 


36712 




Seq. ID 


OJ990708_13. 


9C23.C5 


(ipnp No 


75593 




Strand 


+ 




Start 


13598 




End 


22820 




Name 


OJ990708 13.9C23.C5 


. o3 . np 


Method 


AAT/NAP 




Start 


13598 




End 


22820 




GI 


6691191 




Score 


652 




Exons 


13598. .13659, 19200 


..19265, 20914. .21268, 22374. .22 


820 


GI Descrip. 


(AC007534) F7F22.15 


[Arabidopsis thaliana] 








. ... „ . — 


Seq. ID 


OJ990708 13 


9C23 C5 


Gene No. 


75593 




St- rand 






Start 


13598 






£» O C \J 




Name 


OJ990708 13.9C23.C5 


.o4 .gs 


L i" H1UU 


\J Hi LN O V^rt.L>l 




Start 


14082 




FnH 


1 4 94 Q 

JL 1 ZJ *i Zt 




GI 


none 




S core 


Q7 




Exons 


140-82. .14325, 14918 


. .14949 








Seq. No. 


36712 




Seq. ID 


OJ990708_13. 


9C23.C5 


Gene No. 


75594 




Strand 


+ 




Start 


30330 




End 


35633 




Name 


OJ990708 13.9C23.C5 


. o5 . np 


Method 


AAT/NAP 




Start 


30330 




End 


35633 




GI 


4680207 




Score 


813 




Exons 


30330. .31206, 335.58 


. .35633 








GI Descrip.' 


(AF114171) disease 


resistance 


protein 


RPM1 homolog 


[Sorghum 




bicolor] 










Seq. No. 


36712 




Seq. ID 


OJ990708_13. 


9C23.C5 


Gene 'No . 


75594 




Strand. 


+ . . 




Start : 


" 30330* 




End" " - 


' 356;33 // //"•. 




Name 


" OJ990708 13.9C23.C5 


. o7 .np 


Method 


' AAT/NAP 




Start 


30613 " ' 




End 


35633 




GI - 


4680207 




Score 


-693- - 




Exons 


30613. .31206, 33558 


. .35633 








GI Descrip. 


(AF114171) disease 


resistance 


protein 


RPM1 homolog 


[Sorghum 




bicolor] 










Seq. No. 


36712 




Seq. ID 


OJ990708_13. 


9C23.C5 


Gene No. 


75595 




Strand 






Start 


10967 




End 


27462 




Name 


OJ990708 13.9C23.C5 


.o3.gs 


Method 


GENSCAN 




Start 


10967 


End 


13576 




GI 


none 




Score 


.72 





Exons 10967. .11099, 11313 .. 11370, 11799 11889, 12425 .. 12 640 , 



364 26 



12928-. .13262, 13411.. 13576 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36712 Seq. ID OJ990708_13 . 9C23 . C5 

75595 Strand 

10967 * End 27462 

OJ990708_13 . 9C23 .C5.ol.np Method AAT/NAP 

12486 End 18620 

4581164 Score 1449 

12486. .12994, 13180 .. 13708 , 17139 17363, 17417 .. 17595, 

17730.. 18620 

(AC006220) putative retroelement pol polyprotein [Arabidops 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36712 Seq. ID 

75595 Strand 
10967 End 
OJ9907 08_13 . 9C23 . C5 . o5 . gs Method 
15282 End 
none Score 

15282. .16168, 16337 17274 , 18051 

18416. .18719, 18748. .18876, 18961 



OJ990708 13.9C23.C5 



27462 
GENSCAN • 
23493 
.61 

18110, 18214. .18376, 
19404, .19526. .19577, 



20475,. , 25 695 .21 5,8 4 , .. 2 1 64 1 2307 7., , 2 3.2 2.0.,. .2 3 423,....2 3A9.3_. , 



Seq. No. 


36712 




Seq. ID- 


OJ990708_13.9C23, 




Gene No. 


75595 




Strand 






Start 


10967 




End 


27462 




Name 


OJ990708 13.9C23.C5. 


o4 . np 


Method 


AAT/NAP 




Start 


23043 




End 


26845 




GI 


6705984 




Score 


3477 




Exons 


23043. .23117, 24138. 


.26845 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


36712 




Seq. ID 


OJ990708_13.9C23 


C5 


Gene No. 


75595 




Strand 






Start 


10967 




End 


27462 




Name 


OJ990708 13.9C23.C5. 


06 . gs 


Method 


GENSCAN 




Start 


23954 




End 


27462 




GI 


none 




Score 


.42 




Exons 


23954 . .24051, 25585. 


.25689, 


26010. .26424, 26472 .. 26655, 






26721. .26931, 27411. 


.27462 








Seq. No. 


36712 . . 




Seq. ID 


OJ990708JL3-9C23 


.C5 


Gene~NoV\ : 


' 75596 : - ' r ' : '"~- ' "■ 




r StrandV 






Start- 


42903 \ 




End 


43420 * 




Name 


OJ990708. 13. 9C23.C5'. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


12319 




■ •End •' 


• 12913 - ■ ' ■ ••• ■ 




GI " 


none 




Score 


61 ' 




Exons 


12319. . 12375, 12410. 


. 12487, 


12542. .12745, 12561. .1274 6, 






12748. .12870, 12748. 


.12912, 


12860. .12913 




Seq. No. 


36712 




Seq. ID 


OJ990708_13.9C23 


.C5 


Gene No. 


75596 




. Strand 






Start 


42903 




End 


43420 " 




Name 


OJ990.7.08 13.9C23.C5. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


12533 




End 


12847 




GI 


none 




Score 


132 




Exons 


12533. .12754, 12537. 


.12749, 


12545. .12751, 1274 6 .. 12847, 





36427 



12747. .127 97, 12748. .12813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36712 
75596 
42903 

OJ990708_13.9C23.C5.ol.tm 

12914 

none 



Seq. ID OJ990708_13.9C23.C5 
Strand 

End 43420 

Method . TBLASTX : Mai ze 

End 24900 

Score 171 



12914. .13216, 12916. .13224, 1291 6 13356, 12917 .. 13357 , 
13352. .13552, 1337 1 . . 134 57 , 24467 24 643, 24685. .24900 



36712 Seq. ID 

75596 Strand 

42903 End 

OJ990708__13. 9C23.C5.o2. tw Method 

12916 End 

none Score 



OJ990708_13. 9C23.C5 
43420 

TBLASTX: Wheat 

24628 

163 



12916. .13077, 24231. .24446, 24237 .. 24437 , 2424 1 . . 24 4 47 , 
24319. .24447, 24446. . 24628, 24447 . .24 623, 24 454 24 624 , 
24470. .24628 . 



Seq. .No.. . . . .36712, „ ^ 

_Ge.ne .No , 75.5.9.6_ ... , ' . „, 

Start * 42903 

Name OJ9907 08_13. 9C23 . C5 . o2 . ts 

Start 13144 
GI none 

Exons 13144., 13356, 1314 8 13357 , 

24694. .24852 



_ Seq.. „ip_O.J99070.8_13 -? 9C23„.„C5_. 
jS.tr and,... ' „ ,.i 

End 43420* 

Method TBLASTX : Soybean 

End 24852 

Score 95 
13352. .13516, 13371. .13415, 



5 : 5 



Seq. No. 36712 

Gene No. 75596 

Start 42903 

Name OJ990708_13 . 9C23 . C5 . o4 . tw 

Start 13153 

GI none 

Exons 13153. .13305, 24 678 .. 24845, 
24828. .25013, 24 8 63 .. 25015, 



Seq. ID OJ990708_13. 9C23.C5 
Strand 

End 43420 

Method TBLASTX : Wheat 

End 25015 

Score 120 
24679. .24870, 24 694 .. 24 852 , 
24922. .25014 : 



Seq. No. 36712 

Gene No. 75596 

Start -42903. . . 

Name" - "OJ990708__l3-. 9C23/C5 r . olvtc;" * 

Start *■ ; 13324 ' * * " r '"■ . 

GI ' none * * 

Exons 13324 . .13356, 13352 . . 1342 6, 
24860'i .25099, " 25154.. .25192- 



Seq. ID OJ990708_13. 9C23.C5 
Strand 

, End .43420 _ . 

"Method- ' TBLASTX: Cress'"" ' 7 

7 End' . • " 25196 

" Score 154 . 
• 13427 . . 13603, 2485-8 . .-25196, ' - 



Seq. No. 36712 

Gene No. 75596 

Start 42903 

Name OJ990708_13.9C23.C5.o5.tw 

Start 13385 

GI none 

Exons 13385. .13723, 13386.. 13643 



Seq. ID OJ990708_13.9C23.C5 
Strand 

End 43420 

Method TBLASTX: Wheat 

End 13723 

Score 106 



Seq. No. 



36712 



Seq. ID OJ990708_13. 9C23.C5 



36428 




Gene No. 


75596 




Strand 


- 




Start 


42903 




End 


43420 




Name 


OJ990708 13.9C23.C5. 


ol3 . tm 


Method 


TBLASTX : Maize 




Start 


13860 




End 


14388' 




GI 


none 




Score 


154 




Exons 


13860. . 14066, 14110. 


. 14388 








Seq . No . 


36712 




Seq. ID 


OJ990708 13.9C23 


.C5 


Gene No. 


75596 




Strand 






Start 


42903 




End 


43420 




Name 


OJ990708 13.9C23.C5. 


ol5 . tm 


Method 


TBLASTX: Maize 




Start 


14537 




End 


14789 




GI 


none 




Score 


87 




Exons 


14537. . 14596, 14609. 


. 14788, 


14610. . 147 


89 




Seq. No. 


36712 




Seq. ID 


OJ990708_13. 9C23 


.C5 


Gene No. 


75596 




Strand 






Start 


42903 




End 


43420 




Name 


OJ990708 13.9C23.C5. 


06. tm 


Method 


TBLASTX : Maize 




Start " 


14823 




End 


21887 




GI 


none 




Score 


83 




Expns _ 


.14823..... 151Q.4,, 14855.. 


•..15124,.- 


_15096.,.. 15.2 4.2 ,„ 15 3,55. ,..,15.4 8 6,, 




. - 


_ 2.12.5.1... .' 2135a, 212.62.. 


,.21333,. 


^213.8.8. . 2.1.4 


.68,__2139.9... 2146.7.,. 






21455. .21532, 21456. 


.21686, 


21667. .21765, 21861.. 21887 




o *3 . Liu • 


36712 




Seq. ID 


OJ990708_13. 9C23 


.C5 


Gene No . 


75596 




Strand 






Start 


42903 




End 


43420 




Name 


OJ990708 13.9C23.C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15489 




End 


15887 




GI 


none 




Score 


106 




Exons 


15489. .15887, 15513. 


. 15806, 


15541. .15867 




Spa No 


36712 




Seq. ID 


OJ990708_13.9C23 


.C5 


Gene No. 


75596 




Strand 






Start 


42903 




End 


43420 




Name 


OJ990708 13.9C23.C5. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


16092 




End 


16482 * 




GI - 


none 




Score 


156 j ' 




Exons 


16092. .16481, 16108. 


. 16482 








Seq. No. - 


. 3.67.12 , . . • . 




... Seq. ID . 


OJ9.9Q708_13_. 9C23 


.C5 


UC11C ■ 


* : "75596 \ : : : 




"'Strand'""" 






Start 


429.03 " 




End 


.43420 




Name 


OJ990708 1'3: 9C23'.C5: 


o2 . tm 


Method 


TBLASTX: Maize • 




Start-' ■■ - 


,17438-; - 




' .End - 


25874-- . ' ' 




GI 


none 




Score 


107 




Exons 


•17438. .17599, 17461. 


.17595, 


17573. .1774 3, 17590. .177 42, 






17744. .17938, 17745. 


. 17933, 


25505. .25864, 25587. .25874 




Seq. No. 


36712 




Seq. ID 


OJ990708_13.9C23 


. C5 


Gene No. 


75596 




Strand 






Start 


42903 




End 


43420 




Name 


OJ990708 13.9C23.C5: 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


17458 




End 


25742 




GI 


none 




Score 


194 




Exons 


17458. .17595, 17590. 


.17679, 


25488. .25742, 25490. .25741 





36429 



Seq. No. 36712 

Gene No. 75596 

Start 42903 

Name OJ990708_13 . 9C23 . C5 . o7 . tw 

Start 17602 

GI none 

Exons 17602. .17742, 17727 .. 17 903, 
25870. .26055 



Seq. ID OJ990708_13. 9C23.C5 
Strand 

End 43420 

Method TBLASTX : Wheat 

End 26055 

Score 78 
17744. .17938, 25655 .. 258 64 , 



Seq. No. 36712 

Gene No. 75596 

Start 42903 

Name OJ990708_13 . 9C23 . C5 . o3 . ts 

Start 17704 

GI none 

Exons 17704. .17742, 1774 4 .. 17 938 , 
2S784..25864, 25870. .26127 



Seq. ID OJ990708_13.9C23.C5 
Strand 

End 43420 

Method TBLASTX : Soybean 

End 26127 

Score 77 
17775. .17939, 17 92 6 .. 1804 8 , 



Seq. No. 36712 
Gene No. 75596 

S.tar,t_. ..„_■ .42903. ... 

Name. ; .<3J99. 0.7,0 8_J.3 . 9C.23^C5., o.l4 ..._tm/. 

Start ' 17950 
GI none 

Exons 17950. .18165, 18026 .. 18151, 



Seq. ID OJ990708_13. 9C23.C5 
Strand 

.En4™...„4,3420„.-..„ 

„ Me.tho.d_ ... TBLASTX: Mai z.e . 

End 26208 

Score 95 
22575. .22817, 25975.. 26208 



Seq. No. 36712 

Gene No. 75596 

Start 42903 

Name OJ990708_13 . 9C23 . C5 . o3 . tw 

Start 18037 

GI none 

Exons 18037. .18171, 18171 .. 18521, 
26104 . .26586, 26132.. 26323 



Seq. ID OJ990708_13. 9C23.C5 
Strand 

End 43420 

Method TBLASTX: Wheat 

End 26586 

Score 84 
22460. .22549, 225 66 .. 227 66, 



Seq. No., 36712 
Gene .No." . 75596 
Start 42903 

Name OJ990708_13 . 9C23 . C5 . o3 . tm 

Start 18166 

GI . . . none 

Exons : ~' : * 18166". .184 02/ * 18171 .18632," 
26209. .26595 



Seq. ID OJ990708_13. 9C23.C5 
Strand 

End 43420 ■ • 

Method TBLASTX : Mai ze 

End' 26595 

Score-. . 120 



18457v; 18 : 615, 22454 . .22549/ 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No, 
Start 



36712 / • • - 

.7 5596. *. ; "'*.''*' 

42903 - 

OJ990708_13. 9C23.C5.o5.ts 

18249 

none 

18249. .18344, 21064 .. 21261, 
22459. .22554, 22566 .. 225 95, 

36712 
75596 
42903 



v Seq. ID" OJ9907.08_13. 9C23.G5 

Strand " - ' * : 

End 43420 

Method TBLASTX : Soybean 

End 26409 

Score 83 
22352. .22549, 224 55 .. 22550, 
26275. .26409 

Seq. ID OJ990708_13. 9C23.C5 
Strand 

End 43420 



36430 



.Name 

Start 

GI 

Exons 



OJ990708_13 . 9C23 . C5 . ol2 . tm 

18739 

none 

18739. .18813, 18928 19170, 



Method TBLASTX : Mai ze 
End 19341 
Score 126 
19168. . 19341 



Seq. No. 


36712 






Gene No. 


75596 






Start 


42903 






Name 


OJ990708 13.9C23.C5 


o7 . tm 


Start 


24192 






GI 


none 






Exons 


24192. 


.24431, 24192 


.24446, 


Seq. No. 


36712 






Gene No. 


75596 






Start 


42903 






Name 


OJ990708 13.9C23.C5 


oll.tm 


Start 


24903 






GI 


none 






Exons 


24903. 


.25109, 24905 


.25099 


S.e.q.. Jo.... : , 


_ 3.67 J. 2.. ■ 






G.e,n'e_No.. ..... 


7.5 5.9 6.. 






Start" 


42903 






Name 


OJ990708 13.9C23.C5 


ol . tw 


Start 


25143 






GI 


none 






Exons 


25143. 


.25568, 25152 


.25253, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_13.9C23.C5 
43420 

TBLASTX: Maize 

24447 

142 



24334. .24447 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990708_13.9C23.C5 
43420 

TBLASTX: Maize 

25109 

144 



r . . ^.Seq..„.ID JD J9 90 7 0 8_1 3 ... 9CZ3,.X5.„ 

_ .. S.trand. . , .. ... _ _ v 

End 43420 

Method ' TBLASTX: Wheat 

End 25568 

Score 454 
25154. .25567 



Seq. No. 


36712 




Seq. ID 


OJ990708 


_13. 9C23. 


C5 


Gene No. 


75596 




Strand 








Start 


42903 




End 


43420 






Name 


OJ990708 13.9C23.C5 


06 . ts 


Method 


TBLASTX: 


Soybean 




Start 


25295 




End 


25483 






GI 


none 




Score 


49 






Exons 


25295. .25372, 25305 


.25370, 


25367. .25483, 25377 


. .25475 




Seq. No. 


■<->• - 

36712 




Seq. ID 


OJ990708 


_13.9C23. 


C5 


Gene No. 


75596 




Strand 








Start 


42903 




End 


43420 






Name 


OJ990708 13.9C23.C5 


o9. tw 


Method 


TBLASTX: 


Wheat 




Start 


30245 _ _ ; _ 




End 


30604 






GI-* " 


none' " - - -■ - - - 




' Score 


69 * 






Exons : 


30245. .30.301,' 30365 


.30604, 


■30367 . .30504, 303.71 


..30604' 




Seq. ■ No. 


36712 




.'Seq. • ID 


. OJ990708 


_13.9C23-. 


C5 


Gene No: 


75596 




' Strand 








Start 


42903 




End 


43420 






Name 


OJ990708 13.9C23.C5. 


olO.tm 


Method 


TBLASTX: 


Maize 




Start 


30401 




End 


30928 






GI 


none 




Score 


239 






Exons 


30401. .30634, 30401 


.30622, 


30435. .30659, 30662 


. .30802, 






30676. .30846, 30797 


.30916, 


30833. .30928 






Seq. No. 


36712 




Seq. ID 


OJ990708 


_13.9C23. 


C5 


Gene No. 


75596 




Strand 








Start 


42903 




End 


43420 







36431 



Name 

Start 

GI 

Exons 



OJ990708_13.9C23.C5.o8.tw 

33687 

none 

33687..33863, 33725 338 62 , 
33855. .33986 



Method TBLASTX : Wheat 
End 34015 
Score 136 
33850. .33954, 33854 .. 34015, 



Seq. No. 36712 Seq. ID 

Gene No. 75596 Strand 

Start 42903 End 

Name OJ990708_13 . 9C23 . C5 . 08 . tm Method 

Start 33731 End 

GI none Score 
Exons 



OJ990708_13.9C23.C5 
43420 

TBLASTX: Maize 

34213 

111 



33731. .33862, 33744 .. 33863, 3374 4 33899, 338 62 .. 33954 , 
33863. .33916, 33877 34008 , 3394 4 34036, 33953 .. 34036, 
34046. . 34213, 34053. .34187 



Seq. No. 
Gene No. 
Start 
Name 
Start 

„GL. _ 

.Exons.,, 

GI Descrip. 



36712 
75596 
42903 
OJ990708 
39950 

.3.820^UR108.4 „_ 

3995a, ..,.4Q1..91,., 4,03.24 
43106. .43233, 43314 



13. 9C23.C5.ol.gp 



Seq. ID 

Strand 

End 

Method 
End 

., Sc.o-re,.. „ . 



OJ990708_13.9C23.C5 

43420 
AAT/GAP 
43420 
1170. 



4.0.8.10,. ..409J2.. ,.410.2.1, 



41>38.4.,_4079a. 

43420 " ■ 

' 729535/sp| P41347 | FTRCJ4AIZE 7.0e-56 "FERREDOXIN-THIOREDOXIN 
REDUCTASE, CATALYTIC CHAIN PRECURSOR (FTR-C) 
(FERREDOXIN-THIOREDOXIN REDUCTASE SUBUNIT B) (FTR-B) 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36712 Seq. ID 

75596 Strand 
42903 End 
OJ990708JL3. 9C23 . C5 . 08 . np Method 
40150 End 
729535 Score 
40150. .40191, 40324. .40384, 
43106. .43227, 43314. .43419 

FERREDOXIN-THIOREDOXIN REDUCTASE, CATALYTIC CHAIN PRECURSOR 
(FTR-Gj (FERREDOXIN-THIOREDOXIN REDUCTASE SUBUNIT B) (FTR-B) 



OJ990708_13.9C23.C5 

43420 
AAT/NAP 
43419 
431' 

40799. .40870, 40972. .41021, 



Seq. No. 36712 

Gene No. 75596 

Start 4 2903 . . ■ 

Name " OJ : 990708j_13 . : 9C23". C5 Vo4 ;ts ; ' v 

Start ' 40324 

GI ' none *" 

Exons- 40324. .40-386, 40328 .. 40405, 
' 40971. ."41033, 43106 .. 43198, 



Seq. ID 
Strand 
.End 
Method 
End 
Score 



OJ990708 13.9C23.C5 



4 342Q._ . 

TBLASTX": Soybean " 
43198 - 
90 " 

40798. .40872, 40798. .40872,-- 
'43107. *.43l93 ' 



Seq. No. 36712 

Gene No. 75596 

Start 42903 

Name OJ990708_13 . 9C23 . C5 . o2 . tc 

Start 40333 

GI none 

Exons 40333. .40386, 40334 .. 40387, 
40799. .40873, 4 0971 .. 4 1033, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

'4 0798 

43106 



OJ9907Q8 13.9C23.C5 



43420 

TBLASTX: Cress 
43198 
80 

40869, 40798. .40872,- 
43198, 43107.. 43193 



36432 



Seq. No.' 


36712 


Seq. ID 


OJ990708_ 


13. 


9C23. 


C5 


Gene No. 


75596 


Strand 










Start 


42903 


End 


43420. 








Name 


OJ990708_13 . 9C23 . C5 . 08 . gs 


Method 


GENSCAN 








Start 


42903 


End 


43398 








GI 


none 


Score 


.71 








Exons 


42903 .. 4294 1, 43106 .. 43233, 


43314. .43398 








Seq. No. 


36713 


Seq. ID 


OJ990708_ 


13. 


9C23. 


C7 


Gene No. 


75597 


Strand 


+ 








Start 


213 


End 


1426 








Name 


OJ990708_13 . 9C23 . C7 . ol . gs 


Method 


GENSCAN 








Start 


213 


End 


1426 








GI 


none 


Score 


.69 








Exons 


213. .450, 1389. .1426 












Seq. No. 


36713 


Seq. ID 


OJ990708_ 


13 . 


9C23 . 


C7 


Gene No. 


75598 


Strand 


+ 








Start 


1932 


End 


2047 








Name 


OJ990708 13.9C23.C7.ol.gp 


Method 


AAT/GAP 








Start 


1932 


End 


2047 








GI_ _ „ 


„ uC.-osf l.Qyp.0_8abl2bl_-, 


Score..,. 


.1.63 








..Exons.. ^ , 


.a.932..._..2 DAI _ 












GI Descrip. 


'5257255/dbj | AP000364 . l'| AP000364 3.0e- 


-36 Oryza sativa genomic 




DNA, chromosome 8, clone : P002 6F07 1 










Seq. No. 


36713 


Seq. ID 


OJ990708_ 


13. 


9C23. 


C7 


Gene No. 


75599 


Strand 


+ 








Start 


2832 


End 


5380 








Name 


OJ990708 13.9C23.C7.o2.gs 


Method 


GENSCAN 








Start 


2832 


End 


5380 








GI 


none 


Score 


.71 








Exons 


2832. .3361, 3411. .3539, 4756 


..4790, 5295.. 5380 








Seq. No. 


36713 


Seq. ID 


OJ990708_ 


13. 


9C23. 


C7 


Gene No. 


75599 


Strand 


+ 








Start 


2832 


End 


5380 








Name 


OJ990708 13. 9C23.C7.o2.gp 


Method 


AAT/GAP 








Start 


3869 ■ • 


End 


4169 








GI 


61605 3.R1084 


Score 


402 








Exons 


3869. .4169 












GI Descrip. 


. 1 1402920/emb j CAA66965 U2. 0_e- 


20. (X98321). peroxidase 


[Arabidops 




thalianV] "*;"' " s/ r * : ' " r: ' ■"" ~- ~ ' 












Seq. No." 


36713 


Seq. ID 


OJ990708_ 


13. 


9C23. 


C7 ' 


Gene No .' 


75600 ■ - . . . " •-' - ' " 


: Strand 


+ '. : 








Start 


8282 " 


End" " 


14078 








Name 


OJ990708 13.9C23.C7.o4.gs 


Method 


GENSCAN 








Start 


8282 


End 


14078 








GI 


none 


Score 


.49 








Exons 


8282.. 8284, 9105.. 9308, 9485 


. .9637, 9916. .10039, 


10514. . 


10819 




11139. .11273, 11678. . 12040, 


13183. . 13422, 13975. 


. 14078 




Seq. No. 


36713 


'Seq. ID 


OJ990708_ 


13. 


9C23. 


C7 


Gene No. 


75600 


Strand 


+ 








Start 


8282 


End 


14078 








Name 


OJ990708 13.9C23.C7.ol.np 


Method 


AAT/NAP 









36433 




Start 


9514 


End 


1314 6 


GI 


A O f\ c n r\ 

4206306 


Score 


913 


Exons 


9514. .9601, lUboo . . 1 1038 , 


11229 . . 1314 6 




GI Descrip. 


(AFU4911U) prpol [Zea mays 


J 




Seq. No. 


367 1 J 


Seq. ID 


OJ990708_13 . 9C23 . C7 


Gene No . 


75600 


Strand 


+ 


Start 


8282 


End 


14078 


Name 


OJ990708 13.9C23.C7.o4.qp 


Method 


AAT/GAP 


Start 


12003 


End 


12718 


GI 


5455576 


Score 


1150 


Exons 


12003. .12718 






GI Descrip. 


4544372/gb|AAD22283.1|AC006920_7 6.0e-26 (AC006920) putative 




reverse transcriptase [Arabidopsis thaliana] 


Seq. No. 


36713 


Seq. ID 


OJ990708_13.9C23.C7 


Gene No . 


75601 


Strand 




Start 


4762 


End 


5137 


Name 


OJ990708 13.9C23.C7.o3.gp 


Method 


AAT/GAP 


Start 


4762 


End 


5137 


GI 


* 2427387 


Score 


623 


.Exons. _ 


; J 7.62... .51 37 ■ 






GI_.De,5cr,ip.„ 


...5352130 Lemhi 1112 .63... lJX>SJ.17B01.3..,0e-9.4 


. .Qryjza ..sgLtiya^.^^. 




indica(GLA4) genomic ' DNA, 


chromosome 4 , 


BAC clone :tl7804 


Seq. No. 


36713 


Seq. ID 


OJ990708_13.9C23.C7 


Gene No. 


75602 


Strand 




Start 


14117 


End 


14207 


Name 


OJ990708 13.9C23.C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


9003 


End 


9371 


GI 


none 


Score 


148 


Exons 


9003. .9128, 9020. .9127, 9021. .9137, 9153. .9371, 9153. .9269 


Seq. No. 


36713 


Seq. ID 


OJ990708_13.9C23.C7 


Gene No. 


75602 


Strand 




Start 


. 14117 


End 


14207 


Name 


OJ990708 13.9C23.C7.o4.ts 


Method 


TBLASTX: Soybean 


Start 


10534 


End 


10896 


GI 


none 


Score 


205 


Exons 


10534 . .10896 






Seq. No. 


36713 


: Seq. ID 


OJ990708 13-.9C23.C7. 


Gene ~No v "*". 


: '75602"" - " v: " " ~ ■ 


Strand - 




Start 


14117- . 


End' 


14207 " • 


Name 


"OJ990708 13.9C23.C7.o3.ts 


Method" 


TBLASTX: Soybean 


Start ■■ ■■ . . . 


ii378- .■ 


End:- 


11745 - ' -.- ■ 


GI 


none 


■ Score 


126 * 


Exons 


11378. .11569, 11611. .11745 






Seq. No. 


36713 


Seq. ID 


OJ990708_13.9C23.C7 


Gene No. 


75602 


Strand 




Start 


14117 


End 


14207 


Name 


OJ990708 13. 9C23.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


11540 


End 


11944 


GI 


none 


Score 


56 



Exons 11540. .11569, 11568 .. 11873, 11572 .. 11892 , 11578 .. 11895, 

11657. .11944 



36434 




Seq. No. 


36713 




Seq. ID 


OJ990708_13.9C23. 


C7 


Gene No. 


75602 




Strand 


■ 




Start 


14117 




End 


14207 




Name 


OJ990708 13. 9C23.C7 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11599 




End 


11814 




GI 


none 




Score 


313 




Exons 


11599. . 11814, 11601 


. . 11813 








Seq. No. 


36713 




Seq. ID 


OJ990708_13.9C23. 


C7 


Gene No. 


75602 




Strand 






Start 


14117 




End 


14207 




Name 


OJ990708_13. 9C23.C7 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


11815 




End 


12275 




GI 


none 




Score 


514 




Exons 


11815. .12246, 11815 


. .11904, 


11937. .12251, 12159. .12251, 






12245. .12274, 12252 


. .12275 








Seq. No. 


36713 




Seq. ID 


OJ990708_13. 9C23. 


C7 


Gene No. 


75602 




Strand 






Start 


14117 




End 


14207 




Name„ 


.OJ9907.08 _13 , 9C23, C7_.;p2.J-5._ 


_.Metho..d„, 


_T BL&SXX : Soybean , 




Start- . 


.1.1965_. \, , 


... . . . ^. „■,.,* , 


... ...End ■ 


...12430 





GI 


none 




Score 


207 




Exons 


11965. .12243, 11997 


.12251, 


12246. . 124 


28, 12281 . . 12430 




Seq. No. 


36713 




Seq. ID 


OJ990708_13. 9C23. 


C7 


Gene No. 


75602 




Strand 






Start 


14117 




End 


14207 




Name 


OJ990708 13.9C23.C7 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11965 




End 


12344 




GI 


none 




Score 


185 




Exons 


11965. .12249, 12246 


.12344 








Seq. No. 


36713 




Seq.. ID 


OJ990708_13. 9C23. 


C7 


Gene No. 


75602 




Strand 






Start 


14117 




End 


14207 




Name 


OJ990708 13.9C23.C7 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


12581 ■ 




End 


12998 




GI 


none 




Score 


186 




Exons 


12581. .12697, 12582 


.12719, 


12582. .127 


19, 12756. .12998, 




■ .:, - 


12767. .12841,. 12881 


.12994.. 






.... _ 


Seq. No;* 


' 36713 




Seq..' ID 


OJ990708_13.9C23. 


C7 


Gene No. 


75602 . 




Strand 






Start 


14117 - ' '. 




v ' End- . ■ - 


14-207 : . - 




N*a'me' 


OJ990708 13.9C23lC7. 


o3.tw 


Method 


TBLASTX : Wheat - 




Start 


12627 




End 


"13061 




GI 


none - ; 




Score 


82 




Exons 


12627. . 12716, 12770. 


.12844, 


12771. .130 


61, 12875.. 12976 




Seq. No. 


36713 




Seq. ID 


OJ990708_13. 9C23. 


C7 


Gene No. 


75602 




Strand 






Start 


14117 




End 


14207 




Name 


OJ990708 13.9C23.C7. 


o2 . np 


Method 


AAT/NAP 




Start 


14117 




End 


14207 




GI 


6721561 




Score 


118 





36435 



Exons 14117. . 14207 

GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


36714 




Seq. ID 


OJ990708 


_13 . 9C23 . C8 


Gene No. 


*7 c: a c\ *3 




Strand 






Start 


1 




End 


536 




Name 


OJ990708_13 . 9C23 . C8 . ol . 


gp 


Method 


AAT/GAP 




Start 


1 




End 


536 




GI 


2605622 




Score 


1061 




Exons 


1 . . 536 










GI Descrip. 


2605623/dbj | BAA23340 | 1 


.Oe-119 (D88620 


) 0SMYB4 


[Oryza sativa] 


Seq. No. 


36714 




Seq. ID 


OJ990708 


_13. 9C23.C8 


Gene No. 


75603 




Strand 






Start 


1 




End 


536 




Name 


OJ990708_13.9C23.C8.ol. 


gs 


Method 


GEN SCAN 




Start 


55 




End 


414 




-QI__ — 


none 




,.§.cj?.£e,- w -. 


-,-54 


_ — . 


Exona 


..55,. 4 1J.__ ^ 






~ — — - 


. 


Seq. No. 


36714 




Seq. ID 


OJ990708 


13 . 9C23 . C8 


Gene No. 


75603 




Strand 






Start 


1 




End 


536 




Name 


OJ990708JL3.9C23.C8.ol. 


np 


Method 


AAT/NAP 




Start 


58 




End 


536 




GI 


2605623 




Score 


822 




Exons 


58 . .536 










GI Descrip. 


(D88620) OSMYB4 [Oryza 


sativa; 








Seq. No. 


36715 




Seq. ID 


OJ990708 


_13. 9C23.C10 


Gene No. 


75604 




Strand 


+ 




Start 


82 




End 


182 




Name 


OJ990708 13. 9C23.C10.ol 


.gs 


Method 


GENSCAN 




Start 


82 




End 


182 




GI 


none 




Score 


.82 




Exons 


82. .182 










Seq. *Jo.. 


36715. . 




Seq. ID 


OJ990708 < 


_13 . 9C23 .CIO 


Gene No . ' 


7 5 605 - ' 




"Strand " 


" + ""■ ; ~ 




Start 


. 34 9 ' " " . \ . 




End 


.662 . *, 




Name 


OJ990708 13. 9C23.C10;ol 


.np 


Method 


AAT/NAP 




Start . ' 


■..349 .. " ' 




End. " - • 


662 




GI'* 


5295955 




Score 


77 




Exons 


349. .457/ 485. .662 










GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) 


genome. (V01555 




[Oryza sativa] 










Seq. No. 


36715 




Seq. ID 


OJ990708_ 


_13. 9C23.C10 


Gene No. 


75606 




Strand 






Start 


333 




End 


650 




Name 


OJ990708 13. 9C23.C10.o2 


.gs 


Method 


GENSCAN 




Start 


333 




End 


650 




GI 


none 




Score 


.99 





36436 



Exons 



333. .650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene^JSto... 
.St.ar_t_. 
Name 
Start 
GI 

Exons 



36716 Seq. ID 

75607 Strand 

306 End 
OJ990708_13. 9C23.Cll.ol.gs Method 

306 End 

none Score 

306. .1515, 1967. .2043 



OJ990708_13.9C23.C11 
+ 

2043 
GENSCAN 
2043 
.45 



Seq. ID 

Strand 

End 

Method 

End 

Score 



36716 
75607 
306 

OJ990708_13. 9C23.Cll.ol.np 
462 

4544372 
462. .1647 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990708 
+ 

2043 
AAT/NAP 
1647 
582 



13.9C23.C11 



36716 

75 6.Q&. 

.8 35.8 

OJ9907 

8358 

none 

8358. . 

10643. 

12666. 

14288. 



Seq. ID 

S.trand . 
_..End_, / 
Method 
End . 
Score 

8653. .8721, 9481. .9584, 9634. .9738, 9806. .9852, 
, 11415. .11661, 12144. .12256, 12426 .. 12505, 
, 12894. .12974, 13117 .. 13221, 13603 .. 13785 , 



08 13.9C23.Cll.o3.gs 



8425, 
. 11053 
.12807 
.14380 



OJ990708_13.9C23.C11 

+ . , ; _ 

u .4 9 r ^ ...Ti..r. _ \^z, 

GENSCAN" 
14380 
.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. .No. 

Gene" No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



36716 
75608 
8358 

OJ990708_JL3 . 9C23 . Cll . o2 . gp 
9432 

.R1084 



Seq. ID 
Strand 
End 

Method 
End 

966_1.R1084 Score 
9432. .9584, 10637 ., 11053, 114 15 .. 11 661 , 1214 4 .. 12256, 
12426. .12505, 12666 .. 12807, 128 94 .. 12974 , 13117 .. 13221, 
13603. .13785, 14288. .14 4 91 

1 4 17 6420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 . 



OJ990708_13. 9C23.C11 
+ 

14491 
AAT/GAP 
14491 
2991 



Seq.. ID 
Strand 
End' >t ; 
Method 
End' 
Score 



OJ990708_13 .'9C23 .C11 
+ " ■ 

14 4-91- • 
AAT/NAP ..* 
14491 
2189 



36716 ' 

75608 " ' ■ ' '"' 

8358 . 

0 J9 9 0 7 0 8_1 3 . 9C2 3 . C 1 1\ o2 . rip 
10661 
5679684 

10661. .11053, 11415. .11661, , , 

12666. .12807, 12894 .. 12974 , 13117 .. 13221 , 13603 .. 13785, 
14288. .14491 

(AJ243828) phosphatase 2A regulatory A subunit [Oryza sativa] 
gi | 5679686 | emb | CAB51804 . 1| (AJ243829) protein phosphatase 2A A 
subunit [Oryza sativa] 



12144. .12256, 12426 .. 12505, 



Seq. No. 



36716 



Seq. ID OJ990708_13.9C23.C11 



36437 



Gene No. 


75609 




Strand 








Start 


3178 




End 


5026 






Name 


OJ990708 13.9C23.C11. 


o2.gs 


Method 


GENSCAN 






Start 


3178 




End 


5026 






GI 


none 




Score 


.47 






Exons 


3178.. 3357, 3868.. 3983, 4036 


..4043, 4881. .5026 






Seq. No. 


36716 




Seq. ID 


OJ990708 


_13.9C23. 


Cll 


Gene No. 


75610 




Strand 








Start 


9160 




End 


n o o i 

y^z 1 






Name 


OJ990708 13.9C23.C11. 


o2.tm 


Method 


TBLASTX: 


Maize 




Start 


468 




End 


821 






GI 


none 




Score 


214 






Exons 


468. .821 












Seq. No. 


36716 




Seq. ID 


OJ990708 


_13. 9C23. 


Cll 


Gene No. 


75610 ■ 




Strand 








Start 


9160 




End 


9221 






Name 


OJ990708 13.9C23.C11. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


675 




End 


1070 






GI 


none 




Score 


227 






.Exons., „ . 


..675., ...10.7.0,.. 75&.;,39p.,.,. 


776,. ...9.7:0__ 




„ , 


— — : 


Seq. No. 


36716* 




Seq. ID 


OJ990708 


\ 3 . 9C23*. 


cTi 


Gene No. 


75610 




Strand 








Start 


9160 




End 


9221 ' 






Name 


OJ990708 13.9C23.C11. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


1413 




End 


1653 






GI 


none 




Score 


179 






Exons 


1413. .1544, 1457. .1546, 1608 


..1649, 1615. .1653 






Seq. No. 


36716 




Seq. ID 


OJ990708 


13 . 9C23 . 


Cll 


Gene No. 


75610 




Strand 








Start 


9160 




End 


9221 






Name 


OJ990708 13.9C23.C11. 


ol.gp 


Method 


AAT/GAP 






Start 


9160 




End 


9221 






GI 


uC-osflM202097dl0bl 




Score 


74 






Exons 


9160. .9221 












GI Descrip. 


1 4 062935/dbj IAB0034 95. 1 IAB0034 95 3.0e- 


14 Oryza 


sativa DNA for 




dihydrof lavonol 4-reductase, 


complete 


cds 1 






Seq.. No. 


36716. • 




, Seq. ID 


OJ990708 


JL.3. 9C23. 


Cll • 


Gene Nov ' ' / 


75611" "-■ " 




/"■St rand /" : 








Start . 


10534 




End 


14 4 0 4 






Name 


' OJ990708 13-.9C23.C11. 


o'l , tc 


Method 


TBLASTX: 


Cress 




Start _ . 


10534 /. . 




; End 


144 04- 






GI 


none 




Score 


' 43 






Exons 


10534. .10581, 10657. . 


11031, 


10661. .11053, 10661 


. . 11041, 






10832. .11050, 11412. . 


11660, 


11417. .11653, 11424 


. .11660, 






11425. .11664, 12.142.. 


12252, 


12143. .12256, 12144 


. .12257, 






12144. .12257, 12145.. 


12258, 


12425. . 12496, 12426 


. .12506, 






12659. .12742, 12664 . . 


12807, 


12664. .12807, 12675 


. .12809, 






12694. .12804, 12888.. 


12974, 


12893. . 12976, 12893 


. .12985, 






13116. .13175, . 13117. . 


13227, 


13598. .137-86, 13599 


. .13787, 






13599. .13787, 13600.. 


13788, 


13601. .13789, 13603 


. .13785, 






13627. .13728, 14277.. 


14381, 


14279. .14389, 14288 


. . 14404 





36438 



Seq. No. 36716 
Gene No. 75611 
Start 10534 

Name OJ990708_13 . 9C23 . Cll . ol . tm 

Start 10615 
GI none 

Exons 10615. .11052," 1064 0. .11053, 

11412. . 11660, 11413. . 11664, 

12145. . 12258, 12422. . 124 96, 

12664. .12807, 12670 .. 12807 , 

128 93. .12985, 13099. .13233, 

13598. .13786, 13599 .. 13790, 

14286. .14381, 14287 .. 14382 , 



Seq. ID OJ990708_13.9C23.C11 
Strand 

End 14404 

Method TBLASTX : Mai ze 

End 14404 

Score 420 
1064 3. .11053, 11412. .11660, 
12142. . 12258, 1214 3 .. 12256, 
12424. .12501, 12426. .12506, 
12888. .1297 4, 128 92. .12975, 
13116. .13223, 13117. .13227, 
13599. . 13787, 13600 .. 137 94 , 
14287. . 14358, 14288. .14404 



Seq. No. 36716 
Gene No. 75611 
Start 10534 

Name OJ990708_13 . 9C23 . Cll . 

Start 10661 
GI none 

Exons 10661. .11053, 10661., 

. ^_„„-;.__ailIi^ai^53>„JLH21,_. 

. .....1Z1.13... P .L2256;_12.143.J 

12426. .12506," 12664. . 

12888. .12974, 12892., 
' 13114. .13227, 13116. . 

13600. .13788, 14287., 



ol.ts 



107 68, 
n<5,60, 
.12.2.62,. 
12807, 
12981, 
13223, 
14358, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990708 13.9C23.C11 



14404 

TBLASTX: Soybean 
14386 
598 

10672. .11052, 11412. .11660, 

_1 14 22,^1 li>7 6.^. 1 214 2 ,„._12 2£8 „ _ 

. .1214 5. ...1 2"2 58L,. Jl Z4 2 2... „ J 2A 9 6._ _ 
12672. .12809, 12 67 3 .. 12807 , 
12893. . 12985, 13113 .. 13175-, 
13117. . 13227, 13599. .13787, 
14288. .14386 



Seq. No. 36716 
Gene No. 75611 
Start 10534 

Name OJ990708_13 . 9C23 . Cll . ol . tw 

Start 10691 
GI none 
Exons 10691 

12664 

12886 

13102 



.10837, 
.12807, 
.12975,, 
.13233, 
13599. .13688, 
14277. .14381, 



12444. 
12670. 
12891. 
13116. 
13599. 
14285. 



12506, 
12807, 
12974, 
13223, 
13787, 
14395, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12444 . . 12494, 



OJ990708 13.9C23.C11 



12675. 
12893. 
13117. 
13600. 



14404 

TBLASTX: Wheat 
14404 
60 

12445. .12495, 
12809, 12697. .12804, 
12976, 1289.3.. .12985, 
13227, 13598. .13786, 
13794, 13603. .13785, 



14288. .14404 



Seq. No. 
Gene No." 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



.36717 : . . . ... Seq v ID 

•'75612. ""' "-~" r ' " : ' : ' ' v: : " r : " : " " Strand ' ; 
1 • \ ' End 
OJ990708_13.9C23.C12.ol.np Method 
1 - . - • ■ .: End 

56796.84 ' Score " 



OJ990708_13 , 9C23 ,C12 
1201 

AAT/NAP " • 

.955-- • • 

4 56 ' ' 



1..34, 455. .594, 675. .7.41, 839. .955 

(AJ243828) phosphatase 2A regulatory A subunit [Oryza sativa] 
gi I 5679686 | emb | CAB51804.il (AJ243829) protein phosphatase 2A A 
subunit [Oryza sativa] 



Seq. No. 36717 Seq. ID 

Gene No. 75612 Strand 

Start 1 End 

Name OJ990708_13 . 9C23 . C12 . ol . gs Method 

Start 103 End 



OJ990708_13.9C23.C12 
+ 

1201 

GENSCAN 

958 



36439 




GI 


none 




Score 


. 9 


Exons 


103. .141/ 455. .594, 675 


. .741, 


A A A a c n 

839 . . 958 




Seq. No. 


36717 




Seq. ID 


OJ990708_13 . 9C23 . C12 


Gene No . 


/ o 612 




Strand 


+ 


Start 


1 




End 


1201 


Name 


OJ990708_13. 9C23.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


Add 




End 


1201 


GI 


966 1.R1084 




Score 


1046 


Exons 


455.-594, 675. .741, 839 


. .1201 






GI Descrip. 


4 17 64 20/dbj I BAA3 / 1 67 | 


2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


36717 




Seq. ID 


OJ990708_13.9C23.C12 


Gene No. 


75613 




Strand 


+ 


Start 


1848 




End 


2221 


Name 


ojyyu/ub lo . yczo . ciz . oi 


. tm 


Method 


TBLASTX: Maize 


Start 


4 4 6 




End 


1025 


GI 


none 




Score 


140 


Exons 


. 446. .598, 451. .609, 454 


. . 594 , 


455. .595, 


657. .755, 660. .743, 




673.. 744, 824.. 973, 8.39 


. . 958, 


972. .1025, 974. .1024 


S.eq,;. No... 


. T : ^ -™ . . . 

.„ 3 6 717 . - . ^ _ ... w . v. . . 




Seq... ..I 


Q J.9~9 oYoiL X y.^ci3^Gl 2 . 


Gene No. 


' 75613 




Strand 


+ 


Start 


1848 




End 


2221 


Name 


OJ990708 13 . 9C23 . C12 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4 4 6 




End 


901 


GI 


none 




Score 


137 


Exons 


446. .592, 447. .593, 447 


. . 593 , 


451. .594, 


455. .595, 491. .592, 




6o7..7oo, 671.. 739, 673 


. .747, 


819. .899, 


824. .901, 845. .901 


Seq. No. 


36717 




Seq. ID 


OJ990708_13.9C23.C12 


Gene No. 


75613 




Strand 


+ 


Start 


1848 




End 


2221 


Name 


OJ990708_13 .9C23.C12.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


451 




End 


958 


GI 


none 




Score 


199 


Exons 


jici c d a a c c c a c /1 a 1 

451. .594, 455.-595, 491 


. .592, 


672. .734, 


673. .744, 839. .958, 




839 . . 9oo 








Seq. No. 


36717 




Seq. ID 


OJ990708_13.9C23.C12 


Gene .No. . . 


75613 - . _. . 




Strand 


+ ...... 


Start v. 


18 4 8 \ ' ' ; ' * ; v / . /' " 




End *' ' r . 


2221 - 


Name 


OJ990708_13 . 9C23 . C12 . ol 


.ts ; ■' 


Method 


TBLASTX : Soybean - 


Start 


4 54 




End . 


97 9 


GI " " ■ 


none • • - • • ■ ■ 




: Score 


183 . ■ r • 


Exons 


a r? a ' '/"AC jirrcr r n p ' a r\ h 

454. .645, 455.-595, 491 


. .592/ 


666. .767, 


673.-. 744, 839.'. 979 " 


Seq. No. 


36717- 




Seq. ID 


OJ990708_13.9C23.C12 


Gene No. 


75613 




Strand 


+ 


Start 


1848 




End 


2221 


Name 


OJ990708 13.9C23.C12.o2 


. gs 


Method 


GENSCAN 


Start 


1848 




End 


2221 


GI 


none 




Score 


.81 


Exons 


1848. .1865, 2138. .2221 








Seq. No. 


36718 




Seq. ID 


OJ990708_13.9C23.C13 



36440 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



75614 Strand 

90 End 

OJ990708_13. 9C23.C13.ol.np Method 

90 End 

4758556 Score 



+ 

3273 
AAT/NAP 
3273 
572 

.2334, 2409. 



90. .183, 1425. .1797, 1889. .2087, 2202. .2334, 2409. .3273 
U4/U6-associated RNA splicing factor gi 12708307 (AF016370) U4/U6 
small nuclear ribonucleoprotein hPrp3 [Homo sapiens] 



36718 Seq. ID 

75614 Strand 

90 End 
OJ990708_13. 9C23.C13.ol.gs Method 

132 End 

none Score 

132. .423, 1048. .1317, 1399. .1797, 1889 
2409. .3270 



OJ990708_13.9C23.C13 
+ 

3273 
GEN SCAN 
3270 
.96 

,.2083, 2174. .2334, 




36718 
75615 
4134 

.41341^ „:_:„-.:;_„:, 

none 

4134. .4439, 4501. .4713 



Seq. ID OJ990708_13.9C23.C13 
Strand 

End 4713 

..Me thqd QENS££N 

. End™ J-I1.3-- * „ ^ 

Score .89 ' 



Seq. No. 36718 

Gene No. 75616 

Start 5826 

Name OJ990708_13 . 9C23 . C13 . o4 . tm 

Start 1050 

GI none 

Exons 1050.. 1073, 1089.. 1313, 1109. 
1399. .1455 



Seq. ID OJ990708_13.9C23.C13 
Strand 

End 8006 

Method TBLASTX : Mai ze 

End 1458 

Score 4 0 

.1312, 1133. .1336, 1369. .1458, 



Seq. No. 36718 
Gene No. 75616 
Start 5826 

Name OJ990708_13 . 9C23 . C13 . ol . tm 

Start 1555 
GI none 

Exons- .155.5, .1806, 1558. .1791, 1569. 

: * " ' " • '1883: .2083 ' " : ■" * *• '■ "™" ;/ v: 



Seq. ID OJ990708_13.9C23.C13 
Strand 

End 8006 

Method - TBLASTX : Maize 

End 2083 

Score 368 

.1799, 187 9. .2082,,. 1880. .2083, . 



Seq". 'No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



36718 

75616- ' • 

5826' ' '. 

OJ990708_13 . 9C23 . C13 . ol . ts 
1584 



OJ990708 13.-9C23.C13 



none 
1584. 
1879. 
2605. 



' Seq. ID 
Strand 
' End 
Method 
End 
Score 

1661, 1585. .1701, 1669. .1851, .1671. .1799, 1687. .1839, 
2067, 1880. .2083, 2455. .2496, 2589. .2726, 2599. .2805, 
2838 



8006 

TBLASTX : Soybean 

2838 

124 



Seq. No. 
Gene No. 
Start 



36718 
75616 
5826 



Seq. ID 

Strand 

End 



OJ990708 13.9C23.C13 



8006 



36441 






Name 


OJ990708_13 


. ?C23.C13.o2.tm 


Method 


TBLASTX: Maize 




Start • 


2846 




End 


3293 




GI 


none 




Score 


293 




Exons 


2846. . 2938, 


2847 . . 3044, 2848 . 


.3045, 2848. .3063, 3088. .3291, 






3088 . . 3288, 


3096. . 3293, 3096. 


.3290 






Seq. No. 


36718 




Seq. ID 


OJ990708_13.9C23.C13 




Gene No. 


75616 




Strand 






Start 


5826 




End 


8006 




Name 


OJ990708_13, 


. 9C23.C13.o3. tm 


Method 


TBLASTX: Maize 




Start 


5823 




End 


6906 




GI 


none 




Score 


89 




Exons 


5823 . . 5972, 


5824 . . 6024 , 5824 . 


.5961, 5841. .6023, 6793. .6906, 






6798 . . 6902 










Seq. No. 


36718 




Seq. ID 


OJ990708_13.9C23.C13 




Gene No. 


75616 




Strand 






Start 


5826 




End 


8006 




Name 


OJ990708 13, 


.9C23.C13.o2.np 


Method 


AAT/NAP 




Start 


5826 




End 


8006 




GI 


4432840 




Score 


202 




. Exons 


5826. .,6023,;. 


..679,9;.... <$932,,_77JL3; 


.8006 _ 






GX."b.escr.ip.. 


(AC006283.)._unknown .protein j; Arab idop sis. thal.iana.1 . 


I. . 


Seq. No. 


36718 




.Seq. ID 


OJ990708_13.9C23.C13 


% ' s 


Gene No. 


75616 




Strand 




f t i 


Start 


5826 




End 


8006 




Name 


OJ990708 13, 


.9C23.C13.'ol.tc 


Method 


TBLASTX: Cress 




Start 


5841 




End 


6936 




GI 


none 




Score 


212 




Exons 


5841. .6023, 


6793. .6936 








Seq. No. 


36718 




Seq. ID 


OJ990708_13.9C23.C13 




Gene No. 


75616 




Strand 






Start 


5826 




End 


8006 




Name 


OJ990708 13, 


.9C23.C13.o2.ts 


Method 


TBLASTX: Soybean 


e- — ' 


Start 


5841 




End 


6939 




GI 


none 




Score 


88 


L — § 


Exons 


5841. .6023, 


6793.. 6936, 6795. 


.6938, 6796.. 6939, 6797.. 6937 


~ — 


Seq. No. 


36719 




Seq. ID 


OJ990618_10.9C10.C1 




Gene No. 


■ - 75617- . 




Strand 


'+ . 




"Start '.' V 


'• 272 : ' 




'End* 


325 - 




Name 


OJ990618 10, 


. 9C10.Cl.ol/gs'- 


Method 


GENSCAN 




Start 


272 - 




End ' 


325 




GI 


nqne ■ ' ' 




'Scone 


.47 " • \ ■ ■ 




Exons' 


272. .325 " 










Seq. No. 


36720 




Seq. ID 


OJ990618_10-. 9C10.C2 




Gene No. 


75618 




Strand 






Start 


264 




End 


670 




Name 


OJ990618 10. 


.9C10.C2.ol.gp 


Method 


AAT/GAP 




Start 


264 




End 


670 




GI 


60388 1.R1084 * 


Score 


336 




Exons 


264. .388, 488. .521, 629. .670 








GI Descrip. 


, 3021270/emb|CAA18465. 1 | 1 . Oe 


-23 (AL022347) serine/threonine 






kinase-like 


protein [Arabidopsis thaliana] ' 



36442 




Seq. No. 


36720 




Seq. ID 


OJ990618_10. 9C10.C2 


Gene No. 


/061o 




btrana 




Start 


o ei a 

264 




hna 


b / u 


Name 


OJ yyU6io_ 


i a on a o _ -\ ~ — 

io . ycio . C2 . oi . gs 


Metnoa 


bhlNbO/\N 


Start 


o a a 
290 




hna 


OD / 


GI 


none 




Score 




Exons 


290 . .416, 


/" O'A £ IZH 

629 . . 66 / 






Seq. No. 


36721 




Oorr T H 
OcCJ . 1U 




Gene No . 


75619 




otrana 




Start 


1 




hna 


D 0 D 


Name 


OJ990618 


10.9C10.C3.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


686 


Oil 


2129703 




Score 




Exons 


1..39, 135. .298, 420. .686 






GI Descrip. 


receptor 


kinase - Arabidopsis 


thaliana 


gi I z 12 y / U4 i pir | |b/iio4 




receptor 


kinase - Arabidopsis 


thaliana 


gi|lDDoy2 (M0UZ00) 




receptor 


kinase [Arabidopsis 


thaliana ] 


gi I 4 4 0 12J t prt i | iyuo4zy 




receptor 


kinase [Arabidopsis 


thaliana ] 




S.e.q ... _Np„. 


3.672 i_ 


— •• •; --- ~- ~ 


JjS_gq .. ID. 


OjI9JL0 5JJ3_1.0„. ..9.C .„ 


Ge.ne„JNo_ „ 


1 7.5619 ... .. , 




...Strand 




Start 


1 




End 


c 0 a 
60 6 


Name 


OJ990618_ 


1 0 . 9C 1 0 . C3 . o 1 . t s 


Method 


TBLASTX : Soybean 


Start 


122 




t? « ^1 
End 




GI 


none 




Score 


O / 


"Exons . 


122 . .238, 


245 . .295, 263 . .295, 


/ion c/i c 
42U . . o4 o, 


4 24. . 04 U 


Seq. No. 


36721 




Seq. ID 


OJ990618_10. 9C10.C3 ' 


Gene No. 


75619 




btrana 




Start 


1 




hna 


DO D 


Name 


r\ T Art A /* 1 o 

OJ990618_ 


1 a A/"*" 1 A /—i ^ -i i 

10.9C10.C3.ol.tc 


Method 


TBLASTX : Cress 


Start 


134 




End 


c tz a 
066 


GI 


none 




Score 




Exons 


134. .292, 


159.. 266, 390.. 566, 


40 J . . 064 




Seq. No. 


36721 




Seq. ID 


OJ990618_10. 9C10.C3 


Gene No. 


75619 




Strand 




Start 


1 




hna 


bob 


Name 


OJ990618 


10.9C10.C3.ol.tm 


Method 


i bLAb 1 a : Ma 1 z e 


Start 


134 




hna 


COT 


GI~ ' [ 


none 




Score " 


/ y 


Exons . ' 


134. .298, 


136. .279, '136...303", 


"\ A A O A A 

14 4. .299, 


ATI /ICC ^ 1 O /ICO 

4 1 / . . 4 o b , 4 1 0 . . 4 o J , 




'432 . .536, 


438.'. '524, -4-45.; 537 






Seq. No". ' 


36721 




' Seq. ID 


OJ99Q6i8_10.9C10.C3 


Gene No. 


75619 




btrana 




Start 


1 




End 


car 
68 6 


Name 


OJ990618 


10.9C10.C3.ol.gs 


Method 


CjhNbCAN 


Start 


420 




End 


563 


GI 


none 




Score 


.53 


Exons 


420. .563 








Seq. No. 


36722 




Seq. ID 


OJ990618_10. 9C10.C4 


Gene No. 


75620 




Strand 




Start 


326 




End 


395 



36443 



Name 


OJ990618 10. 9C10.C4 


. ol . gs 




Method 


GENSCAN 






Start 


326 






End 


395 






GI 


none 






Score 


. 88 






Exons 


326. . 395 














Seq. No. 


36723 






Seq. ID 


OJ990618_10 


.9C10. 


,C5 


Gene No. 


75621 






Strand 








Start 


317 






End 


755 






Name 


OJ990618 10.9C10.C5, 


.ol.gp 




Method 


AAT/GAP 






Start 


317 






End 


728 






GI 


60388 1.R1084 






Score 


333 






Exons 


317. .447, 547. .580, 


688. .728 










GI Descrip. 


'3021270/emb|CAA18465.1| 1 


.0e 


-23 (AL022347) serine/threonine 




kinase-like protein 


[Arabidopsis thaliana] 1 






Seq. No. 


36723 






Seq. ID 


OJ990618_10 


.9C10. 


X5 


Gene No. 


75621 






Strand 








Start 


317 






End 


755 






Name 


OJ990618 10.9C10.C5, 


. ol . gs 




Method 


GENSCAN 






Start 


320 






End 


594 






GI 


none 






Score 


.88 






Exons,... ... 


. ..320, . 475, .547^...,5,94 w .. 
















Seq. No. 


— - • -* - — 

36723 






Seq. ID 


OJ990618_JL0 


.*9C10. 




Gene No. 


75621 






Strand. 








Start 


317 






End 


755 






Name 


OJ990618 10.9C10.C5. 


. ol -np 




Method 


AAT/NAP 






Start 


320 






End 


755 






GI 


2911080 






Score 


77 






Exons 


320 . .447, 568 . . 755 














GI Descrip. 


(AL021960) receptor 


kinase- 


-like protein [Arabidopsis thaliana 


Seq. No. 


36724 






Seq. ID 


OJ990618_10 


-9C10. 


,C6 


Gene No. 


75622 






Strand 








Start 


266 






End 


402 






Name 


OJ990618 10.9C10.C6. 


, ol . gs. 




Method 


GENSCAN 






Start 


266 






.End 


402 






GI 


none 






Score 


.77 






Exons 


266. .402 














Seq. No. 


36725 






Seq. ID 


OJ990618_10 


.9C10. 


,C7 


Gene No. 


.. 75623 - . 






Strand . 


+ 






Start 


-14 4 " - v '"'" 






"End"; ' , 


39 : 3 V 






Name 


039906:18 10V9C10.C7. 


, 61 . gs 




Method 


GENSCAN . 






Start 


14 4 . \ " 






End 


393 " * 






GI 


none'. - 






Score 


.82 • - .. 






Exons 


" 14 4 V 1 194, 373. .393 










» 




Seq. No. 


36725 






Seq. ID 


OJ990618_10 


.9C10. 


C7 


Gene No. 


75624 






Strand 










1281 






End 


1883 






Name 


OJ990618 10.9C10.C7. 


o2 . gs 




Method 


GENSCAN 






Start 


1281 






End 


1883 






GI 


none 






Score 


.68 






Exons 


1281. .1450, 1795. .1838, 1840. 


.1883 








Seq. No. 


36726 






Seq. ID 


OJ990618_10, 


.9C10. 


C8 



36444 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



75625 Strand + 

1639 End 15686 

OJ990618_10. 9C10.C8.ol.np Method AAT/NAP 

1639 End 15686 

3021270 Score 985 

1639. .1678, 3654. .4375, 10879 .. 10954 , 12009 .. 12187 , 

12469. . 12676, 12777 .. 13014 , 13104 13254 , 13376 13539, 

15533. .15686 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

£tart_... 

_Name. , 
Start 
GI . 
Exons 

GI Descrip. 



36726 Seq. ID 

75625 Strand 

1639 End 

OJ990618_10 .9C10.C8.o2. gs Method 

3625 End 

none Score 

3625. .4422, 4635. .4790, 5161. .5184 



OJ990618_10.9C10.C8 
+ 

15686 
GENSCAN 
5184 
1 



36726 Seq. ID 

75625 Strand 

,1 .63 g_ ^ . ^ y __„„End „. 

J)J.9.9061fl__1.0...9Cl.Q ...GS...ol-.gp. Method... 

4381 * End 

60388_1.R1084 Score 

4381. .4422, 4530. .4563, 4663. .4790, 6107. .6247 

' 3021270/embl CAA184 65. 1 | 1.0e-23 (AL02234 7) serine/threonine 

kinase-like protein [Arabidopsis thaliana] 1 



OJ990618_10. 9C10.C8 
+ 

JL568S_, 
. AAT/GAP_ 

6247 

630 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36726 Seq. ID 

75625 Strand 

1639 End 

OJ990618_10 . 9C10 . C8 . o2 ,gp Method 

6838 End 

70367_1.R1084 Score 
6838.. 6871, 6958.. 7370 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



OJ990618_10.9C10.C8 
+ 

15686 
AAT/GAP 
7370 
845 



Seq. No. 
Gene No. 
.Start 
Name 
Start ' *" 
GI " 
Exons- 



36726 
75625 

1639 . .. . 
: OJ-990 r 61 8^10 . 9C10. C8 ; ." o5 Tgs 
10824 . 



none 
1082 4.. 
12469. 
15479. 



Seq. ID 
Strand 
End . 
"'Method " 
•' . . ' End 

Score 

11342, 11434.. . 11677,- 1 1808 .. 1194 5, 12060 ." .12187, 
12676, 12777. . 13014 , *13104 . .13254, 15178 . . 1534*8 , 
15502 



OJ990618_10. 9C10.C8 
+ 

15686.. - . 
GENSCAN " ••"-.*•"-- 

15502 ' ' ' ' : • 

.54 " * 



Seq. No. 36726 

Gene No. 75626 

Start 18620 

Name OJ990618_10 . 9C10 . C8 . o7 . gs 

.Start 18620 - 

GI none 
Exons 



..Seq. ID OJ990618_10. 9C10.C8 



Strand 
End 

Method 

End 

Score 



+ 

24061 
GENSCAN 
24061 
. 6 



18620. . 18668, 19165 .. 19296, 1938 9 .. 19516, 20885 .. 2 1092 , 
21157. .21424, 21510 .. 21666, 21806 .. 22052 , 23574. .24061 



36445 



Seq. No. 


36726 


Seq. ID 


OJ990618_10. 9C10 


C8 


Gene No. 


75626 


Strand 


+ 




Start 


18620 


End 


24061 




Name 


OJ990618 10.9C10.C8.o2.np 


Method 


AAT/NAP 




Start 


19301 


End 


22115 




GI 


2252864 


Score 


614 




Exons 


19301. .19516, 20885. .21077, 


21193. .21424, 21510 .. 21666, 






21806. .22115 








GI Descrip. 


(AF013294) Similar to receptor kinase 


[Arabidopsis thaliana] 


Seq. No. 


36726 


Seq. ID 


OJ990618_10.9C10 


C8 


Gene No. 


75626 


Strand 


+ 




Start 


18620 


End 


24061 




Name 


OJ990618 10.9C10.C8.o3.gp 


Method 


AAT/GAP 




Start 


19715 


End 


19773 




GI 


2312838 


Score 


77 




Exons 


19715. .19773 








GI Descrip. 


1420932/gb|U61383|ORU61383 7 


. Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq.^JH.o.^. 


36726 . . . 


..Seq. ID 






Gene..No..,_^ 


. 75627. „ ^ ...... 


Strand .... 


. • _ 




Start 


29183 


End 


32*7 6*8 




Name 


OJ990618 10. 9C10.C8 .o3.np 


Method 


AAT/NAP 




Start 


28787 


End 


32768 




GI 


3021280 


Score 


265 





Exons 28787. .28881, 29272 .. 2984 4 , 30193 .. 30283,^30594 .. 30752, 

30810. .30975, 32665. .32768 
GI Descrip. (AL022347) serine /threonine kinase-like protein [Arabidopsis 

thaliana] 



Seq. No. 36726 

Gene No. 75627 

Start 29183 

Name OJ990618_10 . 9C10 . C8 . o9 . gs 

Start 29183 

GI none 
■ Exons 



Seq. ID OJ990618_10.9C10.C8 

Strand + 

End 32768 

Method GENSCAN 

End 32395 

Score .98 



29183. .30017, 30592 .. 3072 9, 30826 . .30953, 32375.. 32395 



Seq. No. 36726 Seq. ID 

Gene No. . . 75628 .. .. . ..... .' Strand. 

Start""-' 7 * : -"-"" : 169i8 : " : ' '*-' _ - ' - ■* End" " " - 

Name * . T OJ990618_iO'. 9C10 . CS\ 06 . gs ' Method " 

Start -' 16918 * " / ' . ' End 

GI ■ none ' - ' . Score 

Exons ' 16918. .17735, 17^50. .17813 * V* 



OJ990618_10.9C10.C8 

:r 178i3 " ■ " '" : 7/~'" 

' GENSCAN 
17813 * 

,4/ • • • " •• 



Seq. No. 36726 
Gene No. 75629 
Start 25107 

Name OJ990618_10 . 9C10 . C8 . o2 . tm 

Start 3697 
GI none 

Exons 3697.. 3915, 3813.. 3914, 10905 

17044 . 
29263. 



Seq. ID OJ990618_10.9C10.C8 
Strand 

End 32768 

Method TBLASTX : Maize 

End 29476 

Score 154'-' 

. .11123, 11021. .11122, 



.17160, 17143. 
.29361, 29428. 



.17265, 17163. 
.29475 



17264, 29258. .29476, 



36446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36726 
75629 
25107 

OJ990618_10, 
3712 
none 
3712. . 
6118. . 
6719. . 
12038. 
12775. 
13382. 
20896. 
21204 . 
21812. 
29414. 



9C10.C8.ol. tc 



3909, 
6312, 
6823, 
.12187 
. 13011 
. 13540 
.21090 
.21416 
.21979 
.29554 



4192. .4266, 4665 
6368.. 6631, 6383 
6964.. 7134, 7008 
, 12481. .12675, 
, 12776. . 13012, 
, 17560. . 17622, 



20970. 
21206. 
21838. 
30828. 



.21092, 
,21421, 
,21984, 
,30953, 



Seq. ID OJ990618_10.9C10.C8 
Strand 

End 32768 

Method TBLASTX : Cress 

End 32768 

Score 96 
..4790, 4727. .4789, 6116. .6313, 
..6616, 6396. .6632, 6718. .6810, 
. .7136, 10920. .11171, 114 13 .. 11475, 
12481. .12675, 12775. .12951, 
13108. .13284, 13110. .13271, 
19364. .19516, 20894 .. 21091, 
21186. .21422, 21200 .. 21424 , 
21513. .21605, 21514 . .21618, 
29285. .29395, 29414 .. 29470, 
30890. .30952, 32658.. 32768 



Seq. No. 
. Gene No. 
Start 
. Name 

GI 

Exons 



36726 
75629 
25107 

:^:L^^ 

none 



Seq. ID OJ990618_10. 9C10.C8 
Strand 

End 32768. 
ttiOO-OL .TBLASIX : Soyb e a n 

Score 140 



3718. .4005, 4066. .4176, 4186. .4263, 4312. .4401, 1092 6 .. 11210 , 
11275. .11385, 11416. . 11472, 11527 11574, 174 07 .. 17532 , 
17563. .17619, 17 674 .. 17727 , 29270 29377, 29324 .. 2 9575, 
29354 . .29554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36726 
75629 
25107 

OJ990618_10 

4661 

none 

4661. .4789, 
6396. .6632, 
12480. .12662 
12776. .13012 
13105. .13251 
20894. .21100 
21206. ..21421 
2i-8"09V~;21976 



9C10.C8.ol. ts 



4674. .4790, 6116 
6715. .6810, 6716 
, 12481. .12675, 



12916. 
13370. 
20896. 
21510. 



.13014, 
.13519, 
.21078, 
.21605, 



30837. .30953,' 



Seq. ID OJ990618_10. 9C10.C8 
Strand 

End 32768 

Method TBLASTX : Soybean 

End 32768 

Score 106 
..6322, 6118.. 6309, 6371.. 6631, 
..6817, 6964. .7128, 12071 .. 12187 , 
12481. .12669, 12772 .. 13011 , 
13104. .13196, 13104. .13211, 
13379. .13552, 19400 .. 19516, 
21186. .21422, 21204 .. 21398 , 
21511. .21612, 21511. .21609, 
32658 :'/327^8 : r;: - " :v ' rrr "' 



Seq. No. ' ■ " 36726 

Gene -No-. * -75629 " • ' *. 

' Start " 25107 

Name OJ990618_10 . 9C10 . C8 . ol . tm 

Start 4683 
GI none 
Exons ' 4683.. 4790, 

6417. . 6632, 

12062. .12187 

12797. .13012 

13447. .13518 

20912. .21115 

21511. .21612 



OJ990618J10. 9C10.C8 
32768 

TBLASTX: Maize 
32768 
90 



6118. .6309, 6119 
6715. .6816, 6716 
, 12481. . 12675, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6313, 6134. .6313, 6416. 
.6817, 6970. .7149, 7023. 



, 6631, 
,7100, 



13044 . 
19409. 
21206. 
21598. 



. 13214, 
,19516, 
,21421, 
,21627, 



12493. .12663, 127 96 .. 13011 , 

13105. .13287, 1337 9. .1354 0, 

20896. .21075, 20897 .. 21115, 

21207. .21422, 21510 21611, 

21809. .22003, 2187 1 .. 22002 , 



■36447 




30828. .30953, 32658.. 32768 





Seq. No. 


36726 


Seq. ID 


OJ990618 


_10.9C10.C8 




Gene No. 


■75629 


Strand 








oLdlt- 


o ^ i m 


End 


32768 






Name 


ujyyuoio iu . ybiu . bo . oz . tw 


Method 


TBLASTX : 


Wheat 




o tar t 


DllO 


End 


32768 






H T 
bl 


none 


Score 


224 






Exons 


Dllp . . DjOI, Oil!?. . Oj4U, Djo4 


..6458, 12481. .12675, 12579. .126 






1 O "7 Q*7 1 OQIQ OnQQC 01 1 10 

/ y / . . izojo, zu o y o . . z i i oz , 


20897. .21109, 21207 


O 1 O A O 

. . Z 1Z4 o , 






jZDjO . . / DO 










Seq. No. 


36726 


Seq. ID 


OJ990618 


iu . ybiu . bo 




Gene No. 


75629 


Strand 










0 r i n 7 

1 JlU f 


End 


32768 






Name 


Uuyyubio iu . ybiu . bo . 01 . tw 


Method 


TBLASTX: 


wnea t 




btart 


o4 JO 


End 


21621 






C T 
bl 


none 


Score 


216 






Exons 


£T yl CO £C"3/t ^/! CQ CCTC C 

DfiOO. .0004/ D40y. . DDjD/ 0/10 


. .6825, 6716. . 6826, 


10000 ioni/1 
lZooo . . loUl4 






iZooy . . loUlO , 1 J1U4 . . loz 1 1 , 


13105. .1324 


8, 21248 


O 1 A O A 

. . Z 1 4 Z 4 , 






21249. .21425, 21510 .. 21620, 


21510. .21620, 21511 


. . Z 1 0 Z 1 .. 




— Q.eq .. . ...in o,. . . 




:L_aeq..„ID_ 


.QJ&9Q6.1& 


U.0.,3CJjL£_§ „ 




Gene No . 


/ o oz y 


Strand 






fS 


btart 


Zo IU / 


End 


32768 






Name 


ujyyuoio iu . ybiu . bo . oo . gs 


Method 


GENSCAN 




=: < s 


oLdrt 


Z 0 1 u / 


End 


26908 




~ ss. 




none 


Score 


.64 




S ; ; 


Exons 


25107. .25384, -25597. .2584 9, 


26249.. 26908 






beq . no . 


36727 


Seq. ID 


OJ990618 


_10.9C10.C9 




Gene No . 


75630 


Strand 


+ 






CM i -v +- 

otart 


531 


End 


1419 




'bis? 


Name 


OJ990618 10.9C10.C9.ol.gs 


Method 


GENSCAN 






ot art 


531 


End 


1419 






r* t 
bl 


none 


Score 


.71 




M 


Exons 


531.'. 768, 855. .1005, 1144. .1419 








oeq . no . 


36727 


Seq. ID 


OJ990618 


10 . 9C10 . 09 : 


o 


Gene No . 


75631 


Strand 


+ 






ot art 


2607 


End 


3488 






Name 


.OJ990618 10.9C10.C9.o2.gs * 


Method 


GENSCAN 




- 


otart 


--- 260-7; • - ■»■'■;/'-'' 


."'End ~" v ; 


34 8 ; 8 






bl 


none 


Score 


.6 






Exons 


2607. .2662,' 2922. .2976, 3249 


: .3488 ■ • ' 








Seq. No. 


36727 


Seq. ID" 


OJ990618_ 


_1.0.'9C10.C9 




Gene No. 


75632 


Strand 


+ 






Start 


3665 


End 


12819 






Name 


OJ990618 10.9C10.C9.ol.np 


Method 


AAT/NAP 






Start 


3665 


End 


8449 






GI 


3021270 


Score 


987 






Exons 


3665.. 3772, 4439.. 5184, 6094 


. .6270, 6553. . 6759, 


6841. .7078, 






7171. .7324, 7646. .7824, '8314 


. . 8449 








GI Descrip. 


(AL02234 7) serine/ threonine 


kinase-like 


protein 


[Arabidopsis 



thaliana] 



36448 



Seq. No. 36727 Seq. ID OJ990618_10 . 9C10 . C9 

Gene No. 75632 Strand + 

Start 3665 End 12819 

Name OJ990618_10 . 9C10 . C9 . o3 . gs Method GENSCAN 

Start 4338 End 12819 

GI none Score . 65 

Exons 4338. .5184, 5897. .6034, 6116. .6270, 6566. .6759, 7171. .7324, 
7646. .7920, 8201. .8382, 8747. .9444, 9729. .9754, 9852. .10007, 
12777. .12819 

Seq. No. 36727 Seq. ID OJ990618_10 . 9C10 . C9 

Gene No. 75632 Strand + 

Start 3665 End 12819 

Name OJ990618_10 . 9C10 . C9 . o2 . np Method AAT/NAP 

Start 6252 End 7921 

GI 2911080 Score 403 

Exons 6252. .6270, 6772. .7078, 7171. .7324, 7646. .7921 

GI Descrip. (AL021960) receptor kinase-like protein [Arabidopsis thaliana] 

Seq. No. 36727 Seq. ID OJ990618_10 . 9C10 . C9 

Gene No. . 75633 Strand + 

.Start 14 23.9. . „- End , 16753 ; , 

Name.__ .„.QJ.93Q6L8_l6„...SLC.ia. C9.,x>l-. tm. _..Mathod . .... T B LAS XXaM ai z.e. 

Start 229 * End 7843 

GI none Score 179 

Exons 229. .429, 239. .418, 293. .433, 479. .847, 550. .765, 834. .974, 

841. .999, 1156. .1335, 1215. .1286, 6163. .6270, 6569. .6754, 
6570. .6758, 6576. .6758, 6837. .7076, 6860. .7075, 7171. .7272, 
7172. .7273, 7649. .7843, 7720. .7842 

Seq. No. 36727 Seq. ID OJ990618_10 . 9C10 . C9 

Gene No. 75633 Strand + 

Start 14239 End 16753 

Name OJ990618_10 . 9C10 . C9 . o2 . tw Method TBLASTX: Wheat 

Start 229 End 6902 

GI none Score 193 

Exons 229.;429, 239. .421, 530. .592, 6566. .6775, 6567. .6773, 6840. .6902 

Seq. No. 36727 Seq. ID OJ990618_10 . 9C10 . C9 

Gene No. 75633 Strand + 

Start 14239 End 16753 

Name OJ990618_10 . 9C10 . C9 . ol . ts - Method ' TBLASTX : Soybean ., 

Start v ;"" "238 :v v ; ; : ;\ v ' " * r ;". "End-"' ' V 78i"6" \ "- y~- 

GI ' '• none " • • " ■ r 'Score 212 . 

Exons 238..429, 239.. 421, 318 . . 431 , . 526'.. . 7 65 , 530 766, ' 823'. . 945V 

*. 841.. .1002, 855-. ."-962-, 1150. . 1314 6154 . .6270, 6566 .. 6-754., ...... ■ 

' 6567. .6758',' 6836. .7075, 6840... 7076, 69.80 .'. 7078 , 7170.. 7238, 
7171.. 7236, 7171.. 7266, 7172.. 7273, 7649.. 7816 

Seq. No. 36727 Seq. ID OJ990618_10 . 9C10 . C9 

Gene No. 75633 Strand + 

Start 14239 End 16753 

Name OJ990618_10 . 9C10 . C9 . ol . tc Method TBLASTX : Cress 

Start 239 End 14982 

GI none Score 199 

Exons 239. .421, 248. .433, 529. .765, 530. .766, 858. .965, 859. .1011, 

861. .965, 1150. .1317, 1176. .1325, 4449. .4682, 4920. .4982, 



36449 






6127.. 6270, 6207.. 6269, 6569 


..6757, 6570.. 6758, 6839.. 7075, 




6840. .7076, 6854. .7078, 7174 


..7221, 7175. .7279, 7177. .7266, 




7652. .7819, 7696. .7827, 14923. .14982 




Seq. No. 


36727 


Seq. ID 


OJ990618_10. 9C10.C9 


Gene No. 


75633 


Strand 


+ 


Start 


14239 


End 


16753 


Name 


OJ990618 10.9C10.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


593 


End 


7282 


GI 


none 


Score 


229 


Exons 


593. .847, 595. .768, 837. .980 


, 841. .999, 6902. .7078, 6903. .7 




7138. .7281, 7172. .7282 






Seq. No. 


36727 


Seq. ID 


OJ990618_10. 9C10.C9 


Gene No. 


75633 


Strand 


+ 


Start 


14239 


End 


16753 


Name 


OJ990618 10.9C10.C9.o4.gs 


Method 


GENSCAN 


Start 


14239 


End 


16753 


GI 


none 


Score 


.72 


Exons 


14239. .14994, 15097 .. 15151, 


16676.. 16753 


- Seq .^.Np, _ 


_3672S__ _ , 


_Seq,.; ID. 


. .0 J 9 9 06.18_.l Q...9.C.15 ^CiQ. 


...Gene. No... ^ .. 


.. .75.634. .... A . 


..Strand. _ 




Start 


299 


End 


'757~0 


Name 


OJ990618 10. 9C10.C10.ol.gs ' 


Method 


GENSCAN 


Start 


299 


End 


7570 


GI 


none 


Score 


.56 


Exons 


299. .324, 366. .439, 1065. .1193, 1790.. 


1926, 2119.. 2380, 




2448. .2685, 2766.. 2919, 3203 


..3371, 4242. .4453, 5096. .5231, 




5399.. 5651, 5999.. 6150, 6716 


..6883, 7494. .7570 


Seq. No. 


36728 


Seq. ID 


OJ990618_10.9C10.C10 


Gene No. 


75634 


Strand 


+ 


Start 


299 


End 


7570 


Name 


OJ990618 10.9C10.C10.ol.gp 


Method 


AAT/GAP 


Start 


5796 


End 


6079 


GI 


LIB3432-050-P1-K1-E5 


Score 


537 


Exons 


5796. .6079 






GI Descrip. 


* 1420932/gb| U61383 IORU61383 


7 . Oe-21 Oryza rufipogon . 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 


Seq. No... 


.36728 ■ ... .- . ■ ~ 


Seq. ID 


OJ990618_10.9C10.C10_ 


~Gene~ Nor * 


■■ -7 5-6 3-4" " ■ ■ 


: : Strand" " 


"• +"""• * ~ • *' • " 


Start V * 


299 " 


'End. 


"1510 . ' ' ' ""' : 


' Name" 


■ OJ990'61"8 ' 10/9C10.C10.o2.gp; 


. Method' 


AAT/GAP 


Start _ - - 


'6389- •- • • - : . 


• End-: ; • 


.7028- - .... - - 


GI. ' 


none 


Score 


^945 


Exons 


6389. . 6473, 6609. .7028 






Seq. No. 


36728 


Seq. ID 


OJ990618_10.9C10.C10 


Gene No. 


75635 


Strand 


+ 


Start 


12547 


End 


14042 


Name 


OJ990618 10.9C10.C10.o3.gs 


Method 


GENSCAN 


Start 


12547 


End 


14042 


GI 


none 


Score 


.64 


Exons 


12547. . 12657, 12742 .. 12952, 


13071. . 13308, 13380. .13530, 



13622. .13796, 13825. .14042 



364 50 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI,.. . . 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start. . . 
Name " * 
Start 
GI ' * ' " 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



36728 
75636 
14568 

OJ990618_10. 9C10.C10.o4 . gs 
14568 
none 

14568. .14585, 14805.. 15113 

36728 
75637 
21314 

OJ990618_10.9C10.C10.o6.gs 
21314 
none 

21314. .21369, 21807 21948 , 22821. .22940 



OJ990618 
+ 

15113 
GEN SCAN 
15113 
.79 



10. 9C10.C10 



Seq. ID OJ990618_10. 9C10.C10 

Strand + 

End 22940 

Method GEN SCAN 

End 22940 

Score .72 



36728 Seq. ID OJ990618 

75638 Strand + 

24330 End 30595 

OJ990618_10 . 9C10 . C10 . o2 . np Method AAT/NAP 

,235.69. _ . ..' ..End . 30592; 

. 3Q2JL26.6 . „ . .._Scoxe_ : .10.1 9 _ ... 

23569. .23675," 24496. .24931, 24977 25218 , 28152 
28658. .28816, 29318 .. 29528 , 29655 .. 29892 , 29984 
30257.. 30592 

(AL022347) serine/threonine kinase-like protein 
thaliana] gi | 3292840 | emb | CAA19830 . 1 | (AL031018) 
kinase-like protein [Arabidopsis thaliana] 



10.9C10.C10 



.28258, 
.30134, 

[Arabidopsis 
serine /threonine 



36728 
75638 
24330 

OJ990618_10. 9C10.C10.o7.gs 

24330 

none 

24330. .25218, 28 152 .. 2828 9, 
29655.-29892, 29984 .. 30134 , 

36728 
75639 

-38324 ■ - 

~'OJ990618_l6 . 9C10 ."CIO . 7 oT6'.' : gs~ 
38324 • . ' ' ■ ■ 

none ....... 

38324 . .38698 • • - - - - • • 



Seq. ID 
Strand 
End 

Method 
End 
Score 

28686 

30257 



OJ990618_10 . 9C10 . C10 
+ 



30595 
GEN SCAN 
30595 
.95 

28816, 29318. 
30403, 30473, 



,29528, 
.30595 



Seq. ID OJ990618_10.9C10.C10 
Strand + 

End _. ,38698 . : 

-Method '* • GENSCAN* •""'*""•*■ ;*■ --~" T: ™ 
End " '"" 38698 " ' " " ' ' 

Score'' .78 : ' **" ~ ' 



Seq. No. ■ 36728 
Gene No. 75640 
Start 17962 

Name OJ990618_10 . 9C10 . C10 . o5 . gs 

Start 17962 
GI none 
Exons 17962. . 18312, 

19224. .19408, 



18398. . 18548, 
19655. .19795, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

18632 

19987 



. 18869, 
.20851 



OJ990618__10. 9C10.C10 

20918 
GENSCAN 
20851 
.88 

18991. .19201, 



Seq. No. 



36728 



Seq. ID OJ990618_10.9C10.C10 



36451 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Strand 
End 

Method 
End 
Score 



20918 
AAT/NAP 
20830 
1069 

18398. .18548, 18632. .18869, 
19660/V19793, 19954 .. 20209, 



75640 
17962 

OJ990618_10. 9C10.C10.ol.np 
17965 
3021266 

17965. .18037, 18065 .. 18312 , 
18991. .19201, 19278. . 19398, 
20270.. 20830 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi | 32 92840 | emb | CAA19830 . 1 | (AL031018 ) serine/ threonine 
kinase-like protein [Arabidopsis thaliana] 

36728 Seq. ID OJ990618_10 . 9C10 . C10 

75640 Strand 

17962 End 20918 

OJ990618_10 . 9C10 . C10 . o3 . gp Method AAT/GAP 

17984 End 18459 

LIB3432-021-P1-K1-F12 Score 925 

17984.. 18459 

' 2129703/pir | | S70769 8.0e-17 receptor kinase - Arabidopsis 

thaliana >gi_2129704_pir S71184 receptor kinase - Arabidopsis 

t h a 1 i a na . > g i_l 65 6,9 2 . ( M 8 0 2 3 8 J r e cep t.o r Jci na s e, [ Ar abi. dops i.s_ 

„tha 1 i ana ] ... >g,i . . 4,4 5 1 2 3. pr f _ JL 9.0 8 4.2 9 A .receptor, kinase^. [Arabidppais, 
thaliana] 1 



Seq. No. 36728 Seq. ID 

Gene No. 75640 Strand 

Start 17962 End 

Name OJ990618_10 . 9C10 . C10 . o4 . gp Method 

Start 20525 End 

GI none Score 

Exons 20525. .20918 



OJ990618_10.9C10.C10 

20918 
AAT/GAP 
20918 
788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No; 
■Start ' 
'Name 
Start - 
GI 

Exons 



36728 
75641 
31046 

OJ990618_10. 9C10.C10.o8.gs 

31046 

none 



Seq. ID OJ990618_10. 9C10.C10 
Strand 

End 31757 • 

Method GENSCAN 

End 31757 " 

Score .77 



31046. .31115, 31244. .31390, 31609.. 31757 



36728 

75642 

32587 

OJ990 

1798 ' : 

none 

1798. 

2387. 

3200. 

12741 

13380 

13619 

18401 

18983 

28742 

29654 



618 10.9C10.C10.ol.ts , 



Seq. ID 
Strand 
End 

Method 
End 
Score' 



OJ990618 10.9C1.0.C10 



.1926, 2116. .2352, 2118 
.2683, 2765. .2893, 2766 
.3373, 3206. .3367, 1252 
..12938, 13069. .13308, 
..13466, 13380. . 13484, 
. .13792, 17941. .18003, 
..18547, 18441. .18548, , 
. .19201, 19005. .19202,/*- 
..28816, 29315. .29536/ 
..29890, 29809. .29889, 



38781 • *■ 
TBLASTX:S'oybean" ' ~ : 

36928 • . .... ' • - 

118' ' ' ' . " . ' 

2315, 2128.. 2328, 2386.. 2685, 
2852, 2766.. 2939, 2767.. 2-901, 
.12657, 12712. . 12960, 
13070. .13306, 13094. .13309, 
13381. .13524, 13613. .137 92, 
18106. .18321, 18133. .18315, 
18634. .18870, 18635. .18895, 
19278. .19352, 1927 9. .19359, 
29317. .29514, *29635 .. 29745, 
29922. .30131, 29984 .. 30091 , 



36452 




30245. .30316, 
32896. .32946, 
33109. .33216, 
33323. .33508, 
36854. .36928 



30320. .30457, 
33068. .33214, 
33294. .33380, 
33441. .33560, 



30554. .30604, 
33075. .33215, 
33296. .33532, 
33650. .33874, 




32749. ,32895, 
33108. .33215, 
33297. .33377, 
33675. .33872, 



Seq. No. 36728 ' 

Gene No. 75642 
Start 32587 

Name OJ990618_10 . 9C10 . CIO . ol . tc 

Start 1804 
GI none 
Exons 1804.. 

2769. . 
11327. 
12756. 
13386. 
18103. 
18635. 
19278. 
24978. 

. _ - -29317. 



1926, 
2870, 
. 11401 
.12950 
.13490 
.18300 
.18874 
.19352 
.25037 
...2952.6 
.2.9.695 .....298.92. 
30311. .30463 
33108. .33209 
33359. .33508 
36833. .36928 



2116.. 2352, 2118 
2770.. 2895, 2772 
, 12535. . 12669, 



13069. 
13634. 
18368. 
18984. 
19279. 
28702. 
, .29.415.. 
2.9.98.4 . 
32743. 
33294. 
33640. 
38566. 



,13308, 
,13792, 
,18544, 
,19088, 
,19353, 
;28815, 
,2.95.3.4 
.3010.9.,. 
,32880, 
,33479, 
,33729, 
,38625 



Seq. ID OJ990618 
• Strand 

End 38781 
Method TBLASTX 
End 38625 
Score 106 
..2327, 2446.-2685, 
..2876, 3215. .3370, 
12605. .12658, 12712 
13070. .13306, 13384 
13654. .13806, 18101 
18438. .18542, 18634 
18992. .19201, 18993 
20489. .20710, 24459 
28742. .28816, 29315 
2. 96 5 .4. . „.:2 3&9„Q.,_2^g 7 g 
.2.99 8.8 .... 3Q1 4Q 2 99.90 
33059. .33211, 33090 
33296. .33532, 33297 
33662. .33874, 33663 



10. 9C10.C10 



Cress 



2447. .2683, 
3235. .3378, 
.12951, 
.13506, 
.18280, 
.18870, 
.19202, 
.24686, 
.29527, 

,...,2588.7.,^ 

.^.3.Qd91.^._„.... 
. .33212, 
. .33377, 
. .33872, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36728 
75642 
32587 

OJ990618__10. 
1836 
none 

1836. .1925, 
2468. .2683, 
3206. .3367, 
13054. .13269 
13613. . 13849 
18426. .18596 
19008. .19202 
29315. .29527 
29922": "30128 
32846.' .32893 
33296. .33511' 



Seq. ID OJ990618 
Strand 

End 38781 
9C10.C10.ol.tm Method TBLASTX: 
End 36928 
Score 97 
1837. .1926, 2116. .2328, 2118. .2252, 
2491. .2646, 2766. .2834, 2766. .2876, 
12568. .12702, 12690 .. 12875, 12691.. 
13091. .13306, 13380. .13490, 13381 
13693. .13791, 18142 .. 18336, 18404 
18632. . 18853, 18634 1884 9, 18992 
19278. .19352, 19285 .. 19359, 28742 
29317 . .29451, .29675 .. 29890, 29675 
2 99 8 4 *. *; 3 009 1 30 3 2 "6 7 73 04 2 4 V 3 2*7 82 
33071.". 33214, 33108 . /33215, 33293 
33662". .33874, 337 38. . .'33884 ; 36854 



10.9C10.C10 



Maize 



2146. .2328, 
2767. .2889, 
12951, 
. .13524, 
. . 18547, 
. . 19201, 
. .28828, 
. .298 93_, 
: .-;328 6i8," ~ : ' 
335.11, 
36928" - " 



Seq. No. 36728 ' Seq. ID 

Gene No. 75642 Strand 

Start 32587 End 

Name OJ990618_10 . 9C10 . C10 . o3 . tw Method 

Start 2116 End 

GI none Score 
Exons 



OJ9'90618_10. 9C10.C10 
38781 : 

TBLASTX: Wheat 

33884 

213 



2116. .2328, 2118. .2324, 2387. .2509, 12739 12975, 12739. 

12741. .1294 7, 13070. .13132, 18 992 19189, 18992. .19201, 

18996. .19202, 29315 .. 29527 , 2 9317 .. 29523, 33662 .. 33874 , 
33666. .33884 



12939, 



36453 



Seq. No. 


36728 


Seq. ID 


OJ990618 


10 . 9C10 


. C10 


Gene No. 


75642 


Strand 








Start 


32587 


End 


38781 






Name 


OJ990618 10.9C10.C10.ol.tw 


Method 


TBLASTX : 


Wheat 




Start 


2510 


End 


33469 






GI 


none 


Score 


199 






Exons 


2510. .2683, 2512. .2682, 2766. .2870, 2767. .2871, 


13133. . 


13306, 




13135. . 13305, 13380. .13484, 


13381. . 13524, 13381 


. . 1 J5z4 , 






13625. . 13663, 18428 .. 18547, 


18441. . 18548, 18634 


1 O O A 1 

. . looUl , 






18634 18807, 18635 .. 18808, 


21509. .21577, 21562 


. . 21588 , 






29717. .29890, 29984 .. 30109, 


29985. .30128, 33071 








33090. .33287, 33296.. 33469 










Seq. No. 


36728 


Seq. ID 


oj y y Uolo 


_10.9C10 


.C10 


Gene No. 


75642 


Strand 








Start 


32587 


End 


O O 1 O T 

3o /o 1 






Name 


OJ990618 10.9C10.C10.o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


9477 


End 


i n a c c\ 
lUUby 






GI 


none 


Score 


80 






Exons 


94 77. .9617, 9668. .10069, 98 60. .10063 








.Se.q...„.N.o,-j. 


. 367 .25. „ 


~_ Seq.. . ID_. 


.O.J9„9Q6J18 


^io„ v 9.cm 


^ClO,... 


.Gene.., No.,. 


..75642 






-- ~ - — 


, , 


Start 


32587 


End 


38781 






Name 


OJ990618' 10.9C10.C10.o2.tm 


Method 


TBLASTX : 


Maize 




Start 


9668 


End 


10070 






GI 


none 


Score 


93 






Exons 


9668. .9787, 9854. .10069, 9855. .10070 








Seq. No. 


36728 


Seq. ID 


OJ990618 


_10. 9C10 


.C10 


Gene No. 


75642 


Strand 








Start 


32587 


End 


38781 






Name 


OJ990618 10. 9C10.C10.o2. tw 


Method 


TBLASTX : 


Wheat 




Start 


9674 


End 


10036 






GI 


none 


Score 


93 






Kxon s 

J^J *V \h/ 1 1 kJ? 


9674.. 10036, 9855.. 10022 










Seq. No. 


36728 


Seq. ID 


OJ990618 


10 . 9C10 


. C10 


Gene No. 


75642 


Strand 








Start 


32587 


End 


38781 






Name 


OJ990618 10.9C10.C10.o3.tm 


Method 


TBLASTX: 


Maize 




Start . . 


10883 ... . 


End 


24686 






GI * \ " "' ' 


none ' ' ' " " ' 


* , Score ; " * 








Exons"' 


' 10883. . 11047, 10891\:. 11046, 


20525. .20.689,' 20556 


. .'20690," 






24 518 . .24 685, : 24 51 9. .24 686 "" 










Seq. No . . 


36728 ' 


. .. Seq. ID 


OJ990618 


10 , 9C.10 


.C10 


Gene No. 


' 75642 


Strand 








Start 


32587 


End 


38781 






Name 


OJ990618 10. 9C10.C10.o3. ts 


Method 


TBLASTX: 


Soybean 




Start 


10979 


End 


38625 






GI 


none 


Score 


118 






Exons 


10979. .1114 6, 11327. . 11413, 


11441. .11509, 20039 


. .20227, 






20426. .20713, 24498.-24794, 


38464. .38625, 38492 


. .38617 




Seq. No. 


36728 


Seq. ID 


OJ990618 


_10. 9C10 


.C10 


Gene No. 


75642 


Strand 









36454 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

Name,.., ... v 

.Start ... . 
GI 

Exons 

GI Descrip. 



32587 End 

OJ990618_10. 9C10.C10.o9.gs Method 

32587 End 

none Score 



38781 
GENSCAN 
37668 
.92 



32587. .32949, 33065 .. 33215, 33294 .. 33531, 33661 33871, 
36854. .36984, 37512. .37668 



36728 
75642 
32587 

OJ990618_10. 9C10.C10.o3.np 

32590 

4530126 

32590. .32712, 327 42.-32 94 9, 
33661. .33871, 36854 .. 36984 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
33065. .33215, 
37512. .37619, 



OJ990618 10.9C10.C10 



38781 
AAT/NAP 
38781 
917 

33294, 
38367, 



,33531, 
,38781 



(AF078082) receptor-like protein kinase homolog RK20-1 
[Phaseolus vulgaris] 



Seq. ID OJ990618_10.9C10.C10 
Strand 

End 38781 
_ Method _,AAI/GAP. 

,....End_ .„ _37j6t59L , ..... 

Score 877 
37512.. 37659 

1 4803938 /gb | AAD29811 . 1 1 AC006264_19 1.0e-18 (AC006264) 
aromatic amino acid permease [Arabidopsis thaliana] 
>gi_5139337_emb_CAB45643.1_ (AJ243221) putative AUXl-like 
permease [Arabidopsis thaliana] 1 



36728 
75642 
32587 

jQa9.9.Q6A8_10-,.9Cl ; Q^ClJ3.. - p.5 . gp. . 

..3.3.6.54 _ , .. ,~ 

LIB3434-031-P1-K1-A3 

33654 . .33871, 36854 3698 4 , 



putative 



Seq. No. 


36729 








Seq. ID 


OJ990618_10.9C10 


.Cll 


Gene No. 


75643 








Strand 






Start 


82 








End 


377 




Name 


OJ990618 10.9C10 


.Cll 


ol 


.gs 


Method 


GENSCAN 




Start 


82 








End 


377 




GI 


none 








Score 


.45 




Exons 


82. .377 














Seq. No. 


36730 








Seq. ID 


OJ990618__ 10 


.C12 


Gene No. 


75644 








Strand 


+ 




Start 


106 








End 


1588 




Name 


OJ990618 10.9C10 


..C12 


ol 


. ts . 


. Method 


. TBLASTX :.Soybean 




Start * ' 


. -..-v r ~*~ 








: \ End ' 


"~74 2- • " -"^ 


*■ i 


GI- 


none 








Score 


. 102 




Exons 


" 8. .238,' 2T5. .331 


, 541 


3. . 


604/ 


"683'. .742 






Seq. No. 


.36730 








. Seq. ID 


OJS-. 10 


.C12 


Gene No. 


7-564 4 








Strand 


+ 




Start 


106 








End 


1588 




Name 


OJ990618 10.9C10 


.C12 


ol 


.gs 


Method 


GENSCAN 




Start 


106 








End 


1588 




GI 


none 








Score 


.68 




Exons 


106.. 797, 1457.. 


1588 












Seq. No. 


36731 








Seq. ID 


OJ990618_10. 9C10 


.C14 


Gene No. 


75645 








Strand 






Start 


1 








End 


338 





36455 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990618_10 . 9C10 . C14 . ol . np Method AAT/NAP 
1 End 338 

6650550 Score 146 

1..51, 151. .338 

(AF109153) MADS box transcription factor MADS 17 [Oryza sativa] 

36732 Seq. ID OJ990728_11 . 9C03 . CI 

75646 Strand + 

1 End 474 

OJ990728_11. 9C03.Cl.ol.np Method AAT/NAP 

1 End 474 

2252843 Score 276 

1. . 474 

(AF013293) No definition line found [Arabidopsis thaliana] 
gi| 6049885 |gb|AAF02800.1 |AF195115_20 (AF195115) No definition 
line found [Arabidopsis thaliana] 



Seq. No. 36732 Seq. ID 

Gene No. 75646 Strand 

Start 1 End 

Name OJ990728_11 . 9C03 . CI . ol . gs Method 

„ .StarJ;^ 17_ _ . End__ . 

.GI. .none. .. .„ . ^ r . J.\ Score. ... 

h z_ Exons 17. .188 

^ Seq. No. 36733 Seq. ID 

llj Gene No. 75647 Strand 

=3 Start 3587 End 

\~= Name OJ990728_11 . 9C03 . C3 . o2 . gs Method 

Start 3587 End 

lf_ GI none Score 
y Exons 



OJ990728_11.9C03.C1 
+ 

474 

GENSCAN 

.las^ . . . 

...7 6... _ 



OJ990728_11.9C03.C3 
+ 

7588 
GENSCAN 
7585 
.47 



3587. .3683, 4248. .4361, 4435. .4546, 4952. .5080, 5245. .5423, 
5500. .5663, 5769. .5843, 5928. .6236, 6712. .7056, 7469. .7585 



l~i Seq. No. 36733 Seq. ID OJ990728_11 . 9C03 .C3 

z '" 4 Gene No. 75647 Strand + 

Start 3587 ; End- 7588 

si Name OJ990728_11 . 9C03 . C3 . ol . np "Method AAT/NAP 

Q Start 5024 End 7588 

?2 GI 3386605 Score 931 

Exons 5024.. 5663, 5769.. 5843, 5928.. 6236, 6712.. 7056, 746', .7588 
GI Descrip. (AC004665) hypothetical, protein , [Arabidopsis -thaliana] _ 

• Seq. ' No. • '367 33 :" *' . Seq. ID O J 9 9 0 7 2 8_! 1 . 9C0 3 C3 

Gene No. . 7 5.64 8.'. " ." " ' Strand - . 

"Start- ."5842.' '• ' ' End ' 9661 - • : • - 

Name _ ., OJ990728_11 .'9C03 . C3 - ol . tm " Method TBLASTX : ; * 

Start 5306 End r . 

GI none -■ Score 

Exons 5306. .5428, 5306. .5347, 5347. .5415, 5507. .5599, 5508. .5600, 
5604. .5666, 5609. .5662 

Seq. No. 36733 Seq. ID OJ990728_11 . 9C03 . C3 

Gene No. 75648 Strand 

Start 5842 End 9661 

Name OJ990728_11 . 9C03 . C3 . o2 . ts Method TBLASTX : Soybean 

Start 5306 End 5636 



36456 



GI 


none 








Score 


149 


Exons 


5306 . . 54 19 , 


5347 . 


C A 1 O 

.5412, 


c c n c 

5505 . 


. 5636 




Seq. No. 


36733 








Seq. ID 


OJ990728_11.9C03.C3 


Gene No. 


75648 








Strand 




Start 


5842 








End 


9661 


Name 


OJ 990 i Za 11 


or"A o 

. 9C03 . 


C3 . o3 . 


ts 


Method 


TBLASTX: Soybean 


Start 


578-6 








End 


6143 


GI 


none 








Score 


76 


Exons 


C "1 O /*" C O C 1 

5 /o o . . bool , 


C T O *7 


.5843, 


5 927 . 


.5971, 5928.-5972, 6048. .6143, 




6050 . .6109 












Seq. No. 


3d / 33 








Seq. ID 


OJ990728_11.9C03.C3 


Gene No . 


/5o4o 








Strand 




Start 


5842 








End 


9661 


Name 


OJ990728_11 


.9C03. 


C3.o2. 


np 


Method 


AAT/NAP 


Start 


C Q y| O 
JO 4 Z 








End 


9661 


GI 


4 680190 








Score 


129 


Exons 


r o ji o conn 

5842 . .5899, 


8432. 


.8528, 


8599. 


8770, 9632. .9661 


GI Descrip.. 


(AF111 110 ) 


putative dnaJ-like 


protein 


[Oryza sativa subsp. 




indica]. 












&e.q... .No,.. , . 1 


. .367.33 






— »- — ™ 


:.Seq...' J.D. 




Gene No. 


75648 . 








Strand 




Start 


5842 








End 


9661 


Name 


OJ990728 11 


. 9C03 . 


C3 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


5927 








End 


624 8 


GI 


none 








Score 


50 


Exons 


coot cmi 

5927 . . 5971, 


5928. 


.5972, 


6048. 


6248, 6053. .6235 


Seq. No.. 


36733 








Seq. ID 


OJ990728_11.9C03.C3 


Gene No. 


75648 








Strand 




Start 


5842 








End 


9661 


Name 


OJ990728 11 


.9C03. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6159 








End 


7064 


GI 


none 








Score 


69 


Exons 


6159 . . 6236, 


6709. 


.6786, 


6766. 


6909, 6940. .7056, 6966. .7058, 




6967 . . 7062 , 


6993. 


.7064 








Seq. No. 


36733 








Seq. ID 


OJ990728_11.9C03.C3 


Gene No. 


75648 








Strand 




Start 


58 4 z - . 








End 


-9661-;- , 


Name 7 ; 


OJ990728 11 


.'9C03: 


C3.;ol'. 


tc ■"• ' : " v 


Method 


TBLASTX : Cress v "' -"" z -' r 


Start 


6708 








■End - 


7 065 ' . - " ' 


GI 


none 








Score 


' 362 . - < ■ • • • 


Exons* 


■ 6 7-0 8-. . 67 34 , 


6709. 


.7065, 


6768. . 


69Cft 




Seq. No. 


36733 








Seq. ID 


OJ990728_11.9C03.C3 


Gene No. 


75648 








Strand 




Start 


5842 








End 


9661 


Name 


OJ990728 11 


.9C03. 


C3.ol. 


ts • 


Method 


TBLASTX : Soybean 


Start 


6730 








End 


7582 


GI 


none 








Score 


365 


Exons 


6730. .7056, 


7462. 


.7578, 


7469. . 


7582 




Seq. No. 


36733 








Seq. ID 


OJ990728_11. 9C03.C3 


Gene No. 


75648 








Strand 





36457 





Start 


5842 


End 


9661 




Name 


OJ990728_11 . 9C03.C3.o3.gs 


Method 


GENSCAN 




Start 


8405 


End 


9384 




GI 


none 


Score 


.78 




Exons 


8405. .8562, 8639. .8828, 9365. 


. 9384 






Seq. No. 


36733 


Seq. ID 


OJ990728_11 . 9C03 . C3 




Gene No . 


75648 


Strand 






Start 


5842 


End 


9661 




Name 


OJ990728 11.9C03.C3.ol.gp 


Method 


AAT/GAP 




Start 


8423 


End 


9625 




GI 


700043 


Score 


78 6 




Exons 


8423. .8562, 8639. .8828, 9543. 


.9625 






GI Descrip. 


4 680190/gb|AAD27555. 1 |AF111710_1 1 . Oe 


1 f*\ / "TV T-l 1 1 1 T 1 /"V \ I i ' 

-19 (AF111710) putative 






dnaJ-like protein [Oryza sativa subsp 


. indica] 




Seq. No. 


36734 


Seq. ID 


OJ990728_11.9C03.C4 




Gene No. 


75649 


Strand 






Start 


2029 


End 


3765 




Name 


OJ990728 11.9C03.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2015 


End 


2689 




gi_ ^ 


.. none ... . , „. ^ 


„S.pp.re_ 


81 


' - J - 


..._Exons_ _ 


,.2.015.. , 2128.., .2Q29..,..216X.^203,6... 


. 21 52,.. 2 17. 9,.,. 2.2 29 ,,.21 8.0 , ..,2 2.3.0 






2199. .2231, 2346.. 2417, 2*424. 


.2468, 2576.. 2689 


2. _ 


Seq. No. 


36734 


Seq. ID 


OJ990728_11. 9C03.C4 


LIT 


Gene No. 


75649 


Strand 




iTi 


Start 


2029 


End 


3765 


"2 


Name 


OJ990728 11.9C03.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


2028 


End 


2311 




GI 


none 


Score 


146 




Exons 


2028. .2261, 2029. .2280, 2033. 


.2281, 2048. .2311 


f 1 


Seq. No. 


36734 


Seq. ID 


OJ990728_11. 9C03.C4 




Gene No. 


75649 


Strand 




f ~ 


Start 


2029 


End 


3765 


S'J 


Name 


OJ990728 11. 9C03.C4 .ol.gs 


Method 


GENSCAN - 




Start 


2029 


End 


3671 


' IJ 


GI 


none 


Score 


.72 


E. »ii 


Exons 


2029. .2322, 2576. .2810, 3415. 


.3671 






Seq. No.. 


, 36734 . . . 


Seq. ID 


OJ990728__11. 9003,04^ 





' Gene No; ' * 


' 75649 "' " r: ' : 


: Strand ": 






' Start 


'2029 


End - 


3765 - - ■ 




* Name 


OJ990728 11. 9C0'3.C4.ol.np 


Method " 


AAT/NAP 




Start 


• •2032 


End- - 


- 3765 - - 




GI 


2252843 


Score, ' 


327 




Exons 


2032. .2473, 2567. .2621, 2676. 


.2846,' 3' 


406.. 3765 




-GI Descrip. 


(AF013293) No definition line 


found [Arabidopsis thaliana] 






gi | 604 9885] gb | AAF02800 . 1 | AF195115_20 


(AF195115) No definition 






line found [Arabidopsis thaliana] 






Seq. No. 


36734 


Seq. ID 


OJ990728_11.9C03.C4 




Gene No. 


75649 


Strand 






Start 


2029 


End 


3765 




Name 


OJ990728 11.9C03.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


2609 


End 


3764 



36458 



GI 

Exons 



none Score 91 

2609. .2728, 2610. .2729, 2657. .2731, 2696. .2845, 2774. .2812, 

2796. .2849, 3414. .3467, 3414. .3764, 3415. .3579, 3622. .3756, 
3624.. 3761 



Seq. No. 36734 

Gene No. 75649 

Start 2029 

Name OJ990728_11 . 9C03 . C4 . ol . tw 

Start 2762 

GI none 

Exons 2762.. 2842, 2773.. 2850, 3413. 

3428.. 3592, 3622.. 3756, 3627. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3577, 3414 
.3764 



OJ990728 11.9C03.C4 



3765 

TBLASTX: Wheat 
3764 
63 

3764, 3415. .3579, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI_De.sj3rip_. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36735 Seq. ID OJ990728_11 . 9C03 . C5 

75650 Strand 

1 End 2709 

OJ990728_11. 9C03.C5.ol.np Method AAT/NAP 

1 End 2709 

2252843 Score 552 

1..862, 2247. .2330, 2388. .2709 

, (A.Fft 132.93 1. „ NQ„ji£f 



.„gij 6.0,49.88.5 i.gb.l.AAF.0 25.0.0...! \AF1&5115.^2D„A&F195XX5-) : Ncude.f iaitiQa, 
line found [Arabidopsis thaliana] 



36735 Seq. ID 
75650 Strand 
1 End 
OJ990728_11 . 9C03 .C5.ol.gs Method 
22 End- 
none Score 
22. .485, 701. .862, 2247. .2650 



OJ990728_11. 9C03.C5 

2709 
GENSCAN 
2650 
. 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



Seq.- No; 
Gene No. 
Start 
Name ■ 
Start . 
GI 

Exons 



36735 Seq. ID 

75650 Strand 
1 End 
OJ990728_11. 9C03.C5.ol.tm Method 
245 End 
none Score 

245. .469, 249..470, 368. .475, 384 

542. .580, 632. .721, 646. .723, 646 



OJ990728 11.9C03.C5 



2709 

TBLASTX: Maize 
723 
165 

470, 403. .480, 541. .594, 

723 



36736" ' " : ' - 
75651 ' ■• 

10679 

OJ99"0728_11 . 9C03 . C6 ,ol . gp. 

10679 

none 

10679. .11121 



- Seq. ID- 
Strand 
End 

. Method 
" End 
. Score 



' OJ99072 8_1 1 9C 0 3 . C 6 ' 

-+ - " 

11121 ' ' 

AAT / GAP 

11121 ' \. 
793 



Seq. No. 36736 Seq. ID 

Gene No. .75652 Strand 

Start 16353 End 

Name . OJ990728_11 . 9C03 . C6 . o4 . gp Method 

Start 16353 End 

GI 3106733 Score 

Exons 16353. .16753 



OJ990728_ll.9C03.ee 
+ 

16753 . 

AAT /GAP • 

16753 

646 



36459 



Seq. No. 36736 

Gene No. 75653 

Start 19457 

Name OJ990728_1 1 . 9C03 . C6 . o4 . gs 

Start 19457 

GI none 
Exons 



Seq. ID OJ990728_11. 9C03.C6 

Strand + 

End 24684 

Method GENSCAN 

End 24684 

Score . 64 



19457. .19710, 20469. .20621, 20632 .. 20791, 2111 6 .. 21202 , 
24619. .24684 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36736 
75654 
1 

OJ990728_11. 9C03.C6.ol.np 
1 

2252843 



Seq. ID OJ990728_11. 9C03.C6 
Strand 

End 5900 
Method AAT/NAP 
End 3163 
Score 1008 

1..694, 779. .1570, 1647. .1974, 2054. .2252, 2721. .2863, 
3059. .3163 

(AF013293) No definition line found [Arabidopsis thaliana] 
gi|6049885|gb|AAF02800.1|AF195115_20 (AF195115) No definition 
line found [Arabidopsis thaliana] 





..^,.yD/.JQ,. ....... ..- - . . 


...-JSeq.. ID,. 


_ OJ59.0.72.8_1L. 




("2 O T~l o NIo 


/ JU J4 


Strand 






OLdH. 


1 
J. 


End 


5900 




Name 




Method 


GENSCAN 




Start 


124 


End 


5900 




GI 


none 


Score 


.58 




Exons 


124. .1157, 1226. .1544, 1647. 


.1991, 2103.. 2252, 2721 


. .2828, 




3077. .3130, 3647. .3718, 3925 


..4002, 5688. .5900 




Seq. No. 


36736 


Seq. ID 


OJ990728_11. 


9C03.C6 


Gene No. 


75655 


Strand 






Start 


7549 


End 


14861 




Name 


OJ990728 11.9C03.C6.o2.gs 


Method 


GENSCAN 




Start 


7549 . 


End 


14861 




GI 


none 


Score 


.72 




Exons 


7549. .7617, 8831. .8940, 9649 


..10036, 11407. .11702, 


11871. . 12111, 




12194 ..12321, 12410. .13979, 


14226. . 14284, 14705. .14 


861 


Seq. No. 


36736 


Seq. ID 


OJ990728_11. 


9C03.C6 


Gene No. 


75655 -_ 


Strand. 






Start'* 


' - 754 9 - • . - ; 


- End : 


"14 8 61 




Name 


"OJ990728 11. 9C03.C6.o2.gp . 


Method 


- AAT/GAP 




Start 


* 1204 6 ' " * 


' End ■ 


12998 " " 




GI ' ^ 


none 


- Score' 


. 1439 ■ = . 




Exons 


1204 6. .12111, 12194. : 12321, 


12410 ...12998 




Seq. No. 


36736 


Seq. ID 


OJ990728_11. 


9C03.C6 


Gene No. 


75656 


Strand 






Start 


14794 


End 


15813 




Name 


OJ990728 11.9C03.C6.o3.gp 


Method 


AAT/GAP 




Start 


14794 


End 


15813 




GI 


2310176 • 


Score^ 


823 




Exons 


14794. .14966, 15531. .15813 








Seq. No. 


36736 


Seq. ID 


OJ990728JL1. 


9C03.C6 



36460 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



75657 Strand 

17734 End 19096 

OJ9907.28_11 . 9C03 . C6 . o2 . np Method AAT/NAP 

17734 End 19096 

4538624 Score 550 
17734. .19096 

(AJ133502) hypothetical protein [Nicotiana tabacum] 



36736 



Seq. ID OJ990728 11.9C03.C6 



75658 Strand 
22414 End 
OJ990728_11 . 9C03 . C6 . o3 . np Method 
22414 End 
6069646 Score 
22414. .22789, 27042. .27073 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



28783 
AAT/NAP 
27073 
355 

transcriptase 
,1| (AP001129) 

F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



.Geo.e_.No . . 
Start 
Name 
Start 
GI 

Exons 



36736 



..75.6.5.8 

22414 

OJ990728_11. 9C03.C6.o5.gs 
26618 
none 

26618. .26651, 268 10 .. 26904 , 
28283.-28362, 28745. .28783 



_ _.Seq..„_.ID 

S.tjcan.d •! 

End " 
Method- " 
End 
Score 
27008 



OJ990728 11.9C0 3.C6 



28783 
GEN SCAN 
28783 
.82 

27133, 27321. .27555, 



Seq. No. 36736 Seq. ID 

Gene No. 75659 Strand 

Start 29857 End 

Name OJ990728_11 . 9C03 . C6 . 06 . gs Method 

Start 29857 End 

GI none Score 

Exons 29857. .29987, 30245 30296, 30472 

33528. .33726, 33913 34 132, 35662 



OJ990728 11.9C03.C6 



39096 
GEN SCAN 
39096 
.65 

30634, 32520. .32652, 
35726, 35837. .36063, 



37455. .37637, 3794 6 .. 38138, 38330 .. 38564 , 38963.. 39096 



Seq. No, 36736 
Gene No.. . 75660 

Start"-' " : "39812. ' '» 

Name ' - OJ990728_11 '. 9C03 . C6 Vol . tin 
Start ' ' 11221" 

GI*- • none" > ■ .. "- ■ ; 

Exons 1122-1, 

11359. 

11611. 

11985. 



Seq. ID 

Strand 
End; • ' 
Method 
End \. 
Score 



OJ990728 11.9C03.C6 



,11358, 1*1221. .11358, U241. 
.11571, 11363. . 11719, 11378. 



.11721, 11866. .11982, 11866 .. 12000, 11970 
.12119, 12205. .12246, 12206. .12247 



43605 

TBLASTXi'Maize' 
• ' 12247 ^ 1 ■ 
- ■ 140 ■ ' 
11393, 11356. .11718; 
11719, 11400. .11720, 
12101, 



Seq. No. 36736 Seq. ID 

Gene No. 75660 Strand 

Start 39812 End 

Name OJ990728_11 . 9C03 . C6 . ol . tw Method 

Start 11373 End 

GI none Score 



OJ990728_11. 9C03.C6 
43605 

TBLASTX: Wheat 

11681 

248 



36461 




Exons 11373. .11681, 11374.. 11673 

Seq. No. 36736 Seq. ID OJ990728_11 . 9C03 . C6 

Gene No. 75660 Strand 

Start 39812 End 43605 

Name OJ990728_1 1 . 9C03 . C6 . o3 . tm Method TBLASTX : Maize 

Start 12803 End 13267 

GI none Score 85 

Exons 12803. .12880, 12811 .. 12897 , 128 12 .. 12907 , 12908 .. 12982 , 

12912. .12983, 1294 3 .. 12984 , 12973 .. 13101, 12 982 13101 , 

12987. .13115, 13104. .13265, 13109 .. 132 67 , 13110 .. 13184 , 
13115. .13267 

Seq. No. 36736 Seq. ID OJ990728_11 . 9C03 . C6 

Gene No. 75660 Strand 

Start 39812 End 43605 

Name OJ990728_11 . 9C03 . C6 . o2 . tm Method TBLASTX : Maize 

Start 13272 End 13847 

GI none Score 289 

Exons 13272. .13730, 1327 9 13455, 13284 13757 , 13487 .. 13744 , 

13806. .13847 



.Seq.._No_...... _..3.6736.;_ .... .,.'.,..Seq, ,ID„_OJ99J372^11^9C(D.3,..C6 ...... . . 

Gene No. 75660 Strand 

Start 39812 End 43605 

Name OJ990728_11 . 9C03 . C6 . o2 . tw Method TBLASTX : Wheat 

Start 16890 End 17255 

GI none Score 115 

Exons 16890. .17018, 17133.. 17255 

Seq. No. 36736 Seq. ID OJ990728_11 . 9C03 . C6 

Gene No. 75660 Strand 

Start 39812 End 43605 

Name OJ990728_11 . 9C03 . C6 . ol . tc Method TBLASTX : Cress 

Start 16920 End 18577 

GI none Score 356 ^. 

Exons 16920. .17018, 17 133 .. 17252; 17551 17700 , 17874 .. 17975 , 
17966. .18577 

Seq. No. 36736 Seq. ID OJ990728_11 . 9C03 . C6 

Gene No. 75660 Strand 

Start . .39812. - . .End _ 43605 .. - _ 

Name' '" OJ'990728_li ~ 9C03 . C6 . of.'ts - ' r Method * T B LAS T X : Soy be a n • 7 :r ; " 7 

Start" - .\ 16932'; , ' • * " . . *• ' End 17259 ' ' ' ' " 

GI ■ - none - ■ * - - ; Score '44 " * ' " 

Exons 16932. .17024,. 16940. .17050, 16950 . .'170'21 7 - 17 133 . :'17258 , • 

^ 17134 .'.17259, 17136.. 17258 

Seq. No. 36736 Seq. ID OJ990728_11 . 9C03 . C6 .. 

Gene No. 75660 Strand 

Start 39812 End 43605 

Name OJ990728_11 . 9C03 . C6 . o2 . ts Method TBLASTX : Soybean 

Start 18086 End 18340 

GI none Score 7 5 

Exons 18086. .18340, 18146.. 18310 

Seq. No. 36736 Seq. ID OJ990728_11 . 9C03 . C6 



36462 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



75660 Strand 

39812 End 43605 

OJ990728__11 . 9C03 . C6 . o7 . gs Method GENSCAN 

39812 End 43605 

none Score . 7 

39812. .39973, 40268 .. 40382, 40782 .. 40896, 4 1712 4 1777 , 

41864 . .42056, 42444 42672, 43421. .43605 



Seq. No. 36737 Seq. ID OJ990728_11 . 9C03 . C7 

Gene No. 75661 Strand + 

Start 1748 End 2270 

Name OJ990728_11 . 9C03 . C7 . ol . gp Method AAT/GAP 

Start 1748 End 2270 

GI LIB3434-038-P1-K1-F1 Score 765 

Exons 1748. .2270 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 


36737 






Seq. ID OJ990728 


11.9C03.C7 


Gene No. 


75662 






Strand 






Start . . 


171 ' 






End' 4027 . 






Name • 


_Qa95La7^2S„ XI 


^9CC13 


A .C7^pl^..gs. „ 


• Method GENSCAN 






Star.t. ...... 


_17.1.. : . ; ./. _ 






....End"*'..-.-.. J..Q27. JLl 






GI 


none 






Score .66 






Exons 


171. .279, 1568.. 


1651, 3608.. 


3696, 3827.. 4027 






Seq. No. 


36737 






Seq. ID OJ990728 


11. 9C03.C7 


Gene No. 


75663 






Strand 






Start 


5047 






End 9383 






Name 


OJ990728 11 


.9C03 


.C7 .o2.gp 


Method AAT/GAP 






Start 


5047 






End 9381 






GI 


12863 1.R1084 




Score 2210 






Exons 


5047. .5280, 


5838 


..5950, 6363 


..6458, 7560. .7676, 


8085. 


.8183, 




8456. .8587, 


8683 


..8858, 8980 


..9154, 9289. .9381 






GI Descrip. 


'3540183 1. 


Oe-115 (AC004122) 


Highly Similar to 


branched- chain 




amino acid 


aminotransferase 


[Arabidopsis thaliana] 1 




Seq. No. 


36737 






Seq. ID OJ990728 


11.9C03.C7 


Gene No. 


•75663 






Strand 






Start 


5047 






End 9383 






Name 


OJ990728 11 


.9C03 


.C7.ol.tm 


Method TBLASTX: 


Maize 




Start 


.5140 . 






End . 9383 - .- 






GI . ; . - • ■ • 


none" 






Score ' 12 9 -- 






Exons 


5140. .5268, 


5160 


. .5267, : 5837 


. .5953,. 5838. .5957'/ 


' 5840. 


.5956, ' 




6360. .6455, 


6361 


..6456, 6361 


. . 6459.,/63'62. .6463, 


7558. 


.7"683, 




7559. .7678, 


'7569 


...7685, 8064 


.'.8201, 8082.'. 8183, 


.8083.. 


.8184-v- 




8454.". 85*85, 


8456 


..8587, 8664 


. .8813,' 8680'. .'8814, 


.8680. 


.8817, " 




8684. .'8830, 


8750 


."8818/ 8821 


..8862, 8823.'. 8870, 


8975. 


.9148, 




8979. .9152, 


8983 


..9159, 8984 


..9148, 9298. .9378, 


9298. 


.9381, 



9309. .9383 



Seq. No. 36737 Seq. ID OJ990728_11 . 9C03 . C7 

Gene No. 75663 * Strand 

Start 5047 End 9383 

Name OJ990728_11 . 9C03 . C7 . o2 . gs Method GENSCAN 

Start 5160 End 9377 

GI none Score .77 



36463 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5160.. 5280, 5838.. 5950, 6363.. 6458, 7560.. 7676, 7971.. 8183, 
8456. .8587, 8683. .8793, 8998. .9154, 9289. .9377 



36737 
75663 
5047 

OJ990728_11.9C03.C7.ol.np 

5163 

6319167 



OJ990728 11.9C03.C7 



Seq. ID 
Strand 

End 9383 
Method AAT/NAP 
End 92 62 

Score 1145 

5163. .5280, 5838. .5950, 6363.-6458, 7560. .7676, 8085. .8183, 
8456. .8587, 8683. .8858, 8980. .9262 

(AF19384 6) branched-chain amino acid aminotransferase [Solanum 
tuberosum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36737 
75663 
5047 
OJ99072 
5837 
none 
5837. .5 

' .155.9,.- .7 
„ 8027.,.., 8. 

8454 .'.8 
8680 
8984 



OJ990728 11.9C03.C7 



8 11.9C03.C7.ol.ts 



953, 

.672,.. 

14.CU 
588, 
817, 
145 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5850. .5900, 6322, .6450, 6360. .6461, 6361. .6459, 
. ^SSg.. ._1656..__^5ijS0_..,_167 6., -1561. .. ?683l, 7 569,. . 7'685 , . 
A6,6.i. ..8Z01.,.., 8.0 8 3. .....8 1 8.4,,_8JD S>0 _ 8.2 03.,_8J.5A .^SSiiX,.. 

8456.. 8587," 8500.. 8595, 866'4 8756, ' 8679. . 8768, 
8681. .8815, 8829. .8870, 8833. .8859, 8983. .9159, 



9383 

TBLASTX: Soybean 

9159 

81 



Seq. No. 36737 - Seq. ID 

Gene No. 75663 Strand 

Start 5047 End 

Name OJ990728_11 . 9C03 . C7 . ol . tc Method 

Start 8100 End 

GI none Score 
Exons 



OJ990728_11.9C03.C7 
9383 

TBLASTX : Cress 

9139 

151 



8100. .8201, 8436. .8588, 8456.-8587, 8680. .8844, 8681. .8812, 
8829. .8870, 8963. .9139, 8983. .9138 





Seq. No. 


36738 


Seq. ID 


OJ99072E 


J_ll 


. 9C03.C8 




Gene No. 


75664 


Strand 


+ 








Start 


'2449 : 


End 


5018 ' 








Name 


OJ990728 11. 9C03.C8.ol.np 


Method 


AAT/NAP 








Start 


24 4.9 


End 


4183 








GI .-. 


6721512.. ... 


. Score 


. 54_ 








Ex oris" * : ■ * 


• 2'44 9'.".2563 : , "4 160 V . 4 183 r -"'" : ' 












GI Descrip.. 


. (AP.001072) .hypothetical protein' [Oryza 


sativa] ' 








Seq.' No.- ■■ - 


- "36738 • v 


■•' Seq. -ID 


OJ-99-0726 


i_li 


.'9C03.C8 




Gene" No. • 


75664" 


Strand : 


+ 








Start • 


2449 


End' " 


' 5018 








Name 


OJ990728 11. 9C03.C8.o2.np 


Method - 


•AAT/NAP 








Start 


3399 


End 


4968 








GI 


6721558 


Score 


244 








Exons 


.3399.. 3498, 4199.. 4323, 4766 


. .4968 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 










gi| 6815083 |dbj | BAA90369.il ( 


AP001081) 


hypothetical 


protein 






[Oryza sativa] 











Seq. No. 



36738 



Seq. ID OJ990728_11.9C03.C8 



36464 



Gene No. 
Start 
Name ^ 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



75664 
2449 

OJ990728_11 . 9C03 . C8 . o3 . np 
3923 
6721561 

3923.. 3958, 4357. .4570, 
(AP001073) EST AU082058 
predicted gene 
gi| 6815086|dbj 
corresponds to 
protein [Oryza 



Strand 
End 

Method 
End 
Score 
4640. .4698, 



+ 

5018 
AAT/NAP 
5018 
455 
4768. .5018 



C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_ 
+ 

1443 
AAT/NAP 
579 
646 



11.9C03.C9 



36739 
75665 
1 

OJ990728_11. 9C03.C9.ol.np 

1 

6721561 
1. .579 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

c.or, r e sporids .to !..a. ..re gi Qn „o.f j: fee ^pr.e.di ct,e.d geaeL'..;^,feypQ.tfee£XAa ' 1 _ _ 
protein [Oryza"- .sativa] 



Seq. No. 


36739 


Seq. ID 


OJ990728_11 


. 9C03 


.C9 


Gene No. 


75665 


Strand 


+ 






Start 


1 


End 


1443 






Name 


OJ990728 11.9C03.C9.ol.gs 


Method 


GENSCAN 






Start 


- 7 


End 


1443 






GI 


none 


Score 


.78 






Exons 


7. .105, 271. .578, 700. .845, 


943. .1076, 


1231. .1443 






Seq. No. 


36739 


Seq. ID 


OJ990728_11 


.9C03 


.C9 


Gene No. 


75666 


Strand 


+ 






Start 


8357 


End 


15020 






Name 


OJ990728 11.9C03.C9.o4.np 


Method 


AAT/NAP 






Start 


8357 


End 


12857 






GI- 


6721512 


Score 


57 






Exons 


8357. .8478, 12821. .12857 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq-." Nov* 


""36739 : ■■• - 


/ Seq. ' ID " 


;pJ990728_ir 


. 9C03 


.c9 


Gene .No;" . 


75666. • " . '. .' "• . 


Strand 


+ 






Start; 


8357 


End ■ 


15020 






.Name ■ 


OJ990728 11. 9C03.O9.ol-,gp 


Method. - 


AAT/GAP 






Start 


9541 ; ' ' 


End 


10211 






GI 


uC-osflcyp011b03bl 


Score 


940 






Exons 


9541. .9598, 9672. .9734, 9843 


. . 10211 








GI Descrip. 


■ 142175.1 3.0e-12 (U60592) putative ORF; 


conserved 


in .5 1 


1 leaders 



of plant SAMdC [Pisum sativum] 1 

Seq. No. 36739 Seq. ID 

Gene No. 75666 Strand 

Start 8357 End 

Name OJ990728_11 . 9C03 . C9 . o5 . np Method 

Start 9677 End 



OJ990728_11.9C03.C9 
+ 

15020 

AAT/NAP 

12307 



36465 



GI 6688926 Score 149 

Exons 9677.. 9734, 9843.. 9913, 9987.. 10068, 10309 10424 , 10539 .. 10602 , 

11984. .12307 

GI Descrip. (AJ251365) VAP27 [Nicotiana plumbaginif olia] 



Seq. No. 36739 Seq. ID 

Gene No. 75666 Strand 

Start 8357 End 

Name OJ990728_11 . 9C03 . C9 . 06 . gs Method 

Start 9680 End 

GI none Score 
Exons 



OJ990728_11.9C03.C9 
+ 

15020 
GENSCAN 
15020 
.8 



9680. .9734, 9843 .. 9913," 12056 .. 12979, 13105 .. 13385, 
13437. .13723, 13870 .. 14057, 14133 .. 14322, 14 395 .. 14 4 99, 
14572. . 15020 



Seq. No. 36739 Seq. ID 

Gene No. 75666 Strand 

Start 8357 End 

Name OJ990728_11 . 9C03 . C9 . 06 . np Method 

Start 12095 End 

GI 6691716 Score 



OJ990728_11.9C03.C9 
+ 

15020 
AAT/NAP 
15017 
2370 



GI Descrip. 



JL2Q.&5^cl2.^ 

..1.4 1.3.3.,... J 42.4.4 ,.-J439.5 J ....;t4:4.9A / , X.4 5.1 2^.151)17,. J_ 

(AP000492) hypothetical pr.otein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI . -. . 

Exons 



36739 Seq. ID 

75667 Strand 

2118 End 

OJ990728_11 . 9C03 . C9 . o2 . np Method 

2077 End 

5902445 Score 
2077. .5167 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990728_11.9C03.C9 

5167 
AAT/NAP 
5167 
2990 



36739 
75667 
2118 

OJ990728_ll.9C03.C9.o2.gs 

2118 

none . . 



Seq. ID OJ990728_11.9C03.C9 

Strand ■ - 

End 5167 

Method GENSCAN 

End 5167 

Score., . 53 . . . . - . 



'2118-,;. 2352, : 2381 : /2572 /• "_ 2684 /. 3538, 3550. . 4328-, 4415: ."5167 



Seq. No. 36739' ~ 7 - " Seq. ID 

• Gene No.. • - '75668 -' ' ■ ' ■- Strand 

Start' . 5231 End • 

Name " OJ990728_ll.9C03.C9.o3.gs Method 

Start 5231 End 

GI none Score 
Exons 5231.. 5896 



' OJ99072'8_li:9C03.C9 

-9723 . 
GENSCAN 
5896 
1 



Seq. No. 36739 Seq. ID 

Gene No. 75668 Strand 

Start 5231 End 

Name OJ990728_11 . 9C03 . C9 . o3 . np Method 

Start 5234. End 



OJ990728_11.9C03.C9 

9723 

AAT/NAP 

9723 



36466 




bl 


5902444 




Score 


1070 






Exons 


S234..6892, 7220 


..7356, 9678. 


.9723 








/"* t r\ r> -v* t 

vjji uescript 


^ (AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


36739 




Seq. ID 


OJ990728 


_11. 9C03 


.C9 


Gene No. 


75668 




Strand 


- 






Of -ivf 


5231 




End 


9723 






Name 


OJ990728 11.9C03 


.C9.o4 .gs 


Method 


GENSCAN 






Start 


5954 




End 


7209 






bl 


none 




Score 








Exons 


5954 . .6648, 6819 


..7209 










Seq. No. 


36739 




Seq. ID 


OJ990728 


_11. 9C03 


.C9 


Gene No. 


75668 




Strand 


- 






o car l 


5231 




End 


9723 






Name 


OJ990728 11.9C03 


.C9.o5.gs 


Method 


GENSCAN 








7462 




End 


8427 








none 




Score 


. 99 






Exons 


7462. .8427 












beq. No. 


36739 




Seq. ID 


OJ990728 


1 1 Qpn *3 

1 1 . ycu j 


. by 


5ene_Np,..,^ _. 


,7£fif£ 




Strand_ 








S,t.arjb ... . . . 


15336 - 




„,End 


.1.9.7.67. 




.■ — 


Name 


OJ990728 11.9C03 


C9.o3.tw 


Method 


TBLASTX: 


wnea z 




btart 


2086 




End 


15962 








none 




Score 


56 






Exons 


2086.. 2217, 2099 


.2212, 2242. 


.2694, 2438. .2545, 




104 oO , 




15471. .15962, 15700 .. 15801, 15853.. 15942 






Seq. No. 


36739 




Seq. ID 


OJ990728 


_11.9C03 


.C9 


Gene No. 


75669 




Strand 










15336 




End 


19767 






Name 


OJ990728 11.9C03 


C9.o5. tm 


Method 


TBLASTX: 


Maize 




otart 


2122 




End 


15620 








none 




Score . 


104 






Exons 


2122.. 2205, 2206 


.2370, 15385 


. .15489, 


15387. . 15488, 15468. .15620 


beq . no . 


36739 




Seq. ID 


OJ990728 


_11.9C03 


.C9 


Gene No. 


75669 




Strand 








Start 


15336 




End 


19767 






Name 


OJ990728 11.9C03 


C9.o9. tm 


Method 


TBLASTX: 


Maize 




Of 3 y -f- 


. 2470 . . . 




End 


16005 . 






/- -F . .. .. 

bl 


■ hone' ■ 




Score' 


* 56 ""■ " " 






Exons 


2470.. .2553, '2569 


.2649, 2644. 


.2742; 15732. .15818, 15828 


\ .15 911, 




■ 15841. .15915,* 15E 


398. .16005, 15906.. 16004 






beq . no . . 


36739 




Seq.' ID 


OJ990728 


_11. 9C03 


.C9 


Gene No. 


75669 




Strand 








Start 


15336 




End 


19767 






Name 


OJ990728 11.9C03. 


C9.o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


2818 




End 


16464 






GI 


none . 




Score 


49 






Exons 


2818. .3201, • 2819. 


.2863, 2827. 


.3087, 2897. .3193, 


16077. . 


16268, 




16077. .164 63, 16153. .164 64 










Seq. No. 


36739 




Seq. ID 


OJ990728 


_11.9C03 


.C9 


Gene No. 


75669 




Strand 









36467 



Start 


15336 








End 


19767 




Name 


OJ990728 11. 


9C03 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2896 








End 


16470 




GI 


none 








Score 


136 




Exons 


2896. .3201, 


2897 


. .3115, 


16107 


. .16154, 


16108. .16155, 






16135. . 16449, 1614 6 .. 164 69, 16159. .16470 




Seq. No. 


36739 








Seq. ID 


OJ990728_11.9C03 


,C9 


Gene No. 


75669 








Strand 






Start 


15336 








End 


19767 




Name 


OJ990728 11. 


9C03 


.C9.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


3462 








End 


16952 




GI 


none 








Score 


193 




Exons 


3462. .3623, 


3681 


. .3704, 


16698 


. .16952 






Seq. No. 


36739 








Seq. ID 


OJ990728_11. 9C03 


.C9 


Gene No. 


75669 








Strand 






Start 


15336 








End 


19767 




Name 


OJ990728 11. 


9C03 


C9.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3546 








End 


17204 




GI 


none 








Score 


71 




Exons - -■ '■ 


- 354 6.. 3830,- 


3850- 


.3934., 


•3858 ,,3959, 16782 .. 17204 , 16792 


.- .17196 


Seq.' No. 


"36739 








Seq. ID 


OJ9?oY2?^ll . 9d03 


7c9™ 


Gene No. 


75669 








Strand 






Start 


15336 








End 


19767 




Name 


OJ990728 11. 


9C03 


C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3579 








End 


17213 




GI 


none 








Score 


157 




Exons 


3579. . 3827, 


3837 


.3962, 


16825 


. .17205, 


16827. .17069, 17109. .17213 


Seq. No. 


36739 








Seq. ID 


OJ990728_11. 9C03 


.C9 


Gene No. 


75669 








Strand 






Start 


15336 








End 


19767 




Name ■ 


OJ990728 11. 


9C03, 


C9.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


3961 








End 


17490 




GI 


none 








Score 


63 




Exons 


3961. .4101, 


3963. 


.4154, 


4032. 


.4151, 4158. .4226, 4159. .4227, 




17204. .17302, 17208. .174 8 9, 17220. .17354, 17413. .174 90 




Seq. No. 


36739 








Seq. ID 


OJ990728__11.9C03 


.C9 


Gene .No . . 


75669 . ... . 








Strand . 






Start"-"";""" 


■ ; '"i5336" 








End 


: 197 67' - 




Name "." 


' OJ.990728 11. 


9C03. 


C9/o3. 


tm. : . 


Method . 


. TBLASTX-: Maize. ' 




Start 


4161' 








End 


17772 — ' 




Gi . ; . 


— - none - 








Score-- • 


~ 90- ' 




Exons 


4161. -.'4235, 


425.4. 


.434*3, 


4 34 3.; 


450'4, '4356-: .4505, 17328. . 


17354, 




17352. . 17495 


, 17365 t . 17496, 17517 .. 17771, 17518. .17772 




beq. no. 


36739 








Seq. ID 


OJ990728_11.9C03 


.C9 


Gene No. 


75669 








Strand 






Start 


15336 








End 


19767 




Name 


OJ990728 11. 


9C03. 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4176 








End 


17840 




GI 


none 








Score 


86 




Exons 


4176. .4343, 


4343. 


.4597, 


4413. . 


4538, 17439. .17840, 17470 


. .17643, 



17680. .17823 



36468 




Seq. No. 


36739 




Seq. ID 


OJ990728_11. 9C03.C9 


Gene No. 


75669 




Strand 




Start 


1 c o o c 

loo Jo 




End 


19767 


Name 


OJ990 / Zo 11 . 


9C03.C9.o2. tw 


Method 


TBLASTX: Wheat 


Start 


A O O O 

4233 




End 


17918 


GI 


none 




Score 


46 


Exons 


4233 . .4343, 


4266. .4343, 4326. 


.4541, 4337. .4651, 4343. .4651, 




"\ 1 A (\ A 1 T O "7 A 

174 94. .178/4 


, 17494. .17853, 17499. .17918 


Seq. No. 


36739 




Seq. ID 


OJ990728_11. 9C03.C9 


Gene No. 


/ D 0 O 9 




Strand 




Start 


i tz o o c 

1d33d 




End 


19767 


Name 


OJ990728 11. 


9C03.C9.o6.tm 


Method 


TBLASTX: Maize 


Start 


4505 




End 


17999 




none 




Score 


167 


Exons 


4505. .4732, 


17772. .17999 






Seq. No. 


36739 




Seq. ID 


OJ990728_11. 9C03.C9 


Gene No. 


75669 




Strand 




Start 


15336 




End 


19767 


- Name - - 


- ; -QLCL2-9J172J 1 \^3£Q2lS3:,^X^^ 




^TBLMTX:,Malze • • 


„S,tax.t_.__. 


_ !,47J3.6.,j., 




^End_ 


_1&3.5SU _ , . 


GI 


none 




Score 


205 


Exons 


4736. . 5092, 


4737. .5030, 4790. 


.5038, 18003. .18359, 18013. .18318 


Seq. No. 


36739 




Seq. ID 


OJ990728_11. 9C03.C9 


Gene No. 


75669 




Strand 




Start 


15336 




End 


19767 


Name 


OJ990728 11. 


9C03.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4767 




End 


18489 


GI 


none 




Score 


334 


Exons 


4767. .5222, 


4778.. 5221, 18033 


. .18488, 


18034. .18489 


Seq. No. 


36739 




Seq. ID 


OJ990728_11. 9C03.C9 


Gene No. 


75669 




Strand 




■ Start 


15336 




End 


19767 


Name 


OJ990728 11. 


9C03.C9.o3. ts 


Method 


TBLASTX : Soybean 


Start 


4817 




End 


18449 


GI 


none 




Score 


135 


Exons 


4817. .4951, 


4958.. 5182, 18084 


. .18218, 


18225. .18449 


"Seq"*. No/ 


- - 36739 ' - " 




"."Seq:" ID 


; : OJ9907 : 2 : 82ir : : 9C03'. C?"' 


" Gene No. . 


• '75669. . 




. Strand . 




Start 


15336 




End 


19767 • 


■ Name - — 


..OJ9.-90-72B--.1-1-. 


9C03.C9 .o6.tw- ^ 


-•Method - 


-TBLASTX: Wheat- ■ -■■ 


Start 


5414" 




End ' 


19166 " 


GI 


none 




Score 


155 


Exons 


5414. .5650, 


5424. .5648, 5687. 


.5869, 5760.. 5861, 18709 .. 18945, 




18711. .18941 


, 18990. .19166 






Seq. No. 


36739 




Seq. ID 


OJ990728_11. 9C03.C9' 


Gene No. 


75669 




Strand 




Start 


15336 




End 


19767 


Name 


OJ990728 11. 


9C03.C9.o8.tw 


Method 


TBLASTX: Wheat 


Start 


•6500 




End 


6892 


GI 


none 




Score 


83 



36469 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6500. .6775, 6501. .6695, 6734. .6847, 6786. .6836, 6848. .6892 



36739 
75669 
15336 

OJ990728_11.9C03.C9.o8.tm 

6614 

none 

6614 . .6853 



Seq. ID- OJ990728_11. 9C03.C9 
Strand 

End 19767 

Method TBLASTX : Mai ze 

End 6853 

Score 190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 

.s^axJt;:.™. 
.,.Name_. 

Start 

GI 

Exons 



36739 
75669 
15336 

OJ990728_11. 9C03.C9.o4.tm 

9526 

none 

9526. .9570, 9626. .9700, 9658. 
9818. .9916, 9845. .9916, 9980. 

36739 
75669 

■1533'$ , : 



Seq. ID OJ990728_11.9C03.C9 
Strand 

End 19767 
Method TBLASTX : Maize 
End 10069 
Score 43 

.9735, 9677. .9733, 9679.-9738, 
.10069, 9981.. 10067, 9988.. 10068 

Seq. ID OJ990728_11. 9C03.C9 
Strand 

End : - _ 197 67 • - '-- 



. 0.J9.9Q12.8_1 1 . 3CQX.C9„. ,o 9...,.tw.„ . 
12215 
none 

12215. .12505, 12362.. 12484 



. jyijet.hpd ™ .-TBLA&TJK .r.Wh.eat. . 



End 
Score 



12505 
213 



Seq. No. 36739 

Gene No. 75669 

Start 15336 

Name OJ990728_11 . 9C03 . C9 . o7 . gs 

Start 15336 

GI none 

Exons 15336. .18417, 18514.. 19508 



Seq. ID OJ990728_11. 9C03.C9 
Strand 

End 19767 

Method GENSCAN 

End 19508 

Score .74 



Seq. No. 36739 

Gene No. 75669 

Start 15336 

Name OJ990728_11 . 9C03 . C9 . o7 . np 

Start 15339 

GI 5902445 

Exons . 15339. . 18434 
GI" Descrip. : "'-|fAB030~2^ 

Seq. No. 36739 " . " 

•■Gene- No. - 7-5669 ■ ■ • . 

Start ' ' '.."15336 . ' 

Name OJ990728_11 ..9C03 .C9. olO . ; tw 

Start 16467 

GI none 

Exons 16467. . 16607, 16632. .16766 

Seq. No. 36739 

Gene No. 75669 

Start 15336 

Name OJ990728_11 . 9C03 . C9 . 08 . np 

Start 18501 



Seq. ID OJ990728_11.9C03.C9 
Strand 

End 19767 

Method AAT/NAP 

End 18434 

Score 5315 

[OryzV sa't i'va ] * ~ 

OJ990728 11.9C03.C9 



Seq. ID 
Strand 
* End ' 
Method 
End 
Score 



19767 " 
TBLASTX: Wheat 
16766 
130 



Seq. ID OJ990728_11.9C03.C9 
Strand 

End 19767 

Method AAT/NAP 

End 19767 



36470 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5902444 • Score 1979 
18501. .19767 

(AB030283) GAG-POL precursor [Oryza sativa] 

36740 Seq. ID OJ990728_11.9C03.C11 

75670 Strand + 

477 End:. 595 

OJ990728_11 . 9C03 . CI 1 . ol . gp Metffod AAT/GAP 

477 End 595 

LIB3477-003-P1-K1-E9 Score 190 

477. .595 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 36740 Seq. ID 

Gene No. 75670 Strand 

Start 477 End 

Name OJ990728_11 . 9C03 . Cll . o2 . gp' Method 

Start 477 End 

GI LIB3477-003-P1-K1-E9 . Score 

.Exqd s_ ■ £2X^535^.^ „ „;^-_:„- .™„ 



OJ990728_11.9C03.C11 
+ 

595 

AAT/GAP 

595 

182 



.GI_Des.crip.._ 



^!.2A98.5.B-6/.spJ.<24 0j^ 

S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory si [Oryza 
sativa] f 



Seq. No. 


36740 






Seq. ID 


OJ990728_ 


_11 


9C03 


Cll 


Gene No. 


75671 






Strand 










Start 


113 






End 


178 








Name 


OJ990728 11 


. 9C03 


.Cll.ol.gs 


Method 


GENSCAN 








Start 


113 






End 


178 








GI 


none 






Score 


.99 








Exons 


113. .178 
















Seq. No. 


36741 






Seq. ID 


OJ990728_ 


11 


9C03 


C12 


Gene No. 


75672 






Strand 










Start • 


'54 






End 


474 








Name 


OJ990728 11 


9C03 


C12.ol.gs 


Method 


GENSCAN 








Start 


54 






End 


474 








GI 


none 






Score 


.46 








Exons 


54. .474 
















Seq. No,:."; 


• '• 3'67 4 2 






' v Seq; : i'D- 


OJ99'C)528_ 


13. 


;.9cio" 


Cf" 


Gene No. 


" 75673 :. 






.Strand 


+ 








Start 


• 738 






End 


934 








Name . . - - 


~ OJ990528-13 


9C10 


Cl.ol.gs •• 


." Method- 


GENSCAN 








Start . " 


' ".738*"' " " -.' 




.End" 


■934. ' • 








GI 


none 






Score 


.57 








Exons 


738. .934 
















Seq. No. 


36743 






Seq. ID 


OJ990528_ 


13. 


9C10. 


C2 


Gene No. 


75674 






Strand 










Start 


2114 






End 


2375 








Name 


OJ990528 13. 


9C10. 


C2.ol.np 


Method 


AAT/NAP 








Start 


2114 






End 


2375 








GI 


6815052 






Score 


177 








Exons 


2114. .2375 

















36471 



GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36744 
75675 
126 

OJ990528JL3. 9C10.C3.ol.np 
126 

6815052 



Seq. ID OJ990528_13.9C10.C3 

Strand - " 

End 2994 

Method AAT/NAP 

End 2994 

Score 1364 



126. .207, 289. .986, 1035. .1170, 1953. .2045, 2895. .2994 
(AP001080).v.hypothetical protein [Oryza sativa] 



36744 
75675 
126 

OJ990528_13.9C10.C3.ol.gs 

208 

none 

208.. 1833 



Seq. ID OJ990528_13. 9C10.C3 
Strand 

End 2994 

Method GEN SCAN 

End 1833 

Score .82 



Seq. No. 
Gene No. 
.-£ta ; rt.^^_: 
Name,. .J 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI; Descrip, 

Seq.' No. 
- Gene No . • 
Start * - ■ ' 
Name 
Start 
GI 

Exons 



36744 
75675 



Seq. ID OJ990528_13.9C10.C3 
Strand 

^EncL„; ™„.2 9_ai - • . ; 



. „ 0 J'9.90,5 2.8^13,. .AC1.0,. C3..,o.l ? ^Method", 
1225 * End 

none Score 

1225. .1719, 1325. .1483, 1429. .1695 



TBLASTX,: Vtfhea.t 

1719 

66 



'36745 
75676 
2533 

OJ990528_13. 9C10.C4 .o2.gs 

2533 

none 

2533. .2539, 2790. .2894 



Seq. ID OJ990528_13.9C10.C4 

Strand + 

End 2894 

Method GENSCAN 

End 2894 

Score .47 



36745 
75677 
1 

OJ99'0528_13.9C10.C4 .ol.np 
1 

2586083 

. 1. .868, 944. .1650 .... 

' JU72725) yreceptgr kinase 1 Txke . protein "*XOryza /: langistam 



Seq. ID OJ990528_13.9C10.C4 
Strand 

End 1650 

Method AAT/NAP 

End 1650 

Score 783 



36745 

75677 : . ... ' • • . 

1 - ' -/•' " " . . : . 

OJ990.528_13.9C10.C4;ol.ts 
55 

none 



Seq.- ID OJ990528_13.9C10.C4 
■ Strand. ----- - ■ ■■. \. 

End : '"'1650' . 
Method TBLASTX : Soybean 
End 1365 
Score 78 



55. .561, 64. .555, 70. .561, 76. .420, 85. .561, 145. .558, 278. .385, 
284. .547, 293. .535, 365. .526, 550. .630, 568. .621, 673.-867, 
682. .867, 682. .867, 886. .1119, 904. .1320, 904. .1305, 904. .1320, 
962. .1054, 970. .1320, 1019. .1255, 1025. .1255, 1085. .1129, 
1249. .1320, 1315. .1365 



Seq. No. 



36745 



Seq. ID OJ990528 13.9C10.C4 



36472 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



75677 Strand 

1 End 

OJ990528__13.9C10.C4.ol.tc . Method 

64 End 

none Score 



1650 

TBLASTX: Cress 

1365 

64 



64. .561, 64. .459, 76. .558, 76. .531, 76. .558, 76. .198, 76. .411, 
148. .555, 166. .414, 220. .558, 238.-459, 281. .412, 284. .463, 
313. .477, 319. .600, 559. .642, 568.-633, 658. .786, 673. .861, 
673. .867, 682. .867, 712. .867, 856. .1308, 895. .1122, 904. .1356, 
910. .1275, 919. .1122, 961. .1320, 962. .1138, 982. .1116, 
991. .1224, 1034. .1255, 1034. .1189, 1078. .1296, 1091. .1216, 
1177.. 1320, 1177.. 1314, 1315.. 1365 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36745 
75677 
1 

OJ990528_13. 9C10.C4 .ol. tm 
64 

none 



Seq. ID OJ990528_13.9C10.C4 
Strand 

End 1650 

Method TBLASTX : Maize 

End 1305 

Score 74 



64. .531, 76. .462, 145. .555, 193. .546, 262. .561, 290. .457, 
904. .1119, 904.' .1116, 916. .1305, 962. .1129, 1177. .1272 



j3e_q_.._No... 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



; 3.6,7 4 5„ . ../,. : , :., _ 

75677 
1 

i OJ990528_13. 9C10.C4.ol. tw 
94 

none 



.Seq ...ID. . JDJ99.Q.5 2JB._jL 3„.£G 
Strand 

End 1650 
Method TBLASTX : Wheat 
End 1242 
Score 65 



94. .345, 166. .411, 238. .483, 310. .663, 658. .726, 718. .810, 
904. .1086, 910. .1119, 1177. .1242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36745 
75677 
1 

OJ990528_13 . 9C10 . C4 . o2 . tm 
562 
none 

562.. 651, 658. .774, 658.. 894, 665.-895 



Seq. ID OJ990528_13.9C10.C4 
Strand 

End 1650 

Method TBLASTX : Mai ze 

End 8 95 

Score 56 . 



Seq. No. 


36746 








Seq. ID 


OJ990528 


_13. 


9C10 


.C5 


Gene No. 


75678 








Strand 










Start 


. 1309 








End . 


3276 








Name ' " *" 


r - -OJ990528 13". 


. 9C10 


;c5/6r. 


gs 


' Method ~ " 


GEN SCAN - 








Start 


1309 . 








End . 


3276 








GI 


none 








Score 


. 63 








Exons 


1309. .1538, 


2634 


• - 2717 '. 


2965. 


.3276 










Seq. No. 


36*747 .' 








Seq. ID 


OJ990528 


_13. 


9C10 


.C6 


Gene No. 


75679 








Strand 


+ 








Start 


1580 








End 


1966 








Name 


OJ990528 13. 


, 9C10 


.C6.ol. 


gs 


Method 


GENSCAN 








Start 


1580 








End 


1966 








GI 


none 








Score 


.62 








Exons 


1580. . 1966 


















Seq. No. 


36747 








Seq. ID 


OJ990528_ 


_13. 


9C10 


.C6 


Gene No. 


75680 








Strand 











36473 




Start 


5275 








End 


6639 




Name 


OJ990528_13 


. 9C10. 


C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5216 








End 


6294 




GI 


none 








Score 


63 




Exons 


5216. .5284, 


5287 . 


. 5733, 


5287 . 


.5757, 5287.. 5748, 


5287 . . 5694 , 




5287 . .5757, 


5347 . 


. 5760, 


5767 . 


.5925, 5767.. 5904, 


5767 . . 5898, 




5783 . .5890, 


fZ A O C 


c o o c 

. 6285 , 


£ A O O 

6088 . 


r O A A 

.6294 






Seq. No. 


36747 








Seq. ID 


r\ tAaac oo 

OJ990528 


_13.9C10.C6 


Gene No. 


75680 








Strand 






Start 


CATC 

5275 














Name 


^taaacao i *5 

OJ990528_13 


9C10 . 


C6 . o2 . 


gs 


Method 


GEN SCAN 




Start 


5275 








End 


6639 




GI 


none 








Score 


.97 




Exons 


5275 . . 6639 














Seq. No. 


J D / 4 / 








Seq. ID 


OJ990528 




Gene No. 


75680 








Strand 






Start 


5275 








End 


6639 




Name 


OJ990528 13 


9C10. 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


5287 








End 


6636 




GI ' • " - ■ 


•2586Q83- ■ - - 










636 ■ 




Exons, ^. 


w ,52.8JZ.....66J3.6L. 














GI Descrip. 


(U72725) receptor 


kinase-like 


protein 


[Oryza longistaminata 


Seq. No. 


36747 








Seq. ID 


OJ990528 


_13. 9C10.C6 


Gene No. 


75680 








Strand 






Start .. 


5275 








End 


6639 




Name 


OJ990528 13 


9C10. 


C6.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


5287 








End 


6363 




GI 


none 








Score 


63 




Exons 


5287. .5748, 


5287. 


.5757, 


5287. 


.5616, 5287. .5748, 


5299. .5757, 




5368. .5748, 


5440. 


.5763, 


5512. 


.5823, 5617. .5673, 


5761. .5844, 




5929. .6213, 


5938. 


.6300, 


5941. 


.6294, 6085. . 6333, 


6283. .6336, 




6298. .6363 














Seq. No. 


36747 








Seq. ID 


. OJ990528 


_13. 9C10.C6 


Gene No. 


• 75680 








Strand 






Start 


5275 








End 


6639 




Name 


OJ990528 13 


9C10. 


C6.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5287 








End 


6294 




GI . 


none . 








Score 


64 




Exons * 


" ■ 528'f . .554 4/ 


"5293; 


.'5616, 


-5368 : 


; : 568~8, 7 ';5509Y: 5808", 


" ?642";".: '57*91 




5767, .5898, 


5 932. 


. 6225, 


. 6178. 


.6294 






Seq. No.-. : 


' 36747 








Seq. ID 


' OJ990528 


1-3 .3CW.C6- 


Gene No. 


75680' 








Strand 






Start 


5275 








End 


6639 




Name 


OJ990528 13. 


9C10. 


C6.ol. 


tc 


Method 


' TBLASTX: 


Cress 


Start 


5287 








End 


6474 




GI 


none 








Score 


80 




Exons 


5287. .5748, 


5287. 


.5757, 


5287. 


.5802, 5287. .5772, 


5287. .5742, 




5287. .5544, 


5287. 


.5733, 


5287. 


.5748, 5329.. 5760, 


5347. .5760, 




5353. .5559, 


5410. 


.5631, 


5416. 


.5490, 5434. .5676, 


5461. .5760, 




5461. .5760, 


5497. 


.5700, 


5566. 


.5634, 5704. .5763, 


5734. .5889, 




5767. .5922, 


5767. 


.5922, 


5767. 


.5898, 5767. .5904, 


5929. .6300, 




5932. . 6207, 


5956. 


.6300, 


5998. 


.6090, 6014. .6310, 


6085. .6366, 



36474 



6085. .6267, 6085. .6294, 6088. .6294, 6088. .6294, 6139. .6300, 
6157.. 6225, 6292.. 6369, 6295.. 6363, 6298.. 6366, 6298.. 6360, 
6367. .6474 



Seq. No. 


36748 


Seq. ID 


OJ990528_13.9C10.C7 


Gene No . 


75681 


Strand 


+ 


Start 


1 


End 


2055 


Name 


OJ990528 13.9C10.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2055 


GI 


6630696 


Score 


567 


Exons 


1..69, 1546. .2055 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 




region of the predicted gene 


. ; Similar 


to retrovirus-related pol 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


36748 


Seq. ID 


OJ990528_13. 9C10.C7 


Gene No. 


75681 


Strand 


+ 


Start 


1 


End 


2055 


Name 


OJ990528 13 . 9C10 . C7 . ol . gs 


Method 


GENSCAN 


Start 


121 


End 


337 


GI 


none 


Score 


.41 . 


Exoris ' " * 


121. .142, 249. .337 . • 






Seq. No. 


"'3674 8**' ""~"' : '~" V r "~ 


Seq. iD 




Gene No . 


75681 


Strand 


+ 


Start 


1 


End 


2055 


Name 


OJ990528 13. 9C10 . C7 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


1593 


End 


1958 




none 


Score 


454 


Exons 


1593.. 1958, 1597.. 1953 






Seq. No. 


36749 


Seq. ID 


OJ990528_13.9C10.C8 


Gene No . 


75682 


Strand 


+ 


Start 


1 


End 


997 


Name 


OJ990528 13. 9C10 . C8 . ol . np 


Method 


AAT/NAP ■ 


Start 


1 


End 


537 


GI 


6630696 . V 


Scor*e- 


697 


Exons 


1. .537 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 




region of the predicted gene 


. ; Similar 


to retrovirus-related pol 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 


-..*■.„ 

Seq . No . " ' " 


"T6749" ■ ■ ' 


'•"■Seq/" ID 


0 J 9 9 0 528/13 .~'?C i0 rC8 r 


Gene No . 


75682 ■ ; . ; 


. Strand ■ 


. + * . . " " 


Start' 


1 ' 


"End 


997 ' 


Name - ' ■ 


OJ990528-1'3. 9Cm.C8.ol.gs 


• Method- 


GEN SCAN - 


• ocart 


265 


End 


997 *" " " . 


GI 


none 


Score 


.55 


Exons 


265. .490, 981. .997 






Seq. No. 


36749 


Seq. ID 


OJ990528_13.9C10.C8 


Gene No. 


75683 


Strand 




Start 


1583 


End 


4262 


Name' 


OJ990528 13. 9C10 . C8 . o2 . gs 


Method 


GENSCAN 


Start • 


1583 


End 


4262 


GI 


none 


Score 


.6 


Exons 


1583.. 1607, 1650.. 1765, 2400 


..2505, 2594. .2752, 3437. .3582, 



36475 




4257. .4262 



Seq. No. 


36749 


Seq. ID 


OJ990528_13. 9C10 .C8 


Gene No. 


75684 


Strand 




Start 


4639 


End 


4722 


Name 


OJ990528_13. 9C10.C8 .ol. tw 


Method 


TBLASTX: Wheat 


Start 


36 


End 


401 


GI 


none 


Score 


445 


Exons 


36. .401, 40. .396 






Seq. No. 


36749 


Seq. ID 


OJ990528__13 . 9C10 . C8 


Gene No. 


75684 . 


Strand 




Start 


4639 


End 


4722 


Name 


OJ990528 13 . 9C10 . C8 . ol . tm 


Method 


TBLASTX : Maize 


Start 


411 


End 


734 


GI 


none 


Score 


90 


Exons 


411. .500, 411. .500, 412. .501 


, 522 . . 665, 


523 . . 666, 675 . .734 


Seq. No. 


36749 


Seq. ID 


OJ990528_13.9C10.C8 


Gene No. 


75684 


Strand 




Start ' 


4639 


End 


4722 


Name . . 


^J^0AZA.:1^SP1S)^.Q5 ..o3...np ,.„„ 


Method 


AAT/NAP 


S.tart „ 


„ ,.4£3iL .,1.,-™ ~ 


._End. 


4J . — 


GI 


5852084 


Score 


85 


Exons 


4639. .4722 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seq. No. 


36750 


' Seq. ID 


OJ990528_13.9C10.C9 


Gene No. 


75685 


Strand 


+ 


Start 


1 


End 


506 


Name 


OJ990528_13. 9C10 . C9 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


295 


GI 


4314358 


Score 


125 


Exons 


1. .42, 135. .295 






GI Descrip. 


(AC006340) putative kinesin 


heavy chain [Arabidopsis thaliana] 


Seq. No. 


36750 


Seq. ID 


OJ990528_13. 9C10.C9 


Gene No. 


75685 


Strand 


+ 


Start 


1 


End 


506 


Name 


OJ990528_13.9C10.C9.ol.gs 


Method 


GENSCAN 


Start 


128 


End 


506 


GI . 


none .- . 


Score 


.87 . ? . . ... 


Exons '" 


■ 128v 299/ -397-; . 506~ - ■ *" ' " 






Seq. No. 


36751 


Seq. ID 


OJ990528_13;9C10.C13 


Gene No . - - - 


- 75636 - • ■ ... r ■ ■ - - 


■ Strand . 




Start 


135 


' End 


251. ;..*' 


Name 


OJ990528- 13. 9C10 . C13 . ol . gs 


Method 


GENSCAN 


Start 


135 


End 


251 


GI 


none 


. Score 


.77 


Exons 


135. .251 






Seq. No. 


36752 


Seq. ID 


OJ990528_13.9C10.C16 


Gene No. 


75687 


"Strand 




Start 


44 


End 


859 


Name 


OJ990528 13.9C10.C16.ol.np 


Method 


AAT/NAP 


Start 


44 


End 


859 



36476 



GI 

Exons 

GI Descrip. 



5922620 Score 311 

44. .174, 454. .681, 726.-859 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36753 Seq. ID 

75688 Strand 
124 End 
OJ990528_13. 9C10.C17 .ol.np Method 
124 End 
2129921 Score 
124. .279 

hypothetical protein 1 - Madagascar periwinkle gi 1758694 
(U12573) putative [Catharanthus roseus] 



OJ990528_13.9C10.C17 
298 

AAT/NAP 
279 
187 



Seq. No. 36753 Seq. ID 

Gene No. 75688 Strand 

Start ' 124 . . End 

..Name. AJ93jP52JB_1^ 

..Start , M . ... . 1A!__,. : . . „ „.End ~^ 

GI none Score 

Exons 141. .287, 149. .286, 154. .288, 183. .287 



OJ990528 13.9C10.C17 



298 

;.TB.LASTX,;Maize_ 

.288..,..., 

200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36753 Seq. ID OJ990528_13.9C10.C17 

75688 Strand 

124 End 298 

OJ990528_13.9C10.C17.ol.gp Method AAT/GAP 

142 End 298 

4715086 Score 269 

142. .298 

1421751 3.0e-12 (U60592) putative ORF; conserved in 5 1 leaders 
of plant SAMdC [Pisum sativum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons"' 



36753 
75688 

124 . •: 

OJ990528_13.9C10.C17.ol.gs 

142 

none . 

* 142v'."298" *■"*'- -""*' r '~ 



Seq. ID 

Strand 

End 

Method 
End 

Score. . 



OJ990528_13.9C10.C17 
298 

GENSCAN 
298 

..9 . . ,. . 



Seq. No. 

--Gene No. ' 
Start 
Name 
Start 
GI. 

Exons 

GI Descrip. 



36754 Seq. "ID OJ990528__13. 9C10". C18 

•75689- " . - • -." --Strand ..\ .... , - 

205 ' ■ '. ' " " End"" 402' " 

OJ990528__I3.9C10.C18.ol.np Method AAT/NAP 

205 . : End 402 

6630699 Score 81 
205. .402 

(AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 
Gene No. 



36755 
75690 



Seq. ID OJ990528_13.9C10.C21 
Strand + 



36477 






Start 


146 


End 


678 




Name 


OJ990528_13 . 9C10 . C21 . ol . gs 


Method 


GENSCAN 




Start 


146 


End 


678 




GI 


none 


Score 


. 86 




Exons 


146. .493, 551. . 678 








Seq. No. 


36755 


•Seq. ID 


OJ990528_13 . 9C10 . C21 




Gene No. 


75691 


Strand 






Start 


144 


End 


740 




Name 


OJ990528 13. 9C10 . C21 . ol . np 


Method 


AAT/NAP 




Start 


144 


End 


740 




GI 


2104534 


Score 


184 




Exons 


144 . .464, 695. .740 








GI Descrip. 


(AF001308) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


36755 


Seq. ID 


OJ990528_13.9C10.C21 




Gene No. 


75691 


Strand 






Start 


144 


End 


740 




Name 


OJ990528 13.9C10.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


144 


End 


389 




GI 


none 


Score 


186 




Exops • 


144. -.389, -18-9- - 389 • 






"I 


- - 

Seq. No. 




Seq. * ID 


" "bJ 99 052 8_1 T. ?C 1 oTc 23 




Gene No. 


75692 


Strand 






Start 


61 


End 


2950 


F: z 


Name 


OJ990528 13.9C10.C23.ol.gp 


Method 


AAT/GAP 


? ^ 


Start 


61 


End 


2950 


a. 


GI 


1081 1.R1084 


Score 


3545 


-"^ 


Exons 


61. .1525, 1617. .1773, 2735. .2950 






GI Descrip. 


, 3929545/gb|AAC79990.1| 1 . Oe- 


180 (AF067194) S-adenosylmethionine 


? ! i 




decarboxylase [Oryza sativa] ' 








Seq. No. 


36756 


Seq. ID 


OJ990528_13.9C10.C23 




Gene No. 


75692 


Strand 






Start 


61 


End 


2950 




Name 


OJ990528 13.9C10.C23.ol.gs 


Method 


GENSCAN . 




Start 


159 


End 


2498 


L3 ' 


GI 


none- 


Score 


.61 


fl 


Exons 


159. .1421, 1617. .1773, 2470.. 


2498 






Seq. No. 


36756 \ . . . . 


Seq. ID 


OJ?90528_13. 9C10.C23 


.*". '** - " 


"Gene No: 


"'75692 - 


"'Strand'- - 






Start' . 


61" • • 


End 


2950 " ' " "" ' 




Name 


OJ990528 13. 9C10 . C23 . 61 . np * 


Method 


AAT/NAP 


" r... 


-Start 


--162 . .. .: " .. • ■ ■ 


End ' 


• 1346 • ■ - - : 




GI 


" 6646868 " 


Score 


2063 . 




Exons 


162. .1346 








GI Descrip. 


(AJ251899) S-adenosylmethionine decarboxylase 2 [Oryza sativa] 




Seq. No. 


36756 


Seq. ID 


OJ990528_13.9C10.C23 




Gene No. 


75692 


Strand 






Start 


61 


End 


2950 




Name 


OJ990528 13. 9C10.C23.d--l-.tm 


Method 


TBLASTX: Maize 




Start 


168 


End 


1763 




GI 


none 


Score 


1370 




Exons 


168. .221, 213. .1352, 247. .1392, 248..: 


1363, 274. .1371, 



36478 



1373. .1423, 1388. .1444, 1406. .1435, 1449. .1523, 1505. .1525, 
1616. .1762, 1624. .1761, 1629. .1763 



Seq. No. 36756 Seq. ID 

Gene No. 75692 Strand 

Start 61 End 

Name OJ990528_13 . 9C10 . C23 . ol . tw Method 

Start 300 End 

GI none Score 
Exons 



OJ990528__13.9C10.C23 
2950 

TBLASTX: Wheat 

1762 

251 



300. .530, 301. .528, 322. .534, 525. .1316, 525. .1316, 532. .1317, 
1298. .1435, 1372. .1428, 1482. .1523, 1629. .1706, 1630. .17.04, 
1638. .1718, 1658. .1717, 1710. .1730, 1730. .1762, 1732. .1761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36756 Seq. ID 

75692 Strand 

61 End 

OJ990528_13 . 9C10 . C23 . ol . ts Method 

306 End 

none Score 



OJ990528_13.9C10.C23 
2950 

TBLASTX: Soybean 

1763 

95 



306.. 401, 426.. 665, 435.. 698, 532.. 720, 735.. 809, 742.. 798, 
849.. 1313, 874. .1179, 1216. .1314, 1505. .1525, 1605. .1733, 

JL&lI*JJ0_u^^ , ™_ : , 



Seq. No. 36756 ■ " " Seq. ID 

Gene No. 75692 Strand 

Start 61 End 

Name OJ990528_13 . 9C10 . C23 . ol . tc Method 

Start 426 End 

GI none Score 
Exons 



OJ990528_13 ."9C10 . C23 
2950 

TBLASTX: Cress 

1756 

124 



426. .698, 456. .698, 532. .699, 723. .797, 724. .798, 736. 
816. .842, 858. .1310, 858. .1313, 913. .1311, 1609. .1698, 
1617. .1706, 1623. .1730, 1709. .1756, 1710. .1754 



798, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start ; 
Name 
Start 
GI 

Exons 



36756 Seq. ID OJ990528_13.9C10.C23 

75692 Strand 

61 End 2950 

OJ990528_13.9C10.C23.o2.np Method AAT/NAP 

1617 End 1754 

2129921 Score 194 

1617. .1754 

hypothetical protein 1 - Madagascar periwinkle gi 1758694 
(U12573) putative [Catharanthus roseus] 



36757 

75693 - ■ 

333 - ■■. " 

OJ990528J13. 9C10;C2'4 .ol^gs 

333 

none 

333. .545 



Seq. ID ' OJ990528_1"3.9C10.C2< 

Strand + ■ * 

End ' •• .' 545 ■- - - ■ . - '•' 

Method'' .GENSCAN- 

End 545 

Score .42 



Seq. No. 36757 Seq. ID 

Gene No. 75694 Strand 

Start 1462 End 

Name OJ990528_13 . 9C10 . C24 . o2 . gs Method 

Start 14 62 End 

GI none Score 



OJ990528_13.9C10.C2' 
+ 

9337 
GENSCAN 
9337 
.55 



36479 




Exons 


1 /i CO ICO/1 

14 bZ . . lt>o4 , 


ZdZd 


. . Z ILK), 


Z l± 1 


..2860, 3059. .4120, 4484. .4640, 




A CQ A C01 Q 


coca 
dZ bU 


. . bUoo , 


Tine 

/ lUo 


..7218, 7841. .8602, 8611. .9337 


Seq. No. 


36757 








Seq. ID 


OJ990528_13.9C10.C24 


Gene No. 


75694 








Strand 


+ 


Start 


1 A CO 

14 bZ 








End 


9337 


Name 




. yciu 


. Cz4 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


O A *3 O 

Z4 oo 








End 


2806 


GI 


none 








Score 


222 


Exons 


Zh do . .ZOlz, 


O A A A 

Z 4 4 4 


none 








Seq. No. 


36757 








Seq. ID 


OJ990528_13.9C10.C24 


Gene No. 


75694 








Strand 


+ 


Start 


1 A CO 

14 oZ 








End 


9337 


Name 


ojyyuozo io 


. ycio 


. CZ4 . Ob 


. tm 


Method 


TBLASTX: Maize 


Start 


2564 








End 


2965 


bl 


none 








Score 


205 


Exons 


^od4 . . zy DO, 


2600 


. .2815 








Seq. No. 


*J C *7 C *7 

Jb / 0 1 








Seq. ID 


OJ990528_13.9C10.C24 




75694 . 








Strand 


. + 


Start 


. H£2_ , - 








• End 


- 9337 


.N.ame,._. . „ 


_OJ,a.9Q525,13 


. 9C.l0:,;C2.4.; pJ 


. rip . ... 


^Method.... 


_ AAT /JiAEL.. 


Start 


2968 








End 


6777 


GI 


6630685 








Score 


3388 


Exons 


2968. .3003,. 


4682 


.6777 








GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


36757 








Seq. ID 


OJ990528_13 . 9C10 .C24 


Gene No. 


75694 








Strand 


+ 


Start 


1462 








End 


9337 


Name 


OJ990528 13 


. 9C10. 


C24.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


4388 








End 


4690 


bl 


none 








Score 


49 


Exons 


4388. .4462, 


4389. 


.4463, 


4390 


..4467, 4473. .4568, 4475. .4672, 




4487. .4690, 


4492. 


.4689 








Seq. No. 


36757 








Seq. ID 


OJ990528_13.9C10.C24 


Gene No. 


75694 








Strand 


+ 


OA 1 -v-4- 

otart 


1462 








End 


9337 


Name . 


OJ9.90528 13 


. 9G10. 


C24 .o3 


..tw 


Method. 


.TBLASTX : Wheat . 


'Start / ' " j " 


"4 690" ■ ;-'- v: 








-/End"; - 


5013 r ' " : r - r ~' " : - ; 


bl 


none 








. Score 


. 88 . '.. ' " 


Exons ' 


4 690. .4758, 


4690". 


.4755, 


4747 


. .4911, 4758. .4922, 4933. .5013 ■ 


Seq. No. 


'36757 








Seq^ ID 


Oj990528_13 . 9.C10 . C24 


Gene No. 


75694 








Strand 


+ 


Start 


1462 








End 


9337 


Name 


OJ990528 13 


. 9C10. 


C24 .o4 


tm 


Method 


TBLASTX: Maize 


Start 


4690 








End 


5103 


GI 


none 








Score 


362 


Exons 


4690. .5103, 


4 696. 


.4986, 


4698 


..4991, 4995. .5036 


Seq. No. 


36757 








Seq. ID 


OJ990528_13.9C10.C24 


Gene No. 


75694 








Strand 


+ 


Start 


1462 








End 


9337 



36480 




Name 


ojyyuiDzo u 


. yciu 


c*o a ^ o 
. LZ4 , 03 


. tm 


Method 


TBLASTX: Maize 




Start 


c 1 o c 
51Z5 








End 


5436 




GI 


none 








Score 


121 




Exons 


c 1 o c ,-fC O n C 

5 1 z 5 . Ui), 


ci oi 

5 1Z / 


com 
. . DZU / , 


coir* 
5z 1U . 


.5434, 5213. .5431, 5215. .5436 


Seq. No. 


O /" O C O 

36757 








Seq. ID 


OJ990528_13. 9C10 


.C24 


Gene No . 


n c £ a a 

i d d y 4 








Strand 


+ 




Start 


1462 








End 


9337 




Name 


OJ990528_13 


. 9C10 


.C24.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


C 1 C O 

515Z 








End 


5750 




GI 


c c a q o a n. 








Score 


81 




Exons 


ci cone 
515z . . DzUD, 


0 134 


c o r\ a 
. . DZU4 , 


com 
5zU / . 


.5374, 5213. .5359, 5368. .5 


567, 




COCQ CT yl Q 

o Joy . . o /4 y , 


cccc 

5555 


. . o / 4 y , 


5ooz . 


.5750 






GI Descrip. 
















beq. no. 


jD / J / 








Seq. ID 


OJ990528_13.9C10 


.C24 


Gene No. 


75694 








Strand 


+ 




Start 


1462 








End 


9337 




Name 


ujyyuDzo u 


Qpl A 

. yuiu 


UZ4 . Ol 




Method 


TBLASTX: Wheat 




Start 


oz by 








End 


5731 




GI 


none 








Score 


89 




Exgns_ 


CO/CO COCO 

52J5,9,.;_. 5358.,,. 


C O Q C 

„5zo 5. 


COCA 


coon 


, 5535^_ : 5388 ,,,,.5 53 4^53^0,-. 522L 


■ — 


C3QO ZiCCLH 

, ~.,,5 3„y z . ^ . JdJo.p. L . 




-.' v 










Seq. No. 


36757 








Seq. ID 


OJ990528_13.9C10 


. C24 


Gene No. 


75694 








Strand 


+ 




Start 


14 bz 








End 


9337 




Name 


ojyyoozo ij 


AO 1 A 

. yciu 


CZ4 . oz 


. tc 


Method 


TBLASTX: Cress 




Start 


C O C 1 

5351 








End 


5632 




GI 


none 








Score 


201 




Exons 


5351 . . 5o3z , 


c / oi 

54 31 


C C AO 

. 55yy 










Seq. No. 


36757 








Seq. ID 


OJ990528_13.9C10 


.C24 


Gene No. 


75694 








Strand 


+ 




otart 


1 A CO 

14 bZ 








End 


9337 




Name 


ojyyu5zo 13 


yciu 


r* o / ^ O 
CZ4 . OZ 


tm 


Method 


TBLASTX: Maize 




Start 


cccc 
5555 








End 


5989 




GI 


none 








Score 


612 




Exons 


CCCC CQQQ 

jjjo . . oyo y / 


C c c c 
JJJJ. 


c go n 

. oyzu, 


cccc 

JJJD . 


5987, 5719.. 5988 




Seq. No. 


36757 








Seq. ID 


OJ990528_13. 9C10 


.C24 


Gene No. 


.75694.. . . 








Strand 


+ . „ 




Start 


14 bz 








End" •" " • 


9337 "• 




Name . 


a m o a coo *i o- 

. ojyyo5zo 13 


AO T A 


0 0/ — ' 1 

CZ4.. ol 


tm 


Method 


TBLASTX: Maize 




Start 


d 1 A O 

6103 








End 


■6810- 




GI ... 


- none ■ ■ 








Score. 


. 985 - • ... -• 




Exons 


6103 . . ooi) / , 


bllO . 


C C C 

. 6556, 


6111 * 


'6800," 6451. .6810 




Seq. No. 


36757 








Seq. ID 


OJ990528_13. 9C10 


C24 


Gene No. 


75694 








Strand 


+ 




Start 


14 62 








End 


9337 




Name 


OJ990528 13' 


9C10. 


C24.o2, 


ts 


Method 


TBLASTX : Soybean 




Start 


6121 








End 


6762 




GI . 


none 








Score 


310 




Exons 


6121. .6510, 


6310. 


.6504, 


6345. . 


6509, 6529.. 6762 




Seq. No. 


36757 








Seq. ID 


OJ990528_13. 9C10 


C24 



36481 



Gene No. 


75694 


Strand 


+ 








b tar l 


1 A G.O 


End 


9337 








Name 


ATQDHCOO 1 O GOIO pO yl _ a j_ , . 

ojyyuo^o i o . yciu . . o4 . tw 


Method 


' TBLASTX: 


Wheat 




Start 


ozoy 


End 


6726 








GI 


none 


Score 


125 








Exons 




..6726, 6597.. 6713 








Seq. No. 


36757 


Seq. ID 


OJ990528 


_13. 


9C10 


.C24 


Gene No. 


75694 


Strand 


+ 








Of yf 


1 A £0 


End 


9337 








Name 


ujyyuozo i o . yciu . Gz4 . oi . tc 


Method 


TBLASTX: 


Cress 




Start 


b JU4 


End 


6759 








GI 


none 


Score 


66 








Exons 


d j(J4 . . do9U, oJ94..o5z8, 6546 


..6707, 6547.. 6759 








Seq. No. 


36758 


Seq. ID 


OJ990528 


_13. 


9C10 


.C28 


Gene No. 


75695 


Strand 


+ 








Start 


1 


End 


3789 








Name 


OJ990528 13.9C10.C28.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


3789 








GI 


2980780 " 


Score 


215 








Exons 


* 3.6.9, 2 901 . . 3003^ 3503 ._. 358 1, - 3707 . . 


3789 








GJ'^Desjcxip 


_ . .(AL0.22 1,9.81 ^p.utat iye. prpt.eio. . 


LArdteidpps.i.sl tha liana L. 






Seq. No. 


36758 


Seq. ID 


OJ990528 


_13. 


9C10 


.C28 


Gene No. 


75695 


Strand 


+ 








Of v_ 4- 

btart 


1 


End 


•3789 








Name 


OJ990528 13.9C10.C28.ol.gs 


Method 


GENSCAN 








Start 


1253 


End 


2117 








-r 

GI 


none 


Score 


. 67 








Exons 


1253. . 1279, 1986. .2117 












Seq. No. 


36758 


Seq. ID 


OJ990528 


_13. 


9C10 


.C28 


Gene No. 


75696 


Strand 










b tart 


2675 


End 


3196 








Name 


OJ990528 13.9C10.C28.o2.gs 


Method 


GENSCAN 








bt art 


2675 


End 


3196 








GI 


none 


Score 


.63 








Exons 


2675. .2877, 3073. .3196 












Seq. No. 


36759 


Seq. ID 


OJ990528 


_13. 


9C10 


. C29 


Gene No. 


75697 . 


.Strand 


- + - 








Start' "■**'• 




• End 


■"2 181" 








Name 


OJ990528 13. 9*C10.C29.ol.np . 


Method 


AAT/NAP 








Start 


1 


End 


2181 ■ 








GI 


2980780 


Score - 


. 472- - : 








Exons 


■ 1. .129, ■ 911'. ,1082, 1180. .'1260', 2028'. .2181 








GI Descrip. 


(AL022198) putative protein 


[Arabidopsis thaliana] 






Qort NT /->! 

beq . ino . 


36759 


Seq. ID 


OJ990528 


_13. 


9C10 


. y 


Gene No. 


75697 


Strand 


+ 








Start 


1 


End 


2181 








Name 


OJ990528 13. 9C10 . C29 . ol . gs 


Method 


GENSCAN 








Start 


949 


End 


1797 








GI 


none 


Score 


.77 








Exons 


949. .1082, 1180. .1260, 1791. 


.1797 











36482 



Seq. No. 36759 Seq. ID 

Gene No. 75698 Strand 

Start 2351 End 

Name OJ990528_13 . 9C10 . C29 . o2 . gs Method 

Start 2351 End 

GI none Score 

Exons 2351.. 2431, 2885.. 3139 



OJ990528_13.9C10.C29 

3139 
GENS CAN 
3139 
.57 



Seq. No. 36759 

Gene No. 75699 

Start 3259 

Name OJ990528_13 . 9C10 . C2 9 . ol . tm 

Start 43 

GI none 
Exons 



Seq. ID OJ990528_13.9C10.C29 
Strand 
End 

Method 
End 
Score 



3662 

TBLASTX: Maize 

1269 

139 



43. .129, 45. .128, 45. .143, 49. .129, 898. .1041, 909. .1082, 
910. .1083, 1034. .1126, 1179. .1268, 1179. .1268, 1180. .1269 



Seq. No. 
Gene No. 
Start 
Name 

„£taz.t_ 

GI 

Exons 



36759 
75699 
3259 

OJ990528_13. 9C10 . C29 . ol . ts 

J5JL___^ 



Seq. ID OJ990528_13.9C10.C29 
Strand 
End 

Method 
End ■ 



3662 

TBLASTX : Soybean 

,_2oai ™ 

..nqne...... . _ ...Score.. , . ,62._ .... 

63. .128, 892. .1029, 910. .1083, 1005. .1082, 1184. .1270, 
2053. .2094 



Seq. No. 


36759 




Seq. ID 


OJ990528_13.9C10.C29 


Gene No. 


75699 




Strand 




Start 


3259 




End 


3662 


Name 


OJ990528 13.9C10.C29. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


909 




End 


1270 


GI 


none 




Score 


222 


Exons 


909. .1082, 910. .1083, 


1184. . 


1270, 1186 


. .1257 


Seq. No. 


36759 




Seq. ID 


OJ990528_13.9C10.C29 


Gene No. 


75699 




Strand 




Start 


3259 




End 


3662 


Name 


OJ990528 13.9C10.C29. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


963 




End 


2234 


GI 


none 




Score 


230 


Exons 


963. .1082, 964. . 1083, 


968. .1084, 1025. 


.1126, 1179. .1268, 




1180. .1269, . 1180. .1269, 2014 


..2157, 2025.. 2159, 2172.. 2234,' 




2173. ;2232'" : v: " \" r " 








Seq. No. 


36759 ' * 




Seq. ID 


OJ990528_13.9C10.C29 


Gene No. 


756-99 • . - 




' Strand 




Start' 


'3259 ■ 




End ' 


'3662 ' ' '.' " 


Name 


OJ990528 13.9C10.C29. 


ol.gp 


Method 


AAT/GAP 


Start 


3259 




End 


3662 


GI 


1081 1.R1084 




Score 


774 


Exons 


3259. .3662 








GI Descrip. 


'3929545/gb|AAC79990. 


1| l.Oe 


-180 (AF067194) S-adenosylmethi< 




decarboxylase [Oryza 


sativa] 


i 




Seq. No. 


36759 




Seq. ID 


OJ990528_13.9C10.C29 


Gene No. 


75699 




Strand 




Start 


3259 




End 


3662 



36483 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990528_13. 9C10 . C29 . o2 . np Method AAT/NAP 
3512 End 3662 

6646868 Score 231 

3512.. 3662 

(AJ251899) S-adenosylmethionine decarboxylase 2 [Oryza sativa] 



36760 
75700 
1 

OJ990528_13. 9C10 . C30 . ol . gp 
1 

4715086 
1. .183 

1421751 3.0e-12 (U60592) putative ORF; conserved in 5 1 leaders 
of plant SAMdC [Pisum sativum] 



Seq. ID OJ990528_13.9C10.C30 
Strand 

End 183 

Method AAT/GAP 

End 183 

Score 203 



Seq. No. 
Gene No. 
Start 
Name 
Start 

.Exjons__ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36760 
75700 
1 

OJ990528_13. 9C10 . C30 . ol . gs 
60 

■ none • -• ■ 



. 6„ct...,L83. _ 

36761 Seq. ID 

75701 Strand 

61 End 
OJ990528_13. 9C10.C34 .ol.gs Method 

61 End 

none Score 



Seq. ID OJ990528_13.9C10.C30 
Strand 

End 183 
Method GENSCAN 
End 183 

J5£0£S 1L„ 



OJ990528_13.9C10.C34 
+ 

4769 
GENSCAN 
4723 
. 68 



61. .237, 405. .652, 720. .801, 1160. .1271, 1620. .1762, 2347. .2362, 
2774. .3210, 3750. .3897, 4126. .4204, 4612. .4723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

"Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 



36761 
75701 
61 

OJ990528_13.9C10.C34 .ol.tm 

688 

none 

688. .735, 766. .804, 783. .809, 
1120. .1185, 1121. .1276, 1601. 
2076. .2219, 2077. .2226, 2078. 
"2811 '?. 2882, ■ 2812. /2898'/ 2815'. 

36761 

75701. - 
.61 . V\ 

OJ990528_13. 9C10.C34 .ol.np . 
751 

3063698 



Seq. ID OJ990528_13.9C10.C34 

Strand + 

End 4769 

Method TBLASTX: Maize 

End 3054 

Score 40 

915. .1001, 922. .1056, 1118. .1273, 
.1765, 1615. .1806, 2074. .2232, 
.2227,. 2644 . .2727, 2646.. 2726^ 
. 2898, * 2890 ;;. 3054," 2*925 ;\'3Q53/" ' 

Seq. ID' OJ990528_13.9C10.C34' ' 

Strand + ■ ■ - . ■ .. 

End \ " 4769 

Method AAT/NAP 

End 4756 

Score 622 

1772, 2043.. 2226, 



751. .801, 924. .1002, 1119. .1271, 1620. 
2646. .2726, 2776. .2902, 3005. .3210, 3750. .3897, 4091. .4242, 
4643. .4756 

(AL022537) putative protein [Arabidopsis thaliana] 



36761 
75701 



Seq. ID OJ990528_13.9C10.C34 
Strand + 



36484 



Start 


61 








End 


4769 


Name 


OJ990528 13 


. 9C10.C34.ol 


• gp 




Method 


AAT/GAP 


Start 


2107 








End 


OlZZ 


01 


uC-osflcyp058a08bl 






Score 


y iz 


Exons 


2107. .2226, 


2646. .2726, 


2814. 


.3122 




GI Descrip. 


'1421751 3. 


Oe-12 (U60592) ] 


putative ORF 


; conserved in 5 1 1 leaders 




of plant SAMdC [Pisum sativum; 


] ' 




Seq. No. 


36761 








Seq. ID 


OJ990528_13.9C10.C34 


Gene No. 


75701 








Strand 


+ 


Start 


61 








End 


4769 


Name 


r\ to an c;Ofi 1 ^ 


Qpi n c^a a1 
. yL-i u . Lj4 . oi 


. tw 




Method 


TBLASTX: Wheat 


otart 


2896 








End 


3899 




none 








Score 


54 


Exons 


2896. .3006, 


2964. .3209, 


30! 


35. 


.3210, 3713. .3898, 3735. .3899 


beq. no. 


36761 








Seq. ID 


OJ990528_13.9C10.C34 


Gene No . 


75701 








Strand 


+ 


Start 


61 








End 


4769 


Name 




. yClU . Co4 . o2 


. tm 




Method 


TBLASTX: Maize 


Start 


3138 








End 


4769 




none , 








Score 


63 


Ex.ohs_,.. r 


_3138... ..3 2 A3,. 


,3.1 5 0^.-3.2,0 9.,,. 




.;32m^3Jl^^ 




3788. .3898, 


3833. .3901, 


38- 


46. , 


.3914, 3849.. 3905, 4077.. 4220, 




4102. .4212, 


4125. .4217, 


4610. , 


.4681, 4676. .4711, 4749. .4769 


Seq. No. 


36762 








Seq.. ID 


OJ990528_13.9C10.C35 


Gene No. 


75702 








Strand 


+ 


btart 


1028 








End 


1642 


Name 


OJ990528 13 


.9C10.C35.ol 


.gs 




Method 


GENSCAN 


Start 


1028 








End 


1642 




none 








Score 


.53 


Exons 


1028. .1376, 


1525. .1642 










beq. no. 


36762 








Seq. ID 


OJ990528_13.9C10.C35 


Gene No . 


75703 








Strand 




Start 


1 








End 


4656 


Name 


OJ990528 13 


.9C10.C35.ol 


.np 




Method 


AAT/NAP 


brar z 


1 








End 


1766 




5596996 








Score 


133 


Exons 


1..199, 277 


..418, 1727. 


. 1766 






.GI Descrip. 


_ (Y14600) putative protein serine /threonine kinase [.Sorghum 




~ bi color f "" 












Seq. No. 


36762 








Seq. ID 


OJ990528_13.9C10.C35 


Gene No .' . - 


75703: - 








Strand - 




Start. 


.1 








End" 


4 656^ ' " 


Name 


OJ990528 13 


. 9C10.C35.o2, 


.np 




Method 


AAT/NAP 


Start 


r 








End 


2172 




6522590 








Score 


152 


Exons 

i*j -t\ n_/ no 


1..439, 602, 


..785, 2083., 


.2172 






GI Descrip. 


(AL133292) receptor kinase- 


-like protein [Arabidopsis thaliana] 


Seq. No. 


36762 








Seq. ID 


OJ990528_13.9C10.C35 


Gene No. 


.75703 








Strand 




Start 


1 








End 


4656 


Name 


OJ990528 13, 


.9C10.C35.o2, 






Method 


GENSCAN 



36485 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2031 End 

none Score 
2031. .2571, 4607. .4656 

36763 Seq. ID 

75704 Strand 
450 End 
OJ990528_13. 9C10 . C36 . ol . gs Method 
4 50 End 
none Score 
450. .523, 1179. .1256, 1333. .1435 

36764 Seq. ID 

75705 Strand 
100 End 
OJ990528_13. 9C10 . C37 . ol . gs Method 
100 End 
none Score 
100. .318 



4656 
.41 



OJ990528_13.9C10.C36 
+ 

1435 
GENSCAN 
1435 
.42 



OJ990528_13.9C10.C37 
318 

GENSCAN 

318 

.67 



Seq. No. 36765 

J5me.J8.Q_;.„ 2520.6 „. 

. start,. .... v.; , ,i,.._, .... . ^w.;, ... 

Name OJ990528__13 . 9C10 . C38 . ol . np 

Start 1 
GI 6016687 
Exons 1..94, 626.. 1237 

GI Descrip. (AC009991) putative disease resistance protein [Arabidopsis 
thaliana] 



Seq. ID OJ990528_13.9C10.C38 

, Strand - , . _ 

...End 12.3. 7. _ 

Method ' AAT/NAP 
End 1237 
Score 230 



Seq. No. 36766 

Gene No. 75707 

Start 442 

Name OJ990528_13 . 9C10 . C4 1 . ol . gs 
Start - 442 

GI none 

Exons 442.. 667 



Seq. ID OJ990528_13.9C10.C41 

Strand + 

End 680 

Method GENSCAN 

End 667 

Score .52 



Seq. No.' 36766 
Gene No. 75707 
Start 442 

Name OJ9.90528_13.. 9C10 . C4 1 . ol . gp 

■Start 5T5" ' "■*'"'" .*-.*" 

GI . . 4 2 62 6_1.R1084 " . ' 

Exons ' '515. . 680 

GI- Descrip. 1 4 1764 20/dbj I BAA371 67*| 2 . 0e-ll (AB008097) cytochrome- P450- 
[ Arabidopsis thaliana] 1 



Seq. ID OJ990528_13.9C10.C41 
Strand + 
End 680 

Method ■ AAT/GAP , . . 

"End "V 680. " '.' : '/V *" 

Score ' 254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36767 
75708 
1 

OJ990528_13. 9C10 . C42 . ol . np 
1 

4314358 



Seq. ID OJ990528_13.9C10.C42 
Strand 

End 1615 

Method AAT/NAP 

End 1615 

Score 99 



1..43, 1290. .1378, 1459. .1615 

(AC006340) putative kinesin heavy chain [Arabidopsis thaliana] 



36486 




Seq. No. 


36767 






Seq. ID 


OJ990528_13.9C10 


.C42 


Gene No. 


75708 






Strand 






Start 


1 






End 


1615 




Name 


OJ990528 13 


.9C10 


.C42.ol.gs 


Method 


GENSCAN 




Start 


644 






End 


1483 




GI 


none 






Score 


. 61 




Exons 


644. .891, 1292.. 


1378, 1402 . . 


1483 






Seq. No. 


36768 






Seq. ID 


OJ990528_13. 9C10 


.C45 


Gene No. 


75709 






Strand 


+ 




.Start 








End 


4154 




Name 


OJ990528 13 


.9C10 


.C45.ol.gs 


Method 


GENSCAN 




Start 


2842 






End 


3901 




GI 


none 






Score 


. 98 




Exons 


2842. .3616, 


3758 


. . 3901 








Seq. No. 


36768 






Seq. ID 


OJ990528_13 . 9C10 


.C45 


Gene No. 


75709 






Strand 


+ 




Start 


2842 






End 


4154 




Name 


OJ990528 13 


■ 9C10 


.C45.o2.np 


Method 


AAT/NAP 




Start 


2887 






End 


' 4154 




GI- ■ - 


6648213 ■ 






Sc.pr.e_ 


822 - 




Exons,. 


...2.88.7,. ...3.6,1.6.;. 


"375a 




,.; : .;4.15.4.__. 






GI Descrip. 


(AC013483) 


unknown protein ' [Arabidopsis thaliana] 




Seq. No. 


36768 






Seq. ID 


OJ990528_13.9C10 


.C45 


Gene No. 


75710 






Strand 






Start 


1 






End 


2620 




Name 


OJ990528 13 


.9C10 


.C45.ol.gp 


Method 


AAT/GAP 




Start 


1 






-End 


2620 




GI 


none 






Score 


1487 




Exons 


1..286, 435 


. .536 


, 1232.. 1345 


, 1698. .1782, 2416. .2620 




Seq. No. 


36768 






Seq. ID 


OJ990528_13.9C10 


.C45 


Gene No. 


75710 






Strand 






Start . 


1 






End 


2620 




Name- 


OJ990528 13 


. 9C10 


.C45.ol.np 


Method 


-AAT/NAP 




Start 


1 






End 


1306 




GI 


4455361 






Score 


140 




Exons 


1..50, 449. 


.536, 


1232. .1306 








GI Descrip. 


(AL035524) putative protein 


[Arabidopsis thaliana] 




Seq." No.' 


" ;i"67 6 : 8 : ' ~ 






''Seq.'' iti 


' 0 J 9 905 2 8'_jl : 3 : . 9C 1 0 ' 


7C45/; 


Gene No 


75711 






. Strand 






Start " '' 


2798' 






End 


3900 - 




Name 


OJ990528 13 


: 9C10 


.p4 5.ol.titr- 


Method ■' 


TBLASTX: Maize-" - r 




Start 


2798 






" 'End 


3399' : 




GI 


none 






Score 


42 




Exons 


2798. .2821, 


2799 


..2822, 2860 


..2913, 2868. .2912, 3106. .3399, 




3180. .3395 












Seq. No. 


36768 






Seq. ID 


OJ990528_13. 9C10 


.C45 


Gene No. 


75711 






Strand 






Start 


2798 






End 


3900 




Name 


OJ990528 13 


. 9C10 


.C45.ol.tc 


Method 


TBLASTX: Cress 




Start 


3109 






End 


3900 




GI 


none 






Score 


709 





36487 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

„Star_t„ 

.Name,, . ... , 

Start 

GI 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons . 



3109. .3615, 3180. .3437, 3483. .3614, 3754. .3900, 3846. .3899 



36768 
75711 
2798 

OJ990528_13. 9C10.C4 5.ol. ts 

3109 

none 



Seq. ID OJ990528_13.9C10.C45 
Strand 

End 3900 

Method TBLASTX : Soybean 

End 3615 

Score 607 



3109.. 3552, 3180.. 3551, 3549.. 3614, 3550.. 3615 



36769 
75712 
1 

OJ990528_13. 9C10 . C4 6 . ol . np 
1 

6648213 
1..54, 187 . .449 

(AC013483) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990528_13.9C10.C46 

Strand + 

End 2542 

Method AAT/NAP 

End 449 

Score 320 



36769 
75712 

J. „ ' : , 

,DJ5L9p.52.a_L3 . SGliLc4 6. ..of Ss 

176 

none 

176. .475, 177. .419 ' 

36769 
75712 
1 

OJ990528_13. 9C10.C4 6.ol. tc 

185 

none 

185. .454, 186. .419 

36769 
75712 . 
1 

OJ990528_13. 9C10.C4 6.ol . tm 

185 

none 

185. .457, 18 6. .419, ; 194 . .4 90. 



Seq. ID OJ990528_13.9C10.C46 
Strand + 

,EncL__. 254 2 

..Method...... TBLASTX :,S.oybean s . 



End 
Score 



475 
224 



Seq. ID OJ990528_13.9C10.C46 

Strand + 

End 2542 

Method TBLASTX : Cress 

End 454 

Score 235 



Seq. ID OJ990528_13.9C10.C46 

Strand + 

End 2542 

Method TBLASTX : Mai ze 

End 4 90 

Score 308 



Seq. No. * 36769; . * 

Gene No. 75712' 

start '"■ l. • ' . .'• • 

Name 0 j990528_13. 9C10 . C4 6. ol . gs 

Start 193 

GI none 
.Exons 



Seq. ID OJ990528_13.9C10.C46 
Strand ■ + 

End ' " 2542 ■ ' ' "• - ... 
Method ' GENSCAN 
End 2542 
Score . 55 



193. .403, 784. .1051, 1137. .1331, 1438. .1609, 1679. .1766, 
2455. .2542 



Seq. No. 36770 

Gene No. 75713 

Start 2083 

Name OJ990528_13 . 9C10 . C47 . o2 . np 

Start 1712 



Seq. ID OJ990528_13.9C10.C47 

Strand + 

End 3080 

Method AAT/NAP 

End 1819 



36488 



GI 5922619 Score 102 

Exons 1712.. 1819 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016852 |dbj IBAA85195.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 36770 

Gene No. 75713 

Start 2083 

Name OJ990528_13 . 9C10 . C47 . o2 . gs 

Start 2083 

GI none 
Exons 



Seq. ID OJ990528_13.9C10.C47 

Strand + 

End 3080 

Method GENSCAN 

End 3080 

Score . 8 



2083. .2142, 2176. .2313, 2561. .2585, 2902. .3080 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
_GI.. De.so.rip., 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36770 
75714 
1 

OJ990528_13. 9C10 . C47 . ol . np 
1 

1420873 
1..412 

_(Xj)8.9911 ..inorganic phosphate, .transporter 2 „, fSolanum tuberosum] 



Seq. ID OJ990528_13.9C10.C47 

Strand 

End 412 

Method AAT/NAP 

End 412 

Score 456 



36770 
75714 
1 

OJ990528_13. 9C10 . C47 . ol . gs 
22 

none 
22. .372 



Seq. ID OJ990528_13.9C10.C47 

Strand 

End 412 

Method GENSCAN 

End 372 

Score .7 



Seq. No. 36770 

Gene No. 75715 

Start 1958 

Name OJ990528_13 . 9C10 . C47 . ol . tm 

Start 1 

GI none 

Exons 1..183, 8. .403, 31. .408 



Seq. ID OJ990528_13.9C10.C47 
Strand 

End 3302 

Method TBLASTX: Maize 

End 4 08 

Score 206 



Seq. No. 36770 
Gene No. 75715 
Start . . 1958 . 

Name" * : v OJ990~528_13 .9ClO . C47; ol . tc : 

start 2 . * ' :; 

GI " none : 

Exons-- ' ■- "'..'2. .409, 28. .408 ■ . 



Seq. ID OJ990528_13.9C10.C47 
Strand 

End . 3302 . . .. 

Method v 'TBLASTX: Cress' ~ ; ' ' ~ ~" 

End. \ ' .409 " ' ' ' " 

Score 34 9 "* 



Seq. No. 36770 

Gene No. 75715 

Start 1958 

Name OJ990528_13 . 9C10 . C47 . ol . ts 

Start 28 

GI none 

Exons 28.. 186, 28.. 231, 32.. 217 



Seq.. ID OJ990528_13.9C10.C47 
Strand 

End 3302 

Method TBLASTX : Soybean 

End 231 

Score 95 



Seq. No. 
Gene No. 



36770 
75715 



Seq. ID OJ990528_13.9C10.C47 
Strand 



36489 



Start 
Name 
Start 
GI 

Exons 



1958 End 

OJ990528_13 . 9C10 . C4 7 . o2 . ts Method 

295 End 

none Score 
295. .408, 296. .409 



3302 

TBLASTX : Soybean 

409 

145 



Seq. No. 36770 
Gene No. 75715 
Start 1958 

Name OJ990528_13 . 9C10 . C4 7 . o3 . np 

Start 1958 
GI 6630699 
Exons 1958.. 2041, 3260.. 3302 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ990528_13.9C10.C47 
Strand 

End 3302 

Method AAT/NAP 

End 3302 

Score 69 



Seq. No. 
Gene No. 
Start 
Name 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36771 
75716 
1 

0 J99052'8_13 . 9C10 . C4 8 . ol . np 

- _ . „ 



Seq. ID OJ990528_13.9C10.C48 
Strand + 
End 1004 
Method AAT/NAP 
,End. 1Q.Q4 _ 



S.core. . . „. 9Q 



59226.19 . , .... . . . . 

1. .128,. 905. .1004 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016852 [dbj IBAA85195.il (AP000570) hypothetical protein 

[Oryza sativa] 



36771 
75716 
1 

OJ990528_13 . 9C10 . C4 8 . ol . gs 
75 

none 

75. .139, 298. .439 



Seq. ID OJ990528_13.9C10.C48 

Strand + 

End 1004 

Method GENSCAN 

End 439 

Score . 68 



Seq. No. 36771 

Gene No. 75717 

Start 2806 

Name OJ990528_13 . 9C10 . C4 8 . o2 . gs 

Start 2806 

GI none * 
Exons; " 280'6Y.'30'8'7/ 3638 /: 4037 /' ■"" 



Seq. ID OJ990528_13.9C10.C48 

Strand . + 

End 4 037 

Method GENSCAN 

End 4037 

Score . 97. . ... 



Seq. No. 
Gene No . 
' Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



36771 

75718 - - ' . • ' ' ....... 

' 1 ." 

OJ990528_13.9C10.C4 8 .o3-.np 
1 

6721547 
1..52, 1340. .1437 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990528__13.9Cl0.C48 

Strand-- - - ■• ~: - •• 

End ' 2487' ' '. ' ' 7 

Method AAT/NAP . 
End 1437 
Score 98 



36771 
75718 
1 

OJ990528_13 . 9C10 . C4 8 . o2 . np 



Seq. ID OJ990528_13.9C10.C48 
Strand 

End 2487 

Method AAT/NAP 



36490 



Start 
GI 

Exons - 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

^ExQnsL 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1143 End 2487 

6630699 Score 68 

1143. .1231, 2435..2487 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



36772 
75719 
2302 

OJ990528_13.9C10.C4 9.o2.gs 

2302 

none 

2302. .2358 

36773 
75720 
1225 

OJ990528JL3. 9C10.C50.ol.gs 

1225 
none 

_„1225., U371 / _J V &Q0.._..1J26._ _ 

36774 
75721 
370 

OJ990528_13 . 9C10 .C52 . ol . gs 

370 

none 

370. .478 



Seq. ID OJ990528_13.9C10.C49 
Strand 

End 2358 

Method GENSCAN 

End 2358 

Score .94 



Seq. ID OJ990528__13.9C10.C50 
Strand 

End 1726 

Method GENSCAN 

End 1726 

Score . 68 



Seq. ID OJ990528_13.9C10.C52 
Strand 

End 478 

Method GENSCAN 

End 478 

Score .88 



Seq. No. 36775 

Gene No. 75722 

Start 1 

Name OJ990528_13 . 9C10 .C53 . ol . np 

Start 1 

GI 6453879 

Exons 1..89, 288. .423, 739. .836 

GI Descrip. (AC011717) putative RNA-binding protein [Arabidopsis thaliana] 



Seq. ID OJ990528_13.9C10.C53 
Strand 

836 

AAT/NAP 
836 
175 



End 

Method 

End 

Score 



Seq. No. 


36775 






Seq. ID 


OJ990528_13. 9C10 


.C53 


Gene .No . 


75722 






Strand 






Start - 








1 End ' " •' 


: 836 ' r ''Z '.' 




Name 


OJ990528' 


13.9CI0 .C53.ol. 


tm 


Method" 


TBLAS.TX: Maize ' 




Start 


2'69' 






End 


834 * : 




GI ;•- _ • 


none- ~ ! 






■ Score - " - 


18 6 • - • 




Exons 


2 69.'. 424, 


"274.. 423, .736. 


.834, 


.737'. 82 9 






Seq. No. 


36776 






Seq. ID 


OJ990528_13. 9C10 


.C54 


Gene No. 


75723 






Strand 


+ 




Start 


201 






End 


333 




Name 


OJ990528 


13.9C10.C54.ol. 


gs 


Method 


GENSCAN 




Start 


201 






End 


333 




GI 


none 






Score 


. 69 




Exons 


201. .333 












Seq. No. 


36776 






Seq. ID 


OJ990528_13. 9C10 


.C54 



36491 



Gene No. 75724 Strand 

Start 963 End 1124 

Name OJ990528_13 . 9C10 . C54 . o2 . gs Method GEN SCAN 

Start 963 End 1124 

GI none Score . 63 

Exons 963.. 1124 



Seq. No. 36777 

Gene No. 75725 

Start 1 

Name OJ990528_13 . 9C10 . C56 . ol . gp 

Start 1 

GI 5455419 

Exons 1. .270, 352. .542 

GI Descrip. 4091806 2.0e-12 (AF052585) CONSTANS-like protein 2 [Malus 
domestica] 



Seq. ID OJ990528_13.9C10.C56 
Strand + 

1042 
AAT/GAP 
542 
894 



End 

Method 

End 

Score 



Seq. No. 
Gene No . 
Start 
Name 

.St.art_ ._. 

G.I „ ... 

Exons 

GI Descrip-. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36777 
75725 
1 

OJ990528_13. 9C10 . C56 . ol . np 

~, '4 afi&osTZ, ™" ; - r . T ~ ™ . " ' 7 T~ 

1. .617, 645. .664 

(AF052585) CONSTANS-like protein 2 [Malus domestica] 



Seq. ID OJ990528_13.9C10.C56 
Strand + 
End 1042 
Method AAT/NAP 

End „ 664^ 

,Sc.or.e... 1.95... .. , ... 



36777 
75725 
1 

OJ990528_13.9C10.C5 6.ol.tm 
65 

none 



Seq. ID OJ990528_13.9C10.C56 

Strand + 

End 1042 

Method TBLASTX : Mai ze 

End 542 

Score 36 



65. .118, 88. .267, 107. .259, 135. .269, 136. .324, 351. .386, 
35S..387, 436. .540, 444. .542 



Seq. No. 36777 

Gene No. 75725 

Start 1 

Name OJ990528_13 . 9C10 . C56 . ol . gs 

Start 73 

GI none 

Exons 73... .270, 352 .. 730, , 870 ... 1000 . 



Seq. ID OJ990528_13.9C10.C56 

Strand + 

End 1042 

Method GENSCAN 

End 1000 

Score . 67 



"Seq. No . . ' 36777. ' .. "' ' ' ' \ 

Gene No. 75725 

-■Start •• • • .1 •- ■■ - - - -• v^.. ' .. 

Name " \ OJ?90'528_13 . 9C10 . C5.6Vo? . gp 

Start ' ' 75$ ' 

GI 3768898 

Exons 759.. 972, 1011.. 1042 

Seq. No. 36778 

Gene No. 75726 

Start 879 

Name OJ990528JL3 . 9C10 . C57 . ol . gp 

Start 576 

GI 3770 1.R1084 



Seq., ID." OJ990528_13.9C10.C56 
Strand ' + ' - ' " 

■End : --'1042 •' - ■ ' - - 

Method / AAT/GAP 
End " " 1042" 
Score 401 



Seq. ID OJ990528_13.9C10.C57 
Strand 

End 3881 - * 

Method AAT/GAP 

End 2933 

Score 1563 



364 92 



Exons 576.. 1053, 1697.. 1955, 2844.. 2933 

GI Descrip. ' 3435096/gb | AAD12770 . 1 1 4.0e-24 (AF033587) 
thaliana] 1 



SRZ21 [Arabidopsis 



Seq. No. 36778 

Gene No. 75726 

Start 879 

Name OJ990528_13 . 9C10 . C57 . ol . gs 

Start 879 

GI none 
Exons 



Seq. ID OJ990528_13.9C10.C57 



Strand 
End 

Method 

End 

Score 



3881 
GENSCAN 
3881 
.87 



879. .1053, 1697. .1955, 2844. .2932, 3814. .3881 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36778 
75726 
879 

OJ9905 
888 

328186 
888. .1 
(AL031 
gi | 343 
^[.Arabi 



28 13.9C10.C57.ol.np 



Seq. ID OJ990528_13.9C10.C57 
Strand 

End 3881 
Method AAT/NAP 
End 3129 
Score 331 
1955, 2844. .2949, 3058. .3129 
004) RSZp22 splicing factor [Arabidopsis thaliana] 
5094 | gb | AAD127 69 . 1 | (AF033586) 9G8-like SR protein 
dpps i s . t hal i.ana ] ; :< „„ _ ... _ — , 



9 

053, 



1697.. 1732, 1763. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528 13.9C10.C58 



36779 
75727 
1 

OJ990528_13. 9C10 . C58 . ol . gp 
1 

3770JL.R1084 
1..126, 333. .440 

, 3435096/gb|AAD12770.1 j 4.0e-24 (AF033587) SRZ21 [Arabidopsis 
thaliana] ' 



440 

AAT/GAP 

440 

350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36779 
75727 
1 

OJ9905 
1 

328186 
1. .112 
(AL031 
gi 1.343 
" [Arabi 



28__13. 9C10.C58.ol.np 
9 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_13.9C10.C58 
440 

AAT/NAP 

112' 

113 



004) RSZp22 splicing factor [Arabidopsis thaliana] 
5094 | gb | AAD127 69 .1 1 (AF033586) 9G8-like SR protein 
dopsis thaliana]; ; ; y * ;■ " ' • - - ^- ..„-._. 



Seq. No. 


36779 










*" Seq. ID 


OJ990528_ 


13 


9C10 


C58 


Gene - No ...... 


-'" -75727- . 










... Strand--. 










Start '/ • 


'•' 










End 


4 4 0 








Name 


OJ99052S 


L 13 


9C10 


C58.ol 


.gs 


Method 


GENSCAN " 








Start 


25 










End 


126 








GI 


none 










Score 


.45 








Exons 


25. .126 




















Seq. No. 


36780 










Seq. ID 


OJ990528_ 


13 


9C10 


C60 


Gene No. 


75728 










Strand 










Start 


309 










End 


544 








Name 


OJ99052E 


L 13 


9C10 


C60.ol 


. np 


Method 


AAT/NAP 








Start 


309 










End 


544 









36493 




GI 6815052 Score 187 

Exons 309.. 544 

GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 


36781 




Seq. ID 


OJ990528_ 


_13 


9C10 


.C63 


Gene No. 


75729 




Strand 


+ 








Start 


265 




End 


383 








Name 


' OJ990528 13.9C10.C63.ol 


.gs 


Method 


GENSCAN 








Start 


265 




End 


383 








GI 


none 




Score 


.4 








Exons 


265. . 383 














Seq. No. 


36782 




Seq. ID 


OJ990528 


13 


9C10 


,C66 


Gene No. 


75730 




Strand 


— 








Start 


67 




End 


870 








Name 


OJ990528_13 . 9C10 .C66 . ol 


.gs 


Method 


GENSCAN' 








Start 


67 




End 


842 








GI 


none 




Score 


.6 








Exons 


67. .161, 166. .283, 722. 


. 842 












Seq. No. 


36782 




Seq. ID 


OJ990528_ 


13 


9C10 


. C66 


Gene._No._; ; 


75730 














Stant.™..„; 


: _ ... 




. .End,_.„_ 


...870 


.™ 




™ ...... 


Name 


OJ990528 13 . 9C10 .C66.0I 


.rip 


Method 


AAT/NAP 








Start 


' 165 




End 


870 








GI 


6815052 




Score 


418 








Exons 


165. .283, 566. .641, 723 


. .870 












GI Descrip. 


(AP0 01080) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


36783 




Seq. ID 


OJ990528_ 


13. 


9C10 


.C67 


Gene No. 


75731 




Strand 


+ 








Start 


91 




End 


242 








Name 


OJ990528 13. 9C10.C67.ol 


gs 


Method 


GENSCAN 








Start 


91 




End 


242 








GI 


none 




Score 


.43 








Exons 


91 . .242 














Seq. No. 


36784 




Seq. ID 


OJ990528_ 


13. 


9C10 


.C71 


Gene No. 


75732 




Strand 


~ 








Start 


197 




End 


328 








Name 


OJ990528 13. 9C10.C71.ol 


gs 


Method 


GENSCAN 








Start 


. 197. ... . 




T End . 


328 








Gi • " ■ 


;." none : "■" ;* 




Score ; 


~'.4~ ' ' : 


~. . ~ 






Exons" 


197, . 328 














Seq. No. 


36785 " ; 




-Seq. ID- - 


: OJ990528_ 


13. 


9C10 


. C 73- 


Gene No. 


/j/jj ■ ■ . 




Strand" 










Start 


' 127 4 . • ' ' 




End 


1736 








Name 


OJ990528 13. 9C10.C73.ol. 


gs 


Method 


GENSCAN 








Start 


. 1274 




End 


1736 








GI 


none 




Score 


.58 








Exons 


1274. .1326, 1352. .1495, 


1572 


. .1736 










Seq. No. 


36786 




Seq. ID 


OJ990528_ 


13. 


9C10 


.C74 


Gene No. 


75734 




Strand 










Start 


545 




End 


2870 








Name 


OJ990528 13.9C10.C74.ol. 


np 


Method 


AAT/NAP 









36494 



• 



Start 545 End 2870 

GI 2760837 Score 93 

Exons 545.. 591, 2136.. 2260, 2353.. 2477, 2847.. 2870 

GI Descrip. (AC003105) putative cytochrome' P450 [Arabidopsis thaliana] 



Seq. No. 36786 Seq. ID 

Gene No. 75734 Strand 

Start 545 End 

Name OJ990528_13 . 9C10 . C74 . o2 . gs Method 

Start 1867 End 

GI none Score 

Exons 1867.. 2352, 2373.. 2510 



OJ990528_13.9C10.C74 

2870 
GENSCAN 
2510 
. 9 



Seq. No. 


36787 






Seq. ID 


OJ990528_13.9C10.C7 6 


Gene No. 


75735 






Strand 




Start 


1534 






End 


3225 


Name 


OJ990528 13 


. 9C10 


.C76.ol .gs 


Method 


GENSCAN 


Start 


1534 






End 


3225 


GI 


none 






Score 


.68 


Exons 


1534 . . 1636, 


2493 


..2716, 2739. 


.2889, 2926. .3082, 3148. .3225 


S3Jli-Ji£L^S 


36788 






_Seq,_LD 


^oj^o&ia^ 


.Gene„No_.„, '. 


, ..7.5.7 3.6 . ./. 






Strand.... 




Start 


4604 






End 


^ 4 93 if '"^ 


Name 


OJ990818 14 


.-9C08 


CI .ol .gs 


Method 


GENSCAN 


Start 


4604 






End 


4932 


GI 


none 






Score 


.86 


Exons 


4604. .4734, 


4884 


.4932 







Seq. No. 36788 

Gene No. 75737 

Start 5113 

Name OJ990818_14 . 9C08 .CI . ol . np 

Start 5113 

GI 6652882 

Exons 5113.. 5133, 6476.. 6944, 8223. 
GI Descrip. 



Seq. ID OJ990818_14.9C08.C1 
Strand 

End 8252 

Method AAT/NAP 

End 8252 

Score 170 
.8252 



(AF123392) 26S proteasome AAA- AT Pa se subunit -RPT3 [Arabidopsi; 
thaliana] 



Seq. No. 36789 Seq. ID 

Gene No. 75738 Strand 

Start r . . 1613 , End . 

Name : v ' : "OJ990818_14 . 9C08 . C2 ; : ol . gs - " : ; Method ' 

Start .. 1613 'End 

GI " none * Score 

■ Exons 1613.-. 1743,, 22-75.. 2351, -2519.. 2691 ... 



OJ990818_14 .9C08.C2 

2691 . . . ... , 

GENSCAN" " " :: ■ 

2 691. ' 

.61 



Seq. No. 36790 Seq. ID 

Gene No.' 75739 Strand 

Start 2903 End 

Name OJ990818_14 . 9C08 . C3 . ol . gs Method 

Start 2903 End 

GI none Score 

Exons 2903. .3085, 4524.. 5024 



OJ990818_14 .9C08.C3 
+ 

5024 

GENSCAN 

5024 



Seq. No. 
Gene No. 



36791 
75740 



Seq. ID OJ990818_14 .9C08.C4 
Strand + 



36495 




Start 


1568 






End 


4278 








Name 


OJ990818 14 


. 9C08 . C4 . ol . 


gs 


Method 


GEN SCAN 








Start 


1568 






End 


4278 








GI 


none 






Score 


.62 








Exons 


1568 . . 1661 , 


2643 . .2811, 


o o o o 

2982 . 


.3808, 3871. .4278 








Seq. No. 


36791 






Seq. ID 


OJ990818_ 


1 A 

14 , 


, 9C08 


. C4 


Gene No. 


75740 






Strand 


+ 








Start 


1568 






End 


4278 








Name 


OJ990818_14 


. 9C08 . C4 . Ol . 


np 


Method 


AAT/NAP 








Start 


2584 






End 


4157 








GI 


6539588 






Score 


197 








Exons 


2584 . . 2871 , 


4115. .4 157 














GI Descrip, 


(APUUUoo / ) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


36792 






Seq. ID 


OJ990818_ 


14 , 


. 9C08 


.C5 


Gene No. 


75741 






Strand 


+ 








Start 


572 






End 


1139 








Name 


OJ990818 14 


.9C08.C5.ol. 


gs 


Method 


GENSCAN 








Start 


572 






End 


1139 








GI 


none 






Score 


.84 








Exons . ' _ 


• 572. . 637, 1078 . .1139 














— 

Seq. No. 


36792' 






Seq. ID 


OJ990818_ 


14 . 


. 9C08 


. C5 


bene jno . 


75742 






Strand 


+ - 








Start 


5039 






End 


7108 








Name 


OJ990818' 14 


.9C08.C5.ol. 


np 


Method 


AAT/NAP 








Start 


5039 






End 


7108 








GI 


5922634 






Score 


127 








Exons 


5039. .5138, 


7091. .7108 














GI Descrip, 


(AP000492) 


hypothetical 


protein [Oryza 


sativa] 









gi| 6016867|dbj IBAA85210.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 36792 Seq. ID 

Gene No. 75743 Strand 

Start 3137 End 

Name OJ990818_14 . 9C08 . C5 . o2 . gs Method 

Start 3137 End 

GI none Score 

Exons 3137.. 3287, 4677.. 4825, 5116.. 5223 



OJ990818_14. 9C08.C5 

.5223 
GENSCAN ■ 
5223 
.64 



Seq;" No'. "" • 3 6 7 9 3' ' " - ■ "■ : - Seq. ■ ID 

Gene No. . 75744; ; Strand' 

Start ' 365 ■ - End 

Name ■ . OJ990818_14 . 9C.08 .C7 . ol . gs .;. .Method-* 

Start ' ' 365 .' ■ : ' End" ""; 

GI . none ' Score 

EKpns 365.. 387, 1726.. 1882, 2065.. 2109 



' OJ9908 1 8_H : . 9C08 : C7 
+ . . . . • . 

2109 

GENSCAN : • 
2109 ' ' ' ' ' ' 

.47 • • 



Seq. No. 36793 Seq. ID 

Gene No. 75745 Strand 

Start 2905 End 

Name OJ990818_14 . 9C08 . C7 . o2 . gs Method 

Start 2905 End 

GI none Score 

Exons 2905.. 2978, 3385.. 3394 



OJ990818JL4. 9C08.C7 

3394 
GENSCAN 
3394 
.97 



36496 



Seq. No. 


36794 






Seq. ID 


OJ990818_14, 


. 9C08 


.C8 


Gene No. 


75746 






Strand 


+ 






C 4 v v-i- 

btart 


/ 10 






End 


1 ri A 

loll) 






Name 


ujyyuoio 14 . ycuo . bo . oi . 


np 




Method 


TV 7V m / vi 7\ o 

AAT/NAP 






O 4- — > 4- 

otart 


/ 10 






End 


lolU 






bl 


oyu /(job 






Score 


o c o 

ooo 






Exons 


Tl c 1 CI A 

/Id . . loll) 














GI Descrip. 


(AFUUii^y) Hypothetical 


. protein [Oryza 


sativa] 






Seq. No. 


36794 






Seq. ID 


OJ990818_14, 


. 9C08 


.C8 


bene wo. 


/ 0 / % D 






Strand 








b tart 


Tic; 
/ lo 






End 


"I C 1 A 

lolU 






Name 


ujyyuoio 14 . ybuo . Co . oi . 


gs 




Method 


GENS CAN 






o car l 


o y o 






End 


i a a r 
14 bo 






PT 


none 






Score 


Q "3 
. OJ 






Exons 


oyo..l(J/4, l(J/y..l4oo 














Seq. No. 


36795 






Seq. ID 


OJ990818JL4, 


. 9C08 


.C9 


Gene No. 


1 o / 4 / 






Strand 


+ 






Start 


bio y 






End 


A "3 1 A 

9319 






„Na_me. _ ,„ , j. : 


Ainnnoio 1 / a a o a ~ i 

J9>Xi^UP-lJi ^ 1 4 . . 3 b,Q8 . . C 9 . „q2„.. 






^Method , 


. GENS£AN_ 






..S.tart. 


/•ion 

... o. 1,8. 9 _ 






..End.. 


.8.33.6.™ 


• — - - 




GI 


none 






Score 


C A - 

. 52 






Exons 


Dloy..DiyO, d401. . DDJO, 


7858. 


.8336 








Seq. No. 


36795 






Seq. ID 


OJ990818JL4. 


, 9C08 


.C9 


Gene No. 


75747 






Strand 


+ 






O 4 1 -v- +- 


a i q q 

bio y 






End 


A O 1 A 

9319 






Name 


ojyyubio 14 . ycub . cy . oo . 


np 




Method 


AAT/NAP 






Start 


/bob 






End 


9319 






bl 


by U / (Job 






Score 


1 O ~7 A 

1379 






Exons 


/oob..oobl, o4zz..oobu, 


88? 


37. 


.8937, 90( 


" 1 A O 1 A 

dI . . 9319 






GI Descrip. 


(AP(J(j1129) nypotnetical 


protein [Oryza 


sativa] 






Seq. No. 


36795 






Seq. ID 


OJ990818_14. 


, 9C08 


.C9 


Gene No. 


75748 






Strand 








ot art 


1 






End 


7163 






Name 


OJ990818 14.9C08.C9.ol. 


np 




Method 


AAT/NAP 






Start 


1 






End 


4517 . 






bl 


4680179 






Score 


3378 






Exons . . . . 


- 1. .2526, .2629. .34.49, 3688. . 


.3819, 4370.. 


.4517. - . . 




,* .- ■.„. 


bl Descrip . 


T ',( AFl'l 17 OS)' - poiyprot ein 


[Oryza" 


" sativa ' s : ubsp /' . indica 1 ] 






Seq;' No. 


36795 






: Seq: "ID 


OJ990818^14. 


9C08 


;c9 


Gene No . 


' 75748. -' 






Strand 








•Start 


1 






End 


7163" 






Name 


OJ990818 14. 9C08.C9.o3. 


tm 




Method 


TBLASTX: Maize 




bt art 


53 






End 


311 






GI 


none 






Score 


231 






Exons 


53. .310, 72. .311, 120.. 


311 












Seq. No. 


36795 






Seq. ID 


OJ990818__14. 


9C08 


.C9 


Gene No. 


75748 






Strand 








Start 


1 






End 


7163 






Name 


OJ990818 14.9C08.C9.o2. 


ts 




Method 


TBLASTX: Soybean 




Start 


71 






End 


326 







36497 



GI 

Exons 



none 

71. .319, 72. 



,326 



Score 



182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start_ 
Name.. .. . _ 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. .No. 
Gene No. 
Starf , 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 



36795 Seq. ID 

75748 Strand 

1 End 

OJ990818_14 . 9C08 . C9 . ol . tc Method 

95 End 

none Score 
95. .238, 111. .236, 239. .391, 239. .412 

36795 Seq. ID 

75748 Strand 

1 End 

OJ990818_14 . 9C08 . C9 . o2 . tw Method 

119 End 

none Score 
119. .643, 123. .491 

36795 Seq. ID 

75748 . Strand 

.. , End ..,„__ 

, QJ.99.Q8 1,8^14. 9CG8.J C9-. ol.tm. .... .Method,.. 

68 6 End 

none Score 
686.. 1039, 691.. 1017, 723.. 1037 

36795 Seq. ID 

75748 . Strand 

1 End 

OJ990818_14 . 9C08 . C9 . ol . tw Method 

686 End 

none Score 
686. .1111, 688. .1050, 701. .1054, 738.. 



36795.- ■ 
75748. 
1- ' 

OJ990818_14 . 9C08.C9.o3.ts 

860 

none 

86.0. . 1105 , . . 



36795 . . 

75748 

i ... ■ . 

OJ9908i8^14 . 9C08;C9'.o2.tm 

1076 

none 

1076. .1411, 1397. .1576 

36795 
75748 
1 

OJ990818_14 .9C08.C9.o4 .tw 

1118 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End ■ • ■ 
Method • 
End 
Score 



Seq. ID 
Strand 
• End 
Method 
End 
Score 



OJ990818_14.9C08.C9 
7163 

TBLASTX: Cress 

412 

101 



OJ990818_14.9C08.C9 
7163 

TBLASTX: Wheat 

643 

260 



OJ990818_14.9C08.C9 

.7163 _......_„_. : 

, TBLASXX :. Maize 

1039 

70 



OJ990818_14.9C08.C9 
7163 

TBLASTX: Wheat 
1112 
104 
1112 

OJ990818_14.9C08.C9 
7163 

TBLASTX: Soybean 

1105 

213 



OJ990818_14.9C08.C9 

7163 ' - 

TBLASTX: Maize 

1576 

153 



OJ990818JL4 .9C08.C9 
7163 

TBLASTX: Wheat 

1414 

176 



36498 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
„S.tart_. 
..Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

■Start ;.. v 
Name 
Start 
GI 

Exons 




1118. .1414, 1155. .1370 



36795 
75748 
1 

OJ990818_14. 

1127 

none 

1127. .I486, 
1490. .1522 

36795 . 

75748 

1 

OJ990818_14 . 

1463 

none 

1463. .1945, 

36795 

75748 

J., ^ 

,6^.99^8 18^14.. 

1646 

none 

1646. .1918, 

36795 
75748 
1 

OJ990818_14 . 

2093 

none 

2093. .2257, 

36795 
75748 
1 

OJ990818_14 . 

2174 

none 

.2174.. 2512, . 



Seq. ID OJ990818_14.9C08.C9 
Strand 

End 7163 

Method TBLASTX : Soybean 

End 1522 

Score 134 
1155. .1370, 1178. .1486, 1410. .1505, 1490. .1522 



9C08.C9.ol.ts 



9C08.C9.o3.tw 



1472. .1918, 1491, 



Seq. ID OJ990818_14.9C08.C9 
Strand 

7163 

TBLASTX: Wheat 
1946 
166 



End 

Method 
End 
Score 
.1946 



Seq. ID OJ990818_14 . 9C08 .C9 
Strand 

..Ea<A_ 7163, „ , 



9.C 0 8 . C.9. . o 4 . X m , ,„ J : Method ^ . ., TBLASTX.:, Mai ze._._ 
1646. .1933, 1647, 



End 
Score 
.1934 



1934 
82 



9C08.C9.o5.tw 



Seq. ID OJ990818_14 . 9C08.C9 
Strand 

End 7163 

Method TBLASTX : Wheat 

End 24 92 

Score 80 



2142. .2261, 2270. .2491, 2337. .2492 



9C08 ,C9.o6. tm 



2385. .2498 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 



36795 
75748- 

•1 • . - - 

OJ990818_14 , 
2807 ' 
none 

2807. .3208 

36795 
75748 - 
1 

OJ990818_14 . 

3037 

4539658 



9C08.C9.o5.tm 



9C08 .C9.o4 .np 



Seq. ID OJ990818_14.9C08.C9 
Strand 

End 7163 

Method TBLASTX: Maize ■ 

End 2512 

Score 66 



Seq. ID OJ990818_14 .'9C08 .C9' 
Strand ' - ' 

.End:-' . 7163 

Method* " TBLASTX: Maize 
End 3208 
Score 238 



Seq. ID OJ990818_14.9C08.C9 

Strand . - 

End 7163 . 

Method AAT/NAP 

End 7163 

Score 110 



36499 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3037.. 3069, 5489.. 5678, 7113.. 7163 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



36795 
75748 
1 

OJ9908 18_14 . 9C08 . C9 . 06 . tw 

3089 

none 

3089. .3466 



Seq. ID OJ990818_14 . 9C08 .C9 
Strand 

End 7163 

Method TBLASTX : Wheat 

End 3466 

Score 263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq, No. 



36795 
75748 
1 

OJ990818_14 . 9C08.C9.o2 .np 
4164 
6002794 
4164. .4881 

(AF149813) unknown [Oryza sativa] 



Seq. ID OJ990818_14.9C08.C9 
Strand 

End 7163 

Method AAT/NAP 

End 4881 

Score 1067 



.3&79L^ 



.Gene .No.. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



:^Sej^_ID_OJ^^^^ 

.^Sjtr.and,,-^.- „ 

End 7163 

TBLASTX: Maize 
5445 
105 



. 7.57.4 8., 
1 

OJ990818_14.9C08.C9.o7.tm Method 
5210 Erid 
none Score 

5210. .5317, 5211. .5327, 5211. .5330, 5212. .5343, 5315. .5431, 

5321. .5443, 5323. .5445, 5323. .5445 



36795 
75748 
1 

OJ990818_14.9C08.C9.o3.np 
5487 
4539658 
5487.. 5661, 6654.. 6681 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ990818_14.9C08.C9 
Strand 

End 7163 

Method AAT/NAP 

End 6681 

Score 111 



Seq. No. 36796 

Gene .No. 7574 9 - , 

Start ; 72'4 ' • ~ "y ~"" ' i"- 

Name ' - OJ9908 18_14 . 9C0.8 .'CIO V ol . gs 
Start " " ' "'724 - • 

GI ' ■ none - - ■ .. 

Exons '- 724.: 992", 1719.". 1872 

Seq. No. 36797 
Gene No. 75750 
Start 303 

Name OJ990818_14 . 9C08 . Cll . ol . gs 

Start 303 
GI none' 
Exons 303.. 379 



Seq. ID OJ990818_14.9C08.C10 

Strand. . - •. . 

; End 1872'"- : ■ J """y yyyy 

Method' - .GENS CAN ' • ' 
End " " 1872' •' • • ' ' 
Score ■ • .'43 ■ ■ 



Seq. ID OJ990818_14.9C08.C11 

Strand + 

End 379 

Method GENSCAN 

End 379 

Score .72 



Seq. No. 



36797 



Seq. ID OJ990818_14.9C08.C11 



36500 



Gene No. 75751 Strand 

Start 1064 End 

Name OJ990818_14 . 9C08 . Cll . o2 . gs Method 

Start 1064 End 

GI none Score 

Exons 1064.. 1156 



1156 
GENSCAN 
1156 
.72 



Seq. No. 36798 

Gene No. 75752 

Start 1725 

Name OJ990818_14 . 9C08 . C14 . ol . gs 

Start 1725 

GI none 

Exons 1725.. 1734, 2768.. 2924, 3085. 
5328. .5444 



Seq. ID OJ990818_14.9C08.C14 

Strand + 

End 6309 

Method GENSCAN 

End- 5444 

Score .81 

.3173, 4725. .4876, 5117. .5245, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GJL 
, Expas. ...... 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * " 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



36798 Seq. ID OJ990818_14.9C08.C14 

75752 Strand + 

1725 End 6309 

OJ990818_14 .9C08.C14.o2.gp Method AAT/GAP 
2803 End ' 4833 

^C^Qj?rvM2Q2MJ,g2JJol . „„.Sc.Qre„„ 927_ ^ _ 

.280.3., .A173,:^47.2.5.,'. 4 833.. ..'....„,_ Zl 1 Z. .1 

1 3786011 1.0e-14 (AC005499) putative elongation factor 
[Arabidopsis thaliana] 1 



36798 Seq. ID 

75752 Strand 

1725 End 

OJ990818_14 .9C08.C14 .ol.np Method 

2839 End 

3786011 Score 



OJ990818_14.9C08.C14 
+ 

6309 
AAT/NAP 
6309 
650 



2839.-2924, 3082. .3173, 4725. .4876, 5122. .5245, 5328. .5444, 
6216. . 6309 

(AC0054 99) putative RNA-binding protein [Arabidopsis thaliana] 



36798 
75752 
1725 

OJ990818_14 .9C08.C14 .ol. ts 
2868 

none _ 

■■28 68V". 2957 28 6'9 V . *. 2922 '; '"3082 
4 72 4.". 4 876, 5146. . 52'4 4, 5147 
5328'. .5444/ 6216. .6308, ■ 6248 

36798 ' - " ; "" 

75752 

1725 

OJ990818_14 . 9C08 . C14 . ol . tm 

4768 

none 

4768. .4860, 4769. .4873, 4829. 
5153. .5245, 5156. .5245, 5282. 
6214.. 6300, 6216.. 6308, 6248. 



Seq. ID OJ990818_14.9C08.C14 
Strand + 
' End 6309 
Method TBLASTX : Soybean 
End 6308 
Score . .78 

3 1 5 9 , ; " 3 0 8 '3"; ' 3 17 2 y -' 3 0 8 : 3 . V3 2 0~5 ; ' 
.5245, 5156. .52"45, 5270.. '5452, 
162 98 • ' 



Seq. ID 6J990818_14.-9C08.C14 

Strand + 

End 6309 

Method TBLASTX: Maize 

End 6308 

Score 67 

.4879, 5140. .5223, 5152. .5241, 
.5446, 5328. .5435, 5332. .5436, 
.6307 



Seq. No. 



36799 



Seq. ID OJ990818 14.9C08.C15 



36501 






Gene No. 


75753 


Strand 


+ 






o car l 




bna 


Jib 






Name 


ojyyuoio 14 . ycuo . cio . oi . gs 


Method 


. GENSCAN 






Start 


z Jb 


XT' _ _J 

End 


316 






GI 


none 


Score 


. 45 






Exons 


o o c QIC 

^ jj ..Jib 










Seq. No. 


36800 


Seq. ID 


OJ990818_14.9C08 


.C16 




Gene No. 


75754 


Strand 


+ 






otart 


R A A 
0 4 4 


TP -r^ ~i 

bna 


n n o 






Name 


A TQQA01 O ~i A Qr^nO C 1 £T —1 

ujyyuoio i4.ybUo.bio.oi.gs 


Metnoa 


GENSCAN 






btart 


c: A A 
D 4 4 


bna 


H A O 

/Uo 






01 


none 


Score 


. DO 






Exons 


04 4. . / Uo 










Corf Ma 

o g q • IN U . 


jOOU J. 


c ort t n 
oeq . ± u 


ujyyuoio i4.ybUo 


. LI / 






75755 


Strand 


+ — 






Start 


1 


End 


192 






Name 


OJ990818 14.9C08.C17.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


192 






GI 


4884524 


Score 


175. 








a.92_™„™ -„^,v_ _ 










„, G.I. D.e scrip.. 


v ..,{ AB.0.2.7 4 2.7 L .c.!a.s,s_I I l_chitinas^ . homolpgue. ,. .(.QaChi.b3H.-h ) ..XOxy.2 






sativa] 








£ : •* 


Seq. No. 


36801 


Seq. ID 


OJ990818_14.9C08 


.C17 


rLJ 


Gene No. 


75756 


Strand 








otart 


16 


End 


463 






Name 


OJ990818 14.9C08.C17.ol.gs 


Method 


GENSCAN 




% J 


Start 


16 


End 


463 




F : ii 


bl 


none 


Score 


.49 




5 j=? 


Exons 


16. .161, 330. .463 










Seq. No. 


36802 


Seq. ID 


OJ990818_14.9C08 


C19 




Gene No. 


75757 


Strand 


+ 




5 i 

3SS 


Start 


1 


End 


1051 






Name 


OJ990818 14 .9C08.C19.ol.np 


Method 


AAT/NAP 






btart: 


1 


End 


1051 




r ™^ 


bl 


3777527 


Score 


495 






Exons 


1.-396, 556. .1051 










GI Descrip. 


(AF053008) gag-pol polyprotein [Glycine max] 






Seq:" No : " : : 


* '-36802- : ';"' v ' v - ; '-"" v;: "'' ::: - ' 7~ 


"* Seq/ I'D 


" pJ9908i8_14 V9C08" 


CI 9 




Gene No . 


75757 ' * v .'- : .-- v 


Strand'. 


• + ■ - 






btart 


T '" \ ' ' 


End 


1051 ' ' " ' 






• Name 


- OJ990818 14 .-9C08.C19.ol.tm 


Method 


TBLASTX: Maize ' 






Start 


io "' ' ■ / ' 


End " 


371 ' •' *• - : " ' " .' . 






bl 


none ' 


Score' 


81 






Exons 


10. .66, 14. .67, 84.. 224, 143. 


.223, .219 


..371 






Seq. No. 


36802 


Seq. ID 


OJ990818_14.9C08. 


C19 




Gene No. 


75757 . 


Strand 


+ 






Start 


1 


End 


1051 






Name 


OJ990818 14.9C08.C19.ol.gs *' 


Method 


GENSCAN 






Start 


121 


End 


746 






GI 


none 


Score 


.58 






Exons 


121. .746 









36502 




oeq. in o . 






Con T n 


OJ990818JL4. 


9C08. 




Gene No. 


75757 




Strand 


+ 






Start 


1 




End 


1051 






Name 




U S 




TBLASTX: Soybean 




btart 


DO / 






1050 






C T 






S c ore 


150 






Exons 


£fl7 7*37 7 c ',f) 9,9.1 l^Q 


OQQ 

. o y y , 


77C Q01 


902. .1012, 


919. . 


i n i 4 

1 U 1 H / 




1U1D . . 1U0U 












GI Descrip. 














Seq. No. 


36802 




Seq. ID 


OJ990818_14. 


9C08. 


C19 


bene no . 


/ D f D / 




0 U lallU 


+ 






otart 


1 






1051 






Name 






L V 1C LUUU 


TBLASTX: Maize 




btart 


/ DO 




PnH 








bl 


none 




Score 


i 97 
iz / 






Exons 


7£<=; ftQ£ 7P9 flQS pQfi 


. i?0 ^ / 


OjJ . m ¥0 C. I 


QOO Q Q A 

yz z . . y 0 4 






Seq. No. 


36803 




Seq. ID 


O TQ Qfl ft Iff 14 

*juyyuoio ifi. 




C21 


Gene No . 


/D / jo 




C 4- r- -j -n H 


+ 






.SLtarjt 


]_ . ■ ' 


— ■ 


,.bna„ _ T 


218,/, 




. , 


Name. ..: - _ " 


ATQQAQ1 Q 1/ QfTlQ POI ^1 


gp ^ - 




.AAT/.GAR 




— <±^~. r 


Start 


1 - 
1 






218 






bl 


4 -7 00 0.7 0 




Score 


367 






Exons 


1 . . Z 1 0 












Seq. No. 


36803 




Seq. ID 


OJ990818_14. 


ybUo . 


C21 


Gene No. 


75759 




Strand 


+ 






otarc 


o y 4 




End 


2557 






Name 


ujyyuoio i 4 . ybuo . bz 1 . 01 . 


np 


Method 


AAT/NAP 






otart 


"3 OA 

o y 4 




End 


2073 








£ c. "5 Q c: Q Q 

oojyooo 




Score 


329 








*^Q4 7flft 90^0 907^ 
,3 :7 ft . . / UO, ZUjU . . z u / o 












GI Descrip. 


(Afuuuo j / ) nypounericai 


protein [Oryza 


sativa] 






Seq. No. 


36803 




Seq. ID 


OJ990818_14. 


9C08. 


C21 


Gene No . 


/ J / oy 




Strand 


+ 






Start 


394 




End 


2557 






Name 


ujyyuoio 1 4 . ybuo . bz i . oi . 


gs 


Method 


GENSCAN 






bt art 


4 0 O 




End 


2537 






bl 


none 




Score 


.42 






Exons* 


* • A C\ > ■*' £ /l -A-'"- 7 7 ri Q ^ /f ' V fM 1 


. -.'1143, : '2^ 12*. 72 5/37" - r ' ' 






Seq. Nov 


•36803' 




Seq. " I'D 


OJ990818_14 . 


9C08. 


C21 • 


Gene No-. " • 


■ 75759- ■ ' • - - . - -' 




- Strand 








otart 


on/ 




"End "■ 


2557 ■ 




- 


Name 


ujyyuoio i 4 . ybu o . bz 1 . oz . 


hp 


Method 


AAT/NAP 






otart 


1 "5 Q ^ 
Z JO O 




End 


2557 






GI 


6539588 




Score 


140 






Exons 


2385.. 2557 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


36804 




Seq. ID 


OJ990818_14. 


9C08. 


C22 


Gene No. 


75760 




Strand 


.+ 






Start 


200 




End 


3024 






Name 


OJ990818 14. 9C08.C22.ol. 


gs 


Method 


GENSCAN 







36503 



Start 
GI 

Exons 



200 End 3024 

none Score .55 

200. .250, 366. .520, 2470. .2610, 2964. .3024 



Seq. No. 36804 

Gene No. 75761 

Start 4741 

Name OJ990818_14 . 9C08 . C22 . o2 . gs 

Start 4741 

GI none 

Exons 4741.. 4835, 4970.. 5115, 5374, 
7373.. 7518, 7535.. 7660 



Seq. ID OJ990818_14.9C08.C22 
Strand 

End 7 660 

Method GEN SCAN 

End 7660 

Score .56 

.5607, 6069.. 6200, 6902. .7177, 



Seq. No. 36805 Seq. ID 

Gene No. 75762 Strand 

Start 696 End 

Name OJ990818_14 . 9C08 . C24 . ol . gs Method 

Start 696 End 

GI none Score 

Exons 696.. 721 



OJ990818_14.9C08.C24 
+ 

721 

GENSCAN 

721 

.44 



.Se.g, Jo,,. . 368.Q5_. _ „ _ . ...,S_eq._. ID 

„.G.ene..No .. . . . 7 5.7.63_. .... \ , _ . _ . . ..._S.tr and ... 

Start " 2642 End 
Name OJ9908 18_14 . 9C08 . C24 . ol . gp Method 

Start 2642 End 

GI 38012_1.R1084 Score 

Exons 2642.. 2721 

GI Descrip. 1 4097947/gb | U72255 | OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 



.Qaaa08JJB_14 T? -2CQS .£21. 

+ _ 

2721 

AAT/GAP 
2721 
100 



Seq. No. 


36805 




Gene No. 


75764 




Start 


2213 




Name 


OJ990818 14 


.9C08.C24 .o2. gs 


Start 


2213 




GI 


none 




Exons 


2213. .2377, 


3742. .3823 


Seq. No. 


36806 




Gene No. 


75765 




Start 


2502 - 




Name, ; * 7 *" 


OJ9908I8 14 


.■5C08 .C25-.-6I-. rip*" 


Start 


127.1 




GI " 


•4512705 " " 




Exons - • - * 


-127 L. . 1334, 


-2553. . 3100 .." 


GI- Descrip . 


(AC006569)' 


putative protein 


Seq. No. 


36806 




Gene No. 


75765 




Start 


2502 




Name 


OJ990818 14 


-9C08.C25.ol.gs 


Start 


2502 




GI 


none 




Exons 


2502. .3038 




Seq. No. 


36806 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
. End 

~ Mettiod^" 
' End . 
Score 



OJ9.90818_14.9C08.C24 

3823 
GENSCAN 
3823 
. 63 



OJ990818_14.9C08.C25 

3100 . 
AAT/NAP * 7""-'"- : - 
3100 '. ■ ' 

20'4 ' " • 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_14.9C08.C25 

3100 
GENSCAN 
3038 
.82 



Seq. ID OJ990818_14.9C08.C25 



36504 



Gene No. 


75765 






Strand 


- 






Start 


2502 






End 


3100 






Name 


OJ990818_14 . 


9C08 .C25 .ol 


. tc 


Method 


,TBLASTX : 


Cress 




Start 


2658 






End 


"3098 






GI 


none 






Score 


172 






Exons 


2658 . .2795, 


2892 . . 3098 












Seq. No. 


36806 






Seq. ID 


OJ990818 


_14 . 9C08. 


C25 


Gene No. 


75765 






Strand 








Start 


2502 






End 


*}1 Aft 

3100 






Name 


OJ990818_14 . 


9C08 .C25 .ol 


. tm 


Method 


TBLASTX : 


Maize 




Start 


2664 






End 


3084 






GI 


none 






Score 


62 






Exons 


O /•* /" il A A A -1 

2664 . . 2801, 


2856 . . 3080, 


2884 . 


. 3084 








Seq. No. 


36806 






Seq. ID 


OJ990818 


_14 . 9C08. 


C25 


Gene No. 


75765 






Strand 








Start 


2502 






End 


O 1 A A 

3100 






Name 


OJ990818 14. 


9C08 .C25 .ol 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


2664 






End 


3081 






GI 


none 






iScore 


77 






Exons 


2 66*4 .■; 2901, 


2.892^...3j35_Qr, 


2.95.3^ 


. 3081_j_ ; 








Seq. No. 


"'36807 


* -•*—■■■ 




Seq. ID 


OJ990818 


*Jl4 .^C'olT 


C26 


Gene No. 


75766 






Strand 


- 






Start 


52 






End 


1155 






Name 


OJ990818 14. 


9C08 .C26.ol 


.gs 


Method 


GENSCAN 






Start 


52 






End 


1155 






GI 


none 






Score 


. 75 






Exons 


52 . . 1155 














Seq. No. 


36808 






Seq. ID 


/-\ -r A A A A 1 A 

OJ990818 


1 A A /"1 A A 

14 . 9C08 . 


C27 


Gene No. 


75767 






Strand 








Start 


463 






End 


614 






Name 


OJ990818 14. 


9C08.C27.ol 


.gp 


Method 


AAT/GAP 






OtalL 


463 






End 


614 






GI 


uC-osflcypl04cl2al 




Score 


207 






Exons 


463. . 614 














GI Descrip. 


, 5852170/emb 


|AL117265.1|OST17804 3.0e- 


29 Oryza 


sativa 






indica (GLA4 ) 


genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


36809 






Seq.: ID 


OJ990818 


_14 . 9C08. 


C28 


Gene No. 


75768. 






Strand- ; 


■+ *■ ' ■■ - ' 






Start" 


550 






End ' 


: 670 * : 






Name * 


'OJ990818" 14. 


9C08.C28:ol 




"Method 


" GENSCAN 






Start. -- : 


'"550. . „ . 






E n d - 


670 -■: 






GI 


noae 






Score-" 


".4 4 






Exons 


550. ;670 














Seq. No. 


36810 






Seq. ID 


OJ990818 


_14.9C08. 


C30 


Gene No. 


75769 






Strand 


+ 






Start 


581 






End 


732 






Name 


OJ990818 14. 


9C08.C30.ol 


gs 


Method 


GENSCAN 






Start 


581 






End 


732 






GI 


none 






.Score 


.45 






Exons 


581. .732 















36505 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 

^ Sjtart.,,; r 

. JJame. „. ,.. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

" Exons; " 

"Seq .'"'No/ 
...Gene No-. ■ 

Start' ' 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



36811 
75770 
173 

OJ990818_14 . 9C08 . C31 . ol . np 
173 

6907106 



Seq. ID 
Strand 
End 

Method 
End ■ 
Score 



OJ990818 14.9C08.C31 



1378 
AAT/NAP 
1378 
368 

173. .348, 423. .646, 724. .1050, 1266. .1378 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



36811 
75770 
173 

OJ990818_14 . 9C08.C31.ol.tm 
258 
none 



Seq. ID OJ990818_14.9C08.C31 
Strand 

End 1378 

Method TBLASTX : Mai ze 

End 632 

Score 4 3 



258. .317, 291. .326, 356. .391, 380. .406, 395. .433, 396. .632, 
411.. 599, 500.. 607 



Seq. ID 
Strand 

J5nd__„ 
Method. . 
End 
Score 



36812 
75771 

,8,1... 

OJa9081B_1.4 .,9C0!8^C3.2..ol. .,g.s_ 
81 

none 

81. .169, 529. .670, 727. .762 

36812 
75772 
4212 

OJ990818_14 . 9C08 . C32 . o2 . np 
4212 
6815099 
4212. .4323 

(AP001081) hypothetical protein [Oryza sativa] 



OJ990818_14 . 9C08 .C32 
+ 

J7 62_„ . : 

.GEN SCAN,... ........ ^ 

762 
. 42 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_14.9C08.C32 
+ 

4323 
AAT/NAP 
4323 
82 



36812 ' Seq. ID 

75773 Strand 
2701 End 
OJ990818_14 . 9C08 .C32 . o2 . gs Method 
2701 End 
none , . ....... Score.. 

'2701.' V2'8 18 ,'" '3 0 0 5 : ; ; 3 0 4 4 v " : ; ~ " ~ " " " 

36812 Seq. ID 

75774 . ■ ' - - - - - - - ; Strand*- 

3683' ' ' ... End * - 

OJ990818_14 . 9C08 . C32 . ol . np Method 

3683 End 

585208.4 Score 
3683..3766, 4291.. 4362 

(AL117264) zwh0007.1 [Oryza sativa] 

36813 Seq. ID 

75775 Strand 
1 End 
OJ990818 14.9C08.C33.ol.np Method 



OJ990818_14.9C08.C32 

3044 
GEN SCAN 
3044 

.63 ...... 



OJ990818 : *"14 . 9C08.C32 



•4362 ■ 
AAT/NAP 
4362 
80 



OJ990818 14.9C08.C33 



1161 
AAT/NAP 



36506 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



708 
1086 



5441880 
1. .708 

(AP000367) EST C28952 (C62 945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 36813 Seq. ID 

Gene No. 75775 Strand 

Start 1 End 

Name OJ990818_14 . 9C08 . C33 . ol . gs Method 

Start 104 End 

GI none Score 

Exons 104.. 1161 



OJ990818_14.9C08.C33 

1161 
GENSCAN 
1161 
.98 



Seq. No. 36814 Seq. ID 

Gene No. 75776 Strand 

Start 3046 End 

Name . OJ9908 18_14 . 9C08 . C34 . o2 . gs Method 

Start 3046 End 

GI none Score 

J3xQ.n£_ ;„ 3S)A6.^MM ~™ ™ . „ 



OJ990818_14.9C08.C34 

3158 
GENSCAN 
3158 
. 98 



Seq. No. 36815 Seq. ID 

Gene No. 75777 ' Strand 

Start 1 End 

Name OJ9908 18_14 . 9C08 . C35 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1. .230 



OJ990818_14.9C08.C35" 
242 

AAT/GAP 

230 

444 



Seq. No. 36815 

Gene No. 75777 

Start 1 

Name OJ990818_14 . 9C08 . C35 . ol . tm 

Start TO 

GI none 
Exons 



Seq. ID OJ990818_14.9C08.C35 

Strand 

End 242 

Method TBLASTX: Maize 

End 242 

Score 59 



10. .66, 10. .150, 28. .111, 151. .240, 172. .240, 207. .242 

Seq. No. 36815 Seq. ID OJ990818__14.9C08.C35 

Gene No. 75777 Strand 

Start . 1 .. • . .. End . . 242 

'Name v -" v r "'/ : dJ9908i8_14"V9C08". C35:ol,gs r: " Method'" GEN SCAN" ' ~ ~ " " " ~; . : ' ~ " ' ~ 

Start • 19 ' " End ■ * '. ' 238 . -.'"•". 

GI ' hone'""' ' ■■* 'Score .95 

Exons -19. .238 ' - - . -.. . . .. 



"Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



36816 
75778 
1 

OJ990818_14 . 9C08.C36.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990818 14.9C08.C36 



1864 
AAT/NAP 
1434 
148 



1 

119714 

1..40, 458. .672, 804. .1434 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 I pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 j emb | CAA32090 | (X13885) extensin (AA 



36507 



1-620) [Nicotiana tabacum] 



Seq. No. 


368 16 




Seq. ID 


OJ990818 


Gene No. 


75778 




Strand 




Start 


1 




End 


1864 


Name 


OJ990818 14 . 9C08 . C36 . ol 


.tm 


Method 


TBLASTX : 


Start 


151 




End 


405 


GI 


none 




Score 


64 


Exons 


151. .216, 169. .207, 202 


. .405, 281. .364 




Seq. No. 


36816 




Seq. ID 


ojyyOo is 


Gene No. 


75778 




Strand 




Start 


1 




End 


18 64 


Name 


OJ990818 14.9C08.C36.ol 


.gs 


Method 


C 1 TP XT C r* 7\ VT 


Start 


152 




End 


T O C A 

lo b4 


GI 


none 




Score 


. 7 4 


Exons 


152. .516, 1085. .1235, 1275.. 


1503, 1859 


. .1864 


Seq. No. 


36817 




Seq. ID 


OJ 9908 18 


Gene No. 


75779 




Strand 


+ 


Start 


108 




End 


24 6 


.Name 


OJ990818 14. 9C08-.C39.ol 




_„Meth_Qd_„, 


_GEN£CAN_ 


Start ... . L 


._ijafL.. , _ 




_JSnoLJ,I., 


.2,4.6. _ 


GI 


none 




Score 


. 95 


Exons 


108. .246 








Seq. No. 


36818 




Seq. ID 


OJ9908 18 


Gene No. 


75780 




Strand 


+ 


Start 


18 




End 


56 


Name 


OJ990818 14.9C08.C40.ol 


gs 


Method 


GENSCAN 


Start 


18 




End 


56 


GI 


none 




Score 


. 97 


Exons 


18. .56 








Seq. No. 


36819 




Seq. ID 


OJ9908 18 


Gene No. 


75781 




Strand 


+ 


Start 


107 




End 


220 


Name 


OJ990818 14.9C08.C44.ol 


gs 


Method 


GENSCAN 


Start 


107 




End 


220 


GI 


none 




Score 


. 99 


Exons 


107. .220 








"SeqV * No". """" 


36820 ' ~ '*' • "■— 




: ' r SeqT ID 


OJ990"8X8 


Gene No. 


75782 




'.Strand 




Start 


1- * - ' 




End 


14'7 " 


" Name - .7 - - . 


-0 J-9 90818 -1 4 . 9C0 8 ,-C 4 5 . o 1, 


=hp . 


Method - 


AAT/NAP - 


Start 


. 1 ' " ' " * ' ' * 


End ' 


14-7 


GI 


5902444 




Score 


113 


Exons 


1..147 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


36821 




Seq. ID 


OJ990818 


Gene No. 


75783 




Strand 


+ 


Start 


1 




End 


688 


Name 


OJ990818 14.9C08.C46.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


688 


GI 


6065740 




Score 


287 



36508 



Exons 1..63, 147. .236, 333. .445, 574. .688 

GI Descrip. (AJ012758) nucleotide diphosphate kinase la [Arabidopsis 
thaliana] 

Seq. No. 36821 Seq. ID OJ990818_14 . 9C08 . C4 6 

Gene No. 75783 Strand + 

Start 1 End 688 

Name OJ990818_14 . 9C08 . C46 . ol . tc Method TBLASTX : Cress 

Start 144 End 634 

GI none Score 140 

Exons 144. .245, 155. .241, 293. .451, 315. .464, 330. .464, 536. .604, 
552. .605, 568. .612, 598. .624, 599. .634 

Seq. No. 36821 Seq. ID OJ9908 18_14 . 9C08 . C4 6 

Gene No. 75783 Strand + 

Start 1 End 688 

Name OJ990818_14 . 9C08 . C4 6 . ol . tm Method TBLASTX : Maize 

Start 149 End 629 

GI none Score 147 

Exons 149. .235, 150. .242, 153. .236, 154. .237, 155. .250, 326. .445, 
327. .446, 336. .446, 391. .447, 432. .485, 561. .629, 562. .621, 

; r _ : : : . : 572 622, ^ „. _ . : , 

Seq. No. 36821 ' Seq. ID OJ99~08 18_14 . 9C0sT. C4 6 

Gene No. 75783 Strand + 

Start 1 End 688 

Name OJ990818_14 . 9C08 . C46 . ol . tw Method TBLASTX : Wheat 

Start 149 End 622 

GI none Score 110 

Exons 149. .241, 150. .242, 329 .. 445,. 336 .. 446, 554. .622 

Seq. No. 36821 Seq. ID OJ990818_14.9C08.C46 

Gene No. 75783 Strand + 

Start 1 End 688 

Name OJ990818_14 . 9C08 . C46 . ol . gp Method AAT/GAP 

Start 150 End 382 

GI 702913 Score- 211 

Exons 150.. 236, 333.. 382 

GI Descrip. 3063661/gb | AAC14280 . 1 | 5.0e-36 (AF058391) nucleoside diphosphate 
kinase la [Arabidopsis thaliana] 

Seq. No. 36821 . Seq. ID OJ990818_14. . 9C08...C4 6_ 

" Gene" No T " "75763" •-•■"*'■'■-'■"" " '[ - - • ;~ : "-St rand" ;7 _ * r '" "7 : ~~ 

Start . T-? . • ' " End '" ' 688. *' ■ " - 

'Name ' OJ990818_14 . 9C08 . C46 . ol . ts' " Method TBLASTX -'Soybean 

. Sta"rt • - • • - 150 - - ^ • ' End- Y-.- 634 -- \, r ^ :: _ ----- - : .- v . 

GI ' none ".- - Score 122'' v - " : 

Exons' 150. .236, 155. .238, 327. .446, 329. . 445,. 561 620, 572. .634' 

Seq. No. 36821 Seq. ID OJ990818_14 . 9C08 . C4 6 

Gene No. 75783 Strand + 

Start 1 End 688 

Name OJ990818_14 .'9C08 . C4 6 . ol . gs Method GENSCAN 

Start 156 End 623 

GI none Score .71 

Exons 156. .236, 333.-445, 574. .623 



36509 




Seq. No. 


36821 


Seq. ID 


OJ990818 14.9C08 


. C4 6 


Gene No. 


75783 


Strand 


+ 




Start 


1 


End 


688 




Name 


OJ990818 14 .9C08.C46.o2.gp 


Method 


AAT/GAP 




Start 


354 


End 


627 




GI 


LIB347 9-007-Q6-K1-B4 


Score 


237 




Exons 


354. .445, 574. .627 








GI Descrip. 


, 3063661/gb|AAC14280.1| 5.0e-36 (AF058391) nucleoside 






diphosphate kinase la [Arabidopsis thaliana] 1 




Seq. No. 


36822 


Seq. ID 


OJ990818_14.9C08 


.C51 


Gene No. 


75784 


Strand 


- 




Start 


1 


End 


186 




Name 


OJ990818 14 .9C08.C51.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


186 






none 


Score 


352 




Exons 


1. .186 








Seq. No. 


36822 


Seq. ID 


OJ990818_14. 9C08 


-C51 


Gene No. 


lb lob 


Strand 






Start 


1098. 


End 


1813 




_ Name 


_OJ990,8JL8„ 14...3.Q08 . £51 ..Q2...gs 


; „ „ ;Methpd_„ 


QENSCAN 




_.SJt,arJ;„ t ,^_, „ 


so is.,,. : „. 




-18X3 ... 




GI 


none 


Score 


.78 




Exons 


10'98. .1813 








Seq. No. 


36823 


Seq. ID 


OJ990818_14.9C08 


pro 

. CbZ 


vjene lno . 


75786 


Strand 


+ 




Start 


470 


•End. 


947 




Name 


OJ990818 14.9C08.C52.ol.np 


Method 


AAT/NAP 




Start 


470 


End 


947 




GI 


6523547 


Score 


127 




Exons 


470. .947 








GI Descrip. 


(AJ242540) hydroxyproline- 


rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


36824 


Seq. ID 


OJ990818_14 . 9C08 


.C53 


Gene No. 


75787 


Strand 


+ 




Start 


1 


End 


1583 




Name 


OJ990818 14 . 9C08.C53.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1583 




GI 


. 1041708 . .. . 


. . - Score. 


226 . .... . ..^ 




Exons;* 


"" 1 7: 2 2 ,""1280 ; 1 58 3 ■"""■"•*-— ■ 








GI Descrip. 


(U30481) expansin At-EXP2 


[Arabidopsis 


thaliana] 






36824- . • - • - ... '•' 


• - - Seq. ID-'-; 


,OJ990818 J1 -14 /-9C08 


.C53 


• Gene No . 


7-57 88 " • ' • 


Strand • 






Start 


1238 


End 


1498' : ' ■ 




.Name 


OJ990818 14 .9C08.C53.ol.gs 


Method 


GENSCAN 




Start 


1238 


End 


1498 




GI 


none 


Score 


.96 




Exons 


1238. .1447, 1472. .1498 








Seq. No. 


36824 


Seq. ID 


OJ990818_14 . 9C08 


.C53 


Gene No. 


75789 


Strand 






Start 


1514 


End 


1800 




Name 


OJ990818 14.9C08.C53.ol.tc 


Method 


TBLASTX: Cress 





36510 



End 
Score 



Start 1277 

GI none 

Exons 1277.. 1330, 1278.. 1571 

Seq. No. 36824 

Gene No. 75789 

Start 1514 

Name OJ990818_14 . 9C08 . C53 . ol . tm 

Start 1277 

GI none 

Exons 1277.. 1582, 1278. .1583, 1562, 

Seq. No. 36824 

Gene No. 75789 

Start 1514 

Name OJ990818_14 . 9C08 . C53 . ol . ts 

Start 1278 

GI none 

Exons 1278.. 1406, 1415.. 1570, 1416.. 1571 



1571 
257 



Seq. ID OJ990818_14.9C08, 
Strand 

1800 

TBLASTX: Maize 
1609 
388 



C53 



End 

Method 
End 
Score 
.1609 



Seq. ID OJ990818_14.9C08. 
Strand 

End 1800 

Method TBLASTX : Soybean 

End 1571 

Score 129 



C53 



Seq. No. 36824 

jSao^NsU- ,75JJB_9_ „ ' ;. ,. 

.JSJU.r£. . v<4 . .,..15.14^ . _JL™\ _ . 

Name OJ99'0818_14 . 9C08 . C53 . ol . gp 

Start 1514 

GI none 

Exons 1514.. 1800 



Seq. ID OJ990818_14.9C08. 

_SJbra.nd_ - ; _ 

.End J.8 Q.O „ ... „ _ , _ 

Method AAT/GAP 

End 1800 

Score 562 



C53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36825 
75790 
1 

OJ990818_14 . 9C08.C54 .ol.gp 
1 

LIB3475-006-P1-K1-G7 
1. .241 

f 3063661/gb|AAC14280.1| 5.0e-36 (AF058391) nucleoside 
diphosphate kinase la [Arabidopsis thaliana] * 



Seq. ID OJ990818_14.9C08, 
Strand 

End 241 

Method AAT/GAP 

End 241 

Score 385 



C54 



Seq. No. 
Gene No. 
Start 
Name 

Start ■■■ 
GI 

Exons 

•GI - Descrip-. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



36826 
75791 
1 

OJ990818_14 . 9C08.C55.ol.np 

~i' r ■ " : - : ■ ■ ■- 

5902445 . : •'" ' ".. : " ' ". 
1". .612 - ....... 

(ABO 30 2 8 3) - GAG-POL precursor- [Oryza" sativa] 



Seq. ID OJ990818_14.9C08, 

Strand + 

End 612 

Method AAT/NAP . 

End '" ."' ei2\ f : 

Score '. 583" "' . 



C55 



36826 
75792 
361 

OJ990818_14 . 9C08.C55.ol.tm 
1 

' none 

1..138, 3. .131, 150. .245 

36826 
75792 



Seq. ID OJ990818_14.9C08.C55 
Strand 

End 550 

Method TBLASTX : Mai ze 

End 24 5 

Score 166 



Seq. ID OJ990818_14.9C08.C55 
Strand 



36511 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



361 End 

OJ990818_14 . 9C08 . C55 . ol . tw Method 

1 End 

none Score 



550 

TBLASTX: Wheat 

414 . 

Ill 



1..138, 114. .245, 143. ,208, 189. .254, 255. .410, 256. .414 



36826 Seq. ID 

75792 ' Strand 

361 End 
OJ990818_14 . 9C08 .C55.ol.gs Method 

361 End 

none Score 
361. .550 



OJ990818_14 . 9C08 . C55 
550 

GENSCAN 
550 



Seq. No. 36827 Seq. ID 

Gene No. 75793 Strand 

Start 982 End 

Name OJ990818_14 . 9C08 . C56 ;ol . gs Method 

Start 982 End 

GI none Score 

Exons 982.. 1035, 1322.. 1494 

, S.eq... ... No,\.' to „ .3.68.2 8 „ „ _ .. /, "^.i : ... _ ...^Seq I p. . 

Gene No. 75794 ' Strand 

Start 1 End 

Name OJ990818_14 . 9C08 . C57 . ol . np Method 

Start 1 End 

GI 5902444 Score 

Exons 1..4 99 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 36828 Seq. ID 

Gene No. 75794 Strand 

Start 1 . End 

Name OJ9908 18_14 . 9C08 . C57 . ol . gs Method 

Start 72 End 

GI none Score 

Exons 72. .383 



OJ990818_14.9C08.C56 
+ 

1494 
GENSCAN 
1494 
.75 



.009.90.818.. X4..9C.08.X57 



499 

AAT/NAP 

499 

284 



[Oryza sativa] 



OJ990818_14.9C08.C57 
499 

GENSCAN 
383 
. 92 



Seq. No. 
Gene No. 

Start. v . . 
'Name''""" v 
Start ' 
-GI ' 

Exons- ; 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36829 Seq. ID OJ990818_14.9C08.C62 

75795 Strand 

1. ... .... ... End. . .708 

OJ990£i8_14 . 9C^ '-'AAT/NAP' ~ :: " 7 rr "-' " * 

1 • "• ". / " '-' "End ' ■ 708 ; " : " ; '"' 

6630696 * " " ' • • • " ~ : Score ' 1210 " * - — — 

1-.-.708- ... . 

(AP000969) ES'fs D221 14' (C10364 ), AU07 6106 (E20423) correspond ' to a 
region of the predicted . gene . ; Similar' to retrovirus-related pol 
polyprotein from transposon' Tnt 1-94. (P10978) [Oryza sativa] 



36829 Seq. ID 

75795 Strand 

1 End 
OJ990818_14 . 9C08.C62.ol.gs Method 

56 End 

none Score 
56. . 631 



OJ990818_14.9C08.C62 
708 

GENSCAN 

631 

.95 



36512 



Seq. No. 36829 

Gene No. 75795 

Start 1 

Name OJ990818_14 . 9C08 . C62 . ol . tm 

Start 272 

GI none 
Exons 



Seq. ID OJ990818_14.9C08.C62 
Strand 
End 

Method 
End 
Score 



708 

TBLASTX: Maize 

616 

365 



272. .313, 342. .614, 342. .614, 343. .615, 344. .616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36830 
75796 
1 

OJ990818_14.9C08.C63.ol.np 
1 

6721561 
1. .306 

(AP001073) EST 
predicted gene 
gi | 6815086|dbj 
corresponds to 
protein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_ 
+ 

544 

AAT/NAP 

306 

334 



14.9C08.C63 



AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
a region of the predicted gene.; hypothetical 
sativa] 



i O t: s£ .,. _ P*SJl .... , . 


.J.,U.Q.J f V.«^' «. 










* " "* • 


Qprr TD 
v v>i.- 


8J SL 1A,, 9Q0fi,..a6 3. 


i?ono KT /~\ 

UCllC INVJ. 


7 S 7 Q 














+ 




Start 


1 












End 


544 




.Name 


OJ990818 


14. 


9C08. 


C63. 


ol 


.gs 


Method 


GENSCAN 




OLal L 


q n 












End 


544 




















.78 




Exons 




4 97 


. .544 












Seq. No. 


36831 












Seq. ID 


OJ990818 14, 


.9C08.C66 


Gene No. 


75797 












Strand 


+ 




Start 


79 












End 


171 




Name 


OJ990818 


14. 


9C08. 


C66. 


ol 


. gs 


Method 


GENSCAN 




Start 


79 ■ 












End 


171 




GI 


none 












Score 


.7 




Exons 


79. .171 


















"Seq. No. 


36832 












Seq. ID 


OJ990818_14 , 


. 9C08 .C70' 


Gene No. 


75798 












Strand 


+ 




Start 


565 












End 


644 




Name 


..OJ990818 


14 . 


9C08. 


C70. 


ol 




Method 


GENSCAN 




"Start 


*" 565 " ~ 














644" "• 




GI 


none" 












Score 


.75 ' " 




Exoh's" " : *""■''' " , 


r ' 565.v64 4 v 


















Seq.' No. 


36833" " 












Seq. ID 


OJ990818_14 ; 


. 9C08.C71 


Gene No. 


75799 ' 












Strand 


'+ 




Start 


508 












End 


1242 




Name 


OJ990818 


14 . 


9C08. 


C71. 


ol 


.gs 


Method . 


GENSCAN 




Start 


508 












End 


1242 




GI 


none 












Score 


.44 




Exons 


508. .1242 


















Seq. No. 


36833 












Seq. ID 


OJ990818_14. 


.9C08.C71 


Gene No. 


75800 












Strand 






Start 


79 












End 


240 





36513 



Name OJ990818_14 . 9C08 . C71 . ol . np Method AAT/NAP 

Start 79 End 240 

GI 5852172 Score 75 

Exons 79.. 240 

GI Descrip. (AL117265) zhb0002.1 [Oryza sativa] 

Seq. No. 36834 Seq. ID OJ990818_14.9C08.C73 

Gene No. 75801 Strand + 

Start 1 End 434 

Name OJ990818_14 . 9C08 . C73 . ol . np Method AAT/NAP 

Start 1 End 237 

GI 6630696 Score 393 

Exons 1..237 

GI Descrip. (AP000969) ESTs 022114(010364), AU07 6106 ( E20423 ) correspond to a 

region of the predicted gene.; Similar to retrovirus-related pol 

polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 

Seq. No. 36834 Seq. ID OJ990818_14.9C08.C73 

Gene No. 75801 Strand + 

Start 1 End 434 

Name OJ990818_14 . 9C08 . C73 . ol . gs Method GENSCAN 

SX&XX^ - SIl— „_ _. ; ;. _End_; 190, , ; , ; 

_GI ,.none L, r .. , Scor.e . ,4j6^. . . 

Exons " " 61 . .190 

Seq. No. 36834 Seq. ID OJ990818_14.9C08.C73 

Gene No. 75801 Strand + 

Start 1 ■ End 434 

Name OJ990818_14 . 9C08 . C73 . ol . tm Method TBLASTX : Maize 

Start 111 End 434 

GI none Score 91 

Exons 111. .200, 111. .200, 112. .201, 113. .202, 240. .383, 250. .336, 
251. .343, 312. .434 

Seq. No. 36835 Seq. ID OJ990818_14.9C08.C74 

Gene No. 75802 Strand + 

Start 102 End 659 

Name OJ990818_14 . 9C08 . C74 . ol . gs Method GENSCAN 

Start 102 End 659 

GI none Score . 6 

Exons 102.. 194, 291.. 360, 606.. 659 



SeqV Nov' :r: -36836"* " /'•-"• "•" • \ Seq": ID. ~OJ99'09'0^^ 

Gene "No. ' ' 75803 '" . ' " ' Strand ' 

Start' " ' 1 - : ' " - ' " End 1514' ~ " ' " 

Name ■ . - -, OJ9-90908_-15'. 9C14 . C2.. oX. np- - .1 Method--.-- AAT/NAP- — • ~ ~ *- - - - 

Start' • 1- ' ' " . End" 1514 ' ' 

GI 6815109 * Score 181 

Exons 1..357, 1269.. 1514 ' . 

GI. Descrip. (AP001081) hypothetical protein [Oryza sativa] 

Seq. No. 36837 Seq. ID OJ990908JL5 . 9C14 . C3 

Gene No. 75804 Strand + 

Start 873 End 1678 

Name OJ990908_15 . 9C14 . C3 . ol . gs Method GENSCAN 

Start 873 End 1678 

GI none Score .69 



36514 





Exons 


0 / J . . jD / / 1 J?J . . ID / O 










Seq. No. 


36837 


Seq. ID 


OJ9909Q8 


_15.9C14.C3 




Gene No. 


75805 


Strand 


+ 






btart 


04 0 J 




lJOlD 






Name 


ujy^uyuo id . y^.14 . lj . 01 . gp 


Me tnoa 








Start 


o4 1 / 


rjUCl 


£7 ^n 






GI 


q nn a n 
DUUfiUj / 


Score 








Exons 


C41 7 £7^0 

Dfi 1 / . . D / JU 










beq. wo. 


"3 "3 7 
jDOj / 


Seq. ID 


OJ990908 


_15.9C14.C3 




Gene No. 


75805 


Strand 


+ 






Start 


6483 


End 


15816 






Name 


OJ990908 15.9C14.C3.o4.gs 


Method 


GENSCAN 






o car l 


6483 


End 


12749 






P T 


none 


Score 


.72 






Exons 


6483. .6979, 9482. .9706, 9812. 


.9861, 11026. . 11117, 11212. .11292, 






11397. .114 94, 11634. .11715, 1254 6. .1274 9 






beq. No. 


36837 


Seq. ID 


OJ990908 






Gene no . 


75805 


Strand 


+ 






„_st^rt_;_„ r . 




,End 




7"~ ~— 7* — 




..INaiae.^ 




Method.,. 


.AATZ.GAP... 






Start 


6920 


End 


7334 




f n . 


GI 


48271 1.R1084 


Score 


795 






Exons 


6920. .7334 








F : = 
c Li 


GI Descrip. 


. ? 4521193/dbj | AB013450 . 1 | AB013450 3.0e- 


-40 Oryza 


sativa DNA, 


^~ 




similar sequence to Pib gene 1 








L LH 


beq. no. 


36837 


Seq. ID 


OJ990908 


_15. 9C14 .C3 




uene lnq . 


75805 


Strand 


+ 




ru 


Start 


6483 


End 


15816 






Name 


OJ990908 15.9C14.C3.o3.gp 


Method 


AAT/GAP 




H 


btart 


9737 


End 


10069 






GI 


uC-osflcyp014b'03bl 


Score 


343 






Exons 


9737. .9861, 9996. .10069 










GI Descrip. 


, 4 521193/dbj | AB0134 50 . 1 | AB0134 50 3.0e- 


-40 Oryza 


sativa DNA, 






. similar sequence to Pib gene 1 










beq . no . 


36837 


Seq. ID 


OJ990908 


__15.9C14.C3 




bene ino . 


75805 


Strand 


+ 






OLdl L_ ~ ■ - 


6483 . . 


. End 


15816 






" Name ."*■*" 


: OJ9"9O908~'15\^ " 


Met hod * 


"* AAT/GAP 






Start 


■9820 . " 


End 


. 10069 






GI* 


uC-6sflcyp014b03Bl" " 


Score" 


181 






■ Ex'OnS - 


9820.:. 98-61, '99-96 ; .-10069 • 










GI Descrip. 


" 4 5 2 11 9 3/dbj | ABO 13 4 50.1 1 ABO 1 3 < 


5 50' 3.0e- 


-40 Oryza 


sativa DNA, 






similar sequence to Pib gene 1 









Seq. No. 36837 Seq. ID 

Gene No. 75805 Strand 

Start 6483 End 

Name OJ990908_15 . 9C14 . C3 . ol . np Method 

Start 11962 End 

GI 5091513 Score 

Exons 11962. .12016, 14841.. 15816 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



OJ990908_15.9C14.C3 
+ 

15816 
AAT/NAP 
15816 
1112 



36515 



Seq. No. 36837 Seq. ID 

Gene No. 75805 Strand 

Start ' 6483 End 

Name OJ990908_15 . 9C14 .C3.o6.gs Method 

Start 14990 End 

GI none Score 

Exons 14990. .15145, 15325.. 15684 



OJ990908_15.9C14.C3 
+ 

15816 
GENSCAN 
15684 
.95 



Seq. No. 36837 

Gene No. 75806 

Start 2720 

Name OJ990908_15 . 9C14 . C3 . o2 . gs 

Start 2720 

GI none 

Exons 2720.. 2821, 3376.. 3483, 3536. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3695, 3763.. 3857 



OJ990908_15.9C14.C3 

3857 
GENSCAN 
3857 
. 93 



Seq. No. . 36837 
Gene No. 75807 
Start .4232 

Name OJ990908_15 . 9C14 . C3 . o3 . gs 

JSJtax£_; 4232 .„ 

.GI... _ none.,... .-, 

Exons 4232..4492 



Seq. ID OJ990908_15. 9C14 .C3 
Strand 

End 4 4 92 

Method GENSCAN 

.End, 4 492„ 



..,^....ScQ 1 re„ . 



..91 _ _ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36837 
75808 
13113 

OJ990908 15. 9C14 .C3.ol.tm 



, 11113, 
.11292, 
.11478, 
.11721 



11011 






none 






11011. 


.11109, 


11012 


11199. 


.11291, 


11200 


11394. 


.11492, 


11395 


11631. 


.11717, 


11635 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990908 15.9C14.C3 



14719 

TBLASTX: Maize 
11721 
50 

11022. .11126, 11088. .11126, 
11213. .11293, 11238. . 11300, 
11396. .11575, 11396. .11548, 



Seq. No. 36837 

Gene No. 75808 

Start 13113. 

Name OJ990908_15 . 9C14 . C3 . o5 . gs 

Start 13113 

GI .. none 

Exons ' ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990908^15.9C14.C3 

14719 

GENSCAN 

14719 

.6 



13113V. T3-124; 134 89. \ 1397 3;- ' 14 4 97 . : 14719 



"Seq".*" No*. ' " 36837 ' : ' Seq. ID 

Gene' No. . .'- 75808 *-, . - -Strand - . 

Start ' : " 13113 • _ - ; ■ , • End • ' . 

Name OJ990908_15 . 9C14 . C3 . ol . ts ' Method 

Start 13516 End 

GI none Score 
Exons 



OJ990908_15.9C14\C3" 
'14719 ' 

TBLASTX: Soybean 

13831 

100 



13516. . 13608, 13672. .13812, 13673. .13831 



Seq. No. 36837 Seq. ID 

Gene No. 75808 Strand 

Start 13113 End 

Name OJ990908_15 . 9C14 . C3 . o2 . tm Method 

Start 13516 End 



OJ990908_15. 9C14 .C3 
14719 

TBLASTX: Maize 
13831 



36516 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

„Seq...^..Np 

.Gene,. No., 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 117 

13516. .13605, 13672. .13812, 13673. .13831 



36837 
75808 
13113 

OJ990908_15. 9C14 .C3.o5.gp 
14089 
5816518 
14089. .14197 

4 521193/dbj | ABO 134 50. 1 | ABO 134 50 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990908 15.9C14.C3 



14719 
AAT/GAP 
14197 
151 



36838 Seq. ID 

75809 Strand 

14 9 End 

OJ990908_15 . 9C14 . C4 . ol . gs Method 

14 9 End 

none Score 

149. .720, 978 



OJ990908_15.9C14 .C4 
+ 

1861 
GENSCAN 
1861 
.74 



1340, 1465.. 1620, 1647.. 1861 

O J 9 9 0 9,Q8_ 1 5_..3 C 1 4 ; „CJ 



_3683.8_ „ . Seq.., ID 

7 5.810 . ...... "... ..Strand r „ . . 

59 End 874 

OJ990908_15. -9C14.C4.ol.np Method AAT/NAP 

59 End 874 

5091512 Score 989 

59. .470, 517. .654, 696. .874 

(AB023482) Similar to Plasmodium vivax circumsporozoite protein 
gene, complete cds . (M1192 6 ) [Oryza sativa] 



Seq. No. 


36839 






Seq. ID 


OJ990908_15. 9C14 


.C5 


Gene No. 


75811 






Strand 


+ 




Start 


131 






End 


630 




Name 


OJ990908 


15.9C14.C5. 


ol . gs 


Method 


GENSCAN 




Start 


131 






End 


630 




GI 


none 






Score 


.54 




Exons 


131. .307, 


490. .630 










Seq. No. 


36840 






Seq. ID 


OJ990908_15.9C14 


.C7 


Gene No. 


75812 






Strand 






Start 


186 






.End 


778 




Name' 


- '"' ; OJ990'908 ; " 


15v9C14 .C7-. 


;oI". tm ' " 


Method; " , 


■TBLASTX: Maize" 7" 




Start 


183 " 






End ' 


686 . ' 




GI ' 


hone " 






Score 


54 




Exons 


- L83. .'215, 


-184; . 228,. 


187; .228,- 


218. -.313-, 


r 23'2.-.315,"233... 


313., 




"'• 255 .".314, 


''575.'.68'5, 


57 6. . 68 6V 


* 577 /. 669-' 






Seq. No. 


36840 






Seq. ID 


OJ990908_15. 9C14 


.C7 


Gene No. 


75812 






Strand 






Start, 


186 






End 


778 




Name 


OJ990908 


15.9C14.C7. 


ol . gs 


Method 


GENSCAN 




Start 


186 






End 


698 




GI 


none 






Score 


.59 




Exons 


186. . 312, 


575. .698 










Seq. No. 


36840 






Seq. ID 


OJ990908_15.9C14 


.C7 



36517 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

Start,., 

GI . . 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

•'SeqV ; No."."" 

Gene No. 

Start " 
' Name. 

Start 

GI " 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



75812 Strand 

186 End 778 

OJ990908_15 . 9C14 . C7 . ol . np Method AAT/NAP 

568 End 778 

4559347 Score 98 
568. .778 

(AC006585) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990908_15.9C14.C8 
Strand + 
End 5019 
Method • AAT/NAP 
End 5019 
Score 42 

994. .1162, 2884. .2946, 3337. .3427, 3527. .3803, 4943. .5019 
(AC006585) hypothetical protein [Arabidopsis thaliana] 



36841 
75813 
994 

OJ990908_15. 9C14 .C8.o2.np 
994 

4559347 



36841 Seq. ID 

75814 Strand 
1 End 
OJ990908_15. 9C14 .C8.ol.np Method 

1 ; _ „ _ _ __.Enjd 

.4559347 ... Score. 



OJ990908_15.9C14.C8 
3550 

AAT/NAP . . 

27 9.0_ _ 

. 941. . ... . 



1 . . 671, 1006. .1107, 1438. .1726, 1825. .2030, 2101..2790 
(AC006585) hypothetical protein [Arabidopsis thaliana] 



36841 
75814 
1 

OJ990908_15 .9C14.C8.o2. tm 

273 

none 

273. .440, 286. .459, 287. .460 

36841 
75814 
1 

OJ990908_15. 9C14.C8.ol.gs 

77 9 
none 

779.. 1726, 1825 



Seq. ID OJ990908_15. 9C14 .C8 



Strand 
End 

Method 

End 

Score 



3550 

TBLASTX: Maize 

460 

93 



End 

Method 
End 
Score 

2043, 2117.. 2733, 3478 



Seq. ID OJ990908_15.9C14.C8 
Strand 

3550 

GEN SCAN ' 
3550 
.7 

3550 



"36841 
'75814' 
1 • • 

■OJ990.908_15.9C14 
125L 
none 

1251. .1487, 1253 
1546. .1599, 1550 

36842 
75815 
239 

OJ990908_15.9C14 
239 

5091513 



' ~ -'• ;-' '-Seq/ ID ; OJ990908_1579C14 ;C8 

Strand ~ ■ - 
■*•*-■ End " - '3550 " 

.C8.ol.-tm Method" - TBLASTX : Maize ^ : ■ 

' " ' ' End ' '..1613. * ' 

Score 186 
..1534, 1253. .1534, 1535. .1612, 1545. .1613 
..1612 

Seq. ID OJ990908_15. 9C14 .C9 
Strand + 
End 4 04 3 

X9.o2.np Method AAT/NAP ' 

End 4037 
Score 1308 



36518 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



239. .275, 2878. .4037 

(AB023482) Hypothetical protein [Oryza sativa] 



36842 
75815 
239 

OJ990908_15.9C14.C9.ol.gs 

481 

none 

481. .743, 1269. .1385, 1775. 
3076. .4043 



Seq. ID OJ990908_15.9C14.C9 

Strand + 

End 4043 

Method GENSCAN 

End 4043 

Score .45 
1975, 2490.. 2550, 2634.. 2994, 



Seq. No. 36842 Seq. ID 

Gene No. 75816 Strand 

Start 2081 End 

Name OJ990908_15 . 9C14 . C9 . ol . tm Method 

Start 1887 End 

GI none Score 

Exons 1887.. 2060, 1904.. 2077 



OJ990908_15. 9C14.C9 
2410 

TBLASTX: Maize 

2077 

192 



Seq. No. 36842 Seq. ID OJ990908_15 . 9C14 . C9 

Gene_No f , .„7 581.6_.._, .„.. „ strand . -„ ; 

...Start.. 20.81 _.. . . . *__..*.. End. .. 2410.... : 

Name OJ990908_15 . 9C14 . C9 . o2 . gp ; Method' AAT/GAP 

Start 2081 End 2410 

GI 72524_1.R1084 Score 409 ■ 

Exons 2081.. 2410 

GI Descrip. 1 50914 96/db j | AB0234 82 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 36842 Seq. ID OJ990908_15 . 9C14 . C9 

Gene No. 75816 Strand 

Start 2081 End 2410 

Name OJ990908_15 . 9C14 . C9 . ol . gp Method AAT/GAP 

Start 2088 End 2201 

GI 5816518 Score 145 

Exons 2088.. 2201 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 


36843 










Seq. ID 


OJ990908 


_15 


9C14 


.C10 


Gene No. 


75817 . . 










Strand 


+ 








Start 


- \ 68 :/ • ' 










;";End" : " : *~ T 


697/;- - 








Name 


OJ990908 


_15. 


9C14 . C10". 


ol. 


gs 


Method 


GENSCAN - 








Start 


68 










' End ' * 


697 










none. 










.. Score 


-.81 ^ ■ 








Exons 


"68*. . 134, 


' 465 


.'.697 • 
















Seq. No. 


36843 










Seq. ID 


OJ990908 


_15. 


9C14 


.cio 


Gene No. 


75817 










Strand 


+ 








Start 


68 










End 


697 








Name 


OJ990908 


_15. 


9C14.C10. 


ol. 


gp 


Method 


AAT/GAP 








Start 


71 










End 


689 








GI 


4714351 










Score 


522 








Exons 


71. .134, 


465 


. .689 
















Seq. No. 


36843 










Seq. ID 


OJ990908 


_15. 


9C14 


.C10 



36519 



Gene No. 


75818 








Strand 






Start 


1 








End 


2114 




Name 


Pi TQ Qfl QHfi 1 

uj y yu yutj id 


.9C14 


.ClO.ol 


.np 


Method 








1 

l 








End 


Oil/ 
Z114 




P T 


^om no q 
d?u f uo y 








Score 


dZd 




Exons 


1 . . jj, 1 / 1Z 


. .2114 










\j± uescrip. 


(AruU 1 1Z y J 


hypothetical 


protein [Oryza 


sat lva J 


- 


Seq. No. 


36844 








Seq. ID 


OJ990908_15. 9C14 


.Cll 


Gene No. 


75819 








Strand 


+ 




Of a r-4- 


lOuj 








End 


1 Q Q9 

i y y z 




Name 


Pi TQ QPi Qflfl 1 ^ 


. 9C14 


.Cll.ol 


.gp 


Method 


AA1 / bAf 




otait 


1 D D J 








End 


1 Q Q 9 

i y yz 




P T 
ul 


ODD / D 4 *± 








Score 


OOU 






1 1 QQ9 
1DDO. . 17^Z 














Seq. No. 


36844 








Seq. ID 


OJ990908_15. 9C14 


.Cll 


Gene No. 


75820 








Strand 






Qf -) yf 


19 9 9 
1ZZZ 








End 


i y h j 




Name 


Pt TQ On Qfl Q 1 ; 


.9C14 


.Cll.ol 


.gs 


Method 






Of 3 rf 


19 9 9 

1 z z z 








End 


i nn 

i y 4 j 




ul , , ... . ,. . . 


.none ... . 








.Scp.re.. . 


62 


— , — 


U 1 V /~\ f 

Lxons 


1999 1 Oil 
, „ .1 z z.z . . 1Z.M 


.1.4.0.3 




166.SL. 


...194 3. : . 


,. ~ ... . ^ — 


- 


Seq. No. 


36845 








Seq. ID 


OJ990908_15. 9C14 


.C13 


Gene No. 


75821 








Strand 






Of a r f 


IUD'1 








End 


3532 




Name 


Pi TQ Qfl Qfl Q 1 R 


. 9C14 


,C13.ol 


. tm 


Method 


TBLASTX: Maize 




Of 2 rf 


Q7 Q ~ 
y / y 








End 


1238 




P T 


none 








Score 


203 




Exons 


y / y . . i uz y , 


1028. 


.1237, 


1064. . 


1237, 1101.. 1238 




Seq. No. 


36845 








Seq. ID 


OJ990908J.5. 9C14 


.C13 


Gene No . 


75821 








Strand 






Qf ar f 

OLa.iL. 


i n 4 

1 U D fl 








End 


3532 




Name 


Pi TQ QH QDQ 1 cl 


.9C14 


C13.ol 


. gs 


Method 


GENSCAN 




Of -3 r f 


1U Oft 








End 


3532 




p.t 


none 








Score 


.55 




Exons 


lUDfi • • 10 J J, 


1957 


.2268, 


2688. 


.2826, 3432. .3532 




Seq. No. 


36845 








Seq. ID 


OJ990908_15. 9C14 


-C13 


Gene No.. 


75821 








Strand . 




* *_ 


Of aVf -™ 


1UD4 








""End" 


"3532."; "**; r :; vv ";; • 




Name 


piT QQnQ'ncj i r 
ujyyuyuo id 


. 9C14 


ci 3. or 


.ts 


Method 


TBLASTX :'Sbybean 






i n 7 ^ ™ 

1 U / 0 








End 


1220 




PT 

ul' . 


■ none • 








Score - 


.92/ 




Exons 


1U / 0 . . iz i y , 


•1082". 


.1210, 


"1113. 








Seq. No. 


36845 








Seq. ID 


OJ990908_15.9C14 


.C13 


Gene No. 


75821 








Strand 






Start 


1064 








End 


3532 




Name 


OJ990908 15 


.9C14. 


C13.ol 


tc 


Method 


TBLASTX: Cress . 




Start 


1245 








End 


1492 




GI 


none 








Score 


121 




Exons 


1245. .1487, 


1247. 


.1492 










Seq. No. 


36846 








Seq. ID 


OJ990908_15.9C14 


.C14 



36520 




Gene No. 


75822 






Strand 


+ 


b tare 


Do O D 






£*nu 


r "3 ^ i 

O JO 1 


Name 


ujyyuyuo 10 


. yui4 


. ti4 . . gp 


KA /-s 4- V*\ /"\/-J 

MeLnoa 


flBT /PBD 
A/il / UHJr 


Of vf 

b tart 


C. Q Q £ 

JO O 0 






tiUQ 


O^iOU 


bl 


A *7 1 yl Q Q Q 
4 / 1 4 O O J 






Score 




Exons 


3 0 0 0. . D^jU 










beq. no. 


*5 A d 
JD04 O 






oeq. iu 


n TQQHQnp 1 Qpl /t p*| A 




75822 






Strand 


+ — 


Start 


5886 






End 


8351 


Name 


OJ990908 15 


.9C14 


.C14 .o2 .np 


Method 


AAT/NAP 


Start 


6036 






End 


8351 


GI 


6721557 






Score 


396 


Exons 


6036. .6077, 


7798 


. .8351 






GI Descrip. 


(AP001073) 


ESTs 


C71763(E0309) 


, AU082059 (E0309) correspond to 



region of the predicted gene.; Similar to Arabidopsis thaliana 
chromosome II BAC T20B5 genomic sequence; hypothetical protein. 
(AC002409) [Oryza sativa] gi I 6815082 | dbj | BAA90368 . 1 | (AP001081) 
ESTs C71763 (E0309) , AU082059 (E0309) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chrom 



— 


5_g.q,,._N.o„-. ^ 


„36a4A,_._. _ ■• L . ^ 


.Seq.._ID_ 


._QJ9^a9Q.8 


1 c 


,yu .4vjLjJ«d:.A 




Gene 'No .... 


7:5.82.3 . ... ........ 


Strand . 


+ 




. . ... r ~.^~*~ 




Start 


18619 


End 


19928 






%2 


Name 


OJ990908 15.9C14.C14.o4.gs 


Method 


GENSCAN 








Start 


18619 


End 


19591 






5.1 H 


GI 


none 


Score 


.75 








Exons 


18619. .18679, 19356. .19591 












Seq. No. 


36846 


Seq. ID 


OJ990908 


10 . 


yUl 4 . U14 




Gene No. 


75823 


Strand 


+ 








Start 


18619 


End 


19928 








Name 


OJ990908 15.9C14.C14.o3.np 


Method 


AAT/NAP 








Start 


19457 


End 


19928 








GI 


6664305 


Score 


104 








Exons 


19457. .19573, 19659. .19928 












GI Descrip. 


(AC006932) T27G7.7 [Arabidopsis thaliana] 








Seq. No. 


36846 


Seq. ID 


OJ990908 


_15. 


9C14.C14 




Gene No. 


75824 


Strand 










Start 


1 


End 


2757 








Name 


OJ990908_15.9C14.C14.ol.gp . 


.Method 


AAT/GAP 








Start" - 




End ; . . 


• "2757 ~ 








GI 


none 


Score ■ 


■ 990 " 








Exons 


1. .8*3, 1560/. 1667, 2256.. 2357, 


2481.. 2757 








Seq. No". ' * 


' 36846 • 


Seq.-.'ID 


OJ9909&8 


-15. 


9C14 .C14 




• Gene No. 


. 75824 * 


Strand 










Start 


1 


End 


2757 








Name 


OJ990908 15.9C14 .C14 .ol.gs 


Method 


GENSCAN 








Start 


29 


End 


2620 








GI 


none 


Score 


.53 








Exons 


29. .83, 1560. .1667, 2274..235*J 


, 2481. 


.2620 








Seq. No. 


36846 


Seq. ID 


OJ990908^ 


JL5. 


9C14 .C14 




Gene No. 


75825 


Strand 










Start 


3032 


End 


3114 







36521 




Name OJ990908_15 . 9C14 . C14 . ol . np Method AAT/NAP 

Start 3032 End 3114 

GI 4678270 Score 99 

Exons 3032.. 3114 

GI Descrip. (AL049660) protein kinase-like protein [Arabidopsis thaliana] 



Seq. No. 36846 Seq. ID OJ990908_15.9C14.C14 

Gene No. 75826 Strand 

Start 11727 End 18080 

Name OJ990908_15 . 9C14 . C14 . ol . ts Method TBLASTX : Soybean 

Start 2251 End 2591 

GI none Score 83 

Exons 2251. .2340, 2255.-2353, 2255. .2353, 2472. .2591, 2474. .2587 

Seq. No. 36846 Seq. ID OJ990908_15.9C14.C14 

Gene No. 75826 Strand 

Start 11727 End 18080 

Name OJ990908_15 . 9C14 . C14 . ol . tm Method TBLASTX : Maize 

Start 3060 End 324 9 

GI none Score 254 

Exons 3060.. 3242, 3060.. 3194, 3061.. 3249 



,_.Seq,.JflQ 3£84.6_ .\. „„ S£q. id OJ99,690a^I5^.9Cl,L.C14_ , 

Gene No. ■ 75826 ' Strand 

Start 11727 End 18080 

Name OJ990908_15 . 9C14 . C14 . o3 . gs Method GENSCAN 

Start 11727 End 18080 

GI none Score .41 

Exons 11727. .11742, 11889 .. 12024 , 12062 .. 12261 , 12419. .12641, 

15225. .15332, 15561 .. 15592 , 17459 .. 17594 , 17 650 .. 17 956, 

18072. .18080 



Seq. No. 36847 Seq. ID OJ990908 

Gene No. 75827 Strand + 

Start 1 End 6232 

Name OJ990908_15 . 9C14 . C15 . ol . gp Method AAT/GAP 

Start " 1 End 123 

GI 569950 Score 208 

Exons 1 . . 123 



15.9C14.C15 



Seq. No. 
Gene No. 
■Start ' " 
Name 
Start . 
GI . 
Exons 

GI- Descrip. 



Seq. ID OJ990908_15.9C14.C15 
Strand . + . __. . : . ' 

" r Erid'" : -"" ; : 6232 

' Method"' AAT/NAP : v : * ' 
End 6232- " ~ r 

- Score- - 1--7L . ~ 

2412 . .2552, 288 1 3099, .6207. .6232 



36847 
75827 - 

O J 99090 8_i 5 : 9 C 1 4'. CI 5 . b I . np 

1 ' * ■ 

3451463-.: - : 

l." .29/- 806. * 8$6> 1760. .1977, 
(AL03134 9) hypothetical protein [Schizosaccharomyces pombe] 



Seq. No. 36847 Seq. ID 

Gene No. 75827 Strand 

Start 1 End 

Name OJ990908_15 . 9C14 . C15 . ol . gs Method 

Start 77 End 

GI none Score 
Exons 



OJ9909.08_15.9C14.C15 
+ 

6232 
GENSCAN 
6184 
. 4 



77. .162, 686. .856, 1224. .1260, 1760. .1977, 2180. .2231, 
2691. .2921, 2941. .3100, 3322. .3374, 3558. .3664, 4525. .4721, 



36522 





com si AO ^9^*7 ^aoa 


S7 A 
0 1 4 D . 


. Dl O 4 








beq. no. 


J DO 4 / 




beq. iu 


OJ990908 


_15.9C14 


.bio 


Gene No. 


/ooz / 




Strand 


+ 






Start 


1 




End 


6232 






Name 


OJ990908_15.9C14.C15.ol 


.tm 


Method 


TBLASTX: 


Maize 




atart 


d y o 




End 


2780 






bl 


none 




Score 


56 






Exons 


£QC, "7£H TOO "7C.9 *7 Q c 

byo . . /du, /zu. . lot., / yo 


Q O 1 
. . oZl, 


818. .859, 


820. .858, 1733., 


.1990, 




1"7^H 1QQ£ TQf!£ 1 QQQ 

i /du . . lyyo, iyub..iyyo, 


O A C\C\ 

z 4 UU . 


.2465, 2410. .2469, 


2465. .2539, 




9/171 O^^Q 9£Qfl 


z d y 1 . 


.2780, 2691. .2780 






beq. no. 


J DO 4 / 




Seq. ID 


OJ990908 


_15.9C14, 


.CIS 


Gene No. 


75827 




Strand 


+ 






Start 


1 




End 


6232 






Name 






Method 


TBLASTX: 


Soybean 




Of -1 v«f 

b tar l 


1 1 £n 




End 


2539 








none 




Score 


320 






Exons 


i /du. . iyyoi i / bi. . lo^i, 


1 / DO . 


.1996, 1882. .2004, 


1906. .1998, 




9/10H 9/l£9 9410 94£Q 


9/1 £R 
Z 4 DO . 


.2539, 2467. .2538 






Se.q.._Nq,.. 


. . /, .3.684 8 - 




_Seq v .. ID_. 


OJ99J}9_P.8 


^15., 9C14^ 


: „C1£_. 


G.ene_.N.9 


....7.58 .28.. *...:„.! 




.....Str.anoj .... 








btart 


C. Q O 
JOJ 




End 


i4 45'" 






Name 


ujyyuyucs id. ybi4 .bio.oi 


. gs 


Method 


GENSCAN 






b tar t 


c o *3 

JOJ 




End 


1 A A C. 

1440 






C T 

bl 


none 




Score 


.7 






Exons 


jOj . . / 40 , UUU. .1440 












Seq. No. 


36849 




Seq. ID 


OJ990908 


_15.9C14. 


.C17 


Gene No. 


75829 




Strand 


+ 






b t art 


jZj 




End 


698 






Name 


ujyyuyuo id . ybi4 . bl / . 01 


. gs 


Method 


GENSCAN 






b rarti 


jZj 




End 


698 






bl 


none 




Score 


..7 






Exons 


JZO . . 4 0U, jU / . .byo 












Seq. No. 


36850 




Seq. ID 


OJ990908 


_15.9C14. 


X18 


Gene No. 


. 75830 ■ 




Strand 


+ 






b t ar t 


jZd 




End 


1230 






Name 


ujyyuyub id . ybi4 . bio . 01 


. gs 


Method 


GENSCAN 






Of 1 v-f 

btart 


.■ 0 ^ 0 ......... ■ 




End 


1230 . 






bl 


- none * ' " ' 




'Score"" " 


/4 ; 5 : 'V " v 






Exons 














Seq. ; No-. - 


— .... 36 8-5 1 - ~ 




- Seq.-;-ID-v; 


OJ990908- 


-115. 9 C I 4-. Cl-9— • 


Gene No. 


' '75831 J"' ' 




Strand' '. 


+ 






C A 1 >~ f- 

otart 


dan 
yo / 




End 


2055 . 






Name 


OJyyEJyUo lo.ybl4.biy.ol 


. gs 


Method 


GENSCAN 






O v--f- 

btart 


0 c t 

yo / 




End 


2055 






GI 


none 




Score 


.96 






Exons 


957. .1023, 1257. .1322, : 


1438. . 


2055 








Seq. No. 


36851 




Seq. ID 


OJ990908 


_15.9C14, 


,C19 


Gene No. 


75832 




Strand 


+ 






Start 


4601 




End 


7177 






Name 


OJ990908 15.9C14.C19.ol 


.np 


Method 


AAT/NAP 







36523 



C 4- s -*>-4- 

otart 






End 


7177 






CQ1 I T 




Score 


1495 




Exons 


41 OU 1 . .4 D jo / 


5989. .7177 








Lii uescrip. 




putative transposase protein [Zea mays] 




Seq. No. 


36851 




Seq. ID 


OJ990908 15.9C14 


.C19 


Gene No. 


75832 




Strand 


+ 






fl D U ± 




End 


7177 




Name 




.9C14.C19.ol.ts 


Method 


TBLASTX: Soybean 




otart 






End 


6327 






none 




Score 


204 
















Con M r\ 

oeq. in u . 


JOO Jl 




Seq. ID 


OJ990908_15. 9C14 


n q 


Gene No. 


75832 




Strand 


+ 




Start 


4601 




End 


7177 




Name 


OJ990908 15 


.9C14.C19.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6052 




End 


6488 




GI 


none 




Score 


146 ' 




Exons 


6052. .6327, 


6369. . 6488 









_ Saq... Na, 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



..3.6851 



J3j-q.._I D_ 0 J 9.9 a afiflJL.S... 9£1L*£2J2L 

^S.tr.and. .+„ _ „ 

End 7177 
Method TBLASTX: Cress 
End 6725 
Score 128 
.6692, 6567.. 6725 

Seq. ID OJ990908_15.9C14.C19 

Strand + 

End 7177 

Method TBLASTX : Wheat 

End 6971 

Score 128 



. 7.583.2 , : ... 

4601 

OJ990908_15. 9C14.C19.ol. tc 
6368 
none 

6368. .6529, 6375. .6560, 6561, 

36851 
75832 
4601 

OJ990908JL5. 9C14.C19.ol. tw 

6507 
none 

6507. .6671, 6518. .6670, 6537.. .6686, 6678. .6773, 6680. .6772, 
6750. .6812, 677 6. .6811, 6819. .6971 



Seq. No. 
Gene No. 
Start 

.Name . 
Start' . 
GI; " 
Exons 



36851 Seq. ID 

75832 Strand 
4 601 End 

-OJ990908_15. 9C14 .C19.ol. tm . Method 

■•6570/-"--" ~ End'";'""" 

■ none. " . ' Score 



OJ990908_15.9C14.C19 
+ 

7177 
. TBLASTX: Maize 

- 70 IF""*" -■■■- : v""-*-- : 
219 ■ ■ ' 



6570. .6815, 6578.V6811, 6818 .'. 7003> 6819\ .7004 , "6819 . 7004 , 

-■68 2-a -,-7,o .*.".-;■'-/. ... . : 



Seq. No. 36852 

Gene No. 75833 

Start 1 

Name OJ990908_15 . 9C14 . C20 . ol . np 

Start 1 

GI 5911167 

Exons 1 . . 664 

GI Descrip. (AF136221) putative transposase protein [Zea mays] 



Seq. ID OJ990908_15.9C14.C20 

Strand + 

End 1503 

Method AAT/NAP 

End 664 

Score 811 



Seq. No. 



36852 



Seq. ID OJ990908_15.9C14.C20 



36524 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



75833 
1 

OJ990908_15 . 9C14 . C20 . ol . tm 
89 

none 

89. .574, 154. .573 

36852 
75833 
1 

OJ990908_15. 9C14.C20.ol.ts 

122 

none 

122. .277, 314. .526, 394. .525 



Strand 
End 

Method 

End 

Score 



+ 

1503 

TBLASTX: Maize 

574 

433 



Seq. ID OJ990908_15.9C14.C20 

Strand + 

End 1503 

Method TBLASTX : Soybean 

End 52 6 

Score 106 



36852 
75833 
1 

OJ990908_15.9C14 .C20.ol.tw 
215 
none 

_ 2.1.5 .J5AQ.,. .JOl , . 5.8_6.,„ 4.0 6,.. §1.5 1 X&2 M 125£.,„ JL 12,5^. 1253,,. 
^j279..;..U65,..a4jQ8.....1Aa3^. ,,,, 



Seq. ID OJ990908_15.9C14.C20 

Strand + 

End 1503 

Method TBLASTX : Wheat 

End 1503 

Score 309 



Seq. No. 36853 

Gene No. 75834 

Start 1668 

Name OJ990908_15 . 9C14 . C21 . ol . gs 

Start 1668 

GI none 

Exons 1668.. 1964 



Seq. ID OJ990908_15.9C14.C21 

Strand + 

End 1964 

Method GENSCAN 

End 1964 

Score .85 



Seq. No. 36854 

Gene No. 75835 

Start 373 

Name OJ990908_15 . 9C14 . C22 . ol . gs 

Start 373 

GI none 
Exons 



Seq. ID OJ990908_15.9C14.C22 

Strand + 

End 3127 

Method GENSCAN 

End 3127 

Score .56 



373.-549, 709. .894, 1100. .1678, 1713. .2011, 2175. .2370, 
2724. .2895, 2913. .3127 



Seq. No. _ 36855. 

Gene Nov 75836 ~ - •■ ' -~" 

Start • 164' '" 

Name ' ' 0~J9 90*90 8_I5 '. :'9CI4 . C27 . ol .'gs 

Start- / .— -1-64 — 

■GI ' ' • none 

Exons 164. .569 



Seq. ID OJ990908_15. 9C14.C27 
"Strand - " :; +"-" — :r ™- 7 

End ' ' 638 " \ ' 
Method GENSCAN ' ' " " *' ' 

End- - : : -r : . 56-9- : - — 

Score - .., 68' ' • ■ • 



Seq. No. 36855 

Gene No. 75836 

Start 164 

Name OJ990908_15 . 9C14 . C27 . ol . np 

Start 189 

GI 5091513 

Exons 189.. 638 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990908_15.9C14.C27 

Strand + 

End 638 

Method AAT/NAP 

End 638 

Score 631 



36525 



Seq. No. 


36856 






Gene No . 


/Do J / 






Start 


4 0 1 






Name 


ojyyuoio lo.yciu.ci. 


ol . 


gs 


Start 


4 J 1 








none 






Exons * 


4 Jl . . 4 Jo 






Seq. No. 


36857 






bene wo . 


/ 0 O Jo 






Start 


A Q *5 
4 O J 






Name 


ojyyuoio iD.yciu.co. 


ol . 


gs 


Start 


A O T 
4 O J 






GI 


none 






Exons 


/ C 1 /I Q1 Q Q/11 

4oo..Di4/ 0 1 y . . y 4 1 






Seq. No. 


36858 






Gene No . 








Start 


iz / 






Name 


ujyyuoio lo.yLiu.c/. 


ol . 


gs 


Starts 


..-.._1^-X - „ „_ ^ _ 





— — 


i^.l _ . ... „ . 


,none. ... . . . ,. . _.. .. 






Exons 


1Z 1 . . zzo, / J4 . .oil 






Seq. No. 


36859 






Gene No . 


/ jo4u 






Start 


y y 






Name 


ojyyubio ib.yciu.cy. 


ol . 


gs 


Start 


y y 






GI 


none 






Exons 


y y . . zub 






Seq. No. 


36860 






Gene No. 


75841 






Start 


1 






Name 


OJ990818 16.9C10.C10 


.02 


.np 


Start 


1 






GI 


4680183 






Exons 


■ 1. . 60, 189. .280 







Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
.End. 
. S.cor.e . . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_16.9C10.C1 
436 

GENSCAN 

436 

.62 



OJ990818_16. 9C10.C5 
941 

GENSCAN 

941 

.9 



OJ990818 16.9C10.C7 



811 

GENSCAN 
^811_™-„ 
. .54 ...... 



OJ990818_16. 9C10.C9 
208 

GENSCAN 

208 

.92 



OJ990818_16. 9C10.C10 
+ 

280 

AAT/NAP 

280 

123 



GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq, "Nov - 

Gene No . 
'Start ' ■' ' 
.Name~--\ 

Start" 

GI 

Exons 

GI Descrip. 



-36860 \" -■ '■ Seqr ID OJ990818_T6 . 9Ci0 :CT0 - 

75842 " ' • ' ' Strand ' - ' 

-1 '**•■ • "'■ " ' End " • -158'"- ■ '■ ' : ~ • 

OJ-9 908 1-8-1-6. 9Cia.C10-.ol.np— Method AAT-/NAB — . 

1 . * '.. ■■ • ' .,■ "End- -•' " 158 

6721561 Score 123 

1..158 

(AP001073) EST AU082058 (C12 97 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 



36861 
75843 



Seq. ID 
Strand 



OJ990818 16.9C10.C12 



36526 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



369 

AAT/NAP 
363 
80 



OJ990818_16.9C10.C12.ol.np 
1 

2980802 
1..146, 247. .363 

(AL022197) transcriptional activator CBFl-like protein 
[Arabidopsis thaliana] 



36861 
75843 
1 

OJ990818_16.9C10.C12.'ol.gs 
13 * 
none 
13. .369 



Seq. ID OJ990818_16.9C10.C12 

Strand 

End 369 

Method GEN SCAN 

End 369 

Score . 64 



Seq. No. 


o r o f o 






beq. ID 








Gene No. 


75844 






Strand 


+ 






Start 


169 






End 


2060 






Name 


OJ990818 


16.9C10.C14. 


ol . gs 


Method 


GENSCAN 






Start 


169 






End 


2060 








none 






Score 


....6.6 






Exons .. .. . .. 


....1.6.9. .950., 


„ 1327.;. 143.7., 


".17 677 


U795, ".\l$24. 


.. ..20.60' . . . 






Seq. No. 


36862 






Seq. ID 


OJ990818 


_16. 9C10 


.C14 


Gene No. 


75844 






Strand 


+ 






Start 


169 






End 


2060 






Name 


OJ990818 


16.9C10.C14. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


877 






End 


1396 






GI 


none 






Score 


61 






Exons 


877. .957, 


1043. . 1225, 


1054 . 


.1218, 1325 


. .1396 






Seq. No. 


36863 






Seq. ID 


OJ990818 


_16.9C10 


.C21 


Gene No. 


75845 






Strand 


+ 






Start 


672 






End 


786 






Name 


' OJ990818 


16.9C10.C21. 


ol . gs 


Method 


GENSCAN 






Start 


672 






End 


786 






GI 


none 






Score 


.41 






Exons 


672. .786 















Seq. No. 36863 Seq. ID 

Gene. No. 75846 Strand _ 

"Start"' ":" " ;456'/ : 7 ^v"™"""/." 'r: .* ™ -g^. --. : 

Name ' " "Oj : 990818_16 . 9C10 . C21 . ol . np' Method 
"Start " '~ • ' 456* ' ~ 'End • 

.GI~ - " 653357-0- - - -Score— 

Exons' "• ' 456/. 514/- 580.. 786 

GI Descrip. (AP000836) • hypothetical protein [Oryza sativa] 



OJ990818 16.9C10.C21 



786 - 
"AAT/NAP 

"786 : '- 
156 . - • 



Seq. No. 36863 Seq. ID 

Gene No. 75847 Strand 

Start 1562 End 

Name OJ990818_16 . 9C10 . C21 . o2 . gs Method 

Start 1562 End 

GI' none Score 

Exons 1562.. 1924 



OJ990818_16.9C10.C21 

1924 
GENSCAN 
1924 
.87 



36527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start „_ 
..GI. _ 
Exons 



36864 
75848 
1 

OJ990818_16. 9C10.C24.ol.np 
1 

5777617 
1. .75 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ990818_16.9C10.C24 
Strand 

End 75 

Method AAT/NAP 

End 75 

Score 80 



36865 
75849 
264 

OJ990818_16. 9C10.C26.ol.gs 

264 

none 

264. .434, 1113. . 1160 

36865 
75850 
2056 

OJ9908 18_16 . 9C10 . C26 . o2 . gs 

_205.6„. _ . 

_...aone _ . 

2056. .2210 



Seq. ID OJ990818_16.9C10.C26 

Strand + 

End 1160 

Method GENSCAN 

End 1160 

Score .98 



Seq. ID OJ990818__16.9C10.C26 
Strand 

End 2210 
Method GENSCAN 
.End .. 2.2 l.Q ... 

.Score„_..,._ . ..,.75. .. *_._^ v ..._. 



Seq. No. 36866 

Gene No. 75851 

Start 1 

Name OJ990818_16 . 9C10 . C28 . ol . np 

Start 1 

GI 6466937 

Exons 1 . . 638 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990818_16.9C10.C28 

Strand + 

End 638 

Method AAT/NAP 

End 638 

Score 472 



Seq. No. 36866 

Gene No. 75851 - 

Start 1 

Name OJ990818_16 . 9C10 . C28 . ol . tw 

Start 32 

GI none 

Exons 32... 304, 61. .303 - . . 



Seq. ID OJ990818_16.9C10.C28 

Strand + 

End 638 

Method TBLASTX: Wheat 

End 304 

Score 212 



Seq. No..' . V 36866 " . " '. ' '. 

Gene No. '75851 

-Start..- . 

Name '" V OJ990818_16 : . 9C10 . C28 . ol . tm 

Start '137 

GI none 
Exons 



Seq." ID OJ990818_16.9C10VC28 
Strand '+ ' ' " * ' 

End- 638-.---: 

Method TBLAS TX : Maize , 
End 636 
Score 323 



137. .481, 223. .453, 299. .481, 481. .636, 507 .. 635 



Seq. No. 36866 

Gene No. .75851 . 

Start 1 

Name OJ990818_16 . 9C10 . C28 . ol . ts 

Start 161 

GI none 



Seq. ID OJ990818_16.9C10.C28 

Strand + 

End 638 

Method TBLASTX : Soybean 

End 54 3 

Score 225 



36528 



Exons 


161. .481, 274. .453, 481 


. . 543 






Seq. No. 


36867 




Seq. ID 


OJ990818_16.9C10.C33 


Gene No. 


75852 




Strand 


+ 


Start 


353 




End 


412 


Name 


OJ990818 16 . 9C10 . C33 . ol 


.gs 


Method 


GENSCAN 


Start 


353 




End 


412 


GI 


none 




Score 


. 58 


Exons 


353 ..412 








Seq. No. 


36868 




Seq. ID 


OJ990818_16.9C10.C34 


Gene No . 


75853 




Strand 


+ 


Start 


1489 




End 


6476 


Name 


OJ990818 16 . 9C10 . C34 . ol 


.gs 


Method 


GENSCAN 


Start 


1489 




End 


6476 


GI 


none 




Score 


.77 


Exons 


linn IT'^I nn AO O "i <** /" 

1489.. 1721, 2299.. 2386, 


5091 . 


.5241, 5795. .5931, 6028. .6133, 




6226 . . 6476 








Seq. No. 


36869 




Seq. ID 


OJ990818_16.9C10.C35 


Gene No . 


75854 




Strand 


+ 


Start. „ 


62 r ™ , — 




JEncL 


,1 29 5.„ ... „. . , ■ „ 


Name 


.0 J.9 9.0 8 1..8._1 .6,,. 9C 10 ,. C .3,5,., o 1 




. gs... ...„. 


Method _ 


G.E N S.C AR. . , „ _ . «.« . . , 


Start 


62 




End 


1295 


GI " 


none 




Score 


.43 


Exons 


62 . . 173, 918 . . 1295 








Seq. No. 


36870 




Seq. ID 


OJ990818 16.9C10.C36 


Gene No. 


75855 




Strand 


+ 


Start 


89 




End 


3270 


Name 


OJ990818 16. 9C10.C36.ol 


.gs 


Method 


GENSCAN 


Start 


89 




End 


3262 


GI 


none 




Score 


. 89 


Exons 


89.-273, 343. .550, 641. 


. 691, 


781 . . 939, 


1025. .1189, 1801. .2100, 




2176. .2328, 3089. .3262 








Seq. No. 


36870 




Seq. ID 


OJ990818 16.9C10.C36 


Gene No. 


75855 




Strand 


+ 


Start 


89 




End 


3270 


Name 


OJ990818_16. 9C10.C36.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


170 




End 


450 


GI 


none . ... . . 


..' 


Score . 


.147 ... 


~Exbris 


; "170;.". 274 ;175 ... 306, 176 


, . 283, 


"326:,'4 4 8 : , 


343; >50r"3i4:r.|4 8" r * : 


Seq": * No. 


36870 1 ' " 




"* Seq. ID ' 


OJ990818_16.9Cr0.C36 - 


Gene No . - - 


75855- - — . 




-Strand 




Start 


... 89 ■ r. ' ' ■ V • 




■ End .' " 


3270 ' • 


Name 


OJ990818 16 :9C10 . C36. o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2254 




End 


3258 


GI 


none 




Score 


94 


Exons 


2254.. 2331, 2255. . 2335, 


3080 . 


.3163, 30£ 


6.-3256, 3087. .3257, 




3088.. 3258 








Seq.' No. 


36870 




Seq. ID 


OJ990818_16.9C10.C36 


Gene No. 


75855 




Strand 


+ 


Start 


• 89 




End 


3270 


Name 


OJ990818 16.9C10.C36.ol 


. tc 


Method 


TBLASTX: Cress 



36529 



Start 


3085 








End 


3259 






GI 


none 








Score 


85 






Exons 


3085 . . 3252, 


3086 


. .3259, 


3091 . 


3258 








Seq. No. 


36870 








Seq. ID 


OJ990818 


_16. 9C10 


C36 


Gene No. 


75855 








Strand 


+ 






Start 


89 








End 


3270 






Name 


OJ990818_16. 


9C10 


.C36. ol 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3086 








End 


3270 




GI 


none 








Score 


229 






Exons 


3086. . 3259, 


3088 


. . 3270, 


3205 . , 


3261 








Seq. No. 


36871 








Seq. ID 


OJ990818 


__16. 9C10. 


C37 


Gene No. 


75856 








Strand 


+ 






Start 


475 








End 


3440 






Name 


OJ990818 16. 


9C10 


. C J / . Ol . 


gs 


Method 


GENSCAN 






Start 


475 








End 


3440 






GI 


none 








Score 


.62 






Exons 


475. .595, 761. .8 


65, 941. 


. 1064 , 


1443. . 


1710, 1794 


. .2082, 






2186. .2278, 


2367 


. .2492, 


2618 . . 


2834, 3340. .3440 






-Se.q..._Np. f 


„„..3.6 - 5Jl.._„ 








„S.eq,.. .. ID 


„.OJ9,9ft8X8 


^L6...9C1(L 


,C37„ 


Gene,. No. . 


_„,7585_6 . 








Strand. , 


.--+,... - J,~ 






Start 


475 








End 


3 4 4 0 






Name 


OJ990818 16. 


9C10 


.C37 .ol . 


gp 


Method 


AAT/GAP 






Start 


1278 








End 


1688 






GI 


2310390 








Score 


589 






Exons 


1278. .1382, 


1456 


. .1688 












Seq. No. 


36871 








Seq. ID 


OJ990818 


_16. 9C10. 


C37 


Gene No. 


75856 








Strand 


+ 






Start 


475 








End 


3440 






Name 


OJ990818 16. 


9C10 


.C37 .o2 . 


gp 


Method 


AAT/GAP 






Start 


1300 








End 


1712 






GI 


2310390 








Score 


593 






Exons 


1300. .1382, 


1456 


. . 1712 












Seq. No. 


36871 








Seq. ID 


OJ990818 


- 

_16 . 9C10 . 


C37 


Gene No. 


75857 








Strand 


+ 






Start 


4529 








End 


7743 






Name 


OJ990818 16. 


9C10 


.C37.o4. 


gp 


Method 


AAT/GAP 






Start 


. .4529 . 








End . 


.7743 






GI ' 


v '" ; 12 9 6 1 :R1084 








Score' ' 


-'1229 " * : 






Exons . 


- 4529. .4719, ' 


7198 


'.'.3211, 


7356. . 


77 4 3 '* ": 









GI' Descrip'. 



Seq . No . 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 60154 377dbj IAB'008112, 
-complete ,cds~- ' - __\;-. 



1 1 AB0Q8112 2. 0e-10". Homo 'sapiens PEX1 mRNA 



16. 9C10.C37 



36871 
75858 
12417 

OJ990818_16. 9C10.C37.o5.gp 
12417 

LIB3477-003-P1-K1-E9 
12417. .12486 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_ 
+ 

12486 . 
AAT/GAP 
12486 
95 



36530 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36871 
75859 
2746 

OJ990818_16. 9C10.C37.o3.gp 

2746 

none 

2746.. 3165 

36871 
75860 
10740 

OJ990818_16 . 9C10 . C37 . ol . tm 

409 

none 

409. .594, 428.-595, 429. .596, 
748. .861, 752. .877, 755. .877, 
1015. .1167, 1030. .1167, 1034. 
1263.. 1385, 1264. .1386, 1454. 
1457.. 1537, 1539 
.1720, 1782 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990818_16.9C10.C37 

3165 
AAT/GAP 
3165 
824 



OJ99:0818 16.9C10.C37 



1544 , 
1955,. ..20.83,, . 21 ao.. 



.1706, 1539. 
,1973, 1794. 
,2243., .21.91- 



13482 

TBLASTX: Maize 
2244 
189 

747. .812, 747. .860, 748. .864, 
914 . .1018, 920. .1018, 940. .1062 
.1174, 1034. .1174, 1254. .1385, 
.1534, 1455. .1529, 1456. .1530, 
.1706, 1540. .1719, 1544. .1711, 
.1958, 1795. .1974, 1945. .2085, 
,;2244 



36871 
75860 ' 
10740 

OJ990818_16 . 9C10 . C37 . ol . tc 

1036 ■ 

none 



Seq. ID OJ990818_16.9C10.C37 



Strand 
End 

Method 

End 

Score 



13482 

TBLASTX: Cress 

1713 

191 



1036. .1155, 1037. .1174, 1254. .1394, 1264. .1386, 1454. .1522, 
1456. .1527, 1562. .1708, 1582. .1713 



36871 
75860 
10740 

OJ990818_16 . 9C10 . C37 . o2 . tm 

2247 

none 



Seq. ID OJ990818_16.9C10.C37 



Strand 
End 

Method 

End 

Score 



13482 

TBLASTX: Maize 

2730 

47 



2247. .2279, 2249. .2278, 2364. .2492, 2364. .2492, 2366. .2500, 
2615. .2680, 2615. .2662, 2616. .2681, 2617. .2682, 2689. .2730 



Seq. No. 36871 

"Gene No.' " : v ; 758 60'- ; " '" ' : " ;" ' 

Start ' " " 10740 ' " *. " 

Name " *' OJ990818_16 . 9C10./C3.7 Vo3 .'tm 

-Start * ' - — : 10073-: .-. 

GI opne - 

Exons 10073. .10300, 10074.. 10301 

Seq. No. 36871 

Gene No. 75860 

Start 10740 

Name OJ990818_16 . 9C10 . C37 . o3 . gs 

Start 10740 

GI none 
Exons 



Seq. -ID OJ990818_16.9Clp.C37 
Strand"' "' - •' ;;:' :r ""/ 
End - "• - 13482 ■ • " *' " 
Method' .' TBLASTX: Maize' ' ' 

-End-- — > 1.0.30-1 — -.. 

Score - 190 • 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_16.9C10.C37 

13482 
GENS CAN 
13482 
.4 



10740. .10771, 114 65. .11551, 13414. .13482 



36531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene_Np^ 

Start.-./ " 

Name 

Start 

GI 

Exons 



36872 
75861 
1 

OJ990818_1 6 . 9C10 . C38 . o2 . np 
1 

4680183 



Seq. ID OJ990818_16.9C10.C38 

Strand + 

End 5220 

Method AAT/NAP 

End 5220 

Score 160 



1..53, 4451. .4521, 5131. .5220 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



36872 
75861 
1 

OJ990818_16. 9C10.C38.ol.np 
491 

5922628 
491. .589, 1665. .1836 

(AP000492) hypothetical protein [Oryza sativa] 

gil 6016861 | dbj IBAA85204.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990818_16.9C10.C38 

Strand + 

End 5220 

Method AAT/NAP 

End 1836 

Score 111 



36872 



Seq. ID .OJ990818__16.9C10.C3E 
JLtranci + . . 



..12722.. - _\. 

OJ990818_16. 9C10.C38.o4 .gs 

12722 

none 

12722. .12724, 13561 .. 13655, 
14175. .14328 



End. ; ' : 
Method 
End 
Score 



.14 32.8. 
GEN SCAN 
14328 
.96 



13660. .13768, 13901. .14043, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

gi " ' 

Exons . 

-Seq. - No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



36872 
75862 
12722 

OJ990818_16. 9C10.C38 .o3.gp 

13536 

none 

13536. .137 68, 13901. .14 04 3, 

36872 
75863 
20767 

OJ990818_16. 9C10.C38 .o4 . gp 

20767 . - 

"none' " " /■ .. . .... 

207 67. .2 098 6', 22816 .-. 228 96",' 

. 3 63-72 _ ■ 

758 63 
20767 

OJ990818_16. 9C10.C38.o6.gs 

22786 

none 

22786. .22895, 23000.. 23153 

36872 
75863 
20767 

OJ990818_16. 9C10.C38.o5.gp 



Seq. ID OJ990818_16.9C10.C3E 

Strand + 

End 14328 

Method AAT/GAP 

End 14264 

Score 872 



14175. .14264 



OJ990818_16.§C10.C38 
+ 

23393 
AAT/GAP 

23024 . :. . 

525 •" " 



. Seq. ID 
Strand 
End 

Method 
End 
* Score 

23000 ! . 23024 . ' ' 

— . Seq-.- -ID — OJ990 8 LS—l^-SC KL-C38- 
Strand ..+ '■" 
End 23393 
Method GENSCAN 
End 23153 
Score . 6 



Seq. ID OJ990818_16.9C10.C38 

Strand + 

End 23393 

Method AAT/GAP 



36532 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22977 
'3061247 
22977. .23393 



End 
Score 



23393 
749 



36872 Seq. ID 

75864 Strand 

23834 End 
OJ990818_16. 9C10.C38.o5.np Method 

23834 End 

5777617 Score 
23834. .23939 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990818_16.9C10.C38 
+ 

23939 
AAT/NAP 
23939 
68 



36872 Seq. ID 

75865 Strand 
24790 End 
OJ990818_16. 9C10.C38.o6.np Method 
24790 End 
1706331 Score 
24790. .25106 

PYRUVATE DECARBOXYLASE ISOZYME 3 (PDC) gi 14 76284 (U07338) 
,pyr t u vat.e . .oleca r boxyl as e , t [ Oryza . s a t i y a ], „„_ 



OJ990818_16.9C10.C38 
+ 

25106 
AAT/NAP 
25106 
315 



36872' Seq. ID 

75866 Strand 

6165 End 6597 

OJ990818_1 6 . 9C10 . C38 . o3 . np Method AAT/NAP 

6165 End 6597 

19923 Score 121 
6165.. 6283, 6433.. 6597 

(Z14016) pistil extensin like protein, partial 
tabacum] 



OJ990818 16.9C10.C38 



CDS [Nicotiana 



36872 Seq. ID OJ990818_16.9C10.C38 

75867 Strand 

9157 End 13302 

OJ990818_16.9C10.C38.ol.gp Method- AAT/GAP 

8766 End 9028 

28898_2.R1084 ' Score 338 

8766.. 8900, 8922.. 9028 

'5042437/gbl AC00778 9 . 1 1 AC00778 9 1.0e-69 Oryza sativa BAC T49B20 

genomic sequence, complete sequence 1 



Seq. No.' 


' '36872 




Seq. ID 


' OJ99081* 


r 16 . 


, 9C10 . 


C38 


Gene " No . ' 


• 75867 ' ■ 




' " Strand ' 










Start- — 


' 9157 




End- - - 


13302 








Name 


W OJ990818 " 16 


. 9C10.C38 .of.gs 


Method 


GENSCAN 








Start 


9157 




End 


1 : 








GI 


none 




Scot e 


. 7 5 








Exons 


9157. .9274, 


10936. .11063 












Seq. No. 


36872 




Seq. ID 


OJ99081* 


3_16. 


, 9C10. 


C38 


Gene No. 


75867 




Strand 










Start 


9157 




End 


13302 








Name 


OJ990818 16 


. 9C10.C38.o2.gp 


Method 


AAT/GAP 








Start 


10518 




End 


13302 








GI 


none 




Score 


1104 









36533 



Exons 



10518. .10848, 10936. .11048, 13143. .13302 



Seq. No. 36872 Seq. ID 

Gene No. 75868 Strand 

Start 17749 End 

Name OJ990818_16 . 9C10 . C38 . o4 . np Method 

Start 17749 End 

GI 322757 Score 

Exons 17749. .17899, 24 1 13 . . 24232 , 24775.-24954 

GI Descrip. pistil extensin-like protein (clone pMG08) 
(fragment) 



OJ990818 16.9C10.C38 



25484 
AAT/NAP 
24954 
104 



common tobacco 



Seq. No. 


36872 




Gene No. 


75868 




Start 


17749 




Name 


OJ990818_16. 9C10 .C38 


. o7 . gs 


Start 


23622 




GI 


none 




Exons 


23622. .23632, 24084. 


.24312, 




25294. .25484 




Seq^,. No,, _ 


_3j§8.72_ 





Gene No. . 


758.69. . / 




Start 


25687 




Name 


OJ990818 16. 9C10.C38 


. ol . tm 


Start 


24845 




GI 


none 




Exons 


24845. .24979, 24850. 


.24978, 




25037 . .25090 




Seq. No. 


36872 




Gene No. 


75869 




Start 


25687 




Name 


OJ990818 16.9C10.C38 


.ol. ts 


Start 


24847 




GI 


none 




Exons 


24847. .25089, 24848. 


.25090 


Seq. No. 


36872 




Gene No. 


75869 




Start 


25687 




Name . , . 


OJ990818 16.-9C10.C38 


. ol . tc 


Start" - 7 


■24 859; : "'"'. : " 




GI 


none 




Exons 


24859. .25011, ■ 24860. 


.25090 


Seq. No. 


'36872 • • •* V ' 




Gene No". 


75869 




Start 


25687 




Name 


OJ990818 16.9C10.C38 


. o7.. np 


Start 


25687 




GI 


5777617 




Exons 


25687. .25784, 26134. 


.26197 


GI Descrip. 


(AJ245900) CAA30375. 


1 prote 


Seq. No. 


36873 




Gene No. 


75870 





Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_16.9C10.C38 

25484 
GENSCAN 
25484 
.55 



24436. .24701, 24721 .. 2528 6, 



Seq ; ,. ID... pJ95P.81S_]L^9.C.LQ_i_JS. 

St r.and * 

End 

Method 
End 
Score 



26197 

-TBLASTX: Maize 
25090 
156 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
•End ' v 
" .Score. " " 



.Seq.' IU 
Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990818_16.9C10.C38 
26197 

TBLASTX : Soybean 

25090 

310 



OJ990818_16; 9C10.C38 
26197' 

TBLASTX: Cress . . 

25096™""'-"""-" ■ - 

■309 . ■;. :. 



OJ990'818_16. 9C10.C38 

26197 
AAT/NAP 
26197 
69 



OJ990818_16.9C10.C39 
+ 



36534 




Start 


9176 


End 


9462 






Name 


OJ990818 16.9C10.C39.o2.np 


Method 


AAT/NAP 






Start 


9176 


End 


94 62 






GI 


6539588 


Score 


179 






Exons 


9176. . 9462 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


36873 


Seq. ID 


OJ990818 


_16 . 9C10 


. C39 


Gene No. ■ 


75871 


Strand 








Start 


7500 


End 


8392 






Name 


OJ990818 16.9C10.C39.ol.np 


Method 


AAT/NAP 






Start 


7500 


End 


o o n o 

8392 






GI 


5852178 


Score 


4 97 






Exons 


7500.. 7595, 7958. .8061, 8093 


. .8392 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 








Seq. No. 


36873 


Seq. ID 


OJ990818 


_16.9C10 


.C39 


Gene No. 


75872 


Strand 


- 






Start 


9220 


End 


15652 






Name 


OJ990818. 16.9C10.C39.o2.gs 


Method 


GENSCAN 






Start 


9220 


End 


13822 






.GI. _ 


none _ - _ . ; „ 


_,_Sc.prje , 


.41 






Exons. 


, . 92 2 0 . . .,941 4 1 0.4 7 9. .,, 1 0.8.9.0 , . 1 2 3,2 5 ... .1 2 4 6 a., 


. 135.3,6..,.. 


13.8.22.. 


— 


Seq. No. 


36873 


Seq. ID 


OJ990818 


_16 . 9C10 


.C39 


Gene No. 


75872 


Strand 








Start 


9220 


End 


15652 






Name 


OJ990818 16.9C10.C39.o3.np 


Method 


AAT/NAP 






Start 


10513 


End 


15652 






GI 


4038481 


Score 


279 






Exons 


10513. .10906, 12314. .12443, 


15507. .15652 






GI Descrip. 


(AL021713) DNA binding-like 


protein [Arabidopsis thaliana] 


Seq. No. 


36873 


Seq. ID 


OJ990818 


_16.9C10 


.C39 


Gene No. 


75872 


Strand 








Start 


9220 


End 


15652 






Name 


OJ990818 16.9C10.C39.o2.ts 


Method . 


TBLASTX: 


Soybean 




Start 


10761 * 


End 


108 92 






GI 


none 


Score 


72 






Exons 


107 61. .108 92, 107 62. .10845 










Seq-. No. . 


. 36873 . . , . 


Seq..- ID, 


OJ990818 


_16. 9C10 


.C39 


Gene "No . ; 


'7 5872 "*■"*- r " *""■ "~ : 


Strand'" 








Start 


' 9220 - ' . "•' ' ; \ . 


End 


15652 . ' 






Name " 


OJ990818 1 16.9C10.C39:ol.ts • 


' Method 


TBLASTX: 


Soybean'"' 




Start 


12309- .: ... ■: - 


- -End—— - 


124-6-7—- 






GI 


none '. 


v Score 


151 






Exons 


12309. .124 67, ' 12313. .12450 










Seq. No. 


36874 


Seq. ID. 


OJ990818 


_16.9C10 


.C41 


Gene No. 


75873 


Strand 


+ 






Start 


1838 


End 


3316 






Name 


OJ990818 16. 9C10.C41.ol.gs 


Method 


GENSCAN 






Start 


1838 


End 


3316 






GI 


none 


Score 


.42 






Exons 


1838.. 1903, 2336.. 2363, 3267 


. .3316 









36535 



Seq. No. 


36874 




Seq. ID 


OJ990818 


Gene No. 


75874 




Strand 


+ 


Start 






End 


/303 


Name 


OJ990818 1 o . 9C1Q . C4 1 . o2 


• gp 


Method 


AAT/GAP 


Start 


7034 




End 


7303 


GI 


none 




Score 


536 


Exons 


'—> r\ ~) A n o ^ 1 

7034 . . 7303 








Seq. No. 


36874 




Seq. ID 


OJ990818 


bene ino . 


/ JO / J 




Strand 




Start 


795 




End 


16343 


Name 


OJ990818 16. 9C10.C41.ol 


.np 


Method 


AAT/NAP 


Start 


795 




End 


6042 


GI 


5922623 




Score 


71 


Exons 


795. .950, 5967. .6042 








GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 
Gene No. 
„St„axt__ 
Name.,., . 
Start 
GI 

Exons 



gi| 6016856 |dbj IBAA85199. 1 | (AP000570) hypothetical protein 
[Oryza sativa] 



36874 
75875 

J7 95__._ ■„ 

,_GJ9 .9.0.81 i\ 1.6 ...9Cl.a..cij ..o2 ..g.s . 

5070 

none 



Seq. ID OJ990818_16.9C10.C41 
Strand 

^End 16 34 3 

.Method _GENSCAM_ . . 

End 1634 3 

Score . 62 



5070. .5219, 5334. .5604, 6648. .6908, 7339. .7461, 7772. .7874, 
10422. . 10567, 1 184 1 .. 11998 , 15062 15235 , 16224. .16343 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start- 
GI " 
Exons 

-GI Descrip. 



36874 
75875 
795 

OJ990818_16. 9C10.C41.o3.gp 
7371 

LIB3433-039-P1-K1-C11 



Seq. ID OJ990818_16.9C10.C41 
Strand 

End 16343 

Method AAT/GAP 

End 7878 

Score 679 



7371. .7484, 7505. .7537, 7590. .7878 

1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



36875 
75876 
1085 

OJ990818_16. 9C10.C4 2.ol.np. 

10.85 : * ' : ' 

. 4335 7 5'4 . 

1085. M792, 3906. .5171 - ' ' . V" ^ ' 

-(■AC006284 Imputative purple- acid phosphatase-'. [ Arabidopsis - 
.thaliana] * ' ' ■ , ;. 



Seq. ID OJ990818_16.9C10.C42 
Strand + 
End 5175 
Method AAT/NAP 

End " "* \ \"~ 5171"- """i /v - ' ; 

.Score . 1809 



Seq. No. 36875 

Gene No. 75876 

Start 1085 

Name OJ9908 18_16 . 9C10 . C42 . ol . gs 

Start 1100 

GI none 

Exons 1100. . 17 92, . 3906. .5174 



Seq. ID ■ OJ990818_16.9C10.C42 

Strand + 

End 5175 

Method GENSCAN 

End 5174 

Score . 9 



Seq. No. 



36875 



Seq. ID OJ990818 16.9C10.C42 



36536 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name„. „ 

Start." . . 
GI 

Exons 



75876 Strand + . - 

1085 End 5175 

OJ990818_16. 9C10.C42.ol.gp Method AAT/GAP 
4774 End" 5175 

60633_1.R1084 Score 800 

4774. .5175 

, 4335754/gb|AAD17431| 8.0e-30 (AC006284) putative acid 
phophatase (contains metallo-phosphoesterase motif, prosite 
QDOC50185) [Arabidopsis thaliana] • 



36875 
75877 
5994 

OJ990818_16 . 9C10 . C42 . o2 . tm 

1196 

none 



Seq. ID OJ990818_16.9C10.C42 

Strand + 

End 7485 

Method TBLASTX : Mai ze 

End 1527 

Score 4 62 



1196. .1525, 1207. .1281, 1402. .1527 



36875 
75877 

5994 End 

.OJ99A8J.6_JLA.-.9-C.lQ. s C.4 2 ? ..o4..,:ts_ Meihqd.. 

1196... J ; . End.,. .. 

none Score 

1196. .1363, 1216. .1281, 1373. .1456 



Seq. ID OJ990818_16.9C10.C42 
Strand + 

7485 

T B L A § J XjJi oy be a n _ .. 

145.6. 

193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No.. 
'Gene No. 
Start 
Name. " 
Start 
GI 

Exons 



36875 
7.5877 
5994 

OJ990818_16. 9C10.C42.o4 . tm 

1529 

none 

1529. .1702, 1531. .1701 

36875 
75877 
5994 

OJ990818_16. 9C10.C42.o3.ts 

1924 

none 



Seq. ID OJ990818_16.9C10.C42 

Strand + 

End 7 4 85 

Method TBLASTX: Maize 

End 1702 

Score 222 



Seq. ID OJ990818_16.9C10.C42 

Strand' + 

End 7 485 

Method TBLASTX : Soybean 

End 7483 

Score 81 



1924. .2007, 6918. .7037, 6996. .7076, 7025. .7081, 7085. .7162, 
7086.. 7160, 7178... 7285, 7179 7286, .7376 .. 7.483, 7399.. 7464. . 



.36875 . ".. . Seq. "ID OJ9908 18_1 6 . 9C10 /C42 

• 75877 • strand '"■+* .. " ' * ' ' 

-..5994. - ErkU 7485 ... .-1.: „. 

' Oj990,81g_16.'9ci0.-C42.o2.;ts ".' 'Method " T.BLASTX: 'Soybean 

4073 End 4331 

none Score 330 

407.3. .4270, 4074. .4274, 4094 . .4294, 4108. .4302, 4281. .4331 



Seq. No. 36875 

Gene No. 75877 

Start 5994 

Name OJ9908 18_16 . 9C10 . C42 . ol . tm 

Start 4142 

GI none 



Seq. ID OJ990818_16.9C10.C42 

Strand +■ 

End 7485 

Method TBLASTX : Mai ze 

End 4985 

Score 171 



36537 




Exons 


a i a o a on r\ 
414^ . . 4 z / U, 


a i a a 
4 14b. 


A on A 
. 4 z / 4 , 


A 1 A Q 
4 14 O 


..4270, 4277. .4972, 


4z /y . .4 9/1, 




4zo 1 . .4 yoz , 


A O Q 1 

4 z o 1 . 


. 4 yy o 










Seq. No. 


obo /o 








Seq. ID 


OJ990818 


16 . 9C10 . C42 


Gene No. 


75877 








Strand 


+ 




Start 


5994 








End 


7485 




Name 


UJyyUolo It). 


ybi u . 


b4 z . 0 1 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4 4 0 / 








End 


4873 




bl 


none 








Score 


326 




Exons 


440/. . 4 by b , 


A A c: q 
4 4 OO . 


/ TAT 


4 4b/ 


. .4703, 4534. .4704, 


4 / j j.. .4o/3, 




4/J4..4o/l, 


/I *7 /I 1 

4/41. 


. 4 o / z 










Seq. No. 


36875 








beq . i u 


uu y yuy it> 


_16.9C10.C42 


Gene No. 


75877 








Strand 


+ 




b tart 


o y y 4 










l /| QC 

/ 4 o 0 




Name 


u j yyuoio id. 


ybiu . 


C 1 A O s\ R 

L4 z . OO 


. tm 


Method 


qinT 7\ O TV ■ 


Mai ze 


Cf ivf 

btart 


4 y o D 








Lna 


CI Q1 

o i y i 




bl 


none 








Score 


01 A 

z 1U 




Exons 


4 y o o . . o i y i , 


A Q Q C 

4 y 0 D . 


CI T/l 

.01/4 










Seq. No. 


36875 








Seq. ID 


OJ990818 


_16.9C10.C42 


,.G^ene„Np„., " 


7 5877„_ 





_~ ... 




„S.t.ranci.. . 




„ — . — 


btart- . . . 


. o y y4. , . ... . . , . . 








. End 


! 7485 " 


- -v- 4 ~~ 


Name 


OJyyUolo lb. 


yciu . 


C4z . OZ 


.gs 


Method 


GENSCAN " 




Start 


t Q ft. /I 

oy y 4 








End 


7337 




bl 


none 








Score 


.46 




Exons 


oyy4 . . buzi, 


a Q Q o 


c a c\ "3 


bo 4 b 


. .7337 






beq . no . 


JDO / J 








Seq. ID 


OJ990818 


lb . yClU . C4z 


Gene No. 


75877 








Strand 


+ 




Start 


5994 








End 


7485 




Name 


OJ990818 16. 


9C10. 


C42.o2 


.np 


Method 


AAT/NAP 




Start 


6888 








End 


7485 




bl 


5454204 








Score 


382 




Exons 


6888. .7485 














GI Descrip. 


(AC005698) T3P18. 


18 [Arabidopsis thaliana] 




Seq. No. 


36875 








Seq. ID 


OJ990818 


__16.9C10.C4'2 


Gene No. 


75877 








Strand 


+ 




btart 


5994 








End 


7485 




Name 


OJ990818 16. 


9C10. 


C42.o3 


.tm 


Method 


TBLASTX: 


Mai ze 


otar.t 


. ..6915 . 








End . 


7313 . 




bl 


• none 








* Score " " 


■415 - 




Exons 


6915. ;7313, 


6918'. 


.7040, 


7019" 


.7312 




■ -. 


Seq. No. — 


- -3,68-7-5 ~ : 








- Seq. -ID- 


-OJ9908-18 


-1-6 ;-9-C10-.-C4-2- 




75877 " 








' Strand ' 


+ * ' 




Start 


5994 








End 


7485 




Name 


OJ990818 16. 


9C10. 


C42.o2 


gp 


Method 


AAT/GAP 




Start 


6968 








End 


7236 




GI 


uC-osroM202028el2al 




Score 


360 




Exons 


6968. .7236 














GI Descrip. 


■ 6041757/gb| AC011 


806.1|AC011S 


506 1.0e-43 Genomic 


Sequence For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 36876 Seq. ID OJ990818_16 . 9C10 . C4 3 



36538 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



75878 Strand + 

1 End 1517 

OJ990818_16. 9C10.C43.ol.np Method AAT/NAP 

1 End 1517 

5454199 Score 364 
1..596, 1465. .1517 

(AC005698) T3P18.13 [Arabidopsis thaliana] 



36876 
75878 
1 

OJ990818_16. 9C10.C43.ol.gs 
61 

none 
61. . 637 



Seq. ID OJ990818_16.9C10.C43 

Strand + 

End 1517 

Method GENSCAN 

End * 637 

Score . 53 



Seq. No. 
Gene No. 
Start 
Name 
Start 
_GJ . 



..Exons, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36876 
75879 
483 

OJ990818_16. 9C10.C43.ol.tm 
54 

^ngjie 



Seq. ID OJ990818_16.9C10.C43 
Strand 

End 819 

Method TBLASTX: Maize 

End 583 

Score, 114 ~ •• . • 



54.... XA 6 . 53 ... 1A .5.,, ,.13.7-. ...583 ^1.6.3 ,, ..41 1 . '„ 



36876 
75879 
483 

OJ990818_16.9C10.C43.ol.ts 
56 

none 



Seq. ID OJ990818_16.9C10.C43 
Strand 

End 819 

Method TBLASTX : Soybean 

End 562 

Score 113 



56. .157, 57. .158, 137. .421, 148. .402, 464. .562 



Seq. No. 36876 

Gene No. 75879 

Start 483 

Name O J9908 18_1 6 . 9C10 . C4 3 . ol . tc 

Start 137 

GI none 
Exons 



Seq. ID OJ990818_16.9C10.C43 

Strand 

End 819 

Method TBLASTX : Cress 

End. 418- 

Score 152 



137. .250, 148. .249, 277. .345, 278. .41? 



Seq. No. 36876 

Gene No. 75879 . . 

Start ' ' 483 " "[ '/ '\ "~ 

Name OJ990818_16 . 9C10 .'C4'3 . o.l . gp 

Start : '483' ' 

.GI--- -• uC-osroM202028el2bl- ; 

Exons* ' 483. .'ai9 ' ' ' " % '" " " • '■ 

GI Descrip. ■ 604 1757/gb | AC011806 . 1 | AC011806 7.0e-21 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 

complete sequence 1 



Seq. ID OJ990818_16.9C10.C43 
Strand - ...... 

End ~ " 8'19 ' "*".■;"•" '" 7" 
Method AAT/GAP . . 
End ' " : 819 ' ' ' • ■'■*■"' ■ ■ 
Score 662 - • . .'• ' 



Seq. No. 36877 

Gene No. 75880 

Start 768 

Name OJ990818_16 . 9C10 . C44 . ol . gs 

Start 768 

GI none 



Seq. ID OJ990818_16.9C10.C44 

Strand + 

End * 1501 

Method GENSCAN 

End 1501 

Score .77 



36539 





Exons 


7fifl Qf)4 1 ^9fi 


J. JUl 










Seq. No. 


36877 




Seq. ID 


OJ990818 


_16.9C10.C44 




Gene No. 


75881 




Strand 


+ 






C +- -a r-+" 


^4^7 




Hiiia 


DOO / 






Name 


Pj.TQQDRI fl 1 QP1 0 


P4 4 o "3 rro 


ixie tnou 


CTTMQPZIM 
kjHiLNoCttlN 






o tar t 


^4^7 
J ft D i 




U 1 r> H 


DOO/ 






p t 


none 




Score 


1 
1 






Exons 


^4^7 fiflft7 

JftO/..DOO/ 












o e q . in u . 


^fiR77 
jdo / / 




oeq . ± u 


n.TQQHR 1 fl 
Uu z? U 0 X O 


1 £ QP1 H P4 4 
J. D . ?bl U . ft fl 




Gene No. 


75881 




Strand 


+ 






Start 


5457 




End 


6887 






Name 


n.TQQHfti r i qpi n 

jUOIO ID. "LIU 


.C44 .ol.np 


Method 


AAT/NAP 






o l air l 


S4 69 ~~ 




End 


6857 






PT 


5454198 

»J T -J T J. ^ U 




Score 


835 






IT* V /"M""* O 

_xons 


^469 fifl^7 
-J 4 OZ . . DO J / 












bi uescr ip . 


/ ZlPPi fl ^ C QQ \ T"3D1 P 


.12 [Arabidopsis thaliana] 






o e q . in o . 


"3 £R7 7 
ODD / / 




Seq. ID 


OJ990818 


1 £ QP1 n C A A 

J.D. 27b--lU.b/flfl 




Gene No. 


75882 




Strand 


+ 







_^JUXt,_,: . 


m ™97aS™ , , , ,-. , 




Jnd - , 








_ . _Name „ . . w 


n.TQQDftlfi 16 QP1 fl 

ViU,.? 0 -LO.„ X D_. , -J,bi U 


. CA4 . o.Z..np_/_ 


" .Method . . _ 


..aat/nail; 


„ — w 




Of vf 


.QIC! 
-? / D / 




End 


' 11172 




"If 5 


p t 


R4 R4 1 Qfi 
D fl D fl 1 y 0 




Score 


802 




in 


Exons 


Q7 £7 1117 9 










i y 


uj. uescrip. 


\nbUU jD"0 / ±Otz±0 


. 12 [Arabidopsis thaliana] 






Seq. No. 


36877 




Seq. ID 


OJ990818 


_16.9C10.C44 




Gene No. 


75882 




Strand 


+ 








Q7P ^ 




End 


11191 






Name 


PiTQQflfllR 16 Qfi fl 
UujjUOIO id. ybiu 


.C44 .o5 . gs 


Method 


GEN SCAN 




E is? 


Q-t- a r-+- 

o tair L. 


Q7 R ^ 




End 


11191 




E 


P T 


none 




Score 


1 




f 1 


LAUllb 


Q7RR 111Q1 












Seq. No. 


36877 




Seq. ID 


OJ990818 


_16.9C10.C44 




Gene No. 


75883 




Strand 








O LdlL 


4 1 Q7 

*1 J. j3 / 




End 


4712 






Name 


PiTQQflfllR 16 QPIH 


.C44 ,o2.gs 


Method 


GENSCAN 






Olall 


A 1 Q7 
fl ± y / 




End 


4712 






P T 


none _ . 




Score • . 


.84 






" ' U 1 \t /-v y~\ (~* 


-41 Q 7 : 4 9 Q P ~ • A 9 Q 
fl±:7/..fiZ:7 0, H 3 


. .4448,-4710, 


•'4712 \ ' : 




.. V--. *:-■ ' . 




oeq. lno . 


jDo / / 




Seq. ID- 


OJ990818 


X O . y^l U . Ufl 4 




- -bene - jno - 


7 c; p p yi 

•-. / DOO fl - , — 




Strand- 








■ Of ar-l- 

o uar u 


*7 ^ Q £ • . ' " 




' End 


l'li07 ' ' 






Name 


' OJ990818 16.9C10 


.C44 .ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


.5493 




End 


10591 






GI 


none 




Score 


84 






Exons 


5493.. 5615, 5574 


..5654, 5612. 


.5659, 5663.. 5740, 


5664 . .5738, 






S756..5863, 5757 


..5864, 5904. 


.5954, 5937. .6182, 


5978. . 6043, 






6176.. 6277, 6195 


..6278, 9797. 


.9952, 9797.. 9913, 


9961. .10038, 






9962.. 10060, 10238. .10495, 102 94 .. 104 1 9, 10520. 


. 10591, 






10522. .10590 












Seq. No. 


36877 




Seq. ID 


OJ990818 


_16.9C10.C44 



36540 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



75884 Strand 

7596 End 

OJ9908 18_1 6 . 9C10 . C44 . o2 . tm Method 

54 99 End 

none Score 



11107 

TBLASTX: Maize 

10204 

323 



5499. .5810, 5499. .5618, 5609. .5809, 9785. .10054, 9785. .9916, 
9907. .10053, 10063. .10203, 10067. .10204 



Seq. No. 36877 

Gene No. 75884 

Start 7596 

Name OJ990818_16 . 9C10 . C44 . o2 . tc 

Start 5574 

GI none 
Exons 



Seq. ID OJ990818_16.9C10.C44 
Strand 

End 11107 

Method TBLASTX : Cress 

End 10288 

Score 4 6 



5574. .5621, 5664. .5738, 5763. .5882, 5922. .5975, 9803. .9919, 
9962. .10036, 1007 6 .. 10195, 10262. .10288 



Seq. No. 
Gene No. 
Start 
Name 

Gi;: „"-.:_. 

Exons 



36877 
75884 
7596 

OJ990818_16. 9C10.C4 4 .ol.tm 
581 1 - - 



Seq. ID OJ990818_16.9C10.C44 
Strand 

End 11107 

Method TBLASTX: Maize 

.EncL. - 111Q7 • ■ •• - 



none' 1 „ /_._, _ Scare'. ....'22:2,.. 

5811.. 6161, 5949.. 6182, '6228.-6797, ' 6228 .. 6401, " 6269 . . 6628, 
10262. .10495, 10309 10503, 1054 1 .. 10963, 10543 .. 10941, 
10967. .11107 



Seq. No. 36877 

Gene No. 75884 

Start 7596 

Name OJ990818_16 . 9C10 . C4 4 . ol . tc 

Start 6171 

GI none 
Exons 



Seq. ID OJ990818_16.9C10.C44 
Strand 

End 11107 

Method TBLASTX : Cress 

End 10786 

Score 237 



6171. .6470, 6272. .6472, 10499 .. 10786, 10585. .10785 



Seq. No. 36877 

Gene No. 75884 

Start 7596 

Name OJ990818_16 . 9C10 . C44 . o2 . ts 

Start 6281 

GI none 
Exons 



Seq. ID OJ990818_16.9C10.C44 
Strand 

End 11107 

Method TBLASTX : Soybean 

End 11089 

Score 382 



6281. .6619, 6282. .6638, 6681. .677 9, 10594 1.0932, 105 95 ... 10960, 
10991 : . .11089 - : • """" : * -'"'*-"- ""*- '■ " " v * ~ ■' 



Seq'.'No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



36877 - " • ■ v " • • " 

.75884: -- --- . •:. 

7596. ' ' ' ' • 1 
OJ990818_16 . 9C10 .C44 . o4 . gs 
7596 
none 



Seq.. ID 5 OJ9"90818_16 . 9C10:C4 4 

Strand---:-- ..*- - - — . 

End 11107- * ' ' ' 

Method GENSCAN 
End 8453 
Score .41 



7596. .7601, 7796. .8053, 8379. .8453 



36878 
75885 
1 

OJ990908_19. 9C10.C2.ol;np 
1 



Seq. ID OJ990908_19. 9C10.C2 

Strand + 

End 836 

Method AAT/NAP 

End 836 



36541 



GI 

Exons 

GI Descrip. 

Seq. No.* 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5091513 Score 797 

1..22, 130. .836 

(AB023482) Hypothetical protein [Oryza sativa] 



36878 Seq. ID 

75885 Strand 

1 End 

OJ990908_19 . 9C10 . C2 . ol . gs Method 

166 - End 

none Score 
166. .755 



OJ990908_19.9C10.C2 
+ 

836 

GENSCAN 

755 

.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

.Gene. No 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36879 Seq. ID 

75886 Strand 

1 End 

OJ990908_19.9C10.C3.ol.np Method 

1 End 

4680203 Score 

1..72, 553. .2212, 2366. .2596, 2873. .3834 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990908_19.9C10.C3 
+ 

4648 
AAT/NAP 
3834 
3113 



_3.gSZ9 , 

.,7.5.8.86 
1 

OJ990908_JL9.9C10.C3.ol.gs 

553 

none 

553. .2050, 2277.. 2829, 2877, 



strand. ".,+. ... L_'^. 
End '4648 
Method GENSCAN 
End 3855 
Score .83 
.3121, 3473. .3855 



36879 Seq. ID 

75886 Strand 

1 End 

OJ990908_19. 9C10.C3.o2.gp Method 

557 End 

342JL.R1084 " Score 
557. .4295, 4624. .4648 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OJ990908_19. 9C10.C3 
+ 

4648 
AAT/GAP 
4648 
5696 



Seq. No. 36879 
Gene No. 75887 
Start . 557 ... 

Name "* OJ990908 : _19 /9C10 C3\ ol gp • 

Start ' 557 '' 

GI"" " ' " ■342_1.R1084 ' ' ' * ' ■■ 

■ Exons .... ■ 557 . .-4'2-99- - • ' - — - " - - - - - 

GI Descrip. ' ' M 574 406/gb I AAD24042 VI | Q .'.Oe+OO (AF12 1.13.9 ) RIM2\jprbtein [Q'ryza 
sativa] 1 . . ' 



Seq. ID OJ990908_19. 9C10.C3 
Strand 

End . . 4299 ■ . 

MetHod". ' ""AAT/GAP " r: '" ' ' 

End * ; ' 4 299 . 

Score ' ' "5699 ' " 7 ~ 



Seq. No. 36879 Seq. ID 

Gene No. 75888 Strand 

Start 4437 . End 

Name OJ990908_19 . 9C10 . C3 . o4 . tw Method 

Start 890 End 

GI none Score 
Exons 



OJ990908_19. 9C10.C3 
5438 

TBLASTX: Wheat 

1255 

82 



890. .997, 910. .1011, 994. .1239, 1002. .1238, 1005. .1247, 
1013. .1255 



36542 



Seq. No. 36879 Seq. ID OJ990908_19 . 9C10 . C3 

Gene No. 75888 Strand 

Start 4437 End 5438 

Name OJ990908_19 . 9C10 . C3 . ol . ts Method TBLASTX : Soybean 

Start 1177 End 1605 

GI none Score 100 

Exons 1177.. 1251, 1252.. 1314, 1309.. 1605, 1366.. 1587 

Seq. No. 36879 Seq. ID OJ990908_19 . 9C10 . C3 

Gene No. 75888 " Strand 

Start 4437 End 5438 

Name OJ990908_19 . 9C10 . C3 . ol . tc Method TBLASTX : Cress 

Start 1345 End 1686 

GI none Score 273 

Exons 1345.. 1686, 1539.. 1667 

Seq. No. 36879 Seq. ID OJ990908_19 . 9C10 . C3 

Gene No. 75888 Strand 

Start 4437 End 5438 

Name OJ990908_19 . 9C10 . C3 . o2 . tw Method TBLASTX : Wheat . 

S It ,axt- J 74_ ^ ; - , End 1943 ,,/ _ 

JGX".'.'-- ' noae; \ . . J. J;.;. .Score..: . _ 73. - . ~ 

Exons 1474. .1530, 1482.. 1526, 1527.. 1628, 1528.. 1632, 1636.. 1734, 

1639. .1734, 1641. .1742, 1644. .1736, 1714 .. 1938, 1734 1943, 

1737. .1943 

Seq. No. 36879 Seq. ID OJ990908_19 . 9C10 . C3 

Gene No. 75888 Strand 

Start 4437 End 5438 

Name OJ990908_1 9 . 9C10 . C3 . ol . tm Method TBLASTX : Maize 

Start 1519 End 1977 

GI none Score 233 

Exons 1519.. 1773, 1531.. 1773, 1783.. 1977 

Seq. No. ' 36879 Seq. ID OJ990908_L9 . 9C10 . C3 

Gene No. 75888 . Strand 

Start 4437 End 5438 

Name OJ990908_19 . 9C10 .C3.o2 . ts Method TBLASTX : Soybean 

Start 1807 End 2049 

GI none Score 208 

Exons. . 1807. .20.49 



Seq. No.'- '36879". ' * '* ' ; *Seq.' ID OJ990908_19 . 9C10\ C3' 

Gene No. 75888 ' "" • ' ; Strand ' - * 

Start-. ' - ■ 4437- . - : ..' ^ End' 5438- : : " — : - 

Name" ' ' OJ990908_1 9 .-9C10 . G3 . o3 . tw : .. .Method : TBLASTX : Wheat 

Start -2068 ' 'End k 2473 

GI none Score 79 

Exons .2068. .2118, .2069. .2131, 2117.. 2359, 2137.. 2358, 2389.. 2472, 
2392.. 2472, 2393.. 2473 

Seq. No. 36879 Seq. ID OJ990908_1 9 . 9C10 . C3 

Gene No. 75888 Strand 

Start 4437, End ; 5438 

Name OJ990908_19 . 9C10 . C3 . ol . tw Method TBLASTX; Wheat 

Start 2474 End 3774 




36543 




GI 


none 








Score 


542 


Exons 


2474 . .2659, 


2479. 


.2952, 


2480 


..2905, 2872. .3381, 2910. .3341, 




3049. .3348, 


3356. 


.3421, 


3375 


..3416, 3376. .3420, 3423.-3476, 




3427 . . 3486, 


3465 . 


.3605, 


3493 


..3612, 3496. .3612, 3534. .3614, 




3618 . .3671, 


3619. 


. 3699, 


3688 


. .3774, '3692. .3763, 3714. .3770 


Seq. No. 


36879 








Seq. ID 


OJ990908 19.9C10.C3 


Gene No; 


75888 








Strand 


_ 


Start 


4437 








End 


5438 


Name 


OJ990908_19 


. 9C10. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2522 








End 


2836 


GI 


none 








Score 


301 


Exons 


2522 . . 2836, 


2539 . 


. 2808 








Seq. No. 


36879 








Seq. ID 


OJ990908_19.9C10.C3 


Gene No. 


75888 








Strand 




Start 


4437 








End 


5438 


Name 


OJ990908_19 


. 9C10 . 


C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2767 








End 


3198 


GI 


none 








Score 


176 


Exons 


2767 . .2952, 


2771 . 


.2905, 




2872 

: — „ 


..3198, 2910. .3194, 3049. .3198 


Seq... Np . . 


' 3 687 9 


rrr— 






„ .Seq. .".ID 


...;o'J.9 9 0.908.^1.9 . 9Cl£Ua3. , 


Gene No. 


75888 








Strand 




Start 


4437 








End 


5438 


Name 


OJ990908_19 


. 9C10. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


4437 








End 


5438 


GI 


none . 








Score 


.68 


Exons 


4437 . .4691, 


4960. 


.5169, 


5207 


. .5438 




Seq. No. 


36880 








Seq. ID 


OJ990908_19.9C10.C4 


Gene No. 


75889 








Strand 


+ 


Start 


611 








End 


1775 


Name 


OJ990908 19 


. 9C10. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


611 








End 


1775 


GI 


4680204 








Score 


644 


Expns 


611. . 1775 












GI bescrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


36880 








Seq. ID 


OJ990908_19. 9C10.C4 


Gene No. 


75889 








Strand 


+ 


Start. 


■ 611 .... 








End 


1775 . .. 


Name - 


' OJ990908- 19 


. 9 C10'. 


C4 /pi". 


gs-/ 


Method 


GENSCAN ' " - • ■ 


Start.. 


'68 6 / 








End 


1591. 


GI 


none 








'Score 


.75- • " ' ' 


Exons - : ~ r 


.: 6a6 .i Tr i;ii5,-- 


1161-.-. 


15:91. ; 








Seq. No. ' 


* 36880 








Seq. ID 


OJ990908_19. 9C10.C4 ' 


Gene No. 


75889 








Strand 


+ 


Start 


611 








End 


1775 


Name 


ojyyuyub ±y 


. 9C10. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1251 








End 


1654 


GI 


none 








Score 


196 


Exons 


1251. .1367, 


1253. 


.1486, 


1253 


.1447, 1360. .1494, 1484. .1654, 




1537. .1653 












Seq. No. 


36881 








Seq. ID 


OJ990908_19. 9C10.C5 



36544 



Gene No . 


/Doyu 


Strand 


+ 




o rare 


7 1 


End 


7728 




Name 


OJ990908 19.9C10.C5.ol.gs 


Method 


GENSCAN 




Start 


71 • 


End 


7728 






none 


Score 


.77 




Exons 


71 i qo SdD QOft Qftl 1 1 


1282. .14 


:55, 1586. 


• ID JT ; 




17^ 1 Q97 1 QO'S 9H91 9191 


.2276, 4156. .4314, 


A S9P ^£1 £ 




JO / Z . . J / Dfi/ O0*4j..DU0U/ DllJ . 


.6116, 6267.. 6502, 


7 -3 c; a 7 R9 ft 




7 £ 1 cl 7 7 9ft 
/ 0 J. 3 . . / / ZO 








Seq. No. 


36881 


Seq. ID 


OJ990908 


_19.9C10.C5 


Gene No. 


75891 


Strand 








ft 6£i 

0DD1 


End 


9302 




Naine 


OTQQnQOP 1 Q Qpl 0 PR r^9 rrc 


Method 


GENSCAN 




b tar l 


ft £ £1 
O GDI 


End 


9302 






nunc 


Score 


.63 




Exons 


8661 9^0?' 

O UOl • • JJUi 








Seq. No. 


36882 


Seq. ID 


OJ990908 


_19.9C10.C6 


Gene No. 


75892 


Strand 








A £ 


End 


1189 




Najne_^„„_ „ 


ATQQnQnft-1Q Q P 1 fi P £ /^1 


J^eJ:hppl. _ 


„GE.N£QM~ 


— , — , , 


btarx..., ■ . . .... 




".End.., . 


..1189. 







none 


Score 


.54 




Exons 


/ £ Tfl1 4 A £££ 7 /I ft Q9fl . 


1130.. 1189 




beq. wo. 


jDOoZ 


Seq. ID 


OJ990908 


i q qpi n p£ 


t^ene wo . 


/ jo y j 


Strand 






Start 


1243 


End- 


2028 




Name 


OJ990908 19.9C10.C6.ol.gp 


Method 


AAT/GAP 




buar u 


1243 


End 


2028 






95583 1.R1084 


Score 


1160 




T /"N y*\ f 4 * 

iijxons 


1243. .1686, 1786. .2028 ■ 








vai uescrxp . 


'343696/gb|K01229|WHTMTRR18 0 


. 0e+00 Wheat mitochondrial small 




subunit (18S) rRNA gene (complete) 1 






Seq-. . No . 


36882 


Seq. ID 


OJ990908 


_19.9C10.C6 


Gene No. 


75893 


Strand 








1243 


End 


2028 




Name 


OJ990908 19. 9C10.C6.o2.gs 


Method 


GENSCAN 




otart 


1446 


End 


1991 




f T 

LjI 


none 


Score 








'*1446;."1686y 17 8 6 \\ 1 991~ • : . 








beq. no. 


* 36883 ' 


SeqV ID 


OJ990908 


J,9.9C10:C7 ' 


Gene No-. -- - 


.-75894.' - ; 1_ — 


..Strand-— 






buaru 


. i297 . ■* . V . • ' v.. 1 ' 


• End " . 


"1218*6" ■ 




Name 


OJ990908 19.9Clb.C7.ol.gs '• 


Method 


GENSCAN 




Start 


1297 


End 


118 63 




C T 


. none 


Score 


.55 




Exons 


1297. .1344, 2004. .2177, 2270. 


.2395, 4449. .4476, 


5419. .5497, 




5960. .6056, 6776. .6815, 8227. 


.8578,- 9015. .9224, 


9315. .9395, 




10220. .10301, 10437. .10477, 10506 .. 10539, 10747 


. . 10834, 




11102. .11173, 11268. .11863 








Seq. No. 


36883 


Seq. ID 


OJ990908^ 


_19.9C10.C7 


Gene No. 


75894 


Strand 


+ 





36545 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Q.I, 
.Expns' 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ; ' ' 

Seq. No. 

Gene- No. — • 
■ Start-', ; 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 



1297 End 12186 

OJ990908_1 9 . 9C10 . C7 . o4 . gp Method AAT/GAP 

8711 End 10482 

6025022 Score 410 

8711. .8858, 10220. .10301, 10437. .10482 



36883 
75894 
1297 

OJ990908_19 . 9C10 . C7 . o2 . np 

10162 

6815072 

10162. . 10252, 11481, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,11855, 11948. .12186 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



OJ990908_19. 9C10.C7 
+ 

12186 
AAT/NAP 
12186 
365 



36883 
75895 
1 

OJ990908_19 . 9C10 . C7 . ol . np 
1 



Seq. ID 
Strand 
End 

Method 
End 



OJ990908 19.9C10.C7 



12186 
AAT/NAP 
12186 

5042454 • _ -S,c.ore 212_: „_„. 

1,. ..,54 1932":. ,.2 302., .5,930 ..... '6116,, 121.4.6..,. 1218.6 ... .„ 
(AC007789) putative polyprotein [Oryza sativa] 



36883 Seq. ID 

75895 Strand 

1 End 

OJ990908_19 . 9C10 . C7 . ol . gp Method 

3499 End 

LIB3477-003-P1-K1-E9 Score 
3499. .3574 

'24 98586/sp|Q4 0638 IMPOl 
S 1 PRECURSOR (ORY S I) 
sativa] 1 

36883 

75895 Strand 

1 End 

OJ990908_19 . 9C10 . C7 . ol . tc Method 

4810 End 
none • . Score . 



OJ990908_19.9C10.C7 

12186 
AAT/GAP 
3574 
101 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 
>gi_1173557 (U31771) Ory s 1 [Oryza 

Seq. ID OJ990908_19.9C10.C7 



12186 

TBLASTX: Cress 

4953 

235 



ORY 



OJ990908 19.9C10'.C7 



4810;. 4953, 4813.. 4947, 4814 . : 4.94 8 ; \ 

36883 - seq. ID 

J7-58 95-- ■ r :*^4-St.r-ari'dl: • 

1 V • - V " ' . " / ■ ■ ' - * End'-' 
O'J9'90908_i9.9C10.C7.o3.gp 'Method 
4811 End 
5003694 Score 
4811. .4951 

343696/gb|K01229|WHTMTRR18 0.0e+00 Wheat mitochondrial small 
subunit (18S) rRNA gene (complete) 



12186 
AAT/GAP 
4951 
237 



36883 
75895 
1 



Seq. ID 

Strand 

End 



OJ990908 19.9C10.C7 



12186 



36546 



• • 

Name OJ990908_19 . 9C10 . C7 . ol . tm Method TBLASTX: Maize 

Start 11591 End 12114 

GI none Score 82 

Exons 11591. . 11644, 11651 11908 , 11911 12114 , 11914 .. 12084 , 

12009. .12098 

Seq. No. 36884 Seq. ID OJ990908__1 9 . 9C10 . C9 

Gene No. 75896 Strand + 

Start 1 End -1713 

Name OJ990908_19 . 9C10 . C9 . ol . np Method AAT/NAP 

Start 1 End 1713 

GI 6815072 Score 1020 

Exons 1 . . 1713 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

T13P21; hypothetical protein (AC006067) [Oryza sativa] 

Seq. No. 36884 Seq. ID OJ990908_19 . 9C10 . C9 

Gene No. 75896 Strand + 

Start 1 End 1713 

Name OJ990908_19 . 9C10 . C9 . o2 . tm Method TBLASTX : Maize 

Start 548 End 1003 

GJ. „ . ^none... .... , .Score „J_CL ~ — — , 

!" EX6ns~7...;c'.. *^54.8 : . .'616., ..563^ 75.4^ . 77 9 . ,I6"o5, : _8 6.2 ...,10.0.2*^. - 

Seq. No. 36884 Seq. ID OJ990908_19 . 9C10 . C9 

Gene No. 75896 Strand + 

Start 1 End 1713 

Name OJ990908_19 . 9C10 . C9 . ol . tm Method TBLASTX : Maize 

Start 1148 End 1516 

GI none Score 344 

Exons 1148.. 1516, 1159.. 1254, 1172.. 1342 

Seq. No. 36885 Seq. ID OJ990908_19 . 9C10 . C10 

Gene No. 75897 Strand + 

Start 142 End' 4351 

Name OJ990908_19 . 9C10 vCIO . ol . gs Method GENS CAN 

Start 142 End 4351 

GI none Score .77 

Exons 142. .285, 368. .641, 732. .834, 949. .1079, 1211. .1286, 1375. .1507, 

2003. .2296, 2380. .2462, 3097. .3199, 3845. .3928, 4304. .4351 

Seq. No... 36886 .. . Seq. ID OJ990908_19.. 9C10 . Cll . . 

Gene* Nov : : 7 589 8" "■ - •• • /Strand :/ "+"' r '' : " * " ' ' ■ v -"- v *"™ ■ " r: ' " 

.Start 3765 End 5519 *" ™ 

Name ' OJ990 908_19 . 9C10 ."C1T. o2 . gs "Method .GENSCAN' - - 

-Start -.-3-7 65 — - . . — --End- — r 5513- v — - — - „ J; 

GI „ *' - none * Score .59 * 

Exons 3765. .3926, -3950. .4049, 4250.. 4548, 4586..4723 : , 4754.. 4842, ' 

5044.. 5175, 5363.. 5519- 

Seq. No. 36886 Seq. ID OJ990908_19 . 9C10 . CI 1 

Gene No. 75899 Strand + 

Start 11227 End 11870 

Name - OJ990908_19 . 9C10 . Cll . o4 . gs Method GENSCAN 

Start . 11227° End ' 11870 

GI none Score .55 

Exons 11227. .11438, 11696.. 11870 



36547 




Seq. No. 36886 

Gene No. 75900 

Start 1598 

Name OJ990908_19 . 9C10 . Cll . ol 

Start 1598 

GI 5091513 

Exons 1598.. 1644, 2099.. 3076, 



GI Descrip. (AB023482) Hypothetical 




Seq. ID OJ990908_19.9C10.C11 
Strand 

End 6902 

,np Method AAT/NAP 

End 6902 

Score 1967 
3813.. 4989, 6858.. 6902 

protein [Oryza sativa] 



Seq. No. 36886 Seq. ID 

Gene No. 75900 Strand 

Start 1598 End 

Name OJ990908_19 . 9C10 . Cll . ol . gs Method 

Start 1838 End 

GI none Score 

Exons 1838.. 2277, 2365.. 3040, 3241.. 3267 



OJ990908_19.9C10.C11 

6902 
GENSCAN 
3267 
. 92 



Seq. No. ' 36886 Seq. ID OJ990908_19 . 9C10 . Cll 

Gene No. 75900 Strand 

Start 1598 End 6902 

Jtfame, • OJ990908_19. 9C10 . Cll . ol. gp „Mgihpii^._...MTZSAE ^___„™„ 

Start. / ._.5793 .„..,_ End. ..6119 ........ ,. 

GI 72524_1.R1084 Score 410 

Exons 5793.. 6119 

GI Descrip. ' 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 36886 Seq. ID 

Gene No. 75901 Strand 

Start 7062 End 

Name OJ990908_19 . 9C10 . Cll . o3 . gs Method 

Start 7062 End 

GI none Score 

Exons 7062.. 7259, 8715.. 8744 



OJ990908_19.9C10.C11 

8744 
GENSCAN 
8744 
.54 



Seq. No. 36886 Seq. ID 

Gene No. 75902 Strand 

Start 21153 End 

Name OJ990908_19 . 9C10 . Cll . 06 . gs Method 

Start 21153 End 

GI . . . none Score/ 

■'Exbris*-"-'"" ' 21153 . .21539 " • • •* ~ - : 



OJ990908_19.9C10.C11 

21539 

GENSCAN 

21539 

.7.2 



Seq.' No.* • 368.87 

-Gehe^Np^-— ^-75-90.3:--—- - -* - 

Start ' "I "' - 506 " ' ; - " ' - \ .' 

Name OJ990908_19 . 9C10 . C12 . ol , 

Start 506 

GI none 

Exons 506.. 603, 681.. 930, 987. 

. 2342.. 2450 



Seq. ID OJ990908 19.9C10.C12 



■ -..strand 

End 

gs Method 
End 
Score 

.1119, 1587.. 



■ * 2570 
GENSCAN 
2450 
.6 

1797, 2232. 



.2278, 



Seq. No. 36887 

Gene No. 75903 

Start 506 

Name OJ990908_19 . 9C10 . C12 . ol . np 



Seq. ID OJ990908_19.9C10.C12 

Strand + 

End 2570 

Method AAT/NAP 



36548 



Start 673 End 2570 

GI 6069646 Score 2253 

Exons 673.. 1306, 1591.. 2570 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 36887 

Gene No. 75904 

Start 64 

Name OJ990908_19 . 9C10 . C12 . ol . gp 

Start 64 

GI 10431JL.R1084 

Exons 64.. 234 

GI Descrip. 1 1256198/dbj | D63711 | RICTNR3 4.0e-82 Rice transposon Tnr3 DNA, 
complete sequence' 



Seq. ID OJ990908_19.9C10.C12 

Strand 

End 234 

Method AAT/GAP 

End 234 

Score 310 



Seq. No. 
Gene No. 

JlUrJ- 

Hame ^ 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
-Start'---. - 
.Name 

Start 

GI 

Exons 



Seq. ID OJ990908_19.9C10.C12 
Strand 

Jl&ci „ „; .1 .5.2 9_„ , 



36887 
75905 

„841 „„_ . 

/oj99.0908_19,.j9^ ( „„_TBLASTX :.ttfaize,.__ _ , ... 

84 3 End 1529 : 

none Score 77 

843. .938, 852. .932, 920. .1369, 932. .1351, 1368. .1529, 1369. .1527 



36887 
75906 
1959 

OJ990908_19, 

1959 

none 

1959. .2084, 

36887 
75906 
1959 

OJ990908_19. 

2109 

none 

2109. .2288, . 

3688.8 
75907 
.80.85- 

OJ9$0908_19. 

8085 

none 

8085. .8099, 



Seq. ID OJ990908_19.9C10.C12 
Strand 

End 2540 

9C10 . C12 . o2 . tm Method TBLASTX : Maize 

End 2540 

Score 73 
2117. .2188, 2118. .2312, 2346. .2540 



Seq. ID 

Strand 

End 

9C10 . C12 . ol . tw Method 
End 
Score 

.2120. .2242, 2412 ...2444 

Seq. ID 
' Strand 

-".'.„. ... lEnd ■ 

9CJ.0.Cl*3..o2.gs • J Method . 

* End 
Score 

8701. .8899, 11102. .11124 



OJ990908_19.9C10.C12 
2540 

TBLASTX: Wheat 

2444 

167 



OJ990908_19.9C10.C13 
■ 11124 1 ' 

GeSjscan-"--- 

11124 " ' " 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



36888 
75908 
3045 

OJ990908 

2710 

286920 



19.9C10.C13.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990908_19.9C10.C13 

6690 
AAT/GAP 
2957 
496 



36549 



Exons 


2710. 


.2957 














Seq. No. 


36888 










Seq. ID OJ990908 


19.9C10.C13 


Gene No. 


75908 










Strand 






o tar t 


3045 










hna ooyu 






Name 


OJ990908 19 


. yciu . 


C13 . Ol 


.gs 


Method GENSCAN 






Start 


3045 










End 6678 






GI 


none 










Score 1 






Exons 


3045. 


.3538, 


3 / DO . 


. bo / 0 










Seq. No. 


36888 










c a y» th r\ t a a a ri a o 

beq. id ojyyuyuo 


19.9C10.C13 


Gene No . 


75908 










btrana — 






oiari 


3045 










i^na ooyu 






Name 


OJ990908 19 


.9C10. 


C13.01 


.np 


Method AAT/NAP 






Start 


3084 










End ' 6690 






C T 


2982452 














Exons 


3084. 


3560, 


3749. 


.4176, 


4219 


. . 4 4 1 y , 4 4 oz . . 4 o y 0 , 


4635. 


.5184, 




5410. 


6690 














GI Descrip. 


(AL022223) 


receptor protein 


kmase-like protein 


[Arabidopsis 




thaliana] 














_Se_,q^..,„Np.. „ 


^36888 






— ™ 




O _ TH /~\ TAon a a o 

„.-p,eq.... . i.u_, .Q r jy.^u y„yjy 




Gene .No..l 


. . 75909. 




- 


- - ---- - 




_ . St rand.L „ ..- ^ . „ 






Start 


14479 










hnu I / 00U 






Name 


OJ990908 19 


. 9C10 . 


C13 . ol 


. tc 


Metnoa TBLASTX: 


Cress 




Start 


3204 










End 654 3 






GI 


none 










Score oU 






Exons 


3204. 


3326, 


3444 . 


. 3539, 


3835 


onno 0000 onni 

..jyyy, 3yz3..3yy/, 


4039. 


.4176, 




4240. 


4356, 


4645 . 


. 4884, 


4702 


..4/43, 4/yo..4ool, 


4801. 


.4890, • 




4801. 


4884, 




A Q Q A 
. 4 004 , 


4 oUl 


/I O O / >iooo /l A C A 

..4oo4, 4ooo..4yby, 


4888. 


.5175, 




4891. 


5367, 


4891. 


.5268, 


4894 


..54o4, 4o94..o331, 


4904. 


.5083, 




4912. 


5367, 


4912. 


.5364, 


4912 


CO^l /IOIC coci 

..o3b/, 4yi5..o3o/, 


4919. 


.5089, 




4924 . . 


5364, 


4996. 


.5367, 


5044 


..5364, 5063. .5236, 


5413. 


.5763, 




5416. . 


5829, 


5416. 


.5808, 


5422 


..5679, 5423. .5581, 


5425. 


.5493, 




5425. . 


5967, 


5425. 


. 6048, 


5425 


..5808, 5479. .6051, 


5500. 


.6090, 




5558. . 


5728, 


5570. 


.5875, 


5644 


£ a a a a a a o c a vi i 

..buyy, 5o4o..oy4i, 


5696. 


.5800, 




. 5785. . 


6093, 


5911. 


. 6090, 


6148 


..6198, 6184. .6387, 


6190. 


.6441, 




6199. . 


6441, 


6202. 


. 6414, 


6205 


..6423, 6205. .6417, 


6205. 


.6345, 




6205. . 


6423, 


6205. 


.6441, 


6205 


010*3 COOQ 1 n 

..o423, o223..o41/, 


6226. 


.6441, 




6283. . 


6399, 


6433. 


.6543 










beq. no. 


36888 










seq.. id ojyyuyuo 


19.9CL0.C13 


Gene No .* 


75909 










Strand ' ' " ~ ' 






Of yf 

btart 


14479 










End 1 /36U 






Name 


OJ990908 19 


. 9C10. 


C13.01 


. ts 


Method TBLASTX: 


Soybea 


n 


bAiarL — - 


--3234- - 










•■- End .-64 ou - 








none 










Score ■ 00 






Exons 


3234 ;-. 


3335, 


34 02. 


.3539, 


376'6 


*D OA A /IAOA /I 1 O A 

,.3yyy, 4030. .4102, 


4058. 


.4174," 




4232. . 


4393, 


4243. 


.4392, 


4801 


c c T /i A QIC ^ICA 
. .0014, 4 O / 0 . .OJDfi, 


4885. 


. 5247, 




4888. . 


5160, 


4891. 


.5232, 


4903 


..5190, 4912. .5304, 


4912. 


.5091, 




4993. . 


5367, 


5062. 


.5367, 


5066 


..5365, 5134.. 5520, 


5167. 


.5286, 




5353. . 


5760, 


5416. 


.5802, 


5419 


. .5832, 5425. . 6084, 


5425. 


. 6021, 




5425. . 


5664, 


5464 . 


. 6099, 


5542 


. .5646, 5635. .5832, 


5887. 


.6006, 




6070. . 


6414, 


6205. 


. 6441, 


6205 


..6378, 6205. .6318, 


6208. 


. 6480, 




6211. . 


6423, 


6214. 


.6423, 


6223 


..6423, 6224. .6388, 


6253. 


.6345 



Seq. No. 36888 Seq. ID OJ990908_19.9C10.C13 



36550 



Gene No. 75909 

Start 14479 

Name OJ990908_19 . 9C10 .C13 . ol . tm . 

Start 3465 

GI none 

Exons 3465.-3539, 3766.. 3999, 4030. 
4243. .4392 



Strand 
End 

Method 

End 

Score 



17360 

TBLASTX: Maize 

4402 

73 



,4176, 4058. .4177, 4229. .4402, 



Seq. No. 36888 

Gene No. ' 75909 

Start 14479 

Name OJ990908_19 . 9C10 . C13 . ol . tw 

Start 3862 

GI none 

Exons 3862.. 3999, 3890.. 4000, 4030. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4206, 4039. .4176 



OJ990908_19.9C10.C13 
17360 

TBLASTX: Wheat 
4206 
99 



Seq. No. 
Gene No. 
Start 
Name 
Start 

_Exons„/ . 



36888 

75909 

14479 

OJ990 

4705 
,npjie_ 
..47.05.. 

4912. 

4993. 

5122. 

5344. 

5479. 

5629. 

5780. 

5923. 

6205. 

6284 . 



908 19.9C10.C13.o2.tm 



,47.4.6,. 

.5247, 

.5256, 

.5607, 

.5640, 

.5751, 

. 6093, 

.6013, 

.6093, 

. 6414, 

.6406, 



4 8.0.1... 

4916. 

5062. 

5135. 

5344. 

5482. 

5633. 

5783. 

5929. 

6205. 

6295. 



,458.4, 
5233, 
5352, 
5365, 
5835, 
5832, 
5941, 
6076, 
6093, 
6411, 
6423, 



.4 83,8.. 
4918. 
5074. 
5207. 
5345. 
5495. 
5695. 
5878. 
6070. 
6208. 
6364. 



Seq. I 
Strand 
End 

Method 

End 
_Sc,or„e_ 
...4 8.8.5.,. 
.5367, 
.5190, 
.5437, 
.5824, 
.5737, 
.5808, 
.6102, 
.6222, 
.6333, 
.6423, 



D OJ990908 19.9C10.C13 



17360 

TBLASTX: Maize 
6495 

.„„1Q4.__ 

4.90.3., ..5187, 



4919. .5077 
5099. .5365 
5209. .5463 
5425. .5679 



5569. 
5711. 
5893. 
6148. 
6211. 
6427, 



6039 
5941 
6042 
6186 
6408 
6495 



, -4.9.0.6. 
4921. 
5119. 
5263. 
5426. 
5569. 
5767. 
5923. 
6199. 
6223. 



\-5J75., 
.531'9, 
.5364, 
.5520, 
.5608, 
.5835, 
.5817, 
.6051, 
.6261, 
.6417, 



Seq. No. 36888 

Gene No. 75909 

Start 14479 

Name OJ990908_19 . 9C10 . C13 . o2 . tw 

Start 4894 

GI none 

Exons 4894.. 5103, 5008.. 5337, 5080. 

. . . 5428.. 5625, 5440.. 5781, 5656; 

v ." " " • -64-96.'. 6555 ; ' 



Seq. ID OJ990908_19.9C10.C13 
Strand 

End 17360 
Method TBLASTX : Wheat 
End 6555 
Score 56 

.5367, 5120.. 5209, 5425.. 5520, 
.5967, 5878.. 6093, 6205.. 6423,. 



Seq. No. '36888 " 

.-Gene- No — -75909- -— ' 

Start " ■ ' 14479 .. . 

Name OJ990908JL9 : 9C10 ;C13 . o3 . tm 

Start • 8740 

GI none 

Exons 8740.. 8859, 8880.. 8999, 8881. 



Seq. ID OJ990908_19.9C10.C13' 

Strand 

End" " . • ' 17360.' 
Method" TBLASTX : Maize ' 
End 9339 
Score 66 
.9081, 9142. .9339 



Seq. No. 36888 

Gene No. 75909 

Start 14479 

Name OJ990908_19 . 9C10 . C13 . o3 . gs 

Start 14479 



Seq.. ID OJ990908_19.9C10.C13 
Strand 

End 17360 

Method GENSCAN 

End 17191 



36551 



GI 


none 


Score 


.57 


Exons 


14479 .. 14562, 15 660 .. 157 4 6 , 


17123. . 17191 


Seq. No. 


o r o o o 


Seq. ID 


OJ990908 


Gene No . 


75909 


Strand 




Start 


14479 


End 


17360 


Name 


ujyyuyub iy . yciu .Lio .oz . np 


Method 


AAT/NAP- 


Start 


i c/rno 

looUo 


End 


17360 


GI 


606947 1 


Score 


128 


Exons 


looUo . . 1574 6, 16212 .. 16268 , 


17123. .17360 


GI Descrip. 


(AB022071) S-locus protein 


3 [Brassica 


rapa] 


Seq. No. 


36889 


Seq. ID 


OJ990908 


uene ino . 


75910 


Strand 




Start 


656 


End 


1100 


Name 


OJ990908 19.9C10.C14 .ol.np 


Method 


AAT/NAP 


Start 


656 


End 


1100 


GI 


6069471 


Score 


134 


Exons 


656. .777, 854. .962, 1078. .1100 




GI Descrip. 


(AB022071) S-locus protein 


3 [Brassica 


rapa] 



,Sejq.,....No,..„... 

Gene .,No... .... . 

Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



...3.6.8.SLQ 
.759.11 
9066 



OJ990908_19. 9C10.C15.o4.np 

9066 

6721562 



_Sj^_JD^^^ 

S.t'r and ^ :.: r ^, ;.:.,„_ .... 

12238 ' 
AAT/NAP 
12238 
681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. GI Descrip. 

Seq. No. 
Gene No . 

-Start ' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



End 

Method 
End 
Score 

9066.. 9118, 10019. . 10867, 12209.. 12238 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi | 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 

36890 Seq. ID OJ990908_19.9C10.C15 

75911 Strand + 

9066 End 12238 

OJ990908_19.9C10.C15.o5.np ' Method AAT/NAP 
10081 End 12034 

4680186 Score 208 

10081. .10169, 10371. .10605, 11830.. 12034 
. .(AF111709) unknown . [Oryza sativa subsp. indica] . 



36890 
75912 

OJ99090.8_19 . 9C10'.C15\ ol . gp 
1 

6720 1.R1084 



Seq.' ID OJ990908_19.9C10.C15 
Strand 

.End- — 33-39:-..- ..." Z^. 

Method ' AAJ7GAP, 
End 3339 
Score 714 



1..73, 1042. .1102, 1862. .1919, 3017. .3099, 3187. .3339 
T 4680685/gb|AAD27732.1|AF132957_l 2.0e-20 (AF132957) CGI -23 
protein [Homo sapiens] 1 



36890 
75912 
1 

OJ990908_19.9C10.C15.ol.np 



Seq. ID OJ990908_19.9C10.C15 
Strand 

End 3339 

Method AAT/NAP 



36552 




btart 


1 






End 


3297 


bl 


by iz 1 bo 






Score 


110 


Exons 


1 . .4 3, 1784 


1 a 1 a 001 a 

. .1919, 3014 


..3099, 3187.. 3297 


GI Descrip. 


( A_l 1 / 4 1 y ) 


hypothetical 


protein [Homo 


sapiens] 


Seq. No. 


36890 






Seq. ID 


OJ990908_19.9C10.C15 


Gene No. 


75912 






Strand 




Start 


1 






End 


3339 


Name 


ojyyoyoo iy 


. ycio . cib . oi 


. gs 


Method 


GENSCAN 


Start 


1U4 J 






End 


3312 


bl 


none 






Score 


.55 


Exons 


1 A/I Q IIOQ 


Z 4 1 1 . . Z jjI, 


2917 


.2981, 3061. .3142, 3187. .3312 


Seq. No. 


36890 






Seq. ID 


OJ990908_19.9C10.C15 


Gene No. 


75913 






Strand 




Of a -r+- 








End 


8403 


Name 


cjjyyuyuo iy 


. ybiu . bib . oz 


.gs 


Method 


GENSCAN 


Start 


4zz J 






End 


6313 


GI 


none 






Score 


.46 


Exons 


4zz J . . 4z yi , 


43 Jo . . 4blb, 


4827. 


.4986, 5551. .5840, 6108. .6313 


Seq ... . _No . „ . , 


"b /" 0 n 0 

oo.yp. 






. J3&q^ID_ 


_0 J9.9 09Q8_19. 9C1Q.C.15 


.Geae .No,......,., 


... 75913 






. ...Strand 




Start 


4 223 






End 


8403 


Name 


ojyyuyuo iy 


.9C10.C15.o2 


.np 


Method 


AAT/NAP 


Start 


by 1 1 






End 


8403 


GI 


/I "7 "7 "D O O A 

4773bo4 






Score 


185 


Exons 


COII ZT A 1 O 

by 11 . . boio, 


6108. .6184, 


8365. 


.8403 




GI Descrip. 


/ 7\ TP a H tz O /I *D \ 

(AFU / oz 4 3 ) 


putative DNA-binding protein [Arabidopsis thaliana] 


Seq. No. 


000 yu 






Seq. ID 


OJ990908_19.9C10.C15 


Gene No. 


75914 






Strand 




Start 


9224 






End 


9767 


Name 


ujyyuyuo iy 


.9C10.C15.o3 


.np 


Method 


AAT/NAP 


Start 


0 0 0 /i 
yzz4 






End 


9767 


GI 


zr e 0 n c 0 c 

obiybob 






Score 


137 


Exons 


yzz 4 . . y juu , 


9601. . 9767 








bl uescrip. 


( APUUUo J / ) 


hypothetical 


protein [Oryza 


sativa] 


beq. no. 


000 yu 






Seq. ID 


OJ990908_19.9C10.C15 


Gene No . 


/ by lb 






Strand 




Start 


,11578 






End 


. 11963. . . 


Name * ■' 


"-"OJ990908 jL9 


:9C10.C15.ol 


. tm* " " 


' Method " 


TBLASTX: Maize" ' " ■ ■ r 


ot art 


1 






End 


3282 ' " - " 


bl 


none 






Score 


102 " ' 


Exons ------ 


1 TOO C 


91, -1038 . .1103^ 1043,-..Ll-05., 


1 84 7 . .. 192-1.; -1 8 5 1 . -1-19 2 2-, 




loop. . 1 y j j , 


1860. .1934./ 


3016: 


'.3102, 3017. . 3097, 3184 . ,3252, 




Jz4 4 . . JzoZ 










beq . mo . 


0 fro on 

,5 00 y u 






Seq. ID 


OJ990908_19.9C10.C15 . 


Gene No. 


75915 






Strand 




Start 


11578 






End 


11963 


Name 


OJ990908 19 


.9C10.C15.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3014 






End 


3282 


GI 


none 






Score 


76 


Exons 


3014. .3112, 


3016. .3102, 


3184. 


.3282 





36553 



Seq. No. 


36890 








Seq. ID 


OJ990908 


_19.9C10, 


.C15 


Gene No. 


75915 








Strand 








Start 


1 1 C T O 

1 Id lo 










1 1 y bJ 






Name 


ojyyuyuo ±y. 


oca n 


LlO . Ol 


. tw 


Method 


mnT TV PTV • 

TBLASTX : 


Wheat 




Start 


byll 








hna 


C A O O 






GI 


none 








Score 


1U4 






Exons 


col i cmt; 


CQI O 


. DUlo, 


o y ij . 










Seq. No. 


36890 








Seq. ID 


OJ990908 


_19.9C10, 


,C15 


Gene No. 


75915 








Strand 








Start 


11 J /o 








End 


11963 






Name 


ojyyuyuo iy« 


. yuxu . 


LlO . Ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


C Ci. T O 

syiz 








End 


6158 






GI 


none 








Score 


149 






Exons 


o y lz . . du 4 u / 


D?l J . 


. DUjZ / 


DIUj . 


.6158, 6109.. 6150 






beq. no. 


j do yu 








Seq. ID 


OJ990908 




, LID 


Gene No. 


75915 








Strand 








Start 


11578 








End 


11963 






Name 


OJ990908 19. 


,9C10. 


C15.o2 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


5912 








End 


6185 






GI.„.. . „. 


.„np.ne_;...._ 








. Score 


1.61 






Exons..'... . 


. 591.1; "6,04.0,:* 


^13." 


7. 60^7 




.6185,... 610.9, . 6150,. 







Seq. No. 36890 Seq. ID OJ990 908_19.9C10.C15 

Gene No. 75915 Strand 

Start 11578 End 11963 

Name OJ990908_19 . 9C10 . C15 . o2 . gp Method AAT/GAP 

Start 11578 End 11963 

GI uC-osflcyp033a04bl Score 641 

Exons 11578. .11963 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP0 00570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 
Gene No. 
Start .... 
Name 
Start 
GI 

Exons 

GI" Descrip. 



36891 Seq. ID 

75916 Strand 
1 End 
OJ990908_19. 9C10.C16.ol.np Method 
1 . End 
6498441 Score 
1..189, 773. .1475, 1806. .2256, 2320 

3185. .3847, 4034. .4994, 5088.. 5344 

' ( AP0008 15 )' EST C7278 6CE2258 )*; corresponds to'-a "region- of "the 
predicted gene 1 ; Similar * to ' Sorghum bicoTor Gypsy-Ty3 type" 
"retrotransposoh RetroSorl. (AF098806) [Oryza sativa] ' 



OJ990908_19.9C10.C16 
+ 

5695 
AAT/NAP 
534 4 
3645 

2693, 2877. .3011, 



Seq*. No. ' * 368'9JL ' - ' - 

Gene No. ' 75916" . 
Start 1 

Name OJ990908_19 . 9C10 . C16 . ol . gs 
Start 229 
GI none 
Exons 



Seq.. ID .OJ990908_19.9C10,C16 

Strand + 

End 5695 

Method GENSCAN 

End 5695 

Score .55 

2241, 2320.. 2424, 



229. .364, 740. .1515, 1605. .1784, 1795 
2455. .3011, 3122. .3649, 3751. .4192, 4233. .4544, 4626. .4739, 
4776. .5142, 5571. .5695 



Seq. No. 



36891 



Seq. ID OJ990908 19.9C10.C16 



36554 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



75917 Strand + 

9947 End 17222 

OJ990908_19. 9C10.C16.o3.gs Method GENSCAN 

9947 End 14155 

none Score .59 

9947. .9981, 10077 101 91 , 10638 .. 10727 , 11759 11908, 

13396. .13597, 14027 .. 14155 ' 



%3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

Name_.; 

.Start. . 
GI 

Exons 

GI Descrip, 



Seq. ID OJ990908_19.9C10.C16 

Strand + 

End 17222 

Method AAT/GAP 

End 11636 

Score 454 



36891 
75917 
9947 

OJ990908_19. 9C10.C16.ol.gp 
11301 

uC-osroM202025d06bl 
11301. . 11636 

•3036816/emb|CAA18506| 4.0e-15 (AL022373) myosin-like protein 
[Arabidopsis thaliana] 1 

36891 Seq. ID OJ990908_19.9C10.C16 

75917 Strand + 

9947 ' End 17222 

, O J 9 9 0 9 0 8 _1 9 9 C 1 0 . C 1 6 . o 3 . np Method . AAT/NAP - 

; . .13424 ...... End ^ _li222_ 

'5080759 Score '463 

13424. .13637, 1377 9. .138 90, 13985. .14155, 14 972. .15035, 
15126. .15180, 17202. .17222 

(AC007203) Putative UDP-glucose : sterol glucosyltransf erase 
[Arabidopsis thaliana] 



Seq. No. 


36891 








Seq. ID 


OJ990908 


_19.9C10 


.C16 


Gene No. 


75918 








Strand 








Start 


6231 








End 


9641 






Name 


OJ990908 19. 


9C1.0 


.C16.o4 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1686 








End 


2201 






GI 


none 








Score 


91 






Exons 


1686. .1802, 


1825 


. .2172, 


1884. 


.2201 








Seq. No. 


36891' 








Seq. ' ID 


OJ990908 


_19. 9C10 


.C16 


Gene No. 


75918 








Strand 








Start 


6231 








End 


9641 






Name 


OJ990908 19. 


9C10 


C16.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


2329 .. 








End 


2790 






GI ^ ; 


" none ' 








Score ' 


' 552- : \' 






Exons 


• 2329. .2763, . 


23.32 


.2790, 


2337. 


.2789 








Seq. No.- 


' "..368 91- - — -■ 








Seq. -ID ■ 


OJ990908 


_19 ; .-9C10 


.C16. 


Gene No. fc 


- 75918.". v e " ' 








Strand ,', 








Start" 


6231 








End 


9641 






Name 


OJ990908 19. 


9C10 


C16.o3 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2368 








End 


2733 






GI 


none 








Score 


112 






Exons 


2368. .2583, 


2599 


.2733 












Seq. No. 


36891 








Seq. ID 


OJ990908 


_19. 9C10 


.C16 


Gene No. 


75918 








Strand 








Start 


6231 








End 


9641 






Name 


OJ990908 19. 


9C10 


C16.ol 


tm 


Method 


TBLASTX: 


Maize 





36555 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

™.„ Gene, r jSfp_. 

Start _ 
^ Name 
W Start 

m gi 

ris Exons 

Seq. No. 

Gene No. 
U Start 
f[| Name 
1" Start 
« GI 
^ Exons 

H Seq. No. 

^3 Gene No. 

H Start 

1= Name 

^ J Start 
GI 

~" ~ ~ Exons" 

Seq. No. 
- - Gene No . 
. Start *' ' 
Name 
Start 
.GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



2458 
none 

2458. .2814, 

36891 
75918 
6231 

OJ990908_19. 

2841 

none 

2841. .3119, 

36891 
75918 
6231 

OJ990908_19. 

2875 

none 

2875. .3111, 

36891 ' ' 

7 5918„ 



End 
Score 



2814 
376 



2493. .2804 



9C10.C16.o3.tm 



Seq. ID OJ990908_19.9C10.C16 
Strand 

End 9641 

Method TBLASTX : Maize 

End 3224 

Score 276 



2842. .3120, 2842. .3120, 3114. .3224 



9C10.C16.o2.ts 



2892. .3089 



.6231... .. 

OJ990908_19. 

2899 

none 

2899. .3129, 

36891 
75918 
6231 

OJ990908_19, 

3719 

none 

3719. .3943, 

36891 
75918 
6231 

OJ990908_19. 

4287 

none ■ 

. 4287. V 4610 V' 



9C10.C16.o2.tw 



Seq. ID OJ990908_19.9C10.C16 
Strand 

End 9641 

Method TBLASTX : Soybean 

End 3111 

Score 202 



Seq. ID OJ990908_19.9C10.C16 

JStxand^ - ; _ 

..End , .. :,; . 964.1... _ . 

Method TBLASTX : Wheat 
End 3308 
Score 275 



2904. .3119, 3111. .3257, 3252. .3308 



9C10.C16.o5.tw 
3787. .3960, 4016. 

9C10.C16.o2. tm 

4 4 00'.". 4 600 • 7 



36891 ' 

75918 • ..' ... - - • • ■ 

y 6231 ' ' ' - ' ■ 

OJ990908_19. 9C10.C16.o3.tw 
4424 
none . 

4424. .4771, 4425. .4778 



36891 
75918 
6231 

OJ990908_19. 
4800 



9C10.C16.o6.tw 



Seq. -ID OJ990908_19.9C10.C16 
Strand 

End 9641 

Method TBLASTX : Wheat 

End 4168 

Score 209 
.4168, 4030. .4167 

Seq. ID OJ990908_19.9C10.C16 
Strand 

End 9641 

Method TBLASTX : Mai ze 

End 4610 

Score . • 328 



Seq.' ID' OJ990908_19. 9C10'.C1'6 

Strand-. . - • . 

.'End' ' ■ 964.1- *" /' \ ' .." 
Method * TBLASTX: Wheat 
End 4778 
Score 342 



Seq. ID OJ990908_19.9C10.C16 
Strand 

End 9641 

Method TBLASTX : Wheat 

End 5335 



36556 



GI 


none 




Score 


229 




Exons 


4800. . 


5048, 4931.. 5032, 5122 


..5184, 5212. .5238, 




Seq. No. 


36891 




Seq. ID 


OJ990908 


i y . yuiu .Lib 


Gene No. 


75918 




Strand 






Start 


6231 




End 


9641 




Name 


OJ990908 19J9C10.C16.o2.np 


Method 


AAT/NAP 




Start 


6066 




End 


9641 




GI 


5803259 


Score 


1901 




Exons 


6066. . 


6740, 6846.. 7055, 7191 


..8211, 8369. .8615, 


Q (ZA Q Q£.A"\ 


GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


36891 




Seq. ID 


OJ990908 


_19.9C10.C16 


Gene No. 


75918 




Strand 






btarc 


6231 




End 


9641 




Name 


OJ990908 19.9C10.C16.o2.gs 


Method 


GENSCAN 




btart 


6231 




End 


9632 




r~< -r 

GI 


none 




Score 


.89 




Exons 


6231. . 


7676, 7936.. 8217, 8363 


..8901, 8907. .9436, 


QA £^ Q£^9 
¥H Oj . . i?OOZ 


beq. No. 


36891 




Seq. ID 


OJ990908 


i y . yci u .lid 


Gene- No . _ . 


" 75.919 „ 




, „SJt.r and 






"Start . ... 


.1.3512. 




„ . End. .... 


.1.51.8 9./..- 1 




Name 


"OJ990908 19. 9C10.C16.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


13512 




End 


14058 




GI 


none 




Score 


99 




Exons 


13512. 


.13625, 13513. . 13605, 


13608. .13637, 13764 


. . 1 oo yo , 




13769. 


.13903, 13779. .13904, 


13984. .14055, 13986 


1 A n c: n 
. . 1 4 Uj / , 




13987. 


.14058 








Seq. No. 


36891 




Seq. ID 


OJ990908 


i y . yoxu . LlD 


Gene No. 


75919 




Strand 






Start 


13512 




End 


15189 




Name 


OJ990.908 19. 9C10.C16.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


13758' 




End 


14157 




GI 


none 




Score 


143 




Exons 


13758. 


.13895, 13775. .13903, 


13779. .13904, 13986 


i a i c a 
. . 14 10 o, 




13987. 


.14157 








Seq. No. 


36891 




Seq. ID 


OJ990908 


i y . yciu . LJ. b 


Gene No. 


75919 




Strand 






Start. 


. 13512 




. End 


15189 . 




Name 


OJ990908 *19. 9C10.C16.o4 . tm ' 


' Method ' 


TBLASTX: 


Mai ze 


Start 


" 1377-9 




End 


15183 




GI 


none 




Score 


14 3 




Exons 


-13779: 


. 13904, . 13793. . 13903, 


139-86. . 14159, 13987 


. .14 id -J , 




14 971. 


.15036, 15127 . .15183 : 








Seq. No. 


36891 




Seq. ID 


OJ990908 


l y . yci u .cib 


Gene No . 


. 75919 




Strand 






Start 


13512 




End 


15189 




Name 


OJ990908 19.9C10.C16.o2.tc 


Method . 


TBLASTX: 


Cress 


Start 


14070 




End 


15189 




GI 


none 




Score 


118 




Exons 


14070. 


.14156, 14071. .14157, 


14970. .15035, 14971 


. .15036, 




14972. 


.15052, 15120. .15179, 


15127. .1518 


19 





36557 




Seq. No. 


36892 






Seq. ID 


OJ990908_19.9C10, 


.C17 


Gene No. 


75920 






Strand 






Start 


239 






bna 


oUl 




Name 


OJ990908_ 


19 . 9C10 . CI / . ol . 


gs 


Metnoa 






Start 


239 






bna 


cm 
bUl 




GI 


none 






Score 


vt o 




Exons 


o o r\ f a i 

239 . . 601 












Seq. No. 


36893 






Seq. ID 


OJ990908_19. 9C10 


.C18 


Gene No. 


75921 






Strand 


+ 




Start 


199 






17 n 

bna 


i i n a 
11/4 




Name 


OJ990908_ 


19 . 9C10 . C18 . ol , 


, tc 


Metnoa 


1 BbAb lAiLress 




Start 


i o a 

180 






bna 






GI 


none 






Score 


C Q 

by 




Exons 


1 O A O f f 

loO . . 266, 


1 ftO O *T O Oil 

iyy . . obz , z li . 


OCT 








Seq. No. 


36893 






Seq. ID 


OJ990908_19. 9C10 


.C18 


Gene No. 


75921 






Strand 


+ 




Start 


i a a 

199 






bna 


11/4 




Name 


OJ990908 


19 . 9C10 . Clo . Ol . 


, tm 


Method 


1 dJ-iAb i a : Maize 




Start 


189 






bna 


O O 1 

6Z 1 




..GI." •.. _ 


none : 









1 A ~] 




Exons . 


1,8 9.. ..3.20,. 


1 A A ■ ' O "1 1 » • O 1 ' 1 

..192 . ...3.12, -.2.11 - 


O O 1 


••-r~- ' ' ~ : - 


■ - 




Seq. No. 


36893 






Seq. ID 


OJ990908_19. 9C10 


.C18 


Gene No. 


75921 






Strand 


+ 




Start 


199 






Tp _ _J 

End 


11/4 




Name 


OJ990908_ 


1 A A Z""' 1 A o T O _ "1 

19 . 9C10 . Clo . ol , 


, t s 


Method 


I BLiAb 1 a : boyoean 




Start 


198 






End * 


one 
3 / D 




GI 


none 






Score 


y o 




Exons 


198 . . 350, 


rv A 1 OCA Oil 

201 . . 350 , 211 . 


OCT 

. . iol 


A 1 C 

, 2 Id . . J / O, 


Zlo . . jDz 




Seq. No. 


36893 






Seq. ID 


OJ990908_19. 9C10 


.C18 


Gene No. 


75921 






Strand 


+ 




Start 


1 AA 

iy y 






bna 


1 1 7/ 
11/4 




Name 


OJ9?0908__ 


19 . 9C10 . C18.. ol , 


. gs 


Method 


GbNbCAN 




Start 


199 






End 


4 d4 




GI 


none 






Score 


Q O 

. o2 




Exons 


199 . .348, 


A T A A f~ A 

414. .4 64 










Seq. No. 


36893 






Seq. ID 


ujyyuyuy ly.yuiu 


nl Q 
. Li 0 


Gene .No . 


. /5y21 






.Strand . 






Start." *■; " 


* • 199 : * " V 






7* v End 


1174' 




Name 


OJ990908_ 


19.9C10.C18.ol, 


.np 


Method 


AAT/NAP 




Start 


199 






End ' 


1174 




GI 


24 62931 ■ 






. Score' 


•183 ' • 




Exons 


199 . . 380, 


1142V. 1174 






r 




GI Descrip. 


( Z83833 ) 


UDP-glucose : sterol 


(Jlucosyltransf erase [Arabidopsis 




thaliana] 












Seq. No. 


36894 






Seq. ID 


OJ990908_19. 9C10 


.C19 


Gene No. 


75922 






Strand 


+ 




Start 


1 






End 


1253 




Name 


OJ990908 


_19.9C10.C19.ol, 


.np 


Method 


AAT/NAP 




Start 


1 






End 


617 




GI 


2462911 






Score 


176 




Exons 


1..48, 444. .617 











36558 



GI Descrip. (Z83832) UDP-glucose : sterol glucosyltransf erase [Avena sativa] 



Seq. No. 36894 Seq. ID OJ990908_ 

Gene No. 75922 Strand + 

Start 1 End 1253 

Name OJ990908_19 . 9C10 . C19 . ol . gs Method GENSCAN 

Start 444 End 1253 

GI none Score . 62 

Exons 444.-593, 1098.. 1253 



19.9C10.Q19 



Seq. No. 36894 

Gene No. 75923 

Start 1170 

Name OJ990908_19 . 9C10 . CI 9 . o2 . np 

Start 1170 

GI 2462911 

Exons 1170.. 1199, 6102.. 6279, 7249. 
GI Descrip. 



Seq. ID OJ990908_19.9C10.C19 

Strand + 

End 7872 

Method AAT/NAP 

End 7872 

Score 445 



,7403, 7824. .7872 
(Z83832) UDP-glucose : sterol glucosyltransf erase [Avena sativa] 



Seq. No. 36894 

Gene No. 75923 

itait_„..,., 1170, _ . 

,.Name ...... _ QJ9.90908_L9^9C10;. CI 9,...o2',,,gs„ 

Start' " 2618 

GI none; 

Exons 2618.. 2698, 3149.. 3331 



Seq. ID OJ990908_ 

Strand + 

,End_ .7,872.„_ 

.Method / . _GENSCAN; . 



End 
Score 



3331 
.97 



19.9C10.C19 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36894 
75924 
747 

OJ990908_ 
747 

426302 
747. . 989 



19.9C10.C19.ol.gp 



Seq. ID 

Strand 

End ; 

Method 

End 

Score 



OJ990908_19.9C10.C19 
989 

AAT/GAP 

989 

420 



Seq. No. 


36894 




Seq. ID 


OJ990908_19.9C10.C19 


Gene No.. 


75925 ' 




Strand 




Start 


4810 




End . 


7383 - 


Name 


OJ990908 19.9C10.C19.ol 


. ts 


Method . 


TBLASTX : Soybean 


Start 


443 




End 


7378 


GI 


none 




Score 


118 


Exons 


443. .532, 444. ..548, 584 


. . 637, 


6102. . 627 


8, 6102.. 6287, .. 




" 6103 . .6291, 7227v. 7361', 


-7246 : : 


.■7 374 /• 724 T: .131b; "724 7V. 7 37 8/ 


Seq. No.' 


36894 




Seq. ID 


OJ990908_i9.9C10.C19 


Gene No. 


• '-75925=- ■ 




-Strand ■ 




Start \ v . r 


4810 '".["' 


■ * 


End 


7 38 3 , '.. 


Name 


OJ990908 19. 9ClO.C19.o2 


. tin 


Method . 


TBLASTX :Mai ze 


Start 


449 




End 


626 


GI 


none . 




Score 


207 


Exons 


449. .616, 471. .626 








Seq. No. 


36894 




Seq. ID 


OJ990908_19.9C10.C19 


Gene No. 


75925 




Strand 




Start 


.4810 




End 


7383 


Name 


OJ990908 19.9C10.C19.o3 


.gs 


Method 


GENSCAN 


Start 


4810 




End 


5790 



36559 



GI none 

Exons 4810.. 5027, 5706.. 5790 

Seq. No. 36894 

Gene No. 75925 

Start 4810 

Name OJ990908_19 . 9C10 . C19 . ol . tc 

Start 6095 

GI none 
Exons 



Score 



Seq. ID OJ990908_19.9C10.C19 
Strand 

End 7383 

Method TBLASTX : Cress 

End 7371 

Score 80 



6095. .6214, 6099. .6278, 6102. .6278, 6188. .6283, 7227. .7361, 
7246. .7371 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36894 
75925 
4810 

OJ990908_19. 9C10.C19.ol.tm 

6095 

none 



Seq. ID OJ990908_19.9C10.C19 
Strand 

End 7383 

Method TBLASTX : Mai ze 

End 7383 

Score ' 132 



6095.. 6220, 6099.. 6278, 6102.. 6278, 6188.. 6283, 7227.. 7361, 
7246. .7383, 7247. .7375 



. Se,q._No,, _3A8.SS. 

Ge'.rie.„No 
Start 
Name 
Start 
GI 

Exons 



75.92,6. „ ., 

70 

OJ990908_19. 9C10.C21.ol.gs 
70 

none 

70. .269, 271. .466 



Lejq .._-XD_QjIS §555 8^1J_..9C IfiU-CJLL. 

..... ,.:S;t.r;and _ + . J _ ^ 

End 4 66 

Method GENSCAN 

End . 4 66 

Score .48 



Seq. No. 36895 

Gene No. 75927 

Start 1 

Name OJ990908_19 . 9C10 . C21 . ol . gp 

Start 1 

GI 2311843 . 

Exons 1 . . 235 



Seq. ID OJ990908_19.9C10.C21 

Strand 

End 235 

Method AAT/GAP 

End 235 

Score 435 



Seq. No. 
Gene No. 
Start 
Name 
Start 

•GI • * ' ."' 
Exons 

GI Descrip.. 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36895 
75927 
1 

OJ990908_19. 9C10.C21.ol.np 

1 . 

2944040 :: ' -'- ■■■* " v ■ 

1. .89, 123. .198 

(AF048900) indeterminate spikelet 1 [Zea mays'] 



Seq. ID OJ990908_19.9C10.C21 
Strand 

235 

AAT/NAP 

198... . ... . . . •. 

120 - ' ' •■**" """" 



End 

Method 
End . 
Score " 



36896 .'■ 
75928 

156 .. . 

OJ990318_07. 9C03.Cl.ol.gs 

156 

none 

156.. 395 



Seq.' ID OJ990318_G7.9C03.C1, 

Strand - .. 

End -395 

Method GENSCAN 

End 395 

Score . 97 



Seq. No. 
Gene No. 
Start 



36897 
75929 
3493 



Seq. ID OJ990318_07.9C03.C2 
Strand + 
End 4612 



36560 



Name OJ990318_07 . 9C03 . C2 . o2 . gs Method GENSCAN 

Start 34 93 End 4 612 

GI none Score .83 

Exons 3493.. 3870, 4041.. 4167, 4395.. 4612 

Seq. No. 36897 Seq. ID OJ990318_07 . 9C03 . C2 

Gene No. 75930 Strand 

Start 1 End 1593 

Name OJ990318_07 . 9C03 . C2 . ol . np Method AAT/NAP 

Start 1 End 1419 

GI 6382503 Score 541 

Exons 1..231, 262. .471, 511. .794, 1131. .1419 

GI Descrip. (AC010704) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 36897 Seq. ID OJ990318_07 . 9C03 . C2 

Gene No. 75930 Strand 

Start 1 End 1593 

Name OJ990318J37 . 9C03 . C2 . ol . gs Method GENSCAN 

Start 22 End 1593 

GI none Score .99 

Exons 22. .794, 1131. .1455, 1564.. 1593 

./seq.... ..No . "... ..36897 ~. , -.I3T7:/~2" ™ "^Iteq^Tl)" "QJS19 oTilO 7T"9C03.. C2..27™ ~ 

Gene No. 75930 Strand - 

Start 1 End 1593 

Name OJ990318_07 . 9C03 . C2 . ol . gp Method AAT/GAP 

Start 517 End 1217 

GI 3107608 Score 507 

Exons 517.. 794, 1131.. 1217 - 

GI Descrip. 30368 16/emb | CAA18506 | 4.0e-15 (AL022373) myosin-like protein 
[Arabidopsis thaliana] 

Seq. No. 36897 Seq. ID OJ990318_07 . 9C03 . C2 

Gene No. 75931 Strand 

Start 2985 End 4443 

Name OJ990318_07 . 9C03 . C2 . o2 . tm Method TBLASTX : Maize - 

Start . 1 * End 185 

GI none Score 61 

Exons 1..39, 2. .37, 2. .46, 19. .180, 40. .183, 42. .185, 42. .185 

Seq. No. 36897 Seq. ID OJ990318_07 . 9C03 . C2 

Gene No. 7 593.1 . . . : . ■ - ; Strand. ■ - . '.- 

".'"Start"-* ;"2985 '* : ' "---'■'"*'"-' v ' End ' ' 4443 " ■- " • " - • ' ™v 

Name OJ990318__07 . 9C03 . C2 . ol . tm Method . TBLASTX: Maize " 

Start 20.4 End 1273 ' 

■GI ■ none Score 2 67 ■ - - ■ - '. 

"Exons- 204 T.509, 205 , .* 516, 205 . . 807 , 4 94 *. . 54 1 , '564 . 7^1 , . .58 9 . . 7S5, ; - ... / 
593.V808, 1128.. 1235,' 1130.. 1273 

Seq. No. 36897 Seq. ID OJ990318_07 . 9C03 . C2 

Gene No. 75931 Strand 

Start . 2985 End 4443. 

Name OJ990318__07 . 9C03 . C2 . ol . ts Method TBLASTX : Soybean 

Start 520 End 1287 

GI none Score 155 

Exons 520. .795, 521. .808, 1129. .1287, 1130. .1285 



36561 



Seq. No. 36897 Seq. ID 

Gene No. 75931 Strand 

Start 2985 End 

Name OJ990318_07 . 9C03 . C2 . o2 . gp Method 

Start 2985 End 

GI 2280701 Score 

Exons 2985.. 3062, 4193.. 4443 



OJ990318_07.9C03.C2 

4443 
AAT/GAP 
4443 
500 



Seq. No. 36898 Seq. ID OJ990318_07 . 9C03 . C4 

Gene No. 75932 Strand + 

Start 1 End 1045 

Name OJ990318_07 . 9C03 . C4 . ol . np Method AAT/NAP 

Start 1 End 1025 

GI 1172874 Score 433 

Exons 1..87, 331.. 1025 

GI Descrip. DEHYDRATION-RESPONSIVE PROTEIN RD22 PRECURSOR 

gi I 479589 Ipir | IS34823 dehydration-induced protein RD22 - 
Arabidopsis thaliana gi | 391608 | dbj | BAA01546 | (D10703) rd22 

[Arabidopsis thaliana] gi | 4 47 134 | prf | | 1913421A rd22 gene 

[Arabidopsis thaliana] 



_Se.q... No, , ..3.6.8 98 ... 

. Gene_No.._ _ "...759,32. 

Start '1 

Name OJ990318JD7 . 9C03 . C4 . ol . gs 

Start 138 
GI none 
Exons 138. . 1031 



. -..Seq.. . JD r _Qj;9A03.18^0J.,JCQX^C4_ 
. Strand +:; ;*;_..,.. . . „ _ , 

End ' 1045 " . 

Method GENSCAN 

End 1031 

Score .75 



Seq. No. 36898 Seq. ID OJ990318_07 . 9C03 . C4 

Gene No. 75932 Strand + 

Start 1 End 1045 

Name OJ990318_07 . 9C03 . C4 . ol . tc Method TBLASTX : Cress 

Start 330 End 1022 

GI none Score 72 

Exons 330. .401, 342. .401, 446. .697, 447. .701, 777. .842, 827. .991, 

840. .1016, 900. .1022 

Seq. No. 36898 Seq. ID OJ990318_07 . 9C03 . C4 

Gene No. 75932 Strand + 

Start 1 End 1045 

Name ' . OJ990318_07.9C03.C4.ol.ts.. -Method. TBLASTX : Soybean 

/Start'.;- ; 330' : ; \ " : ' 'End /" ' 1040 " v """ : \ ; ; T *' r: ";^ r: :"'.'~ 

GI \ none . ■ Score '73' : ' ' 

Exons ' 330. .401, 342. .401, 429. .701,- 446. .712, 708. .839, 827. .1033, 

' '837. .1040 - '• 

. r • ■ .... .... ... . . . . • 

Seq. ' No. 36898 Seq. ID OJ990318_07 .'9C03 . C4 

.Gene No. 75932 Strand + 

Start 1 End 1045 

Name OJ990318_07 . 9C03 . C4 . ol . gp Method AAT/GAP 

Start 38.1 End 8 69 

GI LIB3431-012-P1-K1-E8 Score 916 

Exons 381. .869 

GI Descrip. ' 1172874/ sp|Q0 8298 | RD22_ARATH 2.0e-21 DEHYDRATION-RESPONSIVE 

PROTEIN RD22 PRECURSOR >gi_479589_pir S34823 

dehydration-induced protein RD22 - Arabidopsis thaliana 



36562 



>gi_391608_dbj_BAA0154 6_ (D10703) rd22 [Arabidopsis thaliana] 
>gi_4 4 7134_prf 1913421A rd22 gene [Arabidopsis thaliana] 1 



JClji LN \J * 


36898 






Seq. ID 




P4 




75932 






Strand 


-j- 




O LcLX L 


1 






End 






Name 


OJ990318 07.9C03.C4 


. ol . tm 




Method 


1 DLinO 1 A. • Via. Iac 




O Lai L 


431 






End 


104 5 






none 






Score 






Exons 


431. .694, 432. .731/ 


,755. . 


838, 


768. .839 


, 783. .839, 839.. 


1030, 




840. .1031, 840. .1031, 923 


. .1045 






Seq. No. 


36898 






Seq. ID 


ujyyu Jib u / . yuuo 


. C4 


n v * 


75932 






Strand 


+ 




O UCti- u 


1 






End 


X \J *i *J 




Name 


OJ990318 07.9C03.C4 


. ol . tw 




Method 


TRLA^TX * Whp^t- 

± LJXJCXkJ X. /\ ■ V V 1 1 CI L. 




O tai L 


443 






End 


7 SS 




GI 


none 






Score 


51 




Exons 


443. .505, 444. .692, 


444 . . 


683, 


446. . 691 


, 708. .755 




o G q . IN o . 


36898 






Seq. ID 


OJ990318^07.9C03 




f^on d Mo 


^75932^ 






^SjLrand . 


+ 




O U,a X ,L. t . . . . 


i. ... 1- . - :: 






. End , 






Name 


OJ990318 0'7.9C03.C4 


. o2. tw 




Method 


TBLASTX: Wheat 






758 






End 


1022 






none 






Score 


77 




Exons 


758. .994, 777. .830, 


870. . 


1022 


, 882. .1019 




C Mr, 

O tS • LN ^ • 


36899 






Seq. ID 


OJ990318_07.9C03 


PS 


P o n o Mo 


75933 






Strand 






u Lai L 


1 






End 


883 




LN C11UC 


OJ990318 07.9C03.C5 


. ol.np 




Method 


AAT/NAP 




J LCll L 


1 






End 


883 




PT 

O X 


4680179 






Score 


377 




Exons 


1..441, 677. .883 












GI - Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




O C v-^ • LNW • 


36899 






Seq. ID 


OJ990318J)7.9C03 


PS 


P o n o Mo 


75933 






Strand 








1 






End 


883 




Name 


OJ990318 07.9C03.C5 


ol .gs 




Method 


GENSCAN 




O L, a X - L. 


24 . . . 






End . : 


. 823 . . . . . , 




GI ' ' . ; 


none 






Score' r : 


-; 6 .:--.-. — 




Exons 


24. .823. 












Qf^ri • Mo 


36899 . 






Seq. ID 


:.OJ990318_07.9C03' 


n s 


HanD Mo 


759^3 ' . 






Strand - 






Start' 


1 






End 


883 




Name 


OJ990318 07.9C03.C5 


ol . tw 




Method 


TBLASTX: Wheat 




Start 


81 






End 


458 




GI 


none 






Score 


266 




Exons 


.81. .458 












Seq. No. 


36900 






Seq. ID 


OJ990318_07. 9C03 


.C6 


Gene No. 


75934 






Strand 


+ 




Start 


641 






End 


817 




Name 


OJ990318 07.9C03.C6. 


ol.gp 




Method 


AAT/GAP 





36563 



Start 


641 


End 


817 






GI 


15870 2.R1084 


Score 


275 






Exons 


641. .817 










GI Descrip. 


' 287403/dbj | D10838 IRICSBE1 8. 


Oe-69 Rice gene for starch 






branching enzyme 1 










Seq. No. 


36901 ' 


Seq. ID 


OJ990.318 


_07.9C03 


.C7 


Gene No. 


75935 


Strand 








Start 


2321 


End 


5337 






Name 


OJ990318 07.9C03.C7.ol.np 


Method 


AAT/NAP 






Start 


2257 


End 


5337 






GI 


6721512 


Score 


120 






Exons 


2257. .2289, 3770. .3831, 3874. 


.3996, 4035. .4151, 


5264 . .5337 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


36901 


Seq. ID 


OJ990318 


_07.9C03 


.C7 


Gene No. 


75935 


Strand 








Start 


2321 


End 


5337 






Name 


OJ990318 07.9C03.C7.ol.gs 


Method 


GENSCAN 






Start 


2321 


End 


2599 






GI 


none 


Score 


.75 






Expns : 


_23.2L, .,2.5^9^ z -™ 










*- - - 

Seq. No. 


36901 


Seq. ID 


OJ990318 


_07. 9C03* 




Gene No. 


75935 


Strand 








Start 


2321 


End 


5337 






Name 


OJ990318 07.9C03.C7.ol.gp 


Method 


AAT/GAP 






Start 


2637 


End 


3062 






GI 


LIB34 34-038-P1-K1-F1 


Score 


534 






Exons 


2637. .3062 










GI Descrip. 


'5257255/dbj IAP000364 .1|AP000364 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 








Seq. No. 


36901 


Seq. ID 


OJ990318 


_07. 9C03 


.C7 


Gene No. 


75935 


Strand 








Start 


2321 


End 


5337 






Name 


OJ990318 07.9C03.C7.o2.gs 


Method 


. GENSCAN 






Start 


3537 


End 


4182 






GI 


none 


Score 


.78 






Exons 


3537. .3688, 3770. .3831, 3878. 


.4182 








Seq. No. 


. 36902 .. 


Seq. ID. 


OJ990318 


07...9C03. 


..C8 


Gene; No.' " 


""7 5936 " : - "* ■ v ' 


Strand' ' 








Start ' • 


7 57 . ' " • 


End ; 


i6i6; 






Name 


' OJ990318 07.9C03.C8.ol'.gs" 


Method 


GENSCAN 






Start • 


757. . ' •• 


-End .. 


1016 ■ 






GI 


none - 


.- Score 


.91* 




4 


Exons 


757. .1016 










Seq. No. 


36902 


Seq. ID 


OJ990318 


J)7 . 9C03 


.C8 


Gene No. 


75937 


Strand 








Start 


1376 


End 


1729 






Name 


OJ990318 07.9C03.C8.o2.gs 


Method 


GENSCAN 






Start 


1376 


End 


1544 






GI 


none 


Score 


.95 






Exons 


1376. . 1544 











36564 




Seq. No. 


36902 




Seq. ID 


OJ990318_07 . 9C03 . 


C8 


Gene No. 


75937 




Strand 






Start 


1376 




End 


1729 




Name 


OJ990318_07 . 9C03 


.C8.ol.np 


Method 


AAT/NAP 




Start 


1382 




End 


1729 




GI 


2992160 




Score 


193 




Exons 


1382 . . 1544, 1684 


. . 1729 








GI Descrip. 


(AB012392) MuDR- 


like element 


[Oryza sativa] 




Seq. No. 


36903 




Seq. ID 


OJ990318 07 . 9C03 . 


C9 


Gene No. 


75938 




Strand 


+ 




Start 


24 




End 


767 




Name 


OJ990318 07.9C03 


. C9 . ol . gs 


Method 


GENSCAN 




Start 


24 




End 


767 




GI 


none 




Score 


.88 




Exons 


24. .98, 624. .767 










Seq. No. 


36903 




Seq. ID 


OJ990318_07.9C03. 


C9 


Gene No. 


75939 




Strand 






Start 


868 




End 


1762 




Name 


OJ990318 07.9C03 


. C9 . o2 . gs 


Method 


GENSCAN 






_;: 




End 


1752 




.GI . J 7. 


none „ . _ . _ ...... 


■ - - - ■ 


. Score, ,._ 


_ 




Exons 


"868. .1752 










Seq. No. 


36903 




Seq. ID 


OJ990318_07.9C03. 


C9 


Gene No. 


75939 




Strand 






Start- 


868 




End 


1762 




Name 


OJ990318 07.9C03 


.C9.ol.np 


Method 


AAT/NAP 




Start 


871 




End 


1762 




GI 


5295971 




Score 


919 




Exons 


871. .1762 










GI Descrip. 


(AB026295) EST D24315 (R17 18 ) 


corresponds to a region of 


the 




predicted gene.; 


Similar to 


Tobacco DNA for retroviral-like 




transposon Tnt 1 


-94. (X13777) 


[Oryza sativa] 




Seq. No. 


36903 




Seq. ID 


OJ990318_07.9C03. 


C9 


Gene No. 


75939 




Strand 






Start 


868 




End 


1762 




Name 


OJ990318 07.9C03 


.C9.ol. ts 


Method 


TBLASTX: Soybean 




Start 


880 




End 


1539 




GI 


none " - . 




Score 


52 .. . . ... 




Exons ' ~\ 


'880. .1116, -950.' 


1078/- 1042; 


1257/; 1168 


. .1368,^ 1169.7 134 £ 






. 1369. .1539" .. 










Seq. No. 


' 36903 




. Seq.- ID 


OJ99031 : 8__07.9C0 : 3; 


C9 


Gene No ; 


"75939- ' ' • 




-..Strand 






Start 


868 




End 


1762 ' ' ' ' 




Name 


OJ990318 07.9C03 


.C9.ol . tc 


Method 


TBLASTX: Cress 




Start 


.887 




End 


1570 




GI 


none 




Score 


87 




Exons 


.887. .1111, 895.. 


1119, 1168.. 


1266, 1169 


. .1267, 1264. .1569, 




1265.. 1339, 1388 


..1570 








Seq. No. 


36903 




Seq. ID 


OJ990318J)7.9C03. 


C9 


Gene No. 


75939 




Strand 






Start 


868 




End 


1762 





36565 



Name 

Start 

GI 

Exons 



OJ990318_07. 9C03.C9.o2.tm Method 
901 End 
none Score 
901. .1125, 902. .1123, 977. .1165 



TBLASTX: Maize 

1165 

144 



Seq. No. 


"D C C\ C\ "D 








Seq. ID 


OJyyOilo 07.9C03.C9 


Gene No. 


*7 C O "3 n 








Strand 




Start 


o/ro 
ODD 








End 


17 62 


Name 


OJ990318 07 


.9C03 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


934 








End 


1347 


H T 


none 








Score 




Exons 


Q *3 A 1 1 m 

yo4 . . l iu / , 


1 1 DO . 


1347, 


1172. 






Seq. No. 


3o9U3 








Seq. ID 


OJyyOJlo 07.9C03.C9 


Gene No . 










Strand 




Start 


boo 








End 


1 1 c o 
1 / DZ 


Name 


uj y yuoio u / 




C9.ol. 


tm 


Method 


1 biiAo i a : Ma i z e 


Start 


1168 








End 


1609 


GI 


none 








Score 


284 


Exons 


1168. .1569, 


1175 


.1609 








Seq,,._No;._ 


„ a69Q3__ 








Seq. ID , 




Gen'e.lNcu. 


J... ..i.7.593.9_..„-. _ 






"Strand 




Start 


'868 : : 








End 


1762~*"'"' 


Name 


OJ990318 07 


. 9C03 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1387 








End 


1740 


GI 


none 








Score 


99 


Exons 


1387. .1560, 


1585. 


.1740 









Seq. No. 36904 
Gene No. 75940 
Start 1 

Name OJ990318_07 . 9C03 . C10 . ol . np 

Start 1 

GI 5295971 

Exons 1..638 

GI Descrip. (AB026295) EST D24 315 (R1718 ) 
predicted gene.; Similar to 
transposon Tnt 1-94. (X13777) 



Seq. ID OJ990318_07.9C03.C10 

Strand 

End 638 

Method AAT/NAP 

End 638 

Score 673 

corresponds to a region of the 
Tobacco DNA for retroviral-like 
[Oryza sativa] 



Seq. No. 


36904 










Seq. ID 


OJ990318_07.9C03 


.C10 


Gene No. 


75940. 










■ Strand 






Start 


1 • 










End ' ; 


' 638 " - *\ 




Name 


OJ9 90318 


_07 


9C03 


C10 


ol . tm. 


. Method 


TBLASTX: Maize : 




Start 


18 ' 










End ' • 


341 " ' 




GI ^ / 


- none- - ■ 










' Score 


52 < . . 




Exons 


18 ".".341, 


28 


.8?; 


"124 


.330' 








Seq. No. 


36904 










Seq. ID 


OJ990318_07.9C03 


.C10 


Gene No. 


75940 










Strand 






Start 


1 










End 


638 




Name 


OJ990318 


_07 


9C03 


C10 


ol . gs 


Method 


GENSCAN 




Start 


24 










End 


562 




GI 


none 










Score 


.58 




Exons 


24. .562 
















Seq. No. 


36904 










Seq. ID 


OJ990318_07.9C03 


.C10 



36566 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

JExon_§_„ 

Seq. "No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



75940 
1 

OJ990318_07. 9C03.C10.ol.ts 
27 

none 

27. .317, 58.-288, 60. .317 

36904 
75940 
1 

OJ990318_07 . 9C03.C10.ol.tw 
90 

none 

90. .548, 100. .276 

36904 
75940 
1 

OJ990318_07.9C03.C10.o2.ts 

357 

none 



Strand 
End 

Method 

End 

Score 



638 

TBLASTX: Soybean 

317 

127 



Seq. ID OJ990318J37. 9C03.C10 

Strand 

End- ' 638 

Method TBLASTX : Wheat 

End 54 8 

Score 62 



Seq. ID OJ990318_07. 9C03.C10 
Strand 

End 638 

Method TBLASTX : Soybean 

End 638 

Score 186 



Seq. ID OJ990318_07.9C03.C12 

Strand + 

End 208 

Method AAT/GAP 

End 208 

Score 362 



36905 
75941 
1 

OJ990318_07 . 9C03 . C12 . ol . gp 
1 

38782_1.R1084 
1. .208 

1 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 36905 

Gene No. 75941 

Start 1 

Name OJ990318_07 . 9C03 . C12 . ol . gs 

Start 72 

GI none 

Exons 72 . . 145 



Seq. ID OJ990318_07.9C03.C12 

Strand + 

End 208 

Method . GENSCAN 

End ' 14 5 

Score . 93 



Seq.. No.. . 36906 . 

Gene . Nov ' 75942 ' *■ - "\ " : "' " ' 
Start'' ■ . 333 

"Name OJ990318_07 . 9C03 . CI 6 . ol . gs 

Start - -333' : - - " \ 

GI none. 

Exons 333. .370, 753. .784 



Seq. ID OJ990318_07.9C03.C16 

Strand' -'*'- •"• v ' v 
End . 784 . . " / ' 

Method GENSCAN 
End -' 784 - • - V • . . " 

.Score ..53- 



Seq. No. 36907 

Gene No. 75943 

Start 400 

Name . OJ990318_07 . 9C03 . C18 . ol . gs 

Start 400 

GI none 

Exons 400.. 489 



Seq. ID OJ990318_07.9C03.C18 

Strand + 

End 489 

Method GENSCAN 

End 489 

Score .95 



36567 



Seq. No. 


36908 




Seq. ID 


Gene No. 


75944 




Strand 


Of a 


O 0 ^ 






Name 




. gs 




Start 


ooz 




Lna 


bl 


none 




Score 


Exons 


OpO QQ1 1 Tflfl 1 ?7^ 






Seq. No. 






c orr t n 
oeq . x u 


Gene No . 


/ D J H H 




Strand 


Start 


882 




End 


Name 


OJ990318 07 .9C03.C20.ol 


■ gp 


Method 




1165 




End 


bl 


38782 1.R1084 




Score 


Exons 


1165. .1659 






iai uescrip. 


» 606964 3/dbj IAP000616.1 


IAP000616 0.0e+i 




DNA, chromosome 6, clone : P0514G12 ' 


Seq. No. 


36908 




Seq. ID 


Gene No. 


75945 




Strand 


Q -|- -j v-4- 

btan 


1817 




End 


.Name, 


,„ JM9.£0JA8..,i^ 






.,Start. . „ ■ . 


. . xhl 7. /.. . _ „„ 






bl 


none ' 




Score 


Exons 


1817.. 2740 






beq . no . 


36908 




Seq. ID 


Gene No. 


75945 




Strand 


Start 


1817 




End 


Name 


OJ990318 07.9C03.C20.o2 


.np 


Method 


b tar r 


1956 




End 


T 

bl 


6002794 




Score 


Exons 


1956. .2737 






GI Descrip. 


(AF149813) unknown [Oryza sativa] 


beq . no . 


36908 




Seq. ID 


Gene No. 


75946 ' 




Strand 


Start 


1 




End 


Name 


OJ990318 07.9C03.C20.ol 


.np 


Method 


btart 


1 




End 


bl 


6907088 




Score 


Exons 


. .1.. .124, 267. .5.05, 681. . 


818 . ... 




GI' 'Descrip". 


' • (AP0pli29> hypothetical *"protein"- r [ Oryza 


beq . no . 


36909 ' " ' 




"Seq: ID 


Gene No. 


7 594-7 . 




Strand .... 


Start 


' 1 




"End 


Name 


OJ990318 07.9C03.C21.ol 


.np 


Method 


btart 


1 




End 


bl 


4680179 




Score 


Exons 


1..1012, 1115.. 4532 






GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa si 


Seq. No. 


36909 




Seq. ■ ID 


Gene No. 


75947 




Strand 


Start 


1 




End 


Name 


OJ990318 07.9C03.C21.o8 


.tw 


Method 



+ 

1659 
GENSCAN 
1373 
.94 



+ 

1659 
AAT/GAP 
1659 
812 



+ 

2740 

J2ENSCAN 

214 0. 
.71 



+ 

2740 
AAT/NAP 
2737 
1258 



.818 

AAT/NAP 

818 

536 



OJ990318 07 . 9C03.C21 



7384 
AAT/NAP 
4532 
4535 



+ 

7384 

TBLASTX: Wheat 



36568 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



175 
none 
175.. . 552 

36909 
75947 
1 

OJ990318JD7, 

433 

none 

433. .834 



9C03.C21.o6.tm 



End 
Score 



552 
266 



Seq. ID OJ990318_07.9C03.C21 

Strand + 

End 7384 

Method TBLASTX: Maize 

End 834 

Score 240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
j3ejne_Np_. 
S.tar.t , ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ... 
Exoris " 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI . 
Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



36909 
75947 
1 

OJ990318_07, 

1143 

none 

1143. .1256, 

36909 

-7.5947 

..1... _ .;. ........ 

OJ990318_07 . 

1150 

none 

1150. . 1371, 

36909 
75947 
1 

OJ990318_07 . 

1567 

none 

1567. .1764, 



36909 
75947 
1 

OJ990318_07. 
1695 
none. . 
r 1695v,2147,' : 

36909 
75947 
1 ■ ' 

OJ990318_07. 

1765 

none 

1765. .2232, 

36909 
75947 
1 

OJ990318_07. 
1987 



9C03.C21.o7.tm 



1144. .1467 



9C03.C21.o7.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

J3.tr arid... 
.End , . ... 

Method 

End 

Score 



OJ990318_07.9C03.C21 
+ 

7384 

TBLASTX: Maize 

1467 

206 



OJ990318_07.9C03.C21 

. ^ ^ 

?7384 TT .SZ ~;L 

TBLASTX: Wheat 

1554 • 

166 



1150. .1203, 1194. .1304, 1380. .1499, 1384. .1554 

Seq. ID OJ990318_07.9C03.C21 

Strand + 

End 7384 

9C03 . C21 . 08 . tm Method TBLASTX : Mai ze 

End 1764 

Score 201 

1617. .1763 ' 



9C03.C21.o4.tw 



.Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ990318_07.9C03.C21 
+ 

7384 

TBLASTX: Wheat 
2178 

524 . 



1696 .". 2178 - 



9C03.C21.o3.tm- 



1837. .2013 



9C03.C21.o2.np 



Seq. ID OJ990318_07.9C03.C21' 

Strand + . 

End 7384 ' a . 

Method TBLASTXjPai'ze 

End 2232 

Score 383 



Seq. ID OJ990318_07.9C03.C21 

Strand + 

End 7384 

Method AAT/NAP 

End 7384 



36569 



GI 5777623 Score 1230 

Exons 1987.. 2027, 5015.. 5196, 5446.. 5601, 5779.. 6272, 7087.. 7384 

GI Descrip. (AJ245900) CAA303711.1 protein [Oryza sativa] 



Seq. No. 36909 Seq. ID 

Gene No. 75947 Strand 

Start 1 End 

Name OJ990318_07 . 9C03 . C21 . ol . ts Method 

Start ' 2119 End 

GI none Score 
Exons 



OJ990318_07 . 9C03.C21 
+ 

7384 

TBLASTX : Soybean 

2514 

56 



2119. .2151, 2119. .2151, 2155. .2514, 2271. .2486 



Seq. No. 36909 Seq. ID 

Gene No. 75947 Strand 

Start 1 End 

Name OJ990318_07 . 9C03 . C21 . 06 . tw Method 

Start 2227 End 

GI none Score 

Exons 2227.. 2523, 2271.. 2486 



OJ990318_07.9C03.C21 
+ 

7384 

TBLASTX: Wheat 

2523 

349 



Seq. No. 36909 Seq. ID 

„Gene_No .75,947 _ Strand. . . 

S.tar.t ■ - .... 1..... , End..'; 

Name OJ990318_07 . 9C03 . C21 . o5 . tm Method 

Start 2248 End 

GI none Score 

Exons 2248.. 2595, 2280.. 2450 



OJ990318_07.9C03.C21 

? t t . 

TBLASTX : Maize 

2595 

292 



Seq. No. 36909 

Gene No. 75947 

Start 1 

Name OJ990318_07 . 9C03 . C21 . o2 . tw 

Start 2530 

GI none 

Exons 2530.. 2955, 2538.. 2903, 2587. 



Seq. ID OJ990318_07.9C03.C21 

Strand + 

End 7384 

Method TBLASTX : Wheat 

End 2955 

Score 592 
.2940, 2591. .2953 



Seq. No. 36909 Seq. ID 

Gene No. 75947 Strand 

Start .1 ' End 
Name OJ990318_07 . 9C03 . C21 . o3 . ts Method 

Start 2536 End 

GI . . none ~ . . Score . . 

'Exons ' r 2536. .'2781 r ■ ■ """ • '-■ 



OJ990318_07.9C03.C21 
+ 

7384 

TBLASTX: Soybean 
2781 

202. • 



Seq. No. ' . 36909 ' " *' Seq. ID 

Gene No. 75947- . ' / Strand 

Start ' 1 - , .*"."■'"" End' 

Name OJ990318_07. 9C0'3 . C21 . o2 ,-tm Method 

Start 2602 .. End 

GI none Score 

Exons 2602.. 2955, 2604.. 2918 

Seq. No. 36909 Seq, ID 

Gene No. 75947 Strand 

Start 1 End 

Name OJ990318_07 . 9C03 . C2 1 . o3 . tw Method 

Start 2998 End 



OJ990318_07.9C03.C21 

+ ' ....... 

7'38'4 ' 

TBLASTX : Maize 

2955 

461 



OJ990318_07.9C03.C21 
+ 

7384 

TBLASTX: Wheat 
3522 



36570 



GI 

Exons 



none 

2998. .3522, 



3150. .3518 



Score 



580 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

..Name,., \ ;.. 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



36909 
75947 
1 

OJ990318_07, 

3229 

none 

3229. .3402, 

36909 
75947 
1 

OJ990318_07. 

3315 

none 

3315. .3569, 

36909 
75947 
„,1_ 

^990318^07.. 
3370 
none 

3370. .3660, 

36909 * 

75947 

1 

OJ990318_07. 

3529 

none 

3529. .4155, 

36909 
•75947 
1 

OJ990318_07. 

3708 

none 

.3708. .3860,. 
'4086. v 4'2 95'/ ' 

36909 
75947 . 
1 

OJ990318_07. 

4155 

none 

4155. .4424, 

36909 
75947 
1 

OJ990318_07. 
4315 



9C03.C21.ol.tc 



Seq. ID OJ990318_07.9C03.C21 

Strand + 

End 7384 

Method TBLASTX : Cress 

End 354 6 

Score 101 



3250. .3402, 3403. .3546, 3405. .3530 



9C03.C21.o2.ts 



3322. .3567 



SC03...C.2,l...o..4... tra" 



3381. .3656 



9C03.C21.ol.tw 



3585. .4031, 3634, 



9C03.C21.ol.tm 



3712... 3870, 3717. 
4 210. .43 05- 



9C03.C21.o5.tw 



4156. .4488, 4318. 



9C03.C21.o9.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
_End_ 
.'.Method.... 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4104 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_07.9C03.C21 
+ 

7384 

TBLASTX: Soybean 

3569 

288 



OJ990318_07.9C03.C21 
+ 

.7384 ^ 



..TBLASTX : Maize.. 
3660 ' 
362 



OJ990318_07.9C03.C21 
+ 

7384 

TBLASTX: Wheat 

4155 

672 



OJ990318_07.9C03.C21 
+ 

7384 

TBLASTX: Maize 

4305 

79 



,38.6.3, 3868.. 4305, 38 68 . . 4.137 



Seq. ID 
Strand 
End ' " „ 
Method 
End 
Score 
.4467 



OJ990318_07 . 9C03.C21 
+ . 

.7384 

TBLASTX: Wheat 

4488 

372 



Seq. ID OJ990318_07.9C03.C21 

Strand + 

End 7384 

Method TBLASTX : Mai ze 

End 4473 



36571 





GI 


none 


Score 


1 Q Q 

loo 




Exons 


. .44 / 6 








Seq. No. 


joy lu 


beq. lu 


^ TQQmi q m Qpn^ coo 




Gene No . 


75948 


Strand 


+ 




Start 


334 


End 


6260 




Name 


OJ990318 07.9C03.C22.ol.gp 


Method 


AAT/GAP 




Start 


334 


End 


847 




GI 


38782 1.R1084 


Score 


769 




Exons 


334. .847 








GI Descrip. 


'6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 






DNA, chromosome 6, clone : P0514G12 • 






Seq. No. 


36910 


Seq. ID 


OJ990318_07.9C03.C22 




Gene No. 


75948 


Strand 


+ 




Start 


334 


End 


6260 




Name 


OJ990318 07.9C03.C22.ol.gs 


Method 


GENS CAN 




Start 


468 


End 


6260 . , 




GI 


none 


Score 


.■48 




Exons 


468. .516, 2870. .3049, 4705. 


.4785, 4963 


..5035, 5543. .5713, 






6180.. 6260 






— — 


"..Seq..., No;.;. 


3.691Q. .... 


jseq.,/iD;. 


SS> 039.0 3.18_0Z. 9C0.3 „Q22 






75948 


" Strand 


+ 


ss. 


Start 


334 


End 


6260 




Name 


OJ990318 07.9C03.C22.o2.gp 


Method 


AAT/GAP 


?! 1 


Start 


5083 


End 


5480 




GI 


uC-osf Icypl72a09al 


Score 


595 


~ ST 


Exons 


5083. .5480 






IS ^ 


GI Descrip. 


*5803242/dbj | AP000399 . 1 1 AP000399 l.Oe- 


35 Oryza sativa genomic 



DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


36910 


Seq. ID 


OJ990318 


_07 


9C03 


.C22 


Gene No. 


75949 


Strand 


+ 








Start 


12122 


End 


13429 








Name 


OJ990318 07.9C03.C22.o3.gs 


Method 


GENSCAN 








Start 


12122 


End 


13372 








GI 


none 


Score 


.71 








Exons 


12122. .12662, 12875 .. 13002, 


13169. .13372 








Seq. No. 


36910 


Seq. ID 


OJ990318 


_07 


9C03 


.C22 


Gene .No. 


.75949 


. Strand . 


+ " 








Start ■ -""v" : 


•12122 ■ 


; End - 


1-34 29 








•Name . 


OJ990318 .07.9C03.C22.o3.np . 


Method . 


AAT/NAP* 








Start 


12809 


" End 


13429 . 










- 5902445 


- Score . - 


"526 








.Exons p 


12809. .13429 • 












GI Descrip. 


(AB030283) GAG-POt precursor 


[Oryza sativa] 








Seq. No. 


36910 


Seq. ID 


OJ990318 


_07. 


9C03 


.C22 


Gene No. 


75950 


Strand 










Start 


3125 


End 


5746 








Name 


OJ990318 07.9C03.C22.ol.np 


Method 


AAT/NAP 








Start 


3125 


End 


5746 








GI 


5922623 


Score 


193 








Exons 


3125. .3212, 4806. .4881, 5049 


..5202, 5661. .5746 








GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 









36572 



gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 36910 
Gene No. 75951 
Start 6793 

Name OJ990318_07 . 9C03 . C22 . o2 . gs 

Start 6793 
GI none 

Exons 6793.. 6860, 6998.. 7083, 7321, 

8612. .8694, 9329. .9465, 9702, 
11370. .11439 



Seq. ID OJ990318_07.9C03.C22 
Strand 

End 12594 
Method GENSCAN 
End 11439 
Score .84 

.7381, 7788.. 7968, 8084.. 8173, 
.9815, 10046. . 10124, 10424 .. 10594 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.GL.Descrip. 



36910 
75951 
6793 

OJ990318_07. 9C03.C22.o2.np 

7732 

4581150 



Seq. ID OJ990318_07.9C03.C22 
Strand 

End 12594 

Method AAT/NAP 

End 12594 

Score 1021 



7732. .7883, 8080. .8185, 8633.-8694, 8775. .8874, 8960. .9081, 
9166. .9237, 9329. .9434, 9535. .9601, 9702. .9815, 1004 6 .. 10124 , 

.. (AC00.69.L9.), .hypothetical .protein... [Axab.idpps.is .thalianaj 



Seq. No. 36910 Seq. ID 

Gene No. 75951 Strand 

Start 6793 End 

Name OJ990318_07 . 9C03 . C22 . ol . tm Method 

Start 8083 End 

GI none Score 

Exons 8083.. 8172, 8084.. 8173, 8084. 

8616. .8696, 8643. .8687, 8773. 

8983.. 9012, 8987.. 9019, 9020. 

9028. .9093, 9161. .9235, 9176. 

9326.-9352, 9328.. 9351, 9330. 



OJ990318_07.9C03.C22 
12594 

TBLASTX: Maize 

9353 

79 



,8173, 8612.. 8689, 

,8916, 8775.. 8903, 

,9091, 9027.. 9092, 

,9238, 9177.. 9239, 

,9353 



8612. .8656, 
8776. .8916, 
9027. .9092, 
9178. .9240, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
..GI 

' Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990318 07.9C03.C22 



36910 Seq. ID _ 

75951 Strand 
6793 End 12594 

OJ990318_07 . 9C03 . C22 . o3 . gp Method AAT/GAP 
8574 End 9215 

2428646. . ■ - . : . - ■ Score. . 614 

8574T.8694", 8775; .8 902, 8982-:";-909i, : "'9179 . v9215 : ' " * v 
. 4 581150/gb|AAD24 63.4 . 1 1 AC006919_12 1.0e-12 (AC006919) 
hypothetical protein [Arabidbpsis thaliana] 



36910' " 

75951 

6793 

OJ990318JD7 . 9C03 . C22 . ol . ts 

8782 

none 

8782. .8835, 8987. .9091, 9010. 



Seq. ID QJ990318_07.9C63.C22 
Strand" 

End' 12594 

Method TBLASTX : Soybean 

End 10119 

Score 88 

.9093, 9176. .9238, 9177. .9242, 



9333..9446, 9334. .9444, 9520. .9609, 9520. .9603, 9701. .9817, 
9702. .9815, 10045. .10119 



Seq. No. 



36910 



Seq. ID OJ990318 07.9C03.C22 



36573 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 

.Name_ 

Start... 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



75951 
6793 

OJ990318_07. 9C03.C22.ol.tc 

9034 

none 

9034.. 9057, 9182.. 9238, 9333. 
9701. .9817, 11368. .11505 



36910 
75951 
6793 

OJ990318J37. 

9354 

none 

9354. .9437, 
9679. .9792, 



Strand 
End 

Method 

End 

Score 



12594 

TBLASTX :'Cress 

11505 

105 



9C03.C22.o3.tm 



9354. .9476, 
9701. .9814, 



9355. 
9702. 



94 4 9, 9334. .9456,- 9526. .9606, 



Seq. ID OJ990318_07.9C03.C22 
Strand 

End 12594 
Method TBLASTX : Mai ze 
End 10116 
Score 96 

.9456, 9526.. 9606, 9533. .9595, 
.9815, 9702.. 9818, 1004 1 10109, 



10045. . 10116, 10048. .10110 

36910 
75951 
67 93 

■10.4.13 .... . ..... \\1 

none 



Seq. ID 

Strand 

End 

J4e£hpcL_ 
: .En<±.-.. . \ 
Score 



OJ990318 07.9C03.C22 



12594 
„ TBLASTX :,Sp,ybe a.n„ 

./jL2268._.„; „; 

73 



10413. . 10595, 10428. .10601, 10432. 
11368. .11505, 12103. .12267, 12104. 



10602, 11366. . 11503, 
12268 



36910 
75951 
6793 

OJ990318_07. 9C03.C22.o4 . tm 
10422 



none 
10422, 
11368, 
12104 , 



10601, 10423 
11505, 11368. .11490, 
12271 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10602, 11364 
11369 



OJ990318 07.9C03.C22 



12594 

TBLASTX: Maize 
12271 
141 

11447, 11366. .11494, 
11491, 12103. .12267, 



Seq. No... 36910 

Gene No. 75951 

Start 6793 

Name OJ990318_07 . 9C03 . C22 . o2 . tc 

Start ... . 12107 ...... . _ . . , .. 

GI * none - ' - •'- -• ■ 

Exons ;' . ' 12107 .. 12271, 12109 V. 12267. 

Seq. ■ No. ■ 36910 - . ■■ , ; - - * ■ . . : 

"Gene No. -75952 ' 

Start ' 12865 

Name OJ990318_07 . 9C03 . C22 . ol . tw 

Start 12865 

GI none 

Exons 12865. . 13074, 12873 .. 13073, 
13094. .13213 



Seq. ID OJ990318_07.9C03.C22 
Strand 

End 12594 

Method TBLASTX: Cress 

End . .122 71 , . .. . 

"Score*- 120"-'' ' •"■ ' *' "- : 



Seq, ID ; OJ99031-8_07 . 9C03-.C22 

■ : .'Strand " ." : 

End 13243' " " " 

Method TBLASTX : Wheat 

End 13213 

Score 218 
12874. .1307 4, 13054. .13212, 



Seq. No. 
Gene No. 
Start 



36910 
75952 
12865 



Seq. ID OJ990318_07.9C03.C22 
Strand 

End 13243 



36574 



Name 


n.TQQPl^lft 07 QPO^ C99 


n9 tm 


Method 


TBLASTX : 


Mai ze 




C+- a r~ f 


1 OOOC ~~ 
1Z00O 




End 


13243 






ol 


none 




Score 


204 






U 1 \r /~\ T"1 e 




i ^nftn 


13054. .13215, 13094 


. . 13243 




Seq. No. 


36910 




Seq. ID 


OJ990318 


_07.9C03 


.C22 


Gene No. 


75953 




Strand 








O L.CLJ- U 


13214 




End 


13416 






Name 


n.TQQn^i a m Qrn^ coo 


P)0 4- w 
. UZ. • L W 


Method 


TBLASTX: 


Wheat 






1 TO 1 / ~~ 
1 JZ 1 *i 




End 


13416 






CT 

Ol 


none 




Score 


206 






Exons 


1^914 1 ^4flfi 1 ??40 


. X _> t. o / , 


13241. .13411, 13312 


13416 




oeq. in o . 


joyii 




Seq. ID 


OJ990318 


_07.9C03 


. C23 


Gene No. 


75954 




Strand 


+ 






Start 


163 




End 


6536 






ln dint; 


OJ990318 07.9C03.C23 


. ol . gs 


Method 


GENSCAN 








163 




End 


6536 








none 




Score 


.41 








163. .309, 314. .543, 


1949. .2086, 2475. 


.2711, 2873. .3042, 






3644.. 3768, 5048.. 5179, 6412 


. .6536 








C nrr NT /-> 

o eq . 1NO ..... .... 


36.9.11-.. „ ■"„ _ 




_ Seq . ID 


....QJ9.9Q3.18 


3Y..9C.03 


^C23 


fern d NT 


75954 




'Strand 


+ 






Start 


163* 




End 1 


6536 






Name 


OJ990318 07.9C03.C23 


.ol.gp 


Method 


AAT/GAP 






Of- -a y-4- 


272 




End 


392 






C T 


nP-^of 1 M9H90Q 1 HHRV-nI 
UL OSIirJ^UZUO 1DU jDI 




Score 


195 






Exons 


272. .392 












ol UcbLlip. 


1 4 581150/gb|AAD24 634 


.1IAC006919 12 1. 


De-12 (AC006919) 






hypothetical protein 


[Arabidopsis thaliana] ' 






Seq. No. 


36911 




Seq. ID 


OJ990318 


_07.9C03 


.C23 


Gene No. 


75954 




Strand 


+ 






O LClX. L 


163 




End 


6536 






Name 


OJ990318 07.9C03.C23 


.o2.gp 


Method 


AAT/GAP 








650 




End 


1120 






ol 


3106574 




Score 


5'4 3 






EjAUIIo 


650. .816, 901. .970, 


1039. .1120 








Seq. No. 


36911 




Seq. ID 


OJ990318 


_07.9C03 


.C23 


Gene No. 


75954 




Strand 


+ 




— ; 


O Lul. L 


163 ' - - ' ~ 




' End 


- 6536 7; 






,Name 


OJ9903.18 07..9C03..C23 


,.o4 . gp 


Method 


AAT/GAP 






Cf a r'f ' 


4451 ;' 




- End 


' 4946 






>T 

o 1 • '* 


none 




Score . 








IT 1 /~\ r^i o 


'4451 . .4946 












Seq. No. 


36912 




Seq. ID 


OJ990318 


_07.9C03 


.C24 


Gene No. 


75955 




Strand 








Start 


1660 




End 


1756 






Name 


OJ990318 07.9C03.C24 


. ol . gs 


Method 


GENSCAN 






Start 


1660 




End 


1756 






GI 


none 




Score 


.52 






Exons 


1660. .1756 












Seq. No. 


36913 




Seq. ID 


OJ990318 


_07.9C03 


.C25 



36575 





Gene No. 


75956 


Strand 












Start 


/ D 


LjI 1U 


*j \j ~> 










Name 


ujyyujio u / . ytuj . l^. o .01 . gs 


Mo i~ hnrl 
lit: L l IUU 


O Hi LN O V^iT-LN 










Start 


/ o 


FnH 

Hi I IvJ. 


-J U »J 










GI 


none 














Exons 


1^ 9 R 7 4^1 














beq. no. 


joyij 


O C ^ . -L U 


OJ990318 


07 . 


. 9C03. 


C25 




Gene No. 


75957 


Strand 












Start 


1229 


End 


1830 










Name 


ujyyujio u / . yuu j . 0 . 01 . np 




AAT /MAP 










Start 




FnH 


1 Q^n 

10 JU 










GI 


c 0 c 0 n q ^ 
ooozuy-3 


C /-~> /-\ -k~ 0 


*j 0 










Exons 


1 OOQ 1*5/1 1QHQ 1 Q"3n 














GI Descrip. 




£3 ^ t" 1 1 












beq. no. 




0 C ^-J • X u 


w u zj _/ w j x \) 


07 . 


. 9C03 . 


C26 




Gene No. 


75958 


Strand 












Start 


1596 


End 


2070 










Name 


OJ990318 07.9C03.C26.ol.gp 


Method 


AAT /GAP 










Start 


1596 


End. 


2070 










. „ GI _ _ .._ 


_LJ a 3A3.2 -J 0.5.5 - JPIjzKI - D8 . „ 


„Sj?pxe.„ 


_73Q,_ 










... Exons; 


...15^6., , 2 07 0 












' f T 


GI Descrip. 


'5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 f 










? : ; 


; .Seq. No. 


36915 


Seq. ID 


OJ990318 


_07, 


.9C03. 


C28 




: Gene No. 


75959 


Strand 












Start 


142 


End 


672 








hi 


Name 


OJ990318 07.9C03.C28.ol.gs 


Method 


GENS CAN 








=== 


Start 


142 


End 


672 








i y 


GI 


none 


Score 


.99 










Exons 


142. .292, 391. .672 














Seq. No. 


36916 


Seq. ID 


OJ990318 


_07, 


.9C03. 


C30 




Gene No. 


75960 


Strand 


+ 








? ~ 


Start 


59 


End 


539 








%J 


Name 


OJ990318 07.9C03.C30.ol.gs 


Method 


GENSCAN 










Start 


59 


End 


539 










GI 


none 


Score 


.59 










Exons 


59. .539 














beq. wo. 


36917 - ' - -■ 


vv ; Seq'. " ID' 


' OJ9903T8 


"■07 : 


/9C03 : 


r C33 : 7 




Gene No. - 


75961 * : 


Strand 


, + 










Start 


224 • 


" End 


652 










Name . 


OJ990318 07-.-9C03.C33.ol.gs 


Method 


GENSCAN- 










Staxt . . - 


224 . 


. /End.' 


652 










GI ' 


none 


• Score 


'.41' 










Exons 


224. .249, 523. .652 













Seq. No. 36917 Seq. ID OJ990318_07 

Gene No. 75961 Strand + 

Start 224 End 652 

Name OJ990318_07.9C03.C33.ol.np Method AAT /NAP 

Start 390 End 504 

GI 6721512 Score 32 

Exons 390.. 504 



9C03.C33 



36576 



GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 36918 

Gene No. 75962 

Start 1 

Name OJ990318_07 . 9C03 . C34 . ol . np 

Start 1 ' 

GI 2501764 

Exons 1 . . 147, 705. . 958 

GI Descrip, (U69173) calmodulin-like domain protein kinase isoenzyme beta 
[Glycine max] 



Seq. ID OJ990318_07.9C03.C34 

Strand + 

End 958 

Method AAT/NAP 

End 958 

Score 313 



Seq. No. 36918 

Gene No. 75962 

Start 1 

Name OJ990318_07 . 9C03 . C34 . ol . ts 

Start 57 

GI none 
Exons 



Seq. ID OJ990318_07.9C03.C34 

Strand + 

End 958 

Method TBLASTX : Soybean 

End 874 

Score 143 



57. .140, 58. .150, 62. .148, 699. .872, 728. .874, 756. .872 



Seq. No. 36918 

. Ge.ne_NQ, X5J62 _ . 

..start.... ,;. ... i;.. .. . .;. ... 

Name OJ990318_07 . 9C03 . C34 . ol . gs 

Start 58 

GI none 

Exons 58.. 147, 705.. 872 



Seq. ID OJ990318_07.9C03.C34 

_S£rang! „+ 

...End .J .., 958 1 

Method GENSCAN 

End 872 

Score .98 



Seq. No. 36918 

Gene No. 75962 

Start 1 

Name OJ990318_07 . 9C03 . C34 . ol . tc 

Start 60 

GI none 
Exons 



Seq. ID OJ990318_07.9C03.C34 

Strand + 

End 958 

Method TBLASTX: Cress 

End 872 

Score 125 



60. .140, 61. .150, 699. .872, 756. .872 



Seq. ID OJ990318_07.9C03.C34 
Strand + 

958 

AAT/GAP 
872 

337 .... 



End 

Method 
End 
Score . 



Seq. No. 36918 
Gene No. 75962 
Start 1 

Name OJ990318_07 . 9C03 . C34 . ol . gp 

Start 100 
.GI . 15651_1.R1084 

Exons : • -~'1'00": . 147,- 7'05/v872 ' ■ /: " •• '- . ' rj ~ ■ ' ■ 

GI Descrip. ". ' 116054/sp| P28583 | CDPK_SOYBN 4 . Oe-72. CALCIUM-DEPENDENT PROTEIN 
' " KINASE SK5 (CDPK) >gi_280393_pir__A437 13 calcium-dependent 

- . • protein kinase .(EC 2.7.1..-) - soybean ->gi_l 699-31 ; (M64987). 

• Glycine max calcium dependent protein kinase mRNA. [Glycine 
max] 1 " ' 



Seq. No. 36918 . " 

Gene No. 75962 
Start. .1 

Name OJ990318_07 . 9C03 . C34 . ol . tm 

Start 672 

GI none 

Exons 672.. 860, 675.. 860 



Seq. ID OJ990318_07.9C03.C34 

Strand + 

End 958 

Method TBLASTX : Maize 

End 860 

Score 255 



36577 



Seq. No. 36919 Seq. ID 

Gene No. 75963 Strand 

Start 1 End 

Name OJ990318_07 . 9C03 . C36 . ol . np Method 

Start 1 End 

GI 5902448 Score 

Exons 1..30, 437.. 773 
GI Descrip. (AB030283) orf3 [Oryza sativa] 

Seq. No. 36919 Seq. ID 

Gene No. 75963 Strand 

Start 1 End 

Name OJ990318_07 . 9C03 . C36 . ol . gs Method 

Start 343 End 

GI none Score 

Exons 343.. 622, 647.. 826, 878.. 1016 



OJ990318_07.9C03.C36 

1016 
AAT/NAP 
773 
116 



OJ990318_07.9C03.C36 

1016 
GENSCAN 
1016 
.68 



Seq. No. 
Gene No. 
Start 
Name 

^S.taxt,-.™ 
Exons 



36920 
75964 
54 

OJ990318_07 . 9C03 . C37 . ol . gs 
54 ■ ... ; ■ 



none. 

■54. .156 



Seq. ID 

Strand 

End 

Method 

JEad 

Scqre. >„ . 



OJ990318_07 . 9C03 .C37 
+ 

156 

GENSCAN 

_i56 . ... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36921 
75965 
488 

OJ990318 

488 

none 

488. . 636 



07. 9C03.C38.ol.gs 



Seq. ID OJ990318_07.9C03.C38 

Strand + 

End 948 

Method GENSCAN 

End 636 

Score .91 



Seq. No. 36921 Seq. ID 

Gene No. 75965 Strand 

Start 488 End 

Name OJ990318_07 . 9C03 . C38-. ol . gp Method 

Start 520 ' End 

GI 94945_1.R1084 Score 

Exons 520.. 948 

GI Descrip. ? 4 521194 /dbj | AB013613 . 1 | AB013613 1.0e-132 Oryza sativa DNA, 

centromere sequence RCB11' , ■ ... .... 



OJ990318_07.9C03.C38 
+ 

948 

AAT/GAP 
948 
582 



Seq. No.."' 36922 .. . • ' " 

Gene No. 75966 

Start • " 8 • • - • "■■ ■ - 

Name ' , . ' OJ990318_07 .9C03-.C39.ol.gs 

Start '8 

GI none 

Exons 8 . . 108, 416. . 557 



.Seq. ID. 

Strand 

End .* 

Method 

End 

Score 



OJ99.0318_07 . 9C03 . C39 
557. 

GENSCAN 
557 
.43 " 



Seq. No. 36923 Seq. ID 

Gene No. 75967 Strand 

Start 60 End 

Name OJ990318_07 . 9C03 . C4 2 . ol . gs Method 

Start 60 End 

GI none Score 



OJ990318_07.9C03.C42 

+ 

632 

GENSCAN 

632 

.97 



36578 



Exons 


bU . . boZ 










Seq. No. 


36924 




Seq. ID 


OJ990318_07.9C03 


.C46 


Gene No. 


75968 




Strand 


+ 




btart 


y y 






I 1 

I I Do 




Name 


ujyyujio u / . yuu j . o . ox . 


gs 


Metnoa 






btart 


y y 






I 1 CO 

I I 3 O 




Gl 


none 




Score 


. O 4 




v £7* 


qq 997 £9£ 099 1D4R 


* J. IjO 








Seq.' No. 


36925 




Seq. ID 


OJ990318_07.9C03 


.C47 


Gene No. 


75969 




Strand 


+ 




b tart 


1 0 




rjna 


1 34 3 




Name 


vjjyyuoio u / . youo . 1^4 / . 01 . 


gs 


Method 


(jfciJNbUAN 




btart 


1 c 






1 3 4 3 






none 




Score 






Exons 


ID. . J. Oft 0 










Seq. No. 


36926 




Seq. ID 


OJ990318_07.9C03 


.C48 


Gene No. 


75970 




Strand 


+ 




btart 


/ 




bna 


1 A H A 
14/4 




Jtfame, ■ — 







_Methpxl 


CjhNbUAlN . 




Starts _ 




- ....s 


T~i J 

_.bn.a . 


A AH A 

,14./ 4 „ _ - 




GI 


none 




Score 


. O 3 




Exons 


/ . . jj, d4j, . iuoo,. iuy4.. 


14 1 4 








Seq. No. 


36926 




Seq. ID 


OJ990318_07.9C03 


.C48 


Gene No. 


75971 




Strand 






Start 


O A 1 Q 
Z 4 1 J 






9 "7 C 9 
O / OZ 




Name 


n tqq^qi d m Qr^n 9 r 1 a q ^ 0 

ujyyuoio u / . ynjo . 0 . 0/ . 


gs 


Method 






Start 


z4 lo 




End 


3 / OZ 




GI 


none 




Score 


. 33 




Exons 












Seq. No. 


36926 




Seq. ID 


OJ990318_07.9C03 


.C48 


Gene No. 


75972 




Strand 






btart 


• CI f|/| 

3 1U4 




XT' „ _3 


3 0/0 




Name 


ujyyujio u / . ynj j . L4 0 . oz . 


-4- m 

tm 


Metnoa 


I biiAb 1a : Mai ze 




Start 


1 




_ _j 
Lna 


Q Q "3 
OOO 




t 

bl 


none 




Score 


04 




Exons 


1 . . 3 4 , 4 . . 3 4 / DlZ . . OOJ, 


DO 1 . . 


01 0 an 1 

O 1 0 , O / 1 . 


Q 9 T 




Seqr'No.';' 


''36926 " :'• ~" " r -' '• : • 




Seq. ID 


OJ990318^07 ; 9C03. 


.'C4 8 


Gene No. . 


" '75972 




Strand.- 






btart 


5104 




End 


c O ~7 Q • 
30/0 




Name - - 


. OJ990318 "0-7. 9C03.C48.ol. 




Method- 


TBLASTX : Soyoean ■ 




Start 


777* 




End * ' . ' - 






GI 


none ' 




Score 


CO ' 

3Z 




Exons 


777. .806, 927. .1055, 1164. .1274, 1181. 


i 9 n 9 




beq . ino . 


36926 




Seq. ID 


OJ990318_07.9C03 


CA ft 


Gene No. 


75972 




Strand 






Start 


5104 ' 




End 


5378 




Name 


OJ990318 07. 9C03.C48.ol. 


tm 


Method 


TBLASTX: Maize 




Start * 


870 




End 


1440 




GI 


none 




Score 


41 




Exons 


870. .899, 873. .908, 909. 


.1061 


, 926. .1060, 1176. .1259, 





36579 



1179. .1295, 1181. .1285, 1351. .1383, 1375. .1440 



Seq. No. 36926 

Gene No. 75972 

Start 5104 

Name OJ990318_07 . 9C03 . C48 . o3 . gs 
Start "•■ 5104 

GI none 

Exons 5104.. 5137, 5332.. 5378 



Seq. ID OJ990318J37. 9C03.C4* 
Strand 

End 5378 

Method GENSCAN 

End 5378 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



,.S£q,._No. ? _„ 
.Gene No ...... ... 

Start 

Name 

Start 

GI 

Exons 



36927 
75973 
849 

OJ990318JD7. 9C03 . C4 9 . ol . np 
849 

2130158 
849. .1072 

hypothetical protein 75 
gi | 902262 |emb| CAA60327 | 
gil 902309|emb|CAA60373| 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_ 
+ 

1072 
AAT/NAP 
1072 
142 



07.9C03.C49 



- maize chloroplast 
(X86563) ORF75 [Zea mays] 
(X86563) ORF75 [Zea mays] 



_3 .6.9,21 - _T- :™_S£q.v..JLP„ 

.75974. „.,..„ . , ' S.trand 1' 

1366 End 

OJ990318J37. 9C03 . C4 9 . ol . gp Method 

1366 End 

none Score 
1366. .1907, 1998. .2096 



i. r ; „ ;_, _ ; ^ .; 

4240 
AAT/GAP 
2096 
1238 



Seq. No. 36927 Seq. ID OJ990318_07 . 9C03 . C4 9 

Gene No. 75974 Strand + 

Start 1366 End 4240 

Name OJ990318JD7 . 9C03 . C4 9 . ol . gs Method GENSCAN 

Start 1809 End 4237 

GI none Score . 94 

Exons 1809. .1907, 1973. .2671, 3629. .3772, 3859. .4011, 4122. .4237 

Seq. No. 36927 .• Seq. ID OJ990318_07 . 9C03 . C4 9 

Gene No. 75974 Strand + 

Start 1366 End 4240 

Name OJ990318_07 . 9C03 . C4 9 . o2 . tw Method TBLASTX : Wheat 

Start 2011.. .End . 4010 ^_ 

GI : ' * * • * ~ none ■* "* ~ " /' - ' - - Score '- —"52 " 

Exons ' 2011. . 2082", 2623".. . 2673, 2625 . . 2672, 2636". . 2674 , 3613 . *. "3.7*7 1 , 

■ 3627. .3797,' 383'4. . 4010, 3851. .4009 * " '* 

Seq. No". ' - . '36927, .ID OJ990318_07 . 9C03 . C4 9- 

Gene No. 75974' Strand + 

Start 1366 - End' 4240 

Name OJ990318_07 . 9C03 . C4 9 . o2 . np Method AAT/NAP 

Start 2107 End 4237 

GI 116054 Score 1193 

Exons 2107.. 2671, 3629.. 3772, 3859.. 4011, 4122.. 4237 

GI Descrip. - CALCIUM- DEPENDENT PROTEIN KINASE SK5 (CDPK) 

gi I 280393 | pir | | A43713 calcium-dependent protein kinase (EC 
2.7.1.-) - soybean gi|169931 (M64987) Glycine max calcium 
dependent protein kinase mRNA. [Glycine max] 



36580 



Seq. No. 36927 

Gene No. 75974 

•Start 1366 

Name OJ990318_07 . 9C03 . C4 9 . ol . tc 

Start 2167 

GI none 

Exons 2167.. 2673, 2169.. 2690, 3613. 

3848.. 4009, 3855.. 4013, 3855. 

Seq. No. 36927 
Gene No. 75974 
Start 1366 

Name OJ990318_07 . 9C03 . C4 9 . ol . ts 

Start 2169 
GI none 

Exons 2169.. 2690, 2170.. 2673, 3613. 

3855. .4010, 3858. .4016, 3877. 
4128. .4235 



Seq. ID OJ990318_07.9C03.C49 

Strand + 

End': 4240 

Method TBLASTX : Cress 

End 4240 

Score 731 

.3771, 3627. .3788, 3651. .3773, 
.4016, 4123. .4230, 4124. .4240 

Seq. ID OJ990318_07.9C03.C49 

Strand + 

End 4240 

Method TBLASTX : Soybean 

End 4240 

Score 714 

.3771, 3627. .3770, 3851. .4006, 
.4017, 4124. .4240, 4126. .4230, 



Seq. No. 

J3jejie_tl£U 
Start. ... 
Name 
Start 
GI 

Exons 



36927 

.JjSL9.11, 



Seq. ID 

.-JLtxancL, 
.End 
Method 
End 
Score 



.13.66..... .. ;.. .... , 

OJ990318JD7 .9C03.C4 9.ol. tm 
2170 
none 

2170. .2673, 2184. .2672, 3613. .3771, 3615. .3770, 3637. .3771, 
3848. .4009, 3855. .4010, 4100. .4240, 4126. .4230 



OJ990318_07.9C03.C49 
42 40U 

TBLASTX : Maize 
4240 
593 



Seq. No.*. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36927 
75974 
1366 

OJ990318_07.9C03.C4 9.ol. tw 
2335 
none 

2335. .2622, 2341. .2577, 2352. .2621 



Seq. ID OJ990318_07.9C03.C49 
Strand 
End 

Method 
End 
Score 



+ 

4240 

TBLASTX: Wheat 

2622 

379 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI . : 
Exbns 

GI Descrip. 



07.9C03.C50 



36928 Seq. ID OJ990318_ 

75975 Strand + 

1 End 7918 

OJ990318_07 . 9C03 . C50 . ol . np Method AAT/NAP 

1 . ... ... End 969 . 

'116054"" : \ - r ™ ~" : Score '- " :/ 596 :: — : 

1/. 263, 513. .737, 824.. 969 ' . •; - - 

CALCIUM- DEPENDENT PROTEIN KINASE SK5 (CDPK) 

gi i 28.039.3 I- pir. |" | A4 3713 calcium-dependent protein kinase. - ( EC 

2 .7.1.-)" - soybean' gi | 169 £31 . (M^4987) Glycine max calcium" 
dependent protein kinase mRNA. [Glycine max] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36928 
75975 
1 

OJ990318_07.9C03.C50.ol.gp 
92 

15651_1.R1084 
92. .263, 513. .737, 824. .1278 

'116054/sp|P28583|CDPK_SOYBN 4.0e-72 CALCIUM-DEPENDENT PROTEIN 



Seq. ID OJ990318_07.9C03.C50 

Strand + 

End 7918 

Method AAT/GAP 

End 1278 

Score 1608 



36581 



KINASE SK5 (CDPK) >gi_280393_pir A43713 calcium-dependent 

protein kinase (EC 2.7.1.-) - soybean >gi_169931 (M64987) 
Glycine max calcium dependent protein kinase mRNA. [Glycine 
max] ' 



Seq. No. 36928 Seq. ID 

Gene No. 75975 Strand 

Start 1 End 

Name OJ990318_07 . 9C03 . C50 . ol . gs Method 

Start 96 End 

GI none Score 
Exons 



OJ990318JD7 . 9C03 .C50 
+ 

7918 
GENSCAN 
7552 
.51 



96. .263, 513. .737, 824. .926, 1778. .3075, 3309. .3419, 4467. .475 
5078. .5182, 5814. .6083, 6260. .6369, 6474. .6564, 6666. .6935, 
7274. .7552 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Gi Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name " 
Start • 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36928 Seq. ID 

75975 Strand 

1 End 

OJ990318JD7. 9C03 . C50 . o2 . gp Method 

4961 End 

783_2.R1084 Score 
jm3. / ;^;62^g; > ,.,,O l 6.i,. 



OJ990318_07.9C03.C50 
+ 

7918 
AAT/GAP 
7918 
3060 



_496.1.^Ali2,^JXl ! 

..727 4 ...... 7 9,18_ ... .. .... . . 

1 3913018 /sp I Q40677 |ALFC_ORYSA 0.0e+00 FRUCTOSE-BISPHOSPHATE 
ALDOLASE, CHLOROPLAST PRECURSOR (ALDP) >gi_2 18 155_db j_BAA027 30 
(D13513) chloroplastic aldolase [Oryza sativa] ? 



36928 
75975 
1 

OJ990318 07. 9C03.C50.o2.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990318_07. 
+ 

7918 
AAT/NAP 
7549 
1827 



9C03.C50 



5814.. 6083, 6260. .6369, 6474.. 6564, 6666.. 6935, 



5036 
3913018 
5036. .5182, 
7274 . .7549 

FRUCTOSE-BISPHOSPHATE ALDOLASE, CHLOROPLAST PRECURSOR (ALDP) 
gi | 218155 |dbj |BAA02730| (D13513) chloroplastic aldolase [Oryza 
sativa] 



36928 
75976 
11017 

OJ9903i8_07 ;*'9C03 .C50". b2'. tc" 

90 : * . - ; . ' " 

none . 



Seq. ID OJ990318_07.9C03.C50 
Strand 

End 12946 . 

"Method • 7 • TBLASTX: Cre's s" " y~ r """" 
End", 925 • ' * ' 

Score 188 



90.'. 263, 512. -;.736, 512 . ..673, ,.513 .. 737 , 62 1 . , 767 , - 82 1 . .8 92',.' 
^824. . 880, 834'. . 893, 847'. .903>' 860. . 925 " v 



36928 
75976 
11017 

OJ990318_07. 9C03.C50.o2.ts 
90 

none 



Seq. ID OJ990318_07.9C03.C50 
Strand 

End 12946 

Method TBLASTX : Soybean 

End 8 95 

Score 237 



90. .263, 90. .257, 203. .262, 512. .670, 513. .737, 516. .737, 
821. .895, 824 . .880 



36582 






Seq. No. 


36928 






beq. id 






Gene No. 


75976 






Strand 






Start 


11017 






End 


12946 




Name 


OJ990318 07.9C03 


,C50.o3, 


. LW 


Method 


i Dijfio i a . wnea t. 




Of y-f 


174 








q ft n 
0 o u 




bl 


none 






Score 


ft 0 




Exons 


174. .263, 510. .560, 512. 


, . D / J , 


jIj. . /Of 


, 0 1 fl . . / 1 4., DID. . / D / ; 






824. .880 












beq. ino . 


36928 






beq. iu 


ujyyuoio u/.ybUo.bou 




Gene No. 


75976 






Strand 






Start 


11017 






End 


12946 




Name 


OJ990318 07.9C03 


,C50.o2. 




Method 


TBLASTX: Maize 




otart 


180 






End 


1007 




C T 


none 






Score 


81 




Exons 


180. .263, 183. .260, 193. 


.276, 


512. . 673 


, 513. .737, 514. .738, 






821. .988, 824. .988, 831. 


. 1001, 


831. .1007 




Seq. No. 


36928 






Seq. ID 


OJ990318_07.9C03.C50 




Gene No. 


75976 






Strand 






btart 


11017 






End 


12946 . ' . 




.- ... N.ame. . . 


• OJ990318 -07:9C03,;C50..o3. tc •: 


.Method..,.. 


, TBLASTX :-Cress, , 




O 4- 4- 

. btart^ „ w 


*?6^1 * 






EniL_,- 


Jfl24„.:>__.....^._^. 




bl 


none 






Score 


238 


\J 


Exons 


9Rd^ 

Z OO J. . # ^04 j/ 6UJJ 


9ft fift 


iOOO. * 


,3021, 2893.. 3024 


eh 


beq. wo. 


36928 






Seq. ID 


OJ990318_07.9C03.C50 


i y 


Gene No^ 


75976 






Strand 




o 


Start 


11017 






End 


12946 




Name 


OJ990318 07.9C03 


.C50.O3. 


tm 


Method 


TBLASTX: Maize 




btart 


3020 






End 


3405 


i y 


bl 


none 






Score 


154 




Exons 


3020. .3193, 3021 


. .3191, 


3021. . 


3215, 3022. .3192, 3205. .3279, 






3212. .3280, 3216 


. .3284, 


3319. . 


3387, 3358.. 3405 


- — 


beq. no. 


36928 






Seq. ID 


OJ990318_07.9C03.C50 




Gene No . 


75976 






Strand 






C +- ^ >~ +• ' 

otart 


" 11017 






End * 


12946 


1: :=? 


Name 


OJ990318' 07.9C03 


.CSO.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5033 






End 


7552 




C T 
bl 


none 






Score 


216 




. Exons 


. 5033. .5182, 5035 


...5181., 


5036. . 


5185, . 5813. . 6082, 5814. .6083, 






*■* 5835 : ; :*(508'3V 6257 


:\ r 63-l"0i" 


"6*2 58 v. 


6371, 7 6259: . 6387, ' 6259V. 6369,' : ~ 






64 63 ."..'6558, 6474 


. .6560, 


6475. . 


'6564, 6665.. 6934, 6666.. 6935," 






7268.. 7552, 7273 


. .7422, 


7376. . 


7552 ' 






beq. JMo . 


" '36928 






Seq. ID 


OJ990'318_.Q>. 9C03.C50 




Gene No . 


75976* 






Strand 








11017 






End 


12946 




Name 


OJ990318 07.9C03 


.CSO.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5033 






End 


7552 




GI 


none 






Score 


54 




Exons 


5033. .5089/ 5132 


. .5182, 


5814. . 


6083, 5816. .6082, 5827. .6084, 






5838.. 6083, 6257 


. .6370, 


6259. . 


6369, 6463.. 6564, 6474.. 6566, 






6475.. 6564, 6662 


. .6934, 


6663. . 


6935, 6665.. 6925, 6666.. 6935, 



7268. .7552, 7273. .7425 



36583 



Seq. No. 


36928 








Seq. ID 


OJ990318 


_07.9C03.C50 


Gene No. 


75976 








Strand 






o rare 


11011 










1 9 QA fi 
X £ y f* D 




Name 


Pi TQQn Q1 Q r\n 

Uu yyu jio u / . 


qpo "3 


pen ~ o 
LOU . Oz 




Method 


rpnT 7A CTY • 

l oijAb 1a; 


wneat 


b tart 


conn 
JO uu 








Hjna 


£0 C R 
DUDj 




C T 
bX 


none 








Score 


"\A A 




Exons 




RR1 ^ 
Jul J . 


. DUD1 / 


Rfl 1 A 
O 0 X ft . 


fin ^r 






beq . wo . 










Seq. ID 


OJ990318 


n*7 nr>n o pen 

u / . yuuj . Lou 


Gene No . 


ICQ!/: 








Strand 








IIUX / 








End 


12946 




Name 


OJ990318 07. 


9C03. 


C50.ol 


. tc 


Method 


TBLASTX : 


Cress 


Start 


5814 








End 


7558 




C T 


none 








Score 


418 




Exons 


Dol4. . OUOO, 


Dolo. 


£OQ 9 
. DUO Z , 


Do . 


.6083, 5852. .6097, 


fi9R'7 an d 




6259 . . 6369, 


6474 . 


. 6560, 


6475 . 


. 6564, 6665. . 6946, 


6666 . . 6935, 




797 fi 7 9 


7 9 CM 


.7410, 


7295. 


.7411, 7415. .7486, 


1 A AO 7AR0 




7 4 on 7 r r p 














beq. no. 


. j b yz o 








Seq. ID 


OJ990318 


n "7 opm pen 
U / . yuu J . LjU 


Gene No . 


1 R Q "7 £ 








Strand 




■ 


jSJtact _ 


• 11017 ■ 








End 


1-2 94 6 




Name ... 1 . . . 


;/_OJ9903T8_i)I. 


2C03.; 


lC3.Q'i.o.J...,tvt.„^- 


,.£ie£ho,d.,l 


/TBLASTX:. 


Wheat. 


Of -irf 

b tar u 


£ 9 R "7 








End 


7507 






none 








Score 


180 




Exons 


£9 R7 C'JTn 


£9 R 0 

b^ o y . 


.6369, 


6474 . 


.6566, 6475. . 6564, 


^r^O C Q9 R 

d b bz . . b y Z o , 




OODO. . D y Z b , 


byift . 


.6934, 


6915. 


.6935, 7268.. 7507, 


7 97 "5 7/11Q 




/ 4 fi Z . . / ft O U 














Seq. No. 


36928 








Seq. ID 


OJ990318 


_07.9C03.C50 


Gene No. 


75976 








Strand 






Cf 3 r-4- 

b uar u 


11017 








End 


12946 




Name 


uj y yuoi o u / . 


yuu j . 


C50.O4 


.tm 


Method 


TBLASTX: 


Mai ze 


Start 


Q A a o 

y 4 








End 


9877 




GI 


none 








Score 


123 




Exons 


' 9462. .9635, 


9639. 


.9773, 


9670. 


.9783, 9791.. 9877 




Seq. No. 


36928 








Seq. ID 


OJ990318 


_07.9C03.C50 


Gene No. 


75976 








Strand 






Start 


11017 








End 


12946 





Name 
Start 

GI~~ : - 
Exoris. 



OJ990318_07 . 9C03.C50.o2.gs 
11017 . 



'none" 



Method 
End . . 
"Score " 



GENSCAN 
12159 



■ 1 1 0 1 7 1 0 5 1 ,- . ' 1 1 4 3 5 . '. 1 1 5 5 1 ,;. 1 15 92 . ..1 21 5 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



36928 - : 

45^7 6 • ■ ' ' 
11017 ' 

OJ990318_07 . 9C03.C50.o3.np 
11300 
4680339 
11300. . 11657, 12805. . 12855 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



Secq. ID ■ OJ9903 ; 18_07 . 9C03 . C50 

Strand - * 

End * 12 94 6 

Method AAT/NAP 

End 12855 

Score 221 



36928 
75976 
11017 



Seq. ID OJ990318_07.9C03.C50 
Strand 

End 12946 



36584 



Name 


nTQQH^l fi m QPfl^ PRO rs'X net 


bear u 


IZDOO 


c t 


none 


Exons 




Seq. No. 


36929 


Gene No. 


75977 


Q+- -a -r 4- 

o L ar l. 


1 1 c 

11D 


Name 


ATQQmiQ H"7 Qpn"3 rt;i ^1 /-to 


otart 


116 


r* t 


none 


17" v An o 
xLiXOlio 


116 19QD 1*^77 1 R69 


Seq. No. 


36930 


Gene No. 


75978 


Of- -a r +- 


SI s 

.J X »J 


Name 


OTQQn^lfi 07 QPH^ PR9 rtl rr<= 1 


o tare 


CI c — 
DID 


P T 


none 


Exons 


R1 S 6P17 
Jlj . . DO / 


O ^-v rt- Kl /-N * 

o.§.q.- .„nq . „ .„ 


r „ ,juyo.-L „ t , , ... _ _ _ ■ _ 


, Gene.jMo;./; . . 


75919. : 


Start 


79 


Name 


riTQQO^l P 07 QPPl"} PR'? o1 rrc; l 

ujyyu jio u / . y^u j . loo . 01 . gs i 


btart 




C T 


none ; 


Exons 


TQ 1 CQQ 1 Q /I 1 OCTQ OQftR OQ 

/ y . . ± oo y , i y 4 ± . .zdjo, zouo. . zo 




4DDU..40DX, DjoZ . . D / J4 f /DDj. . 


beq . no . 




Gene No. 


75979 ; 


Start 


79 


Name 




OLdrt 


DUD J 


P T 




Exons 


60^ CQi; 9HQQ OTQQ 

dud. . zuyy. . z jro 


GI Descrip. 


vAexZo^d// nypotneticax protei] 


beq. no. 


1. 6Q "5 1 * 


Gene No . 


75980 : 


Start .. 


11652 ;. : ... ... . . ] 


Name .* - ' 


v " 'OJ'9903l8-0?; : 9C ; o2\ np ' ~ ' I 


Start 


11547 • ' . . ./ .. - 1 


GI ' 


■ 1172874 ' : 


Exons 


11547. .11699/ 12T29. .13161 


GI .Descrip. 


. ' DEH Y DRAT I ON - REI S PON S I VE PROTEIN 



Method GENSCAN 
End 12946 
Score .86 



Seq. ID OJ990318_07.9C03.C51 
Strand 

End 1562 

Method GENSCAN 

End 1562 

Score .52 



Seq. ID OJ990318_07.9C03.C52 

Strand + 

End 687 

Method GENSCAN 

End 687 

Score .54 



End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method" : 
End . 
Score 



* + ... .... 

7746 
GENSCAN 
7746 
.74 



OJ990318_07.9C03.C53 
+ 

7746 
AAT/NAP 
2393 
77 



OJ990318_ 
+ 

13167 
-AAT/NAP- 
' 13161 
435 



indica] 



07.9C03.C53 



RD22 PRECURSOR ■ 
gi| 479589|'pir| IS34823 dehydration-induced protein RD22 - - 
Arabidopsis thaliana gi | 391 608 | db j | BAA0154 6 | (D10703) rd22 
[Arabidopsis thaliana] gi | 447134 | prf | | 1913421A rd22 gene 
[Arabidopsis thaliana] 



Seq. No. 36931 Seq. ID 

Gene No. 75980 Strand 

Start 11652 End 

Name OJ990318_07 . 9C03 . C53 . o2 . gs Method 

Start 11652 End 



OJ990318_07.9C03.C53 
+ 

13167 

GENSCAN 

13167 



36585 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score . 95 

11652. .12525, 12630 .. 12833, 12839. .13167 



OJ990318_07.9C03.C53 
+ 

13167 
AAT/GAP 
13005 
878 



36931 Seq. ID 

75980 Strand 
11652 End 
OJ990318_07 . 9C03 . C53 . ol . gp Method 
12519 End 
LIB34 31-012-P1-K1-E8 Score 
12519. .13005 

'1172874/ sp | Q0 8298 | RD22_ARATH 2.0e-21 DEHYDRATION-RESPONSIVE 

PROTEIN RD22 PRECURSOR >gi_479589_pir S34823 

dehydration-induced protein RD22 - Arabidopsis thaliana 
>gi_391608__dbj_BAA01546_ (D10703) rd22 [Arabidopsis thaliana] 
>gi_447134_prf 1913421A rd22 gene [Arabidopsis thaliana] 1 



oeq. ino. 


36931 






Seq. ID 


OJ990318JD7.9C03. 


C53 


taene wo . 


75981 






Strand 






Start 


15294 






End 


19159 




Name 


OJ990318 07.9C03.C53 


o2 . tm 


Method 


TBLASTX: Maize 






1014 






End . 


1368 




PT 

-.U-L: t „ 


none. 






„.._Sco_re .„ 


120 ^ 




Exo.ns 


..10.14 .'. 


1136, .10.15. ...1116, .104 


2., ..1.1.67.,. .1120.. . 1368„_ 1162., ..,.13-68. _ 


O C q . IN U . 


36931 






Seq. ID 
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OJ990318_02.9CQ3.-C5 

510 , ; "■*; - :::: " 

GENSCAN " 

510 - -■ ' . : ' • ' 

.52 ' " .' ' ■ • 



Seq. No. 36945 Seq. ID 

Gene No. 75997 Strand 

Start 227 End 

Name OJ990318JD2 . 9C03 . C6 . ol . gs . Method 

Start 227 End 

GI none Score 

Exons 227.. 487 



OJ990318_02.9C03.C6 

1003 
GENSCAN 
487 
.66 



36592 




Cprr Mo 


36945 


Seq. ID 


OJ990318 02.9C03. 


C6 


Gene No. 


75997 


Strand 






Start 


227 


End 


1003 






OJ990318 02 9C03 C6 ol no 


Method 


AAT /NAP 






271 "~ 


End 


1003 






4 6801 79 


Score 


129 




F 1 von q 


271 456 942 1003 










(AF111709} DolvDrotein fOrvza 


sat iva 


subsp . indica] 






36945 


Seq. ID 


OJ990318 02.9C03. 


C6 




75997 


Strand 






Start 


227 


End 


1003 




Name 


OJ990318 02.9C03.C6.ol.gp 


Method 


AAT /GAP 






466 


End 


831 




O X 


2309880 


Score 


655 




P. von s 


466. .831 








ox ucooxx^j. 


4521194/dbj |AB013613.1|AB013613 3.0e- 


60 Oryza sativa DNA, 




centromere sequence RCB11 








Cp/-t Mo 


36945 


Seq. ID 


OJ990318_02.9C03. 


C6 


fZpnp No 


75998 


Strand 






S.tart_ 


93JD^ . _ _ •: 


r ,End___ 


100.3 . 




Name,. „ 


OJ9903,18..02,.9.C03,..(:6.,o2,g.p t ..;. 


.Me.thocL. 


;.:,AAT/GAP„_ _ ...... 




i_> u d i. i— 


930 


End 


1003' 




O X 


3106852 


Score 


119 






930.'. 1003 








OX L-'CoOJ- -I- ^> • 


4 521194/dbj | AB013613 . 1 | AB013613 1 . Oe- 


25 Oryza sativa DNA, 




centromere sequence RCB11 








Q p» pf 

o c • nu • 


36946 


Seq. ID 


OJ990318_02. 9C03. 


C7 


f^onf* No 


75999 


Strand 






Start 


1 


End 


130 




Name 


OJ990318 02. 9C03.C7.ol.gp 


Method 


AAT /GAP 




Start 


1 


End 


130 




GI 


2309880 


Score 


256 




P 1 VOTl Q 


1..130 










4 521194/dbj | AB013613 . 1 | AB013613 3.0e- 


60 Oryza sativa DNA, 




centromere sequence RCB11 








Qcirr No 


36946 


Seq. ID 


OJ990318_02.9C03. 


C7 


Cpnp No 


76000 


Strand 






Start 


229 . . : .... .- 


. End - 


5.99 . ..... .... . 




'Name ; 


: 6J99031 : § 02':-'9C03.C7vo-2;gp :; 


* Method 


- AAT /GAP y 




Start 


.. 229 ... - " ■ 


End' . 


- 599 : -*-: 




O X 


3106852 " * ■* . ' 


Score ' 


599 






22-9. .599- ■ " - 








OX L>C O OX. J_£J . 


»452ii94/db"j |AB'0i3613.1iAB013613 l,0e- 


25 Oryza sativa DNA, 




centromere sequence RCB11 








Seq. No. 


36946 


Seq. ID 


OJ990318_02. 9C03. 


C7 


Gene No. 


76001 


Strand 






Start 


608 


End 


7686 




Name 


OJ990318 02. 9C03.C7.ol.gs 


Method 


GENSCAN 




Start 


608 


End 


2593 




GI 


none 


Score 


.53 * 





Exons 608.. 683, 1698.. 1844, 2198.. 2387, 2517.. 2593 



36593 



Seq. No. 


*3 C Q A a 








Seq. ID 


OJ990318_02.9C03.C7 


Gene No. 


76001 








Strand 




Start 


608 








End 


7686 


Name 


ujyyuoio uz 


.9C03 


.C7.ol. 


n P 


Method 


AAT/NAP 


Start 


lzob 








End 


7160 


GI 


4 boUl / y 








Score 


3182 


Exons 


lz ob . . lo4 / , 


3806 


. .5564, 


o o yz . 


.6583, 7088.. 7160 


GI Descrip. 


( Pit 1 1 1 / u y ) 


polyprotein 


[Ory za 


sativa 


subsp. indica] 


Seq. No. 


Joy^ d 








Seq. ID 


ujyyuoio uz.yuuo.L/ 


Gene No. 


76001 








Strand 




Start 


608 








End 


7686 


Name 


ujyyuoio uz 


.9C03 


.C7.o2. 


np 


Method 


AAT/NAP 


Start 


coon 
booU 








End 


/bob 


GI 










Score 


1 A A O 

luyb 


Exons 


coon n £.q £ 

OOOU . . / DO D 












GI Descrip. 


(ABU 14 / 4 1 ) 


ORF0 


protein 


[Oryza sativa 


] 


Seq. No. 


36946 








Seq. ID 


/"\TAAA01O AO A/"" A O 0 1 

ojyyujio uz.ycuj.c/ 


Gene No. 


76002 








Strand 




Start 


OODJ 








End 


11112 


Name „ 


ATnfion o no 

... Ov yj? u. j lo^.u 4 


.9.C&3 




tw..._, 


.Method^. 


_ TBLASTXj.Whe^a1:_ __ 


Start ... .... 


O O A"7 








.End . ...... 


...4218 


GI 


none 








Score 


188 


Exons 


ooU / . .441/, 


3810 


. .4139, 


3847. 


.4218 




Seq. No. 


36946 








Seq. ID 


OJ990318_02.9C03.C7 


Gene No. 


76002 








Strand 




Start 


OO DO 








End 


11112 


Name 


ojyyuoio uz 


.9C03 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


job / 








End 


4301 


GI 


none 








Score 


230 


Exons 


Job ' . . J y Uo , 


3900 


. .4271, 


3931. 


.4254, 4269. .4301 


Seq. No. 


36946 








Seq. ID 


OJ990318_02.9C03.C7 


Gene No. 


76002 








Strand 




Start 


O O DO 








End . 


11112 


Name 


/"\taaaoi o ao 

ojyyooio uz 


.9C03 


.C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


o n o o. 








End 


4181. 


GI 


none 








Score 


38 


Exons 


o n ^ o. /i i 01 
jyj J . . 4 1 0 1 , 


3952 


. .3996, 


4051. 


.4155 




. . . . i... . 

Seq. 'No;- " ' 


oby4b 








Seq. ID 




Gene No . ' 


; 7 6002 








Strand 




Start 


'8865 








End " 


11112 ■ * ' 


•Name . 


.ujyyuoio uz 


.9C03 


.C7...01-, 


t s- 


Method 


TBLASTX : Soybean . *-.. . 


Start • 


a *o a o 
4zUJ • 








End" , 


'4598' • 


GI ' 


none 








Score 


• 154 


Exons 


>1 O A O /I yl C >1 

420o . . 4 4 o4 , 


4213 


. .4446, 


4509.' 


4562, 4519. .4560, 4566.. 4598 




4obb . . 4 oyy 












Seq. No. 


36946 








Seq. ID 


OJ9903i8_02.9C03.C7 


Gene No. 


76002 








Strand 




Start 


8865 








End 


11112 


Name 


OJ990318 02 


.9C03 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4221 








End 


4490 


GI 


none 








Score 


85 



36594 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name_,.„_ ; 
.Start. \; 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

■Seqi'.Np-. 
Gene No. 
Start . 
Name 
Start. 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4221. .4319, 4221. .4451, 4222. .4452, 4398. .4490 



36946 
76002 
8865 

OJ990318_02. 

4509 

none 

4509. .4952, 

36946 
76002 
8865 

OJ990318_02. 

4539 

none 

4539. .5021, 

36946 
76002 
8865 

4 6.7 4. , ...... .., 

none 

.4674. .4985 

36946 
76002 
8865 

OJ990318_02. 

4953 

none 

4953. .5120, 

36946 
76002 
8865 

OJ990318_02, 

5025 

none 

5025. .5111, 

*1694 : 6' '' 
7 6002; v 
8865 

OJ9903l8_02. 

534 4 

none 

5344. .5406, 

36946 
76002 
8865 

OJ990318_02. 

5424 

none 

5424 . .5588, 



9C03..C7.o2.tm 
4578. .4952 

9C03.C7.o2. tw 
4542. .4910, 4582, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4917 



Seq. ID 

Strand 

End 

a CiX3„ ^QZ, J> 3^t s. „ ™ Met hod... 



OJ990318_02.9C03.C7 
11112 

TBLASTX: Maize 

4952 

79 



OJ990318_02.9C03.C7 
11112 

TBLASTX: Wheat 

5021 

216 



OJ990318_02. 9C03.C7 

11112 
„ T B L ASXXj„Sp„yb e a n. 



.......End. .4,9.8 5.__ 



9C03.C7.o4.tm 
5005. .5112 

9C03.C7.o6.tw 
5026.. 5103, 5118. 

9C03.C7 : .o4 .tw 
5847. . 6191 

9C03.C7.o7.tw 
5425.. 5553, 5553. 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



190 



OJ990318_02. 9C03.C7 
11112 

TBLASTX: Maize 

5120 

102 



OJ990318_02.9C03.C7 
11112 

TBLASTX: Wheat 

5330 . 

63 



,5330, 5203. .5271 



"Seq. ID 
Strand ' 
End . . 

: Method- 

-End 
Score 



0 J 9 .9031 8" JD2 ~. 9C 0*3>C T 

11112*'' ' 
■TBLASTX: Wheat - - 

; 6i9i' ' ' % 

53 



OJ990318_02.9C03.C7 
11112 

TBLASTX: Wheat 
5676 
87 

,5666, 5620.. 5661, 5620.. 5676 



Seq. ID 

Strand 
End 

Method 

End 

Score 



36595 




Seq. No. 


36946 


Seq. ID 


OJ990318 


_02.9C03.C7 


Gene No. 


/ OUUZ 


ull CLL 1U 






Start 


O 0 DD 


FnH 


llllc 




Name 


PiTQQfl^TQ Pl9 Qpn^ CI rrn 
UjyyUjlo . 3tU J . L/ / . Oj . LIU 


l ie: u nuu 


TRT.A^TX * 


Ma i ze 


Start 


CQCO 

JOJJ 


FnH 


61 Q1 




GI 


none 




J £. 




Exons 


coco £1 Q1 








Seq. No. 


36946 


Seq. ID 


OJ990318 


_02. 9C03.C7 


Gene No . 




on a i i\Jl 






Start 


Q Q £ 


FnH 


11112 




Name 


UJ^jU jIO UZ. ^v^Uj.^ / . U j . LW 


Ma i~ H oH 


TRT.A9TX * 


Wheat 


Start 


OZ 4 o 


FnH 


64 A 1 

U *i *i J_ 




C T 


none 


Score 


118 




Exons 


OZ*ij. .DflfiU/ • • Oft -L 








Seq. No. 


36946 


Seq. ID 


OJ990318 


_02.9C03.C7 


bene ino . 


76002 


Strand 






Start 


8865 


End 


11112 




Name 


OJ990318 02. 9C03.C7 .o3.np 


Method 


AAT/NAP 




r S.t_art .„ „ 1 


_ 53^5 „ 


.,; En.d„„_ 


11J308 




GI . .... . . 


. ..60.635.5.4. „ l.J. 


Score. 


.JL75 „ 




Exons 


'8865. .9041, 10173. 110399, 


10984. .11008 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 


correspond to a region of 


the predicted gene.; 


hypothetical 




protein [Oryza sativa] 








Seq. No. 


36946 


Seq. ID 


OJ990318 


_02.9C03.C7 


Gene No. 


76002 


Strand 






bt art: 


8865 


End 


11112 




Name 


OJ990318 02. 9C03.C7.o4.np 


Method 


AAT/NAP 




Start 


9577 


End 


10469 




S~i -r 

GI 


5852178 


Score 


427 




Exons 


9577. .9672, 10035 .. 10138 , 


10170. .10469 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza sativa] 






Seq. No. 


36946 


Seq. ID 


OJ990318 


_02.9C03.C7 


Gene No. 


76002 


Strand 






otart 


8865 


End 


11112 




Name 


OJ990318 02.9C03.C7.o5.np 


Method 


AAT/NAP 




btart 


. . 10815 ..... 


. End. 


.1111.2 






6815052 "'" : 


■ Score' * * ; 


17 7" " " 




Exons ■ * . ■ 


'1 0 8 15 1 0 9 4-6 ," 1 1 0 8 0 . . 1 1 1 1 2 








GI Descrip." 


(AP001080) hypothetical protein [Oryza 


. sativa]" 




Seq. No. 


' 36947 '■*''" ' ' 


V Seq. ID" 


OJ990318 


_'02.9C03\C8 


Gene No. 


76003 


Strand 


+ 




otart 


1 


End 


657 




Name 


OJ990318 02. 9C03.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


657 




GI 


5042463 


Score 


115 




Exons 


1..32, 4 4 7.. 657 








GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


36947 


Seq. ID 


OJ990318 


_02. 9C03.C8 


Gene No. 


76004 


Strand 







36596 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

T E_x_oris., „_ 

,,.GI.,D.e scrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. . . 
'. Start ~;7 :r: -; 
Name . 
Start "■ 
GI- , . • 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2351 End 
OJ990318JD2. 9C03 . C8 . o2 . np Method 
2351 End 
5852178 Score 
2351. .2446, 2809. .2912, 2944. .3249 
(AL117265) zhb0008.1 [Oryza sativa] 



36947 
76005 
3930 

OJ990318_02 . 9C03 . C8 . o2 . gs 

3930 

none 

3930. .4396 

36947 
76005 
3930 

OJ990318_02 . 9C03 . C8 . o3 . np 

3934 

4680179 

. 3 93.4 , : „, 4 4 3,9 ;., 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3249 
AAT/NAP 
3249 
418 



OJ990318_02.9C03.C8 

4439 
GENSCAN 
4396 
.86 



OJ990318_02.9C03.C8 

4439 
AAT/NAP 
4439 
708 



CAF1-11 7.0.9 )_,pQlypr.ot.e.in. . [.Oryza _sati,va... subsp„.,„indica.L„^__,„^. 

OJ990318 02.9C03.C8 



36947 Seq. ID 

76005 Strand 

3930 End 

OJ990318_02 . 9C03 . C8 . ol . tw Method 

3990 End 

none Score 

3990. .4397, 4042. .4380 



4439 

TBLASTX: Wheat 

4397 

164 



36947 
76005 . 
3930 

OJ990318_02. 9C03.C8.ol.tm 

4173 

none 

4173. .4439, 4174.:4431, 4194 



Seq. ID OJ990318_02.9C03.C8 
Strand 
End 

Method 
End 
Score 
.4439 . 



4439 

TBLASTX: Maize 

4439 

130 



36948 Seq. ID 

76006. . - • Strand 

.63 "- - ■ : " v " :v •End- \ [ 

OJ990318_.0i. 9C03.C9.dl.gs. " Method" 
63 " • - ' End' 

.none Score. 
63. . '857," i654 .' . 17 60, •' 2859.' . 2927, * 3227-. 
4138.. 4270," 5053.. 5569, 5613.. '5845, 5905 
7155. .7451, 7487. .7722, 7960. .8260, 8270 



OJ990318 02.9C03.C9 



9157 ; " " * - • ■ 
GENSCAN ' 
9157 •■ ■ ' 

.59- ' 
35'58, -3651. . 3763, " 
6459, 6472.. 7115, 
9001, 9023.. 9157 



36948 Seq. ID 

76006 Strand 

63 End 

OJ990318_02 . 9C03 . C9 . ol . np Method 

4596 End 

4680179 Score 
4596.. 9157 



OJ990318_02.9C03.C9 

9157 
AAT/NAP 
9157 
7398 



36597 




GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


36948 






Seq. ID 


OJ990318_02.9C03.C9 




76007 






Strand 




Of o r f 
o Lai t 


9408 






End 


11072 




OJ990318 02 


. 9C03.C9.o6. 


tw 


Method 


TBLASTX: Wheat 


Of nv-f 

DCal L 


123 






End 


4974 


O I 


none 






Score 


114 


Exons 


123. .443, 175. .444, 4641. .4973, 4642. .4695, 4792. .4881, 




4903. .4974 










Seq. No. 


36948 






Seq. ID 


OJ990318_02.9C03.C9 


Gene No. 


76007 






Strand 




Start 


9408 






End 


11072 




OJ990318 02 


.9C03.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Of arf 


306 






End 


5420 


ol 


none 






Score 


104 


Cj aui id 


306. .731, 307. .504, 327 


61 1 

. . Oil/ 


568. .732, 


729. .863, 736. .864, 




4833. .5261, 


4834 . /5094, 


*± .7 O U • 


.5262, 5200. .5262, 5201. .5266, 




■ 5259.. 5420, 


5264 . .5401, 


mJ \J *J . 


.5414, 5266. .5418 


..£e_q A .Jtia ; 


_3£S4& 












7 6.0.CL7, , 






^Strand 




u Lai L 


9408 






End 


11072 ~ 


Name 


OJ990318 02 


. 9C03.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


oLal L 


444 






End 


5600 


U I 


none 






Score 


44 




444..863, 445. .504, 486 


. .863, 


565. .870, 


866. .1069, 870. .101. 




4974 . .5600, 


4975. .5097, 


5019. 


.5456, 5194. .5598 


UCU i IN . 


36948 






Seq. ID 


OJ990318_02.9C03.C9 




76007 






Strand 




Of art- 


9408 






End 


11072 




OJ990318 02 


.9C03.C9.o3. 


tm 


Method 


TBLASTX: Maize 


Of av-f 


938 






End 


5760 




none 






Score 


319 


Exons 


938. . 1228, 


942.. 1229, 1126.. 1230, 5469. 


.5759, 5473. .5760 


Qprr Mr> 

<J C vJ . LN Vw/ • 


36948 






Seq. ID 


OJ990318_02. 9C03.C9 




76007 






Strand 




Cf art 
O Lai L 


9408 






End 


11072 


Name 


OJ990318 .02 


.9C03.C9.o2.. 


ts. , . . 


Method 


TBLASTX: Soybean 


Start ' 


- 1028*"' • 






-EncT v : 


5"819" »■"- 


PT • 

X 


none. 






Score 


.166 




' 1028.. 1276, 


1029. .1277, 


- 1071. 


."1277, 5559.-.5819, 5560.. 5814" 


Seq. No'. 


36948 * 


* 




Seq. "ID 


OJ990318_02.9C03.C9 


fInnQ Mo* 
UCllC J.vL> . 


' 7 60*07 






Strand 




Of art 
J Lai L 


9408 






End 


11072 


Name 


OJ990318 02 


. 9C03.C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1076 






End 


6135 


GI 


none 






Score 


249 


Exons 


1076. .1519, 


1080. .1331, 


1383. 


.1451, 5607.. 6086, 5608.. 5862, 




5640. . 6053, 


5908. . 6135 








Seq. No. 


36948 






Seq. ID 


OJ990318_02. 9C03.C9 


Gene No. 


76007 






Strand 





36598 




C 4- -v v4- 

otarc 


CM OP 

y ft u o 








End 


11072 




Name 


uj y y u jio uz . 


yuuo 


PQ ^0 

. L.y . oz . 




Method 


TBLASTX: Maize 




Start 


uioy 








End 


6527 




GI 


none 








Score 


165 




Exons 


DID?. . DjDO/ 


D ± / ft 


. . D O Z / , 


fil ft 

D X O D . 


.6473, 6259.. 6525 




Seq. No. 


36948 








Seq. ID 


OJ990318_02. 9C03. 


C9 


Gene No. 


76007 








Strand 






btart 


q/i no 
y 4 uo 








End 


11072 




Name 


uj y yu jio uz . 


Qpn ^ 


. Ly . oz . 




Method 


TBLASTX: Wheat 




Start 


DZ 14 








End 


6630 




GI 


none 








Score 


202 




Exons 


dz ± fi . . do / y / 


£01 £ 
DZ 1 D 


. . DO O 4 , 


DZ 1 D . 


.6629, 6256.. 6630 




Seq. No. 


36948 








Seq. ID 


OJ990318_02. 9C03. 


C9 


Gene No. 


76007 








Strand 






b tart 


y fi uo 








End 


11072 




Name 


n TQQO "31 q no 

uuyyuoio uz . 


yuu j 


. y . oj . 


4- o 


Method 


TBLASTX : Soybean 




Start 


DOfi O 








End 


6593 




GI 


none 








Score 


192 




Exons 


Do 4 o . . do y o 
























Se.q.. ..ID.. 


OJ990318 j)J2. 9CQ3. 




Gene No. 


76007 








Strand 






CM i -y~ 4- 

b tart: 


y h u o 








End 


11072 




Name 


tq omi o no 
uj y y uoic uz . 


Qpn "3 


p q /-\ /i 
. c y . o4 . 


4-rn 

tm 


Method 


TBLASTX: Maize 




Start - 


C C C A 

DO 0 4 








End 


7064 




GI 


none 








Score 


47 




Exons 


do D4 . . Do y y , 


DO oU 


. . DDO / , 


D Do Z . 


.6813, 6885. .7064 




Seq. No. 


36948 








Seq. ID 


OJ990318_02. 9C03. 


C9 


Gene No. 


76007 








Strand 






n j — , >~ 4- 

otart 


cm np 
y fi uo 








End 


11072 




Name 


n tq an 1 1 p no 
vjjyyujio uz . 


yuuj 




4- 0 

to 


Method 


TBLASTX : Soybean 




Start 


DolO 








End 


7010 . 




GI 


none 








Score 


160 




Exons 


DDI j . . oy / ft f 


££i £ 

D D 1 D 


. .do f y / 


d y D D . 


.7010, 6978, .7010 




Seq. No. 


36948 








Seq. ID 


OJ990318_02. 9C03. 


C9 


Gene No. 


76007 








Strand 






Q4- -a r f 


Q4 OP 

Z? *i VJ O 








End 


11072 




Name. .... 


ri tq qo ^i p no 
uuyyuoio uz. 




PQ r^R 

. uy . oo . 


+" T.I 


Method 


TBLASTX : Wheat 




btart 


DDJJ 








End'' " ; 


' 6902- 




GI 


none 




■ ■ ■ -. 




Score' 


213 ' 




Exons 


i ^ ■ £<an o' 
doj j . . d y uz , 


DDOft 


£ft ft 0 


' £ft 0 1 
DO Z 1 . 


.6901 






SeqV'Nq.' 


36948 








Seq..', ID 


OJ990318J)2/9C03. 


C9 


Gene No. 


: 76007 








Strand 






otart 


y 4 uo 








End 


11072 




Name 


ATOorrn p no 

uj yyu jio uz . 


yuuo 


. Ly . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


oyol 








End 


7433 




GI 


none 








Score 


245 




Exons 


6951. .7433, 


6955 


. .7329 










Seq. No. 


36948 








Seq. ID 


OJ990318JD2. 9C03. 


C9 


Gene No. 


76007 








Strand 






Start 


9408 








End 


11072 





36599 



Name 

Start 

GI 

Exons 



OJ990318_02 . 9C03 . C9 . o5 . tm Method 

7134 End 

none Score 
7134. .7421, 7135. .7323 



TBLASTX: Maize 

7421 

146 





Seq. No. 


3694 o 




Cor* T Pi 

oeq. xu 


Pi 7QQ0 "^1 ft 


0 9 QPO^ fQ 




Gene No. 


7 cnm 
/ dUU / 




Cf y-a nr l 
Oil cLI 1U 








Start 


y 4 (JO 






11079 
X J. U / Z. 






Name 


OJ990318 02 


. 9C03.C9.o8.tw 


Method 


TBLASTX: 


Wheat 




Start 


7595 




End 


8011 








none 






114 






Exons 


/oyo . . / /ou / 


TCQC TTCfl TOni; 

/ oy o . . / / DU/ /dud. 


R fl 1 1 7 P 
. OU11, / c 


)Oj . • f yK) ± f 


7 ft Q R ft 00ft 

i O Z> -J * • O U W O 




Seq. No. 


3d94o 




oeq . i u 




09 QP0"3 PQ 




Gene No . 


/DUU/ 




qf ra nd 








Start • 


n / no 

y 4 Uo 




xitua 


1 1 07 9 
X J. u / 






Name 


OJ990318 02 


. 9C03.C9.o6.tm 


Method 


TBLASTX : 


Maize 




Start 


8354 




End 


8650 






GI 


none 




Score 


1 9ft 
x ^ o 






Exons 


o3o4 . . 0 DDL) , 


QOCC occn Q A £ *5 

ojod. . oojU, o^dj. 


Q £ ^ 7 









-„_S e.q,... _N Q . 


.^^3.6.^4.8 _„._„ 


„ - 


C — , T Ft 

_ t be^q .__iu_ 


Pi TQ QO ^1 Q 


09 Qnn^ pq 




Gene., No.. 


/.b.u.uy 


- * ' " - . ~ - — 


. ot l dllM. „ 




— — , . - * ■ 




Start 


y 4 Uo 












Name 


OJ990318' 02 


. 9C03.C9.o7.tw 


Method 


TBLASTX: 


Wheat 


f n 


Start 


8531 




End 


8894 






GI 


none 




Score 


1 OQ 




f ^% 


Exons 


o c o i oofin 

8531 . . y yyu, 


OOOZ..O/JZ, o/yu. 


. o o y 4 








Seq. No. 


3d94o 




oeq. id 


O TQQO ^1 ft 


09 QPO^ PQ 




Gene No. 


7 oUU / 




Strand 






f j s 


Start 


o a r\ o 
9 4 Uo 




iL.na 


110 7 9 






Name 


ujyyujio uz 


. yuuo.v^y.oz . ys 




PFM^PAN 
oH»LN o^ri.LN 




s 




Q4 or 




End 


11072 




- s 


GI 


none 




Score 


.94 






Exons 


9408. .10334 


, 10966.. 11072 










Seq. No. 


36948 * 




Seq. ID 


OJ990318 


:_02.9C03.C9 




Gene No . 


■ 76007 




Strand 








Start 


9408 




End 


11072 






Name 


OJ990318 02 


.9C03.C9.o2.np 


Method 


AAT/NAP 






Start . . 


.9411.. 




End. 


10268 . 






■•.■ GI * " *--■ 


7 5042448 




Score * " 


1.3 7 '6 






Exons" 


9411.. 10268 












GI Descrip. 


• (AC007789) 


putative ORF0 protein of RIRE8B gypsy-type 



retrotransposon .[Oryza satiya] 



Seq. No. 36949 

Gene No. 76008 

Start 1 

Name OJ990318_02 . 9C03 . CIO . ol . np 

Start 1 

GI 4680179 

Exons 1..848 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990318_02.9C03.C10 
Strand 

End 848 

Method AAT/NAP 

End 848 

Score 1235 



Seq. No. 



36949 



Seq. ID OJ990318_02.9C03.C10 



36600 




Gene No. 76008 Strand 

Start 1 End 848 

Name OJ990318_02 . 9C03 . CIO . o2 . tw Method TBLASTX : Wheat 

Start 1 End 286 

GI none Score 55 

Exons 1..237, 59.-286 

Seq. No. 36949 Seq. ID OJ990318_02 . 9C03 . CIO 

Gene No. 76008 Strand 

Start 1 * ' End 848 

Name OJ990318JD2 . 9C03 . CIO . ol. gs Method GENS CAN 

Start 52 End 617 

GI none Score .42 

Exons 52. .617 

Seq. No. 36949 Seq. ID OJ990318JD2 . 9C03 . CIO 

Gene No. 76008 Strand 

Start 1 End 848 

Name OJ990318_02 . 9C03 . C10 . ol . tm Method TBLASTX : Maize 

Start 320 End 678 

GI none Score 165 

Exons - O2-0, - ,,.5.17^ ,.3.2.5 ..^6 7_&,„33 7 ^. ,62 4.,^ 1JUJ5 16 . ; _ .„ , _„ 

Seq. No. v . 36949 * " Seq. ID OJ990318_02 . 9C03 .C10 

Gene No. ; * v 76008 Strand 

Start 1 End 848 

Name OJ990318_02 . 9C03 . C10 . ol . tw Method TBLASTX : Wheat 

Start 325 End 750 

GI none Score 238 

Exons 325.. 672, 325.. 750, 407.. 748 

Seq. No. 36949 Seq. ID OJ990318_02 . 9C03 . C10 

Gene No. 76008 Strand 

Start 1 End 848 

Name OJ990318_02 . 9C03 . C10 . ol . ts Method TBLASTX : Soybean 

Start 499 End 744 

GI none Score 192 

Exons 499. .744 

Seq. No. 36950 Seq. ID OJ990318_02.9C03.C11 

Gene No. 76009 Strand 

Start . .. 68 . . _ . • End. . . 475 _ . 

•'* : Name : -*'""' r "~ "OJ9$t)318202y9C^ GE N S C AN / / : "// ~ 7 .'/I 

Start ' • . .68" . . ' '.' ' / . :"End * ". 475. ' " ' ". 

GI none . Score .73 

".Exons. ' 68.. 475 - • ■ ••• : - •• • .;■-•.. - ■ 

Seq. 'No. "" ' 36951 ' Seq. ID OJ990318_02.9C03.C12 

Gene No. 76010 Strand 

Start 98 End 226 

Name OJ990318_02 . 9C03 . C12 . ol . gs Method GENSCAN 

Start 98 End 226 

GI none . . Score .41 

Exons 98 . . 226 

Seq. No. 36952 Seq. ID OJ990318_02.9C03.C13 

Gene No. 76011 Strand 



36601 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



184 End 

OJ990318_02 . 9C03 . C13 . ol . tm Method 

39 ■ End 

none Score 



503 

TBLASTX: Maize 

503 

84 



39. .173, 58.-249, 62. .232, 63. .260, 142. .282, 265. .408, 
309. .452, 318. .503 



36952 Seq. ID 

76011 Strand 

184 End 
OJ990318_02. 9C03.C13.ol.gs Method 

184 End 

none Score 
184. .357 



OJ990318_02. 9C03:C13 
503 

GENSCAN 

357 

.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

_Exp,ns._ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36953 
76012 
9704 

OJ990318_02. 9C03.C15.o2.gs 

9704 

none 



Seq. ID OJ990318_02.9C03.C15 

Strand + 

End 10527 

Method GENSCAN 

End 10527 

Score .74 



36953 
76013 
1651 

OJ990318_02.9C03.C15.ol.gs 

1651 

none 

1651. .2761, 4106. .4204, 4289. 
8619. .8912, 9341. .9510, 9540. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318' 02.9C03.C15 



9541 
GENSCAN 
9541 
.43 

4641, 8005.. 8187, 8226. 
9541 



,8254, 



Seq. No. 36953 

Gene No. 76013 

Start 1651 

Name OJ990318_02 . 9C03 . C15 . o2 . tm 

Start 1969 

GI none 
Exons 



Seq. ID OJ990318_02.9C03.C15 



Strand 
End 

Method 

End 

Score 



9541 

TBLASTX: Maize 

2475 

104 



1969. .2199, 1969..2232, 2013. .2210, 2215 .. 2358 2259 .. 2402 ,■ 
2268. .2453, 2401. .2475 * 



Seq. No. . 


■ 36953 . . 








Seq. . ID 


OJ990318_02 . 9C03 ; . C15 


Gene" No; ' ' 


■"7 6013" ■ ~- 








/Strand : * 




Start . " " 


1651 " - ' 








End 


9541 ' ' ' ' :y ' ' '" 


Name ' 


OJ990318 02 


. 9C03. 


CIS.ol 


np 


Method 


AAT/NAP 


Start • 


. 2703-' - - .-■ • 








End : . ... 


-. 7522. • - - 


GI • - 


645*893 








Score 


'308 \ - 


Exons 


2703. .2761, 


4106*. 


".4204, 


4289. 


.4641, 7401. .7522 


GI Descrip. 


(AC011663) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


"36953 








Seq. ID 


OJ990318_02.9C03.C15 


Gene No. 


76013 








Strand 




Start 


1651 








End 


9541 


Name 


OJ990318 02 


.9C03. 


CIS.ol 


tm 


Method 


TBLASTX: Maize 


Start 


4306 








End 


7531 


GI 


none 








Score 


52 


Exons 


4306. .4335, 


4307. 


.4336, 


4382. 


.4639, 4393.-4644, 4405. .4641, 



3.6602 



4425. .4670, 7389. .7520, 7395. .7517, 7399. .7521, 7400. .7531 



Seq. No. 36954 Seq. ID 

Gene No. 76014 Strand 

Start 77 End 

Name OJ990318_02 . 9C03 . C16 . ol . gs Method 

Start 77 End 

GI none Score 

Exons 77.. 181, 269.. 432 



OJ990318_02.9C03.C16 
+ 

432 ' 
GENSCAN 
432 
.47 



Seq. No. 36954 Seq. ID 

Gene No. 76015 Strand 

Start 816 End 

Name OJ990318JD2 . 9C03 . C16 . o2 . gs Method 

Start 816 End 

GI none ' Score 

Exons 816.. 945, 1135.. 1328 



OJ990318_02. 9C03.C16 
1328 

GENSCAN' 

1328 

.51 



Seq. No. 36955 
Gene No. .76016 
Start 90 

.Star.t , t . : .. . 90....:,.-. . ; 

GI none 

Exons 90.. 267, 360.. 592 



Seq. ID OJ990318_02.9C03.C17 
Strand 

592 

,GEJiaCAtL, 



End 

'.End i: 

Score 



.592' ... 
.55 



Seq. No. 36956 

Gene No. 76017 

Start 1326 

Name OJ990318_02 . 9C03 .C19 . ol . gs 

Start 1326 

GI none 

Exons 1326.. 1560, 1577.. 1843, 2302, 
5642.. 5728, 7273. .7372, 8004. 



Seq. ID OJ990318_02.9C03.C19 

Strand + 

End 17154 

Method GENSCAN 

End 17154 

Score . 65 

.2547, 3072. .3486, 3604. .3732, 
.8172, 8706. .8831, 8955. .9012, 



9325. .9374, 9723. .98 92, 10044. .10147, 11900. .12029, 
16134. .16394, 164 33. .16645, 16740. .16856, 17041. .17154 



Seq. No. 36956 Seq. ID 

Gene No. 76017 Strand 

Start 1326 End 

Name OJ990318_02 . 9C03 . C19 . o3 . np Method 

Start ' 12849 . . . . End . ' 

'Gr; / * ■■*""■ : "4 53 96 : 5-ff*-' — • - /- * score' 

Exons ~" ' 12849. . 12874, 14177,: . 14329' " " "'■ '■■ . . ; 

GI Descrip. ' (AF0.61282) serine carboxypeptidase-like protein [Sorghum 
. . b.icolor ] . , 



OJ990318_02.9C03.C19 
+ 

17154 
AAT/NAP 
14329. . 



Seq. No. 3~6956 Seq. ID 

Gene No. 76017 Strand 

Start " 1326 End 

Name OJ990318_02 . 9C03 . CI 9 . ol . np Method 

Start 12981 End 

GI 2462640 Score 

Exons 12981. . 1 ; 3384 

GI Descrip. (Y13370) reverse transcriptase [Oryza sativa] 



OJ990318_02.9C03.C19 
+ 

17154 
AAT/NAP 
13384 
503 



Seq. No. 



36956 



Seq. ID OJ990318 02.9C03.C19 



36603 




Gene No. 


76018 




Strand 




Start 






bna 




Name 


OJ990318 02.9C0o.C19 


. ol . tw 


Method 


l BLAb I a : wnea c 


Start 


11990 




T-l _J 

End 


1 O O O. C 

122JD 


GI 


none 




Score 


OCA 

250 


Exons 


iiono toooc ion>i*3 
1 1990 . . IZZoD, 12U4J. 


122 J4 






Seq. No. 






Seq. ID 


OJ990318_02.9C03 


Gene No. 


76018 




Strand 




Start 


18387 




End 


19305 


Name 


OJ990318 02.9C03.C19 


ol . tm 


Method 


TBLASTX: Maize 


Start 


13017 




End 


13901 


GI 


none 




Score 


119 


Exons 


13017. . 13256, 13244. 


13438, 


13354. .13437, 13499. .13639, 



13785. . 13901 



Seq. No. 36956 Seq. ID 

Gene No. 76018 Strand 

Start 18387 End 

Name OJ990318_02 . 9C03 . C19 . o2 . gs Method 

Start 18387 End 

J3 1 n,Qn e „ • S.ag r e 

Exons ..,1.8387... 185.66, J90.99. ...1 93.05 J- ' . 



OJ990318_02.9C03.C19 

19305 
GENSCAN 
19305 
„.7 5 . • - 



Seq. No. 36957 Seq.- ID 

Gene No. 76019 Strand 

Start 399 End 

Name OJ990318_02 . 9C03 . C20 . ol . gs Method 

Start 399 End 

GI none Score 

Exons 399. .480 



OJ990318_02.9C03.C20. 
+ 

480 

GENSCAN 

480 

.58 



Seq. No. 36957 Seq. ID OJ990318_02.9C03.C20 

Gene No. 76020 Strand 

Start 211 End 1008 

Name OJ990318_02 . 9C03 . C20 . ol . np Method AAT/NAP 

Start 211 End • 1008 

GI 6063554 Score 134 

Exons 211.. 384, 963.. 1008 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 

. . .protein . [pry.za sativa.].. "... ■ . ... 



Seq. No. • " 3.6958 ' '. •'• '*.- " Seq. ID' 

Gene No. 76021 . Strand 

Start - \- 122 - .■ , . .... . -End. ; • . ; 

Name " ' OJ990318_02 . 9C03 . C21 pi . gs" "* Method' 

Start '122 End 

GI none Score 
Exons 122. .202 



OJ990318_02 . 9C03 . C21 
+ 

202^ . . .-. - 
* GENSCAN -. ■ " 
202 

. .97 ' 



Seq. No. 36959 Seq. ID 

Gene No. 76022 Strand 

Start 141 End ' 

Name OJ990318_02 . 9C03 . C23 . ol . gs Method 

Start 141 End 

GI none Score 



OJ990318_02 . 9C03 . C23 

1001 
GENSCAN 
663 
.78 



36604 




Exons 


14 1 4 4 "3 


D 1 O . . DDj 






o e CJ . IN U . 


O O .7 J .7 






OJQ90318 02 9C03 


Gene No. 


76022 




Strand 




Start 


141 




End 


1001 


Name 


OJ990318 


02.9C03.C23.ol.tc 


Method 


TBLASTX: Cress 


Start 


357 




End 


666 


GI 


none 




Score 


105 


Exons 


357. .452, 


524. .655, 527. .664, 


531. . 665, 


544 . . 666 



Seq. No. 36959 

Gene No. 76022 

Start 141 

Name OJ990318_02 . 9C03 . C23 . ol . ts 

Start 372 

GI none 

Exons 372.. 440, 527.. 664, 531.. 665 



Seq. ID OJ990318_02.9C03.C23 
Strand 

End 1001 

Method TBLASTX : Soybean 

End 665 

Score 115 



End 



Seq. No. 36959 
Gene No. 76022 
Start '141 
™Name_ ■ Q<mQ3l&JlZ*3QQ3±£Z?L o2„.n& ^Met,hpc 

.Starjt Ll .^,,.514. . , .- .... _.,^.„_^.:,EncL/.„.. 

GI 5032159 Score 

Exons 514.. 677, 964.. 1001 

GI Descrip. transducin (beta)-like 1 gi | 3021409 | emb | CAA73319 . 1 | (Y12781) 
transducin .(beta) like 1 protein [Homo sapiens] 



Seq. ID OJ990318_02.9C03.C23 
Strand 

1001 

AAT/NAP _ 

.10D1_ , , 

91 



Seq. No. 


36960 




Seq. ID 


OJ990318_02.9C03 


C24 


Gene No. 


76023 




Strand 






Start 


1 




End 


1214 




Name 


OJ990318 02.9C03.C24.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1214 




GI 


4680179 




Score 


1040 




Exons 


1..62, 482. .1214 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


36960 




Seq. ID 


OJ990318_02.9C03 


C24 


Gene No". 


76023 




Strand 






Start 


1 




End 


1214 




Name 


OJ990318 02.9C03.C24.ol 


.gs 


Method 


GENSCAN 




Start 


, .392 _ i : . . . ; , 




-End 


960 




Gi/ - 


"none . ~ "~ 




'Score'" 






Exons 


■.'392; .960 " ' \" "*"■ * \ 










Seq. No.; . . 


-36960 - ■ ....... 




Seq.-- ID 


. OJ990318_-02. 9C03 


C24- 


Gene' No. 


7 6023 ■ 




Strand 






Start 


1 




End 


1214 




Name 


OJ990318 02.9C03.C24.ol 


. tw 


Method . 


TBLASTX: Wheat 




Start 


485 




End ■ 


896 




GI 


none 




Score 


188 




Exons 


485. .895, 488. .817, 525 


. . 896 








Seq. No. 


36960 




Seq. ID 


OJ990318_02.9C03 


C24 


Gene No. 


76023 




Strand 






Start 


1 




End 


1214 




Name 


OJ990318 02.9C03.C24.ol 


. tm 


Method 


TBLASTX: Maize 





36605 



Start 
GI 

Exons 



545 End 979 

none Score 230 

545. .586, 578. .949, 609. .932, 947. .979 



Seq. No. 36960 Seq. ID 

Gene No. 76023 Strand 

Start 1 End 

Name OJ990318_02 . 9C03 . C24 . o2 . ts Method 

Start 611 End 

GI none Score 

Exons 611.. 859, 630.. 674, 729.. 833 

Seq. No. 36960 Seq. ID 

Gene No. 76023 Strand 

Start 1 End 

Name OJ990318JD2 . 9C03 . C24 . ol . ts Method 

Start 881 End 

GI none Score 

Exons 881.. 1132, 891.. 1124 



OJ990318_02.9C03.C24 
1214 

TBLASTX: Soybean 

859 

38 



OJ990318_02.9C03.C24 
1214 

TBLASTX : Soybean 

1132 

154 



Seq. No. 36960 . Seq. ID 

.Ge.ae_Np^._ Z6Q2_3 r _._ w _Strand.. _ 

starts..:" L_. ... J. ..„,-..„ End : _ „. 

Name' _ OJ990318_02 . 9C03 . C24 . o2 . tw Method 

Start 899 End 

GI none Score 

Exons 899. .1129, 900. .1130, 1075. .1167, 1076. 

Seq. No. 36961 Seq. ID 

Gene No. 76024 Strand 

Start 261 End 

Name OJ990318_02 . 9C03 . C25 . ol . gs Method 

Start 261 End 

GI none Score 

Exons 2 61.. 4 62 



OJ990318 02.9C03.C24 



,1.211. f „„ w - 

TBLASTX: Wheat 

1168 

215 
. . 1168 

OJ990318_02.9C03.C25 
4 62 

GENSCAN 

462 

.73 



Seq. No. 36962 Seq. ID OJ990318_02.9C03.C26 

Gene No. 76025 Strand + 

Start 7814 End 10638 

Name OJ990318_02 . 9C03 . C26 . o3 . np Method AAT/NAP 

Start 7814 End 9914 

GI . ... 4417307 . . .. . ...Score . 351 ... .. _ . 

Exons • ' '- ' ~ : 7 814'.". 7 83%,' ? 167: ". 9914 : ; - ' ;: - •"■ : r "v;\ ;\ 
GI bescrip/ (AC0064 4 6") • putative" ret roelemeat, pbl polyprotein ' [Arabidopsis 
thaliaria]' ' * 

Seq. No. 36962 ' . ■/ ' ' Seq*/"' ID. . OJ990318_02 . 9C03 . C2 6 

Gene No. 76025 ' Strand' + 

Start 7814 * End 10638 

Name OJ990318_02 . 9C03 . C26 . o4 . np Method AAT/NAP 

Start 8654 End 10638 

GI 629693 Score 511 

Exons 8654 . .8722, 9306. .10352, 10594. .10638 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 

Seq. No. 36962 Seq. ID OJ990318_02 . 9C03 . C2 6 



36606 



Gene No. 76025 Strand + 

Start 7814 End 10638 

Name OJ990318_02 . 9C03 . C26 . o3 . gs Method GENSCAN 

Start 9681 End ' 10370 

GI none Score .61 

Exons 9681.. 10370 



Seq. No. 36962 

Gene No. 76026 

Start 4560 

Name. OJ990318_02 . 9C03 . C26 . o2 . np 

Start 4560 

GI 6815052 

Exons 4560.. 4678, 4960.. 5035, 5117. 

7741. .7840, 8139. .8256, 8538. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5814, 5863 
.8613, 8695 



OJ990318 02.9C03.C26 



8847 
AAT/NAP 
8847 
2008 

5998, 
8847 



6781. . 6873, 



GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 


36962 








Seq. ID 


OJ990318 


_02.9C03.C26 


Gene No. 


76027 








Strand 






Start 


10801 








End 


14454 




Name 


OJ990318 02. 


,9C03. 


C26.ol. 


. tw 


Method 


TBLASTX: 


Wheat 


.Star): 


r „. r 3ft8i„._ _ 








_End 


_3A72 




.GL.„.._... 


none._ _: „. .< 








..S.c.or_e._ .... 


...8.1: 




Exons 


"""" 3087. .3143, 


'3092. 


.3133, 


3138? 


.3470, 3146. .3448, 


' 3377 . .'3472 


Seq. No. 


36962 








Seq. ID 


OJ990318 


_02.9C03.C26 


Gene No. 


76027 








Strand 






Start 


10801 








End 


14454 




Name 


OJ990318 02. 


, 9C03. 


C26.o2. 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3141 








End 


3359 




GI 


none 








Score 


275 




Exons 


3141. .3359, 


3146. 


.3358 










Seq. No. 


36962 








Seq. ID 


OJ990318 


_02.9C03.C26 


Gene No. 


76027 








Strand 






Start 


10801 








End 


14454 




Name 


OJ990318 02, 


, 9C03. 


C26.ol. 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3360 








End 


3821 




GI 


none 








Score 


520 




Exons 


3360. .3821, 


3360. 


.3665, 


3509. 


.3820 







. Seq. No. - 36962 

" Gene/ : N6v'\: '\ '1 6027 " v ' r -;.; " ~~' :r , ; v v 

. Start '10801 : ' - 

Name OJ990318_02 . 9 CO* 3 . C26 . ol . 

Start-- - ■ ' 3507- , - - 

GI none ' - ■ • 

Exons 3507.. 3788, 3545.. 3769, 



.Seq.. ID ._OJ990318_02.9C03_.q26 
- strand '"■ ' '"• *■*"" " /r vv: - r ~""" : ' 
: '•; End " ' 14454 . ' • " / " ' 
ts ' Method TBLASTX : Soybean 

End; • " • • 397.7 - ; " • ' - • • - - 

. . Score 226 ' : 

3789.. 3977, 3833.. 39.64 



Seq. No. 36962 Seq. ID 

Gene No. 7 6027 Strand 

Start 10801 End 

Name OJ990318_02 . 9C03 . C26 . o3 . tw Method 

Start 3509 End 

GI none Score 

Exons 3509.. 3823, 3510.. 3827, 3789.. 3890 



OJ990318_02.9C03.C26 
14454 

TBLASTX: Wheat 

3890 

213 



36607 




Seq. No. 


36962 


Seq. ID 


OJ990318_02.9C03 


C26 


Gene No. 


76027 


Strand 






Start 


10801 


End 


14454 




LNCllLIC 


OJ990318 02. 9C03.C26.o2.ts 


Method 


TBLASTX : Soybean 






4128 


End 


4495 






none 


Score 


146 






4128. .4265, 4136. .4261, 4310. .4495, 4315. .4455 




Seq. No. 


36962 


Seq. ID 


OJ990318_02.9C03. 


C26 


Gene No. 


7 60?7 


oil diiva 






Start 


10801 


End 


14454 




Naine 


OJ990318 02.9C03.C26.o2.tw 


Method 


TBLASTX: Wheat 




JlCll I. 


6053 


End 


6547 




VJ J. 


none 


Score 


91 




R v on q 


6053. .6547, 6153.. 6530 








Seq. No. 


36962 


Seq. ID 


OJ990318_02.9C03. 


C26 


Gene No. 




o trana 






Start 


10801 


End " 


14454 




Name 


OJ990318 02.9C03.C26.o3.tm 


Method 


TBLASTX: Maize 




Start 


9366 


End 


9746 




GI ' 


none ■ * 


-_S_cpr_e. 


_J5J3L „ _ 


w — --T- - 




: ..9.3.66 ....95.2A,-, 9 5. 2 2,.. .9 0 A6_ 


, 


-..— ..-,.„-., __,.„. r ,- 


— — * " 


Seq. No. 


36962 


Seq. ID 


OJ990318_02.9C03. 


C26 


Gene' No. 


7 fif)97 

/ O U f 


o u lana 






Start 


10801 


End 


14454 




Name 


OJ990318 02. 9C03.C26.o4 .ts 


Method 


TBLASTX: Soybean 




Start 


9369 


End 


9767 




GI 


none 


Score 


206 






9369. .9767, 9473. .9589 








Seq. No. 


36962 


Seq. ID 


OJ990318_02. 9C03. 


C26 


Gene No. 


7 6D97 


Strand 






Start 


10801 


End 


14454 




Name 


OJ990318 02. 9C03.C26.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


9927 


End 


10334 




GI 


none 


Score 


206 




F!xnn<? 


9927. .10334, 9935. .10300 








Seq. No. 


36962 


Seq. ID 


OJ990318JD2. 9C03. 


C26 


Gene No . . 


76027 


Strand 






Start'"" " r; 


■'■ ' ' 10801.' z \ " r '" : 


" . End " 


1445^; \" : ~':~ 


„ - . 


Name "■" * 


■"OJ990318 ' 02. 9C03.C26.63. ts " 


Method " 


TBLASTX : Soybean • " 






' 10110 


* - End • 


' 10355 ' ' 




GI— ■. " ••■ 


■ none- 


" Score 


"227 - " . • . • -' 






lOllOi .10355, iOi'1'2. . ; 1024 9, 


10322. .10351 / " 




O ~ . v_J • 


36962 


Seq. ID 


OJ990318_02.9C03. 


CO £ 


Gene No . 


. 76027 


Strand 






Start 


10801 


End 


14454 




Name 


OJ990318 02.9C03.C26.o4.gs 


Method 


GENSCAN 




Start 


10801 ■ 


End 


14454 




GI 


none 


Score 


.53 




Exons 


10801. .11286, 11310. .11465, 


11547. .11660, 11729. .11788, 






11864. .12147, 12455. .12867, 


12955. . 13834, 13948 .. 14045, 





14378. .14454 



36608 



Seq. No. 


36963 


Seq. ID 


OJ990318 


_02 


. 9C03 


.C27 


Gene No. 


76028 


Strand 


+ 








C 4- -i 4- 


O Of* 


tina 


9 on n 








Name 


uj y jio uz . jLU j • bz / . oz . np 


\A s-\ 4- Wi s-1 










Of 3 v-+- 


O Dfi 


CjUU 


9 an n 








bl 


COCOITC • 
JOJil / O 


Score 










Exons 


R£zl QQ4 1 A A R 1£/9 9££4 


, £ f l ± f JO 


9 ann 








GI Descrip. 


tAiiii/zboj znouuuo . 1 [uryza 


sat iva ] 










Seq. No. 


36963 


Seq. ID 


OJ990318 


_02. 


. 9C03 


.C27 


Gene No. 


76029 


Strand 










OLdlL 


1 


End 


1 Q 7 9 
1 O / Z 








Name 


OJ990318 02.9C03.C27.ol.np 


Method 










Of. -i ~- f- 


1 


End 


1 Q 9 Q 
1 0 Z 0 










5852179 


Score 


9 R 1 
Z O 1 








Exons 


1..52, 1320. .1550, 1608. .1828 










bl uescrip . 


\M.Li± L f £K)D ) znDUUuy . 1 [uryza 


Sat 1 va j 










Seq. No. 


36963 


Seq. ID 


OJ990318 


_02. 


. 9C03 


.C27 


Gene No . 


76029 


Strand 










O 4 1 4- 


_1 


; End , 


1 Q 7 9 

1# -/Z. - 


— — 







.Name „ , . . .... 


. . „.b' J.9.90 31 8- J0.2 . 9C.03.._C27,.o2 . gs , 


Method. 


bh(NbbAN 








O \ , -v~ 4- 

b tar z 


1351 


End 


1 Q 7 9 
1 O / Z 








C T 
bl 


none- 


Score 


7 £ 








Exons 


1351. . 1872 












Seq. No. 


36964 


Seq. ID 


OJ990318 


_02, 


,9C03 


.C28 


bene ino . 


76030 


Strand 










Cf -i v~4- 

otart 


92 


End 


917 
Zl / 








Name 


OJ990318 02.9C03.C28.ol.gs 


Method 


bb NbbAN 








Q4- -3 v--f- 

o tar r 


92 


End 


917 
Zl / 








PT 

ol 


none 


Score 


C Q 

. JO 








Exons 


92. .217 












jcCj. IN O . 


36965 


Seq. ID 


n TQQH "3 1 Q 
UJ y J> 1 0 


_02. 


, 9C03, 


.C29 


Gene No. 


76031 


Strand 


. + 








Start 


541 


End 


648 








Name 


OJ990318 02 . 9C03.C29.ol.gp 


Method 


7\ 7\ T /fBD 

AA1 / bAr 








oT.art 


541 


End 


£ /I Q 
o4 0 








bl 


uC-osflcyp088b!2bl 


Score 


Ijj 








Exons 


541. . 648 












± uescirip * 


"•'' , "52'57255/db'il AP000364 : T| AP0OQ364? 3". Oe- 


3 6" Oryza* 


sat i y a" gen om 1 i c; 




DNA, .chromosome 8, clone : P0026F0.7* 1 ". . 


- •- ' 








Seq-. No. ; 


• 36965 - / • - . 


, Seq;/- -I D 


-:pj?9031.8 


_o 2 : 


9C03, 


.C29 - 


b^ne no. ■ 


• 76032 


'"' Strand 










otart 


37 


End 


ZzZ 








Name 


OJ990318 02.9C03.C29.ol.gs 


Method 


bhNbbAN 








Start 


37 


End 


222 








GI 


none 


Score 


.4 








Exons 


37.. 222 












Seq. No. 


36966 


Seq. ID 


OJ990318_ 


_02. 


9C03, 


,C30 


Gene No. 


76033 


Strand 


+ 








Start 


157 


End 


250 








Name 


OJ990318 02.9C03.C30.ol.gs 


Method 


GENSCAN 









36609 



Start 


1 c;7 






Lnu 


o c,n 

Z jU 




GI 


none 






Score 


. / j 




Exons 


1 R7 9^0 












Seq. No. 


36967 






Seq. ID 


OJ990318_ 


02.9C03.C32 


Gene No. 


76034 






Strand 






btdit 


^ Q 
j y 






r nr i 
rLiilQ 


1 10 




Name 






gs 


4— V*\ 

lYie LflOQ 


oHiLN DbHIN 




Start 


n q 
J y 






ii»na 


1 / u 




bl 


none 






Score 


. 0 J 




Exons 


j y . . 1 / u 












Seq. No. 


36967 






Seq. ID 


OJ990318_ 


02.9C03.C32 


Gene No. 


76035 






Strand 






otart 








Hjna 


7 Qfl 

/ yu 




Name 




C32 n? 


9 & 


L JC L. 11UU 






Of orf 

o tar u 


JOJ 






HtllQ 








none 






Score 


. 04 






JOJ. . / y U 












Seq. No. 


36968 






Seq. ID 


OJ990318_ 


02.9C03..C34 


J5.ejie_Np.__- 


.. ,„7 60.3.6.„^ „ 


- 




St rand, _ 







otart ,.. 


iOi? _ ... 






, , .Hino.. .„ 


A 7 7 




Name . 


/^TQQmiQ no ohm 


n i A /-\ 1 
, b j4 . Ol . 


gs 


Method 


bhNbbAN 




Start 


z jy 






bna 


4 / / 




bl 


none 






Score 


A A 




Exons 


O T Q 4 7 7 












beq . no . 


36969 






Seq. ID 


uo y y U J 1 O 


uz . y b u j . b j o 


Gene No. 


76037 






Strand 


+ ~ 




Start 


608 






End 


11261 




Name 


OJ990318 02.9C03. 


X35.ol. 


gs 


Method 


GENSCAN 




otar l 


608 






End 


11261 




bl 


none 






Score 


.43 




Exons 


608. .725, 844.-968, 2398 


..2523, 2954.. 


3364, 3475 


. . jo y o , 




7908. .8044, 8452. 


, .8570, 


8915 


. ..9016, 9393. .9426, 


1 noQ£ i fi/i on 
luzyo. .iu4zu, 




- 10994. .11261 












C Ma 


36969 






Seq. ID 


OJ990318_ 


U^. * Z?^UJ . v^jj 


Gene No. 


76037 






Strand 


+ 




Start 


608 






End 


11261 




Name 


OJ990318 02.9C03. 


C35.ol. 


PP.,... 


.Method 


, AAT/NAP 




"Start"' " : " : " 


■■: . 2257- vr - - — 






/End"- -■; 


-.9334 - 




GI 


6523547 ' " .. " 






Score ' 


■ 389 . - • 




Exons" 


2257. .3465, 9291. 


.9334 











GI Descrip. 



(AJ242540-) • hydroxyproline-rich glycoprotein DZ-HRGP ..[Volrvbx 
carteri" f . nagari ens-is] * . - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36969 Seq. ID OJ990318_02.9C03.C35 

76037 Strand + 

608 End 11261 

OJ990318_02. 9C03.C35.ol.gp Method AAT/GAP 

5074 ■ End 5181 

uC-osflcyp088bl2bl Score 148 

5074. .5181 

1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



36610 



OJ990318 02.9C03.C35 



Seq. No. 36969 Seq. ID _ 

Gene No. 76038 Strand - 

Start 10862 End 12838 ,; ^ r: " 7 

Name OJ990318JD2 . 9C03 . C35 . o2 . np Method AAT/NAP 

Start 10862 End 11936 

GI 119714 Score 220 

Exons 10862. .11236, 11351.. 11936 

GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir M S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi 1 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 36969 Seq. ID 

Gene No. 76038 Strand 

Start 10862 End 

Name OJ990318_02 . 9C03 . C35 . o2 . gs Method 

Start 11668 End 

GI none Score 

Exons 11668 . .11815, 12637.. 12838 



OJ990318_02.9C03.C35 

12838 
GENSCAN 
12838 
.54 



.,Sej^._NQ_. 'J.6.97.Q„---~™^ ; - 

„£e..ne„ No... ... ... , 7 60.39 :„ [ .'. 

Start 217 

Name OJ990318_02 . 9C03 . C36 . ol . gs 

Start 217 
GI none 
Exons - 217. .823 



..Stxaad ..±." _ 

End 823 

Method GENSCAN 

End 823 
Score .85 





Seq. No. 


36971 




Seq. ID 


OJ990318 


_02. 9C03. 


C37 




Gene No. 


76040 




Strand 










Start 


1114 




End 


1450 








Name 


OJ990318 02.9C03.C37.ol 


.gs 


Method 


GENSCAN 








Start 


1114 




End 


1450 








GI 


none 




Score 


.57 








Exons 


111-4. .1450 














Seq. No. 


36972 




Seq. ID 


OJ990318 


_02.9C03. 


C39 




Gene No. 


76041 




Strand 










Start 


416 




End 


1882 








Name 


OJ990318 02.9C03.C39.ol 


.gs 


Method 


GENSCAN 








Start . 


•416 ... . 




..End. 


,.1882 








Gi; " Y;'.\ ' 


■ none ^ ~ ; ' ' 




*■; - Score; " 


"..55 ™ 








Exons . 


416'. : 520, 17 4 8 . . .188Z . 














Seq. No. ' 


.. 36972 • 




, Seq\ ID- 


OJ990318 


_02. 9C03 ; . 


C39- 




Gene No.* 


76041 ' - 




Strand 










' Start 


416 




End ■ 


1882 








Name 


OJ990318 02.9C03.C39.ol 


.np 


Method 


AAT/NAP 








Start 


1243 




End 


1472 








GI 


4585985 




Score 


67 








Exons 


1243. .1472 














GI Descrip. 


(AC005287 ) Hypothetical 


protein [Arabidopsis 


thaliana] 






Seq. No. 


36973 




Seq. ID 


OJ990318 


_02.9C03. 


-C4 0 




Gene No. 


76042 




Strand 


+ 








Start 


201 




End 


1062 







36611 



Name 


ojyyuoio . you j . u . 01 . 


gs 


Method 










Start 






End 










GI 


none 




Score 


7 9 








Exons 


Oni 9 CM ^4*3 T7 R ft£fl 
ZUX. .^y^, OH J . . I / 0 r ODO. 


.1062 










Seq. No. 


36974 




Seq. ID 


OJ990318 


_02. 


9C03. 


C41 


Gene No. 


76043 




Strand 










Start 


oz y 




End 










Name 


ojyyuoio . yuu j . 04 i . ox . 


gs 


Method 


oHjINoU-tUN 








Start 


oz y 




End 


1 U H 0 








GI 


none 




Score 


. DCS - 








Exons 


o^y . . yoi, y//..iu4o 














Seq. No. 


joy / 4 




Seq. ID 


Uu -7 .7 U O ± O 


09 
uz . 




CA 1 

, \s H J- 


Gene No . 


76043 




Strand 










Start 


829 




End 


1451 








Name 


OJ990318 02.9C03.C41.ol. 


np 


Method 


AAT/NAP 








Start 


880 




End 


1451 








GI 


6523547 




Score 


130 ' 








Exons 


880. . 1451 














GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


nKor 


* [Volvox 












- — — 






~„ — 

- -~ ^ - 

Seq. No. 


36975 " 




Seq. ID 


OJ*9903i8 




9C03*. 


,C4'2 


Gene No. 


76044 




Strand 










Start 


107 




End 


610 








Name 


OJ990318_02 . 9C03 .C42 . ol. 


np 


Method 


AAT/NAP 








Start 


107 




End 


610 








GI 


6721559 




Score 


'348 








Exons 


107. .245, 274. . 610 














GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 










gi | 6815084 |dbj IBAA90370. 


11 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 














Seq. No. 


36976 




Seq. ID 


OJ990318 


_02. 


9C03, 


,C44 


Gene No. 


76045 




• Strand 










Start 


1 




End 


561 








Name 


OJ990318 02.9C03.C44.o2. 


np 


Method 


AAT/NAP 








Start 


1 




End 


561 








GI 


6815052 




Score 


99 








Exons 


1..57, 470. .561 














GI ..Descrip. 


(AP001080). hypothetical 


protein. [Oryza 


.sativa] 








Seq. No. ". 


36977 . '"' - ~ ' 




Seq. ID 


' QJ990318 


_02 . 


9C03 ; 


;-C4 7 


Gene No. 


• 76046 




Strand 


+ 








Start'- ■ 


192 ' . - ;• • " 




• ' End- • - - 


31.2 •' 








•Name 


" OJ990318 .02". 9C03.C47.ol. 




Method ; 


, GEN SCAN • 








Start 


192 


• End 


312 








GI 


none 




Score 


.86 








Exons 


192. .312 














Seq. No. 


36977 




Seq. ID 


OJ990318 


_02. 


9C03. 


X47 


Gene No. 


76047 




Strand 










Start 


690 




End 


807 








Name 


OJ990318 02.9C03.C47.ol. 


,np 


Method 


AAT/NAP 








Start 


690 




End 


807 








GI 


4680183 




Score 


158 









36612 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



690. .807 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



36978 
76048 
626 

OJ990318_02. 9C03.C4 9.ol.tm 

626 

none 

626. .664, 754. .945, 768. .944 



Seq. ID OJ990318_02.9C03.C49 
Strand 

End 945 

Method TBLASTX: Maize 

End 945 

Score 63 



Seq. No. 


36979 




Seq. ID 


OJ990318_02.9C03 


C53 


Gene No. 


76049 




Strand 






Start 


1 




End 


305 




Name 


OJ990318 02 


.9C03.C53.ol 


. np Method 


AAT/NAP 




Start 


1 




End 


305 




GI 


6453893 




Score 


107 




Exons 


1..95, 180. 


.305 








GI Descrip. 


(AC011663) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


36980 




Seq. ID 


OJ990318_02.9C03 


C54 


J3enj£_Noi, .„ 


7J5Q£0. 










.Start,. . 


„.3.9. ... 




. ... '-End. - 


1.233......;.;;; _ 




Name 


OJ990318 02 


.9C03.C54.ol 


. gs" Method 


GENSCAN 




Start 


39 




End 


233 - 




GI 


none 




Score 


.83' 




Exons 


39. .233 











Seq. No. 36981 Seq. ID 

Gene No. 76051 Strand 

Start 561 End 

Name OJ990318_02 . 9C03 . C56 . ol . gs Method 

Start 561 End 

GI none Score 

Exons 561 . . 642 



OJ990318_02.9C03.C5< 
+ 

642 

GENSCAN 

642 

.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons * 



36982 
'76052 
31 

OJ990528_05. 9C03.C2.ol .tc 
31 

none. 

' 3 1 r . 2 6 1"; * .3 1 : v 2 1*3 , ; '3 3 . 2 60 ; ; • 3 0 p": : 3 35; 



Seq. ID OJ990528_05.9C03.C2 
Strand 
End 

Method 
End 
Score 



335 

TBLASTX: Cress 

335 

268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



36982 

76052. ^ / ; : . 

31 - ' 
OJ990528_05. 9C03 . C2 . ol . ts 
33 

none 

33. .116, 33. .335, 34. .330, 150. .332 



Seq. ID OJ990528_05.'9C03.C2 



Strand' 
End 

"Method 
End 
Score 



36983 Seq. ID 

76053 Strand 

39 End 

OJ990528_05 . 9C03 . C3 . ol . tm Method 

39 End 



335 

TBLASTX: Soybean 

335 

96 



OJ990528_05.9C03.C3 
609 

TBLASTX: Maize 
609 



36613 



GI 

Exons 



none Score 126 

39. .131, 40. .132, 97. .132, 108. .188, 141. .239, 170. .241, 
180. .242, 208. .243, 241. .309, 242. .310, 244. .309, 316..363, 
317. .358, 344. .400, 345. .401, 354. .401, 362. .403, 382. .609, 
395. .607 



Seq. No. 36983 Seq. ID 

Gene No. 76053 Strand 

Start 39 End 

Name OJ990528_05 . 9C03 . C3 . ol . ts Method 

Start 257 End 

GI none Score 

Exons 257. .301, 363. .401, 389. .607, 402. .608 



OJ990528_05.9C03.C3 
609 

TBLASTX: Soybean 

608 

41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

JSe.q.. No.. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36983 Seq. ID 

76053 Strand 

39 End 

OJ990528__05 . 9C03 . C3 . ol . tc Method 

368 End 

none Score 

368. .607, 369. .608 



...Seq.. .ID 
Strand 
End 

Method 
End 
Score 



3.69.84 . J 

76054 
1 

OJ990528_05.9C03.C4 .ol.gp 
1 

7587_1.R1084 
1. .349 

1 131283/sp | P12158 | PSBC_ORYSA 2 . Oe-85 
REACTION CENTER PROTEIN (P6 PROTEIN) 

>gi_72710_pir F2RZ44 photosystem II 

protein psbC - rice chloroplast >gi_ 
PSII 43kDa protein [Oryza sativa] 1 



OJ990528__05.9C03.C3 
609 

TBLASTX: Cress 

608 

249 



.OJ.99052-.8_ 
+ 

349 

AAT/GAP 
349 
617 

PHOTOSYSTEM 
(CP43) 

chlorophyll 



,.0.5.. 9.CQ3. t ,..G4_ 



II 44 KD 



a-binding 



11965 emb CAA34014 (X15901) 



Seq. No. 


36984 










Seq. ID 


OJ990528 


_05. 9C03. 


C4 


Gene No. 


76055 










. Strand 


+ 






Start 


404 










End 


701 






Name 


OJ990528 


_05 


9C03. 


C4. 


ol. tc 


Method 


TBLASTX: 


Cress 




Start 


11 










End 


206 






GI 


none 










Score 


151 






Exons 


11. .202, 


27. 


.200, 


28 


. . 201, 


. 41 . .202,- 42 


. .206 






Seq." No. 


. 36984 










.. ' . Seq." ID 


OJ99.0528 


_05. 9C03". 


C4 


Gene No. 


76055 ' 










v Strand 


+ 






Start : 


- .4-04 










'. End 


.701- ; ' 






Name 


OJ9905'28 


"05. 


9C03. 


C4. 


ol.ts' 


-Method 


TBLASTX: 


Soybean t 


4 


Start 


11 


— * 








End 


235 




GI 


none 










Score 


166 






Exons 


11. .235, 


28. 


.198, 


29 


. .217 











Seq. No. 36984 

Gene No. 76055 

Start 404 

Name OJ990528_05 . 9C03 . C4 . ol . tw 

Start 22 

GI none 



Seq. ID OJ990528_05. 9C03.C4 

Strand + 

End 701 

Method TBLASTX: Wheat 

End 301 

Score 235 



36614 



Exons 


O O IOC 

22 . . i9o, 


2 / . 


OOf OO 0/1*3 


30. .236, 207. .290, 229. .300, 230 


Seq. No. 


36984 






Seq. ID 


OJ990528_05.9C03.C4 


Gene No. 


76055 






Strand 


+ 


Start 


A C\ A 

4 U 4 






End 


701 


Name 


oj y yoo^o 


Oo . 


9C0o . C4 . ol . tm 


Method 


TBLASTX: Maize 


Start 








End 


238 


GI 


none 






Score 


242 


Exons 


*3 A O A C\ 

. .209, 


4 5 . 


.209, 20b . . 23o 


, 207. .236 




Seq. No. 


o f n o >i 






Seq. ID 


OJ990528_05.9C03.C4 


bene jno. 


7 fiOR ^ 
i DU JJ 






Strand 


+ 


Start 


404 






End 


701 


Name 


OJ990528 


05. 


9C03.C4.o2.gp 


Method 


AAT/GAP 


Start 


404 






End 


701 


GI 


5607533 






Score 


548 


Exons 


404. .701 










GI Descrip. 


11957/emb 


1X15901 ICHOSXX 1. 


0e-145 Rice 


complete chloroplast 



Seq. ID OJ990528_05. 9C03.C6 

; SJ:j:and t . . 

1 .;End :.:..280: ;_;.':...„..,... 



genome 
Seq. No. 36985 

_£ene._ .No ZfiJSSi _™ ™_ r _ 

.Starts „ 1 i ;. ; J. .. ' 

Name OJ990528_05. 9C03 . C6 . ol . gp Method AAT/GAP 

Start 1 End 280 

GI 306_9.R1084 Score 556 

Exons 1..280 

GI Descrip. 1 287391/dbj | D13111 | RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene 1 



Seq. No. 


36985 




Seq. ID 


OJ990528_05. 9C03. 


C6 


Gene No. 


76056 




Strand 


+ 




Start 


1 




End 


280 




Name 


OJ990528 


05. 9C03.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


280 




GI 


none 




Score 


413 




Exons 


1..273, 2 


..274, 155. .199, 156 


..200, 24 


8. .280, 249.-278 




Seq. No. 


36985 




Seq. ID 


OJ990528_05.9C03. 


C6 


Gene No. 


76056 




Strand 


+ 




Start 


1 




End 


280 




Name . 


. OJ990528 


05. 9.C03..C6.O1. tm : 


Method 


TBLASTX: Maize 




Start" " :r 


• - 1; "•■ 






280 




GI " 


hone 




Score 


482 




Exons 


• • 1. .279, 2 


. .280, 2. .280, 155;. 


199, 156.' 


.200 




Seq ; No. ' 


36985 




Seq. ID 


~OJ999528JD5.9C03.. 


C6 


Gene No. 


- 76056 




Strand 






Start 


1 




End 


280 




Name 


OJ990528 


05. 9C03.C6.ol. tc 


Method 


TBLASTX: Cress 




Start 


2 




End 


280 




GI 


none 




Score 


37 




Exons 


2. .88, '3. 


.86, 59. .157, 63. .155, 185. .223, 199. .222, 223. 


.2 




224 . .280, 


225. .278, 226. .279 








Seq. No. 


36986 




Seq. ID 


OJ990528_05. 9C03. 


C7 


Gene No. 


76057 




Strand 







36615 




Start 


99 


End 


924 




Name 


OJ990528 05.9C03.C7.ol.gp 


Method 


AAT/GAP 




o LdX L 


99 


End 


924 




(Z T 


143.84 1.R1084 


Score 


1358 




Exons 


99. .127, 213. .924 










•5881726/dbj IBAA84417.il 3.0e- 


-24 (AP000423) RNA polymerase 




subunit [Arabidopsis thaliana] 1 






Seq. No. 


36986 


Seq. ID 




Cl 


Gene No. 


76058 


Strand 








1021 


End 


1242 




Name 


OJ990528 05.9C03.C7.ol.tm 


Method 


TBLASTX: Maize 




Cf-3 y-4- 


129 


End 


D D 0 






none 


Score 


1 R 
/ O 




Exons 


129. .188, 131. .184, 296. .640, 


296. .643 


t OU O . . 000 , 4 jU . . 


DO D 


Seq. No. 


36986 


Seq. ID 




Cl 


Gene No. 


76058 


Strand 








1021 


End 


1242 




Name 


OJ990528 05.9C03.C7.ol.tw 


Method 


TBLASTX: Wheat 




oUall 


260 


End 






— , 1 — 


none 


Score; 


1095 




Exons . - - ~ 


_.2ao..... ioMi;^2 6,6,. aoiz, . .31 :q ....1.0.11 _ 




— 




Seq. No. 


36986 


Seq. ID 




ci 


Gene No. 


76058 


Strand 






OLqiL 


1021 


End 


1242 




Name 


OJ990528 05.9C03.C7.ol.tc 


Method 


TBLASTX: Cress 




o tar l 


276 


End 


O H O 






none 


Score 


O C Q 

jo y 




Exons 


276. .377, 278. .544, 278. .544, 


414. .545 






Seq. No. 


36986 


Seq. ID 




cl 


Gene No. 


76058 


Strand 






OLdLl 


1021 


End 


1242 




Name 


OJ990528 05.9C03.C7.o2.tc 


Method 


TBLASTX: Cress 




OLdiU 


628 


End 


11 R 
/ / 0 




r; t 


none 


Score 


1 QQ 
1 z? 0 




LAUI1 o 


628..774, 639. .773, 653. .775 








Seq. No. 


36986 


Seq. ID 


ujyyuozo u D . yuu j 


Cl 


Gene. No. 


76058 . 


Strand 






OLdXL 


io2T- v; *'■•' * ■ ' 


End ; • ' . "' 






Name 


'" ' OJ990528 ;: 05.9C03';C):o2..tm 


Method 


TBLASTX: Maize ;:/ 




O Ual. I, 


718 • 


End ' 


1155 ■ 






none : .. ....... 


Score 


-235. -\ • • 




Exons 


718.. 1080, 719.. 1081, .723 . . 107 9„ 724 . . 


1080, 1108. .'1155 




OcC|. IN O . 


36986 


Seq. ID 


OJ990528_05.9C03 


.C7 


Gene No . 


76058 


Strand 






Start 


1021 


End 


1242 




Name 


OJ990528 05.9C03.C7.o2.gp 


Method 


AAT/GAP 




Start 


1021 


End 


1242 




GI 


24824 1.R1084 


Score 


383 




Exons 


1021. . 1242 








GI Descrip. 


•476752 5.0e-87 (L24073) rubisco large 


subunit [Oryza sativ 



>gi_1583954_prf 21214 8 9A 



36616 



RuBisCO:SUBUNIT^large: ISOTYPE=truncated [Oryza sativa] ' 



Seq. No. 36986 

Gene No. 76058 

Start 1021 

Name OJ990528_05 . 9C03 . C7 . ol . ts 

Start 1080 

GI none 
Exons 



Seq. ID OJ990528_05.9C03.C7 
Strand 

End 1242 

Method TBLASTX : Soybean 

End 1242 

Score 175 



1080.. 1211, 1080.. 1211, 1082.. 1213, 1087.. 1212, 1097.. 1216, 
1213. .1242, 1214. .1240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

.N.ame'._, '.; 
Start 
GI 

Exons 



36987 
76059 
54 

OJ990528_05 . 9C03 . C8 . o2 . tc 
54 

none 



Seq. ID OJ990528_05.9C03.C8 
Strand 

End 312 

Method TBLASTX : Cress 

End 312 

Score 174 



54. .311, 54. .305, 55. .312, 107. .310 



Seq. ID OJ990528_05. 9C03.C8 
Strand 

,End.,_ 3.1.2 



36987 
76059 

^:q!j39^^ Method TBLASTX : Soybean,... . 

54 End 310 

none Score 372 

54. .308, 55. .309, 92. .310 



Seq. No. 36987 

Gene No. 76060 

Start 407 

Name OJ990528_05 . 9C03 . C8 . ol . ts 

Start 407 

GI none 
Exons 



Seq. ID OJ990528_05. 9C03.C8 
Strand 

End 951 

Method TBLASTX : Soybean 

End 951 

Score 227 



407. .586, 415. .567, 417. .587, 430. .597, 549. .731, 564. .731, 
568. .753, 724. .762, 773. .910, 777. .929, 777. .911, 778. .951, 
784. .948 



Seq. No. 36987 
Gene No. 76060 
Start 407 

Name OJ990528_05 . 9C03 . C8 . ol . tc 

Start. , 498 .. • . 

Gi",' ' : ''none'~; ;:\" " r:y\:-:. ■ 

"Exons/. ■"■ •{;■■ 498. v 692, > 4,9.8.:, 692, 'A 99.... 693^ 



Seq. ID OJ990528_05. 9C03.C8 
Strand 
End 951 
Method TBLASTX : Cress 
.End . 693 . : _ 
'Score"-' ~ 17 5" ""'■"-""-■'"-> ■ 



Seq..- No... ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36988 - . ' 

• 7-6061 7'. 
1 

OJ990528_05 . 9C03 . C9 . ol . gp 
1 

5607533 
1. .330 

11957/emb|X15901 ICHOSXX 1.0e-145 Rice complete chloroplast 
genome 



Seq. ID . OJ990528_05:9C03.C9 

Strand + 

End 330 

Method AAT/GAP 

End 330 

Score 509 



Seq. No. 
Gene No. 



36988 
76062 



Seq. ID OJ990528_05. 9C03.C9 
Strand 



36617 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



212 End 

OJ990528_05.9C03.C9.ol.tm Method 

20 End 

none " Score 



670 

TBLASTX: Maize 

635 

77 



20. .109, 21. .68, 22. .69, 80. .118, 207. .305, 221. .307, 222. .305, 
226.-324, 262. .576, 272... 577, 308. .580, 591. .635, 596. .634 



36988 
76062 
212 

OJ990528_05. 9C03..C9 . ol . tc 
21 

none 



Seq. ID OJ990528_05.9C03.C9 
Strand 

End 670 

Method TBLASTX : Cress 

End 550 

Score 45 



21. .59, 100. .168, 131. .163, 229. .276, 229. .258, 321. .545, 
326. .550, 326. .538, 327. .539, 334. .549 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Exons . _ ....,„• 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36988 
76062 
212 

OJ990528_05. 9C03 . C9 . o2 . gp 
212 

J 527J3_1^R 1 0 8 4_ :„ 

.212;.;. 6>d_ . 

'1022811 4.0e-21 (U37703) ORF 62 [Hordeum vulgare] 1 



Seq. ID OJ990528_05. 9C03.C9 
Strand 

End 670 
Method AAT/GAP 
End 670 
JlGQXe JSL5.CL 



36988 
76062 
212 

OJ990528_05.9C03.C9.ol.ts 

227 

none 



Seq. ID OJ990528_05.9C03.C9 
Strand 

End 670 

Method TBLASTX : Soybean 

End 550 

Score 4 4 



227. .274, 318. .542, 326. .550, 326. .538 



Seq. No. 36989 

Gene No. 76063 

Start 21 

Name OJ990528_05 . 9C03 . C10 . o2 . tnf 

Start 21 

GI none 

Exons 21. .161, 21. .161, 22. .162, 22. .162 



Seq. ID OJ990528_05.9C03.C10 
Strand 

End 168 

Method TBLASTX : Mai ze 

End 162 

Score 218 



Seq. No. ... 36989.. . . . . . . 

■Gene-" Nor :':".76063 ;' y' r "\~'' — 

Start"- : '' . . v ''. 2 1 7 . " . .' ' ': 

Name OJ990528_05 . 9C03 . C10 . ol . tc 

Start ; • 31'- • • ( \ : - ■ 

GI .none 

Exons 31. .168, 32t.l36, 36. .167* 



Seq. ID QJ990528_05.9C03.C10. 

' Strand" " " ' ■ " '~~ "'"™- : 

End •• 168; . ' ' . 

Method TBLASTX: Cress 

End ■■■ 168 . • • ;'; . --. 
Score 201 ' '* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36989 ' 

76064 

1023 

OJ990528_05. 9C03.C10.ol. tm 

1023 

none 



Seq. ID OJ990528_05. 9C03.C10 
Strand 

End 1226 

Method TBLASTX : Mai ze 

End 1226 

Score 172 



1023.. 1166, 1033.. 1158, 1152.. 1226, 1153.. 1224 



36618 




oeq. ln u . 


J UyJv 




o€q . x u 


n.TQQH^ft Qpn^ PI 1 


Gene No. 


76065 




Strand 


+ 


Start. 


2528 




End 


2912 


Name 




PI 1 o9 rrn 


Method 


AAT/GAP 


Of a r*+- 






End 


2912 


PT 
bi 


4 / j X . I\X U 0 4 




Score 


702 


Exons 


9 S9fi ~9Q1 9 








PT no erri n 


1 1 099fi 1 1 d 0^-91 


IU J / 1 \J O } \Jt\E. 


62 [Hordeum vulgare] ' 


• IN tj . 


O D ^ U 




Seq. ID 


OJ990528_05.9C03.C11 


Gene No. 


76066 




Strand 




Start 


1963 




End 


2150 


Name 




PI 1 n? f-m 

X X . U«£ . LIU 


Method 


TBLASTX: Maize 




lujO 




End 


1308 


PT 


none 




Score 


123 


Exons 


ino/- iiift 

1U jo . . 1119 , 103 / . 


iion i a ft. 

.1120, 1069. 


1248, 1110. .1250, 1113. .1250, 




11S4 1258 1218 


1307 1240 


1308 




O /-> /^r Ma 

o e q « LN U . 


joy 




Seq. ID 


OJ990528_05.9C03.C11 


Gene No. 


76066 




Strand 




Start 


1963 




End 


2150 


Name 




. OP . EM - 


Method 


TBLASTX: Maize 


* C -H "a v'+- 


1 7 "3 


- - ■■ ** 


.End./... .„ 


. .2.150 


P T 


none 




Score 


64 ' 


T7 1 w ^> r^i o 


1 7p-3 1 QAO 1 TQC 
1 / O J . . X O fi Z , X / 0 O • 


. 10 H D , IOjO. 


1993, 1841. .1996, 1923. .2000, 




91 94 91 








beq. wo. 






Seq. ID 


OJ990528_05.9C03.C11 


Gene No. 


76066 




Strand 




Start 


1963 




End 


2150 


Name 


OJ990528 05.9C03. 


Cll.ol.gp 


Method 


AAT/GAP 


Start 


1963 




End 


2136 


GI 


306 9.R1084 




Score 


240 


Exons 


1963. .2136 









GI Descrip. ' 287391/dbj | D13111 I RICMT15 1.0e-178 Oryza sativa mitochondrial 



rpoB pseudogene 1 



Seq. No. 


36990 










Seq. ID 


OJ990528_05.9C03.C11 


Gene No. 


76067 










Strand 




Start 


2563 










End 


2912 


Name 


OJ99052* 


3_05 


.9C03. 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 


.Start. 


. ..2563 










End 


.2912 


•Gi* - " : - ' ' 


" " none 










Score'" ' 


50 v ;: " ■ — 


.Exons ■ 


. ""' 25.63 . .2607," 


2564. 


.2602, 


2618'. 


".2890, . 2621... 2902, " 2622. ."2909, 




2874 .. 2912 * 












'Seq.' No. 


36990 










Seq.. ID 


OJ996528_05.. 9C03*C11 


Gene No. 


76067 










Strand 




Start 


2563 










End 


2912 


Name 


OJ99052S 


3_05 


. 9C03. 


Cll.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2648 










End 


2877 


GI 


none 










Score 


184 


Exons 


2648. .2E 


*72, 


2649. 


.2864, 


2653. 


.2877, 2659. .2871, 2660. .2872 


Seq. No. 


36990 










Seq. ID 


OJ990528_05.9C03.C11 


Gene No. 


76067 










Strand 




Start 


2563 










End 


2912 



36619 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

,J|]J1QJ1S____ 

GI^Des.crip. 



OJ990528JD5 . 9C03 . Cll . ol . ts Method 

2648 End 

none Score 
2648. .2872, 2656. .2880, 2660. .2872 

36991 Seq. ID 

76068 .-v.* Strand 
5227 End 
OJ990528_05 . 9C03 . C12 . o3 . gp Method 
5227 End 
uC-osf Icyp086a01bl Score 
5227. .5677 

'11957/emb|X15901|CHOSXX 1 
genome 1 

36991 Seq. ID 

76069 Strand 
5758 End 
OJ990528_05 . 9C03 . C12 . o4 . gp Method 
5758 End 
uC-osf Icyp086a01al Score 
5758. .6003,.. $814 ...70Q4 .. - , . 



TBLASTX: Soybean 

2880 

294 



OJ990528_05.9C03.C12 
+ 

5677 
AAT/GAP 
5677 
902 



0e-135 Rice complete chloroplast 



OJ990528_05.9C03.C12 
+ 

7004 
AAT/GAP 
7004 
851 



,.. , .13380.6/spJ..P258J5 |.RR1..6_HORVU.. 5_..0e-3.7. CHLOROPLAST J3QS. JRXB„OSOMAL 

PROTEIN S16 >gi_282999_pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA36973_ (X52765) ribosomal 
protein rpsl6 [Hordeum vulgare] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36991 "Seq. ID 

76070 Strand 

7598 End 
OJ990528_05 . 9C03 . C12 . o5 . gp Method 

7598 End 

40596_1.R1084 Score 
7598. .7866 

•11957/emb 1X15901 | CHOSXX 1.0e-104 Rice complete chloroplast 
genome ' 



OJ990528_05.9C03.C12 
+ 

7866 
AAT/GAP 
7866 
450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " - - 

Exons 

GI Descrip, 



OJ990528_05.9C03.C12 
+ 

10765 
AAT/GAP 
.107 65,. 



36991 Seq. ID 

76071 Strand 
10312 End 
OJ990528_05. 9C03 . C12 . 06 . gp Method 
. 10312 . . . . .End . 

-2'4 57 0_r. R1084 - - - ~ - - score - ■ 

10312.;. 107 65 "• • • "\" . "• ' ' 

'131251/ sp* | PI 2094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q'(B) PROTEIN 
(32 -KD .THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl ) 

>gi_72 661_pir FMRZ3.2 -photosystejn II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA3-4 007_ (X15901) PSil 32kDa protein 
[Oryza sativa] >gi_343212 (M36191 )■ Q-B protein (psbA) [Oryza 

sativa] >gi_22 624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi 226406 prf 15 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 



36991 Seq. ID 

76072 Strand 

11129 End 

OJ990528_05 . 9C03 . C12 . o7 . gp Method 

11129 End 



OJ990528_05.9C03.C12 
+ 

11492 

AAT/GAP 

11492 



36620 



GI 5455469 Score 666 

Exons 11129. .11492 

GI Descrip. 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q (B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406 prf 15 



OJ990528 05.9C03.C12 



Seq. No. 36991 Seq. ID 

Gene No. 76073 Strand 

Start 39 End 

Name OJ990528_05 . 9C03 . C12 . ol . gp Method 

Start 39 End 

GI 7587_1.R1084 Score 

Exons 39.. 927 

GI Descrip. ' 131283/sp | P12 158 | PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN (P6 PROTEIN) (CP43) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34 014_ (X15901) 
........ . P &UL .A3_k I)a _.p r o t ejin, _[ Qr y z a. _ s.a t iy.a .] . f „ _ . _ _ . _ . 



927 

AAT/GAP 

927 

1663 



Seq. No. 36991" ' Seq. ID OJ990528_05 . 9C03 . Cl : 2 

Gene No. 7 607 4 Strand 

Start 1023 . End 1480 . 

Name OJ990528_05 . 9C03 . C12 . o2 . gp Method AAT/GAP 

Start 1023 End 1480 

GI 2231_2.R1084 Score 844 

Exons 1023.. 1480 

GI Descrip. 1 11957/emb | X15901 | CHOSXX 1.0e-145 Rice complete chloroplast 
genome 1 



Seq. No. 36991 Seq. ID OJ990528_05.9C03.C12 

Gene No. 76075 Strand 

Start 11516 End.. 14170 

Name OJ990528_05 . 9C03 . C12 . ol . tc Method TBLASTX : Cress 

Start 65 End 4571 

GI none Score 40 

Exons 65. .145, 186. .1076, 187. .1083, 689. .1285, 697. .1281, 791. .1627, 
1132. .1623, 1340. .1627, 4398. .4571 

Seq. r 'Nov' : ' 3699f . " ' *.;' " / ; ;, [ Seq . " ID OJ990528 _05 .;9C037C12 *; ■ ' 

Gene .No. ' 76075.. ' . " . " " .' Strand -. ; .• ' . '• 

Start' 11516 End' 14170'' ' 

Name" ' • OJ990528_05 . 9C03 . C12 . 08 . tw Method * - TBLASTX : Wheat - ' 

Start,. 86 r . End $51 

GI none Score 115 

Exons 86;. 157, 86. .181, 88. .159, 150. .449, 152. .451, 152. .451 

Seq. No. 36991 Seq. ID OJ990528_05.9C03.C12 

Gene No. 76075 Strand 

Start 11516 End 14170 ' ; 

Name OJ990528_05 . 9C03 . C12 . 06 . tm Method TBLASTX : Maize 

Start 150 End 612 

GI none Score 4 4 

Exons 150. .182, 152. .181, 177. .611, 178. .612, 193. .612 



36621 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36991 
76075 
11516 

OJ990528_05. 9C03 . C12 . ol . ts 

153 

none 



Seq. ID OJ990528_05.9C03.C12 



Strand 
End 

Method 

End 

Score 



14170 

TBLASTX : Soybean 

4571 

1326 



153. .1076, 190. .1083, 689. .1285, 703. .1647, 1131. .1298, 
1132. .1647, 4398. .4571 



Seq. No. . 36991 
Gene No. 76075 
Start 11516 

Name OJ990528_05 . 9C03 . C12 . ol . tw 

Start 452 
GI none 

Exons 452.. 586, 453.-569, 529.. 630, 

549.. 1076, 550. .1083, 697. .1083, 791. .1084, 4398. .4571 



OJ990528_05.9C03.C12 
14170 

TBLASTX: Wheat 
4571 
184 



Seq. ID 
Strand 
End 

Method 
End 
Score 

530. .643, 545.-649, 549. .1082, 



Seq. No. 
Gene No. 
. S t ar_t„„ _ 
Name,. ..... 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



36991 
76075 

1151g_ ^ __.,-.:„_ 

„OJ9.905.28_ : 05...9C03...C12....o4,tm. 
613 
none 



Seq. ID OJ990528_05.9C03.C12 
Strand * - 

End 1417Q_; 

Method TBLASTX :.Maize „. 

End 4571 
Score 749 



613. .1083, 615. .1076, 692. .1099, 703. .1098, 4398. .4571 



36991 
76075 
11516 

OJ990528_05. 9C03 . C12 . 06 . tw 

1084 

none 



Seq. ID OJ990528_05.9C03.C12 
Strand 
End 

Method 
End 
Score 



14170 

TBLASTX: Wheat 

1482 

208 



1084. .1281, 1085. .1285, 1086. .1481, 1137. .1298, 1141. .1482 



36991 Seq. ID 

76075 Strand 

11516 End 
OJ990528_05 . 9C03 . C12 . o5 . tm Method 

1135 End 

none Score 

.1135. .1584, .1137. .1583 . . 

36991 V " . •' 

76075" ■ Strand 
11516 ■•; - .... ".. • ' - • End . 
OJ990528_05 ..9C03 . C12 . o2 . tw' Method 

1645 * ' End 

none Score 



OJ990528_05.9C03.C12 
14170 

TBLASTX: Maize 

1584 

697 



Seq-. ID OJ990528 . 05. 9C03.C12 



14-17-0 ■ 

TBLASTX: Wheat 

11281 

653 



1645. .2061, 1646. .2068, 2053. .2088, 10955 .. 11053, 11165. .11281 



36991 Seq. ID 

76075 Strand 

11516 . End 
OJ990528_05. 9C03 . C12 . 06 . tc Method 
1720 End 
none Score 



OJ990528_05.9C03.C12 
14170 

TBLASTX: Cress 

11455 

579 



36622 




Exons 


1 720 1 ft "36 


1 1 087 


..11455, 11087. .11437 




Seq. No. 


36991 






Seq. ID 


OJ990528_05.9C03.C12 


Gene No. 


76075 






•Strand 






11516 






' End 


14170 


Name 


OJ990S28 OS 


9P03 


C12.o9.tc 


Method 


TBLASTX: Cress 


c -j- -> -r f- 


1837 ~ 






End 


2015 


C T 


HUilC 






Score 


220 


IT vr\n c 


1837 1983 


1838 . 


.1990, 1841. 


.2014, 1842. .2015 


Seq. No. 


36991 






Seq. ID 


GJ990528_05.9C03.C12 


Gene No. 


76075 






Strand 




otdi L 


11516 






End 


14170 


Name 


OJ990528 05 


. 9C03 . 


C12.o2.ts 


Method 


TBLASTX: Soybean 


Ot-dl L 


1 RSS ~ 

X O J J 






End 


11053 


O J. 


none 






Score 


1194 


IT vnn q 


1855. .2676, 


1856. 


.2662, 10688 


. .11053, 


10847. .11032 


Seq. No. 


36991 






Seq. ID 


OJ990528_05.9C03.C12 


Gene No. 


76075 






Strand 




O Lai L 


11516 






End 


14170 ' 


..N^rne r ..^ 


Qa9-&0J5^_OJi^ 


_Me„thp.d„ 


TBLASTX : Mai ze_ .„ 


C+- a r-+- 


18.8.0 






„End . 


.jiQ53:.™-,..„.; 


bl 


none 






Score' 


'673 ' • 


IjAUI 1 o 


1880.. 2302, 


1882. 


.2307, 1882. 


.2301, 10847. .11053 


oeq. in u . 


36991 






Seq. ID 


OJ990528_05.9C03.C12 


Gene No. 


76075 






Strand 




Start 


11516 






End 


14170 


LN ctlllt: 


OJ990528 05. 


.9C03. 


C12.o3.tc 


Method 


TBLASTX: Cress 




2017 






End 


10999 




none 






Score 


46 


Exons 


2017. .2202, 


10332 


..10367, 10345.. 10770 


, 10364. .10789, 




10766. .10996, 10772. .10999 






Seq. No. 


36991 






Seq. ID 


OJ990528_05.9C03.C12 


Gene .No. 


. 76075 






Strand 




O U O. J_ L- 


11516 






End 


14170 


Nartie 


OJ990528 05, 


.9C03. 


C12.o4.tc 


Method 


TBLASTX: Cress 


O LdrL 


2242 






End 


2614 


OX 


none 






Score 


537 


XT v nn a 

LAUl 1 O 


. 2242 v 2613, 


2243. 


.2614, 2243. 


.2 614 ... _ 




ocq. . IN O . 


.' 369.91 






S.eq-. ID. 


OJ99.0.528_05...9C03.C12 


bene ino ■ 


•76075 






Strand 






- 11516 






End 


14170. . . • 


Name 


4 OJ9.90528 05, 


. 9C03. 


C12.blQ.tw, '. 


Method , 


TBLASTX : Wheat- . . • 


Start 


2554 ' "~ 






End 


2'92!7 




-none 






Score 


190 


Exons 


2554 . .2670, 


2554. 


.2670, 2558. 


.2674, 2686. .2703, 2701. .2826, 




2701. .2826, 


2702. 


.2827, 2706. 


.2828, 2799. .2834, 2813. .2839, 




. 2826.. 2870, 


2827. 


.2871, 2828. 


.2875, 2828. .2872, 2829. .2885, 




2876. .2905, 


2877. 


.2924, 2878. 


.2919, 2895. .2927 


Seq. No. 


36991 






Seq. ID 


OJ990528_05.9C03.C12 


Gene No. 


76075 






Strand 




Start 


11516 






End 


14170 



36623 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990528_05. 9C03 . C12 . o!5 . tm 

2918 

none 

2918.12983, 2928. .2981, 2961, 
3019. .3147, 3021. .3158, 3022. 

36991 
76075 
11516 

OJ990528_05. 9C03.C12.o9. tw 

2928 

none 

2928. .3002, 2933. .3001, 2961. 
3007. .3147, 3134. .3259, 3144. 
3264. .3338, 3296. .3367, 3297. 
3341. .3421, 3342. .3434, 3343. 



Method TBLASTX : Mai ze 
End 3158 
Score 58 

.3014, 2971. .3012, 2973. .3017, 
.3147 

Seq. ID OJ990528_05.9C03.C12 
Strand 

End 14170 
Method TBLASTX : Wheat 
End 3483 
Score 55 

.3047, 2971. .3165, 2996. .3118, 
.3257, 3251. .3322, 3258.. 3347, 
.3347, 3308. .3349, 3338.. 3421, 
.3429, 3423. .3452, 3424. .3483 



Seq. No. 
Gene No. 
Start 
Name 

„SJt.arX_, 

GJ_ 

Exons .. 



36991 
76075 
11516 

OJ990528_05. 9C03 . C12 . oil . tm 
..3160.. 

..none " ...„..-.„. 
3160. ".3255/ 3160. 
3282. .3404, 3284. 
3458. .3538, 3480. 



,3255, 3162. 
,3421, 3306. 
,3536, 3521. 



OJ990528_05.9C03.C12 
14170 

TBLASTX: Maize 

_3J5 88 „ „_ 

...125 

,3326', 
,3507, 
,3588 



Seq. ID 
Strand 
End 

Method 

JScoxjst:.^ 

.3257, 3264. .'3326, 3264. 
.3422, 3423. .3452, 3427. 
.3586, 3522.. 3587, 3523. 



I LJ Seq. No, 

fj Gene No, 

y Start 

~_ Name 

H Start 

^ GI 

= Exons 



36991 
76075 
11516 

OJ990528_05.9C03.C12.ol0. ts 

3660 

none 

3660. .3755, 3796.. 3924, 3797, 
4278. .4397, 4294. .4395 



Seq. ID OJ990528_05.9C03.C12 
Strand 

End 14170 

Method TBLASTX : Soybean 

End 4397 

Score 177 

.3925, 3798.. 3926, 3800.. 3925, 



Seq. No. 36991 

Gene No. 76075 

Start 11516 

Name OJ990528JD5 . 9C03 . C12 . ol2 . tc 

Start 3660 

GI . .none ■ . . ' . * ' . - 

Exons" 3 66'ci* .* >"3 6'8 6 , " 

" 37 97 3940 



Seq. ID. OJ990528_05.9C03.C12 

Strand . - 

End - 14170 

Method TBLASTX : Cress 

End 3940 

Score. . . 47. . .. 



3660,-. 3686, 3661. . 368.7 3784... .-392?; ■ 3784 3927 



Seq. No. 36991 ' 

Gene No. 76075 

Start ' 11516 

Name OJ990528_05 . 9C03 . C12 . ol4 . tm 

Start 3933 
GI none 

Exons 3933.. 4031, 3933.. 4040, 3934. 

4014. .4070, 4025. .4081, 4069, 



Seq. No. 
Gene No. 
Start 



36991 
76075 
11516 



Seq. ID OJ9-90528_05.-9C03..C12 

Strand ; .-. . 

End 14170 

Method TBLASTX : Mai ze 

End 4142 

Score 160 

.4032, 3935. .4045, 4006. .4071, 
.4140, 4070. .4141, 4074. .4142 

Seq. ID OJ990528_05.9C03.C12 
Strand 

End 14170 



36624 



Name 

Start 

GI 

Exons 



OJ990528_05. 9C03 . C12 . ol2 . tm 

4143 

none 

4143. .4193, 4143. .4193, 4179. 
4181. .4243, 4243. .4395, 4247. 
4571. .4699, 4572. .4700, 4573. 



Method TBLASTX : Mai ze 
End 4707 
Score 79 

.4241, 4179. .4244, 4180. .4242, 
.4396, 4248. .4397, 4248.-4397, 
.4707 



Seq. No. 36991 

Gene No. 76075 

Start 11516 

Name OJ990528_05 . 9C03 . C12 . ol2 . tw 

Start 4617 

GI none 

Exons 4617. .4691, 4620. .4691, 4621. 

4803. .4901, 4805. .4903, 4817. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 05.9C03.C12 



14170 

TBLASTX: Wheat 
4906 
83 

4695,' 4624. .4722, 4800. .4901, 
4906 



Seq. No. 36991 Seq. ID OJ990528_05.9C03.C12 

Gene No. 7 6075 Strand 

Start 11516 End 14170 

Name OJ990528_05 . 9C03 . C12 . 08 . tm Method TBLASTX : Maize 

Start 5778 End 6407 

GI w none , Score 64 s . . 

.Exons A . 5718 . . 5.822^. 5 78 1,,.. . 5.8 Z8.,. . . 5.8 2 3 . .. 58 5.5 , ..582.5 .., 5.8.6.6, ..5,854 . ..5.85.2;,. 

5877.. 6131, 5879'.. 6157, 5885.. 6145, 6119.. 6253, 6130.. 6267, 

6133. .6300, 6177. .6320, 6271. .6303, 6312. .6407, 6323. .6406 

Seq. No. 36991 Seq. ID OJ990528_05.9C03.C12 

Gene No. 76075 Strand 

Start 11516 End 14170 

Name OJ990528_05 . 9C03 . C12 . o9 . ts Method TBLASTX : Soybean 

Start 5887 End 7010 

GI none Score 38 

Exons 5887.. 5910, 5891.. 5911, 5935.. 6024, 5936.. 6025, 5951.. 6025, 

6017. .6067, 6022. .6081, 6056. .6109, 6056. .6118, 6129. .6167, 

6130. .6168, 6131. .6169, 6172. .6273, 6187. .6294, 6258. .6317, 

6401. .6430, 6412. .6444, 6447. .6497, 6448. .6489, 6495. .6542, 

6702. .6800, 6712. .6804, 6738. .6809, 6771. .7010, 6781. .6993, 
6782.. 7009 



Seq. No. 36991 Seq. ID 

Gene No. 76075 Strand 

Start ■ 11516 End 
Name ':" ~OJ9 9052 8_05..9C03". C12 . oil . tc * "' Method * ' 

"Start ' ."." 6748. " . " " V . . 7 End " 

GI' none ' . " Score 

Exons 6748. .6843, 67.49.;6934, 6756. .6935 



OJ990528_05.9C03.C12 

14170 . . 

TBLASTX : Cress' '• - " 

'6935. ' ."•■ . " - . ' 
230 ' - " 



Seq. No. 36991 ■ 

Gene No. 76075 
Start 11516 

Name OJ990528_05 . 9C03 . C12 . ol6 . tm 

Start 7239 
GI none 

Exons 7239.. 7292, 7289.-7384, 7289. 

7375. .7419, 7413. .7493, 7417. 
7478. .7516, 7481. .7519, 7508. 
7571. .7612, 7572. .7613 



Seq. ID OJ990528_05.9C03.C12 
Strand 

End 14170 
Method TBLASTX : Mai ze 
End 7613 
Score 65 

.7348, 7290.. 7385, 7297.. 7395, 
.7494, 7418. .7477, 7467. .7505, 
.7573, 7533. .7574, 7570. .7611, 



36625 



# 



Seq. No. 36991 
Gene No. 76075 
Start 11516 

Name OJ990528_05 . 9C03 . C12 . olO . tc 

Start 7579 
GI none 

Exons 7579..7728, 7587.. 7730, 7588. 

7719. .7757, 7783. .7827, 7809. 
7850. .7933, 7850. .7942, 8026. 
8034. .8072, 8073. .8114, 8074. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 05.9C03.C12 



14170 

TBLASTX: Cress 
8126 
157 

,7728, 7717. .7758, 7717. 
.7922, 7834. .7926, 7846. 
.8061, 8027. .8071, 8031. 
.8121, 8076. .8126 . 



.7743, 
.7932, 
.8072, 



Seq. No. 36991 

Gene No. 76075 

Start 11516 

Name OJ990528_05 . 9C03 . C12 . ol3 . tm 

Start 7614 

GI none 

Exons 7614.. 7766, 
7851. .7874 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_05.9C03.C12 
14170 

TBLASTX: Maize 

7874 

209 



7614. .7814, 7615. .7794, 7759. .7854, 7785. .7862, 



,JSSL<U.. No.,..: -269.91- _ - " 

.Gene. No, ... 7;6..Q.7.5 _ 

Start * 11516 

Name OJ990528_05 . 9C03 . C12 . ol3 . tc 

Start 8314 
GI none 

Exons 8314.. 8427, 8315.. 8428, 8316. 

8462. .8614, 8464. .8586, 8588. 



3„eq A . IP OJ990528_05 . 9C03 . CI 2 . 

..S.trand. 

End 14170 
Method TBLASTX: Cress 
End 8667 
Score 116 

.8429, 8457. .8567, 8459. .8566, 
.8656, 8602. .8667 



Seq. No. 36991 

Gene No. 76075 

Start 11516 

Name OJ990528_05 . 9C03 . C12 . o7 . ts . 

Start 8314 

GI none 

Exons 8314. .8445, 8457. .8567, 8460, 
8596. .8649, 8663. .8860, 8670, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 05.9C03.C12 



14170 

TBLASTX: Soybean 
8860 
60 

8591, 8462. .8593, 8582. .8656, 
8846, 8684. .8851 



Seq. No. 36991 
Gene No. 76075 
Start . . 11516 ... . 

Naniev- ' ; ~ OJ990528_0'5 . ";9C03 . Cl'2'i 68; to". 
.Start ' . ' " ' 8673. / "• . .. ' .' " *' 

GI none " . * ":. 

Exons -.- 8673. 

'8935. 
9111. 



8744, 8673.. 8852/ 
89:94, '8936. . 9001, 
9155' 



8674. 
8936. 



Seq. ID 
Strand 
End , 
•"Method ' 
End". .' 
Score 



OJ990528 05.9C03.C12 



14170 , . 

TBLASTX :* Cress ' *' : " * 
"9155 ' ' " . "... ' . "" * 
62 ' 
8-865,- 8678. .8917,. -8687 .. .-8920, 
.9004, 8992. .',9153, 8999. . 9154? 



Seq. No. 36991 Seq. ID 

Gene No. 76075 Strand 

Start 11516 End 

Name OJ990528__05 . 9C03 . C12 . o4 . tw Method 

Start 8735 End 

GI none Score 

Exons 8735.. 9115, 8735. .9112, 8836.. 9114 



OJ990528_05.9C03.C12 

14170 . 
TBLASTX: Wheat 
9115 
590 



36626 




Seq. No. 


ooy y l 






Seq. ID 


OJ990528_05.9C03.C12 


Gene No. 


76075 






Strand 




Start 


11516 






End 


14170 


Name 


ujyyuozo Uo . 


ycu 3 


. Clz . Oo . tS 


Method 


TBLASTX: Soybean 


Start 


QQQO 
OOOJ 






End 


9330 


GI 


none 






Score 


43 


Exons 


oooj. . o93y, 


o o o o 

oooy 


a a *d o oooo 
. . 9U 6Z , 8 92 J . 


.9066, 8930.. 9076, 9070.. 9189, 




yuy i . . 9.329 , 


9119 


nooo a i x c 
. . 9 dZo , 914 5. 


r\ "3 d r\ 

. 9330 




Seq. No. 


36991 






beq. ID 


ATQQnCOQ DC A/Tl O A1 O 

ujyyuDzo uo.ycuo.ciz 


Gene No. 


76075 






Strand 




Start 


1 1 CI C 






End 


14170 


Name 


(Jjyy0528 05. 


9C03 


. CI 2 . olO . tm 


Method 


TBLASTX: Maize 


Start 


yzo j 






End 


9549 


GI 


none 






Score 


415 


Exons 


yzo j . . yo4 y , 


A O O A 

9284 


. . 9o4 / 






Seq. No. 


36991 






Seq. ID 


OJ990528_05.9C03.C12 


Gene No. 


76075 






Strand 




Start 


i i ci c 
11 jib 






End 


14170 . 


Name 


a Tdhnc oo a c 

ojyyu52o 05. 


9C03 


. C12 . o5 . tw 


Method 


TBLASTX: Wheat 


.$i^art_ 


Ci. ~5 O 1 

^.yjoi 




■ — ^ 


. EneL, .„ 


_9777 _ 


GI ;, 


. ,npne_ . . 






, S,core_ . 


,.i.6_ 


Exons 


9 Jo 1 . . 9407 f 


a o o o 

9382 


n yi AO A /I A O 

. . 9408 , 9403 . 


.9777, 9404. .9775 


Seq. No. 


36991 






Seq. ID 


OJ990528_05.9C03.C12 


Gene No. 


76075 






Strand 




otart 


i 1 CI c 

11 jib 






End 


14170 


Name' 




9C03 


. CI 2 . OO . t S 


Method 


TBLASTX: Soybean 


Start 


94 68 






End 


9838 


GI 


none 






Score 


109 


Exons 


y 4 oo . . yoyo, 


94 Id 


. . y buu , y4 / y . 


.9595, 9587.. 9838, 9589.. 9834 


Seq. No. 


36991 






Seq. ID 


OJ990528_05.9C03.C12 


Gene No. 


76075 






Strand 




otsrt 


11516 






End 


14170 


Name 


OJ990528 05. 


9C03 


.C12.o3. tm 


Method 


TBLASTX: Maize 


Start 


10308 






End 


10804 


bl 


none 






Score 


267 


Exons 


10308. .10802, 10311. .10487, 10313. . 10804 , 10315. .10803 


Seq., No. 


36991 






Seq. ID 


OJ990528_05.9C03.C12 


Gene" No v ' : '. ; 


■'.7 6075'; „/" 






Strand ; 




btart: 


11516.. • ' 






End" ' 


14170 " V ' '". ' "* v '' " V 


Name 


' OJ990528 05. 


9C03 


.C12.o5.ts 


Method* 


TBLASTX: Soybean " ' 


S t a r t ■ 


10308 • 






End-- 


10623- - . - - - "- ' 




none 






■Score 


174 ... . ( 


Exons 


10308. .10487 


, 10318. .10623, 10319.-. 10621, 10327.. 10623 


Seq. No. 


36991 






Seq. ID 


OJ990528_05.9C03.C12 


C2. o n q NT r\ 
OCilc 1NO . 


76075 






Strand 




Start 


11516 






End 


14170 


Name 


OJ990528 05. 


9C03 


. C12.o8.gp 


Method 


AAT/GAP 


Start 


11516 






End 


11944 


GI 


3073 1.R1084 






Score 


820 


Exons 


11516. .11944 










GI Descrip. 


, 133936/sp|P1214( 


5|RR3_ORYSA 5 


. Oe-95 CHLOROPLAST 30S RIBOSOMAL 



36627 



PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi__12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. No. 
Gene No. 
Start * 
.Name 
Start 
GI 

Exons 



36991 
76075 
11516 

OJ990528_05. 9C03 . C12 . o9 . tm 
11532 



OJ990528 05..9C03.C12 



none 
11532. 
11796. 
11859. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11750, 11551. . 11865, 11560 11829, 1 1567 118 66, 
11870, 11802. .11870, 11831 11920 , 11857 11916, 
11960, 11859. .11960, 11872. .11961 



14170 

TBLASTX: Maize 

11961 

348 



Seq. No. . 36991 
Gene No. 76075 
Start 11516 

Name OJ990528_05.9C03.C12. 
Start 11595 
GI none 

Exons._ \ 1159£.._ ...117.4.7 ,_1 15 99_,„. 

_ .J...,., ..11837. .-U8L6.3, .11.838.;.. 

12441, 12167., 
,12572, 



12112 
12474 
12596 
12691 

12876. .12953, 



12540. 
12688, 12647. 
12870, 12693. 

12931. 



o3. ts 



11.832,, 
.118 61, 
12406, 
12650, 
12691, 
12869, 
13326, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 05.9C03.C12 



14170 

TBLASTX : Soybean 
13326 
180 

JL 16.0.9.,,,a 15.3J?./„ . 1 16,Q$ M XXS .3.3.,- 
.120.58 ... 1240'2.,;.121lL.aZ40.1,., 



12347. 
12557. 
12649. 
12694. 
12945. 



12556, 
12592, 
12690, 
12921, 
13238 



12374 , 
12596, 
12650, 
12875, 



,12571, 
,12655, 
,12691, 
,12952, 



Seq. No. 36991 
Gene No. 76075 
Start 11516 

Name OJ990528_05 . 9C03 . C12 . o5 . tc 

Start 11734 
GI none 
Exons 11734. 

11973. 

12024 . 

12112, 



11832, 11735. 

12023, 11973. 

12053, 12025. 

12279, 12112. 

12297. .12536, 12305. 



,11833, 
,12050, 
,12054, 
,12282, 
,12541, 



Seq. ID OJ990528_05.9C03.C12 
Strand 

End 14170 

Method TBLASTX : Cress 

End 12542 

Score 92 
11737. .11826, 11972. .12022, 
11974 .. 12030, 12024 .. 12053, - 
12110. .12277, 12111. .12230, 
12167. .12283, 122 93 .. 12541, 
12474. .12542 



Seq. No. 
Gene ■ No\ 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36991 

76075" 

11516' ' . - " . " . 

OJ990528_05'. 9C03 . C12 . ol . tm / 

112143 v ■ ... y 

none * ♦ 

12143. '.12610, 12167. .12592, 

12553. .12963, 12587 .. 12964 , 

36991 
76075 
11516 

0 J990528_05 . 9C03 . C12 . o7 . tw 

12283 

none 



. Seq. ID 
' "Strand 

End % . " 

Method 

End- 

Score 
12474 
12595 



OJ990528 05. 9C03.C12 



14170 " " ' " *' 
TBLASTX: Maize" 

• 12 966- '•- •• 

'664 * ■ 

12611, 12549. .12785, 
12966 



Seq. ID OJ990528_05.9C03.C12 



Strand 
End 

Method 

End 

Score 



14170. 

TBLASTX: Wheat 

12590 

448 



12283. .12588, 12284 .. 1258 9, 12284 1258 9, 12474. .12590 



36628. 



beq. no. 






Seq. ID 


OJ990528_05.9C03 


. tl/ 


/"* /"X y\ r-v K7 /"\ 

c^ene wo. 


/ DU / J 




Strand 






Start 


11516 




End 


14170 




Name 


OJ990528_05.9C03.C12 


.o2. tc 


Method 


TBLASTX: Cress 




Q4- ^ 


1 9ft77 

X c. O / / 




End 


14094 




UX 


none i*^ • • 




Score 


251 




Exons 


19R77 1 "30R0 1 0Q77 


1^07 1 
. X P U / X / 


12953. .13084, 13071 .. 13187 , 






1 "^079 1 "31 Q1 1 ^1 QR 


1 "3404 


13197. .13910, 13200. .13910, 






1?RQ7 1 "*QQS 1 1Q07 


1 4009 

. X 4 U U Z , 


13915. .14001, 13929. .14003, 






14004 1 40fi4 1 400P 


i / 0Q4 

. X 4 U .7 4 f 


14009. .14092 




Seq. No. 


36991 




Seq. ID 


OJ990528_05.9C03 


• C12 


Gene No. 


76075 




Strand 






O LaJ. L 


-L J- «J X V 




End 


14170 




Name 


P>.TQQ0R9ft OS QPO^ PI 9 


a9 -hrn 

• (J^. > Lill 


Method 


TBLASTX: Maize 




otart 


1 jl"J 




End 


13972 




P T 
IjX 


none 




Score 


304 




TP v v"\ O 


1 ^1 QR 1 "^404 1 "31 Q7 


1 ^4 4 R 
. X j4 4 P , 


13200. .13445, 13274. .134 47, 






1 1^44^ 1^440 
IjjOIi . 1j*14D/ X P 4 4 U . 


1 *3 Q7 0 


.13448. .13972, 13449. .13970 




.Se,q,._i?o;. 


„ .36.93.1..;... _ , 


— 


_ae,q,_i£„ 


„0 J.9 90 5 2 8_.0,5.^Q,Q.3„.£1J^ 




. /.DU. '...P.--!- — - 




StxancLv^ 






Ct- -3 


1 1 cf c 
X 1 D X D 




End 


14170 




Name 


HTQQ0R9R OR QPO^ PI 9 


04 . t S 


Method 


TBLASTX : Soybean 






X P PZ / 




End' 


13904 






none 




Score 


107 




Exons 


"17^97 1*3404 1 ^^9Q 

1 jjZ / . * 1 jfJUfl / - X P P Z 17 . 


X P U 4 , 


13332. .13898 




Seq. No. 


36991 




Seq. ID 


OJ990528_05.9C03 


.C12 


Gene No. 


76075 




Strand 






O LaiTL. 


1 1 c 
X X P X D 




End 


14170 




Name 


OTQQ0 c 19R OS QPO^ P19 


OP . tw 


Method 


TBLASTX: Wheat 




Of >~ f- 
OtdlL 


X P P D D 




End 


13942 




r* t 


none 




Score 


598 




Exons 


I^Rf^ 1^Q40 I^Rf^ 
XPPOD. .XP:?4U, XPPOD. 


1 ^Q4 0 
x py ft U , 


13567. .13941, 13567 .. 1394 1 , 






1 TCyin 1 "3 Q4 9 
XP04U. .XP:?4Z 










Seq. No. 


36991 




Seq. ID 


OJ990528_05.9C03 


.C12 


Gene No. 


76075 




Strand 






Start 


11516 




End 


14170 




Name . 


OJ990528 05.9.C03..C12. 


oll.tw 


Method. 


TBLASTX: Wheat . 




Start- 


;' 1394 3* : ' " ' ~ ~ '\ 




'End' : " '•; 


14170 r: 




GI " ■ . 


' none 




. Score 


104." 




Exons 


■ - 13943. .14002, 13945. . 


14001, 


1400.9. . 14170, 14024 . .14170' 





, Seq. No. 36991 \ / 

Gene No. .7 607 6 ' 

Start 14324 

Name OJ990528_05 . 9C03 . C12 . o7 . tc 

Start 14324 

GI none 
Exons 



Seq... IP OJS90528_05.9C03,C12 
Strand 
End 

Method 
End 
Score 



14732 

TBLASTX: Cress 

14732 

61 



14324. .14368, 14328 .. 14363, 14 355 14 516, 14369 .. 14518 , 

14370. .14516, 14480. . 14518, 14503 .. 14 598 , 14 513 14599, 

14513. .14626, 14514 .. 14 600, 14 601 .. 14732 , 14 603 .. 14 683, 
14610. . 14690 



36629 




Seq. No. 36991 Seq. ID OJ990528_05.9C03.C12 

Gene No. 76077 Strand 



btart 


14680 




End 


l h o o y 


Name 


OJ990528 05 


.9C03.C12.oll.ts 


Method 


1 Dut\o i a . boyoean 


b tar t 


14680 




End 


1 H O D Z7 


H T 


none 




Score 




Exons 


14680. .14709, 14 682 .. 14705, 14715. .148 


DO, Lh / 10 * . 1 4 o DD , 




14719. .14859 






beq. no. 


36992 




Seq. ID 


OJ990528_05.9C03.C13 


Gene No . 


76078 




Strand 




Start 


863 




End 


1637 


Name 


OJ990528 05 


.9C03.C13.ol.tw 


Method 


TBLASTX: Wheat 




863 




End 


1349 


C T 


none 




Score 


92 


Exons 


863. .940, 863. .940, 864. .941, 


941. . 985 


, 942. .998, 942. .998, 




973. .1053, 


978. .1055, 980. .1057, 989.. 


1051, 1005.. 1070, 




1015. .1056, 


1015. .1083, 1016. 


.1057, 1043. .1063, 1068. .1118, 




1068. .1109, 


1069. .1161, 1069. 


.1119, 1108. .1347, 1115. .1348, 




1167. .1349 








„b.eq.. ,jno_._. 


36.9.a2,.„:„. 




..Se.q_._J.Q_ 




.Gene. No 


260.7.8.. . _ ... 




Strands 




Start 


863 




End 


1637 


Name 


OJ990528 05 


.9C03.C13.ol.ts 


Method 


TBLASTX : Soybean 


C -4 1 -*~ -4- 

b tar t 


1144 




End 


1637 




none 




Score 


684 


Exons 


1144. .1635, 


1154. .1552, 1156. 


.1635, 1302.. 1637, 1515. .1637 


Seq. No. 


36993 




Seq. ID 


OJ990528_05.9C03.C14 


bene ino. 


76079 




Strand 




b tart 


742 




End 


3933 


Name 


OJ990528 05 


.9C03.C14.o4.ts 


Method 


TBLASTX: Soybean 


b tar t 


70 




End 


392 




none 




Score 


266 


Exons 


70. .258, 72 


..257, 73. .258, 245. .322, 245. .319, 262. .321, 




■ 275. .391, 277.. 390, 306.. 392, 


.306. .392 




beq . iNO . 


36993 




Seq. ID 


OJ990528_05.9C03.C14 


Gene No . 


76079 




Strand 




btart 


742 




End 


3933 


Name 


OJ990528 05 


.9C03.C-14.o3.tm 


Method 


TBLASTX: Maize . 


btart 


"337 




' End"' • ' ; 






" none " ". 




Score . 


132' '/ ' * 


Exons ". 


' 337. .423, '338.. 42-4, 341.1 439, 


342. . 440 


, 342. .461 


beq . . no . 


\. 36993 




.Seq. ID 


OJ990528_05.9CQ3.C14 


Gene No . 


76079 




Strand 




Start 


742 




End 


3933 


Name 


OJ990528 05 


.9C03.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


475 




End 


829 


GI 


none 




Score 


564 


Exons 


475. .792, 476. .829, 478. .828 






Seq. No. 


36993 




Seq. ID 


OJ990528_05.9C03.C14 


Gene No. 


76079 




Strand 




Start 


742 




End 


3933 



36630 



Name 


OJ990528 05.9C03.C14.ol.ts 


Method 


TBLASTX: Soybean 




505 


End 


1 0 0 Q 


C T 


none 


Score 


■J .7 


TP \r /-v T-i O 


505. .552, 508. .549, 548. .778, 


552. .797, 


7Q9 PO*} 1111 
jjj. . /yz, ouj. .xxxx, 




804. .1049, 850. .1050, 1047. .1109, 1066 


1110 11 00 1 00 A 

• XXXU, • . XZZ4, 




1104 1 9?Q 1 i ()a i OOQ 






Can Kl r^i 
O C tj > IN U . 




Con T n 




Gene No. 




our all U 




Start 


7 4 9 




3933 


Name 




1 1 e U 1 1 (J \ J. 


TRT HQTY • frocc 
1 DXjriO I A . ^reoo 


OLaiL 


517 _ 
•j x f 




1 D^Q 
J.U 


u 1 




Score 


A 1 


Exons 


517. .552, 520. .549, 548.-778, 


552. .797, 


c.ci'i Ton QOO Q9 A 




803. .916, 804. .938, 850. .918, 


916. .942, 






36993 


Seq. ID 


UU 3!3U J^O U J . _7^U O • ^ X *i 


bene imo . 


76079 


Strand 




u Lai L 


742 


End 


3933 


Name 


OJ990528 05.9C03.C14.ol.gp 


Method 


AAT/GAP 


OLaX L 


742 ' 


End 


2711 


("IT 


_183„_5..R1P84 


jScore. 


„27 62 '_ 


. Exons . 


_7.42.._. 1126,.. 1667 . . 2.71.1... 






GI Descrip. 


1 133999/sp I P05424 | RR7 ORYSA 1. 


0e-4 8 CHLOROPLAST 30S RIBOSOMAL 




PROTEIN S7 >gi 70904 pir R3RZ7 ribosomal protein *S7 - rice 




chloroplast >gi 12037 emb CAA33942 (X15901) ribosomal protein 




S7 [Oryza sativa] >gi 12065 emb CAA33919 (X15901) ribosomal 




protein S7 [Oryza sativa] >gi_ 


226657 prf 1603356CH ribosomal 




protein S7 [Oryza sativa] 1 






Con M 

oeq . NO . 


36993 


Seq. ID 


OJ990528_05.9C03.C14 


bene no . 


76079 


Strand 




Start 


742 


End 


3933 


Name 


OJ990528 05. 9C03.C14 .ol. tm 


Method 


TBLASTX: Maize 


o L dx L 


831 


End 


2709 




none 


Score 


748 


C v An c 
HiXUIlo 


831. .1301, 832. .2268, 850. .2262, 1796.. 


2269, 2177.. 2278, 




2324.. 2407, 2325.. 2408, 2350.. 


2409, 24*02.. 2701, 2404.. 2709, 




2407. .2709 






oeq . no. 


36993 


Seq. ID 


OJ990528__05.9C03.C14 


Gene No. 


- 76079 ...... 


.Strand. . 




Start" 


- 742- ■ * - - • 


End"; * : 


3933 


Name 


OJ990528 05*. 9C03 . C14". o3 ."tw ' 


Method 


TBLASTX: Wheat ' 


"Q -1- a v 1- " ' 


' '906. . ' • - ' 


'End ' 


1125" * " " 


n t 

.bl 


. hone - * ■ . • ■ - • . ' - 


Score* . 


.9-9- - • - • - . ^ ~ 


Exons 


906.. 10^6,. 909.. 989, 910.. 993, 


973.. 1104, 974.. 1087," 975.. 1088 




1092. .1124, 1093. .1125 






O C • . LN • 


36993 


Seq. ID 


OJ990528_05.9C03.C14 


Gene No. 


76079 


Strand 




Start 


742 


End 


3933 


Name 


OJ990528 05. 9C03.C14 .o4 .tc 


Method 


TBLASTX: Cress 


Start 


1086 


End 


1246 


GI 


none 


Score 


194 


Exons 


1086. .1241, 1097. .1207, 1099.. 


1242, 1105.. 1245, 1106.. 1246 



36631 














Seq. ID 


OJ990528 


os qpo^ n 4 


Gene No. 


76079 








Strand 






Start 


742 








End 


3933 




Name 


O,T9Q0R9ft os 




C14 . o2 


. ts 


Method 


TBLASTX : 




Of -) v+- 


1 9^1 _ 

X Z 3 X 








End 


1633 




P T 


none 








Score 


178 




Exons 


1 9^1 1 


1 9 79 
x z 0 z . 


1 ^R4 


1 ^66 


.1479, 1366. .1479, 


1 4 S9. 16^1 




1 4 7 ft 1 6*3^ 


1 4 r n 


1 6^.9 










Seq. No. 


36993 










OJQ90528 


_05.9C03.C14 


Gene No. 


76079 








Strand 






O tall 


7 4 9 
1 1 z 








End 


3933 




jNaiue 


n.TQQn^9ft or 


qpo 7 


PI 4 n1 
^ X 4 . Ul 




Method 


TBLASTX: 


vvi ic a u 


Of -5 f- 

b tar t 


i roi " 








End 


1911 




P T 


none 








Score 


42 






1 S01 1 R60 


1552 . 


. 1911 , 


1567 . 


.1908 






beq . iNo . 










Seq. ID 


OJ990528 


OR QPO^ PI 4 


t^ene lmo . 


7 6 07 Q 

/ 0 U / y 








Strand 






C 4 > vf 

b tar u 


/ 4 Z 








End 


3933 . 




Name 


OJ990528 05 


.9C03. 


CI 4 .o2 


.tc . 


Method 


TBLASTX: 


Cress 




1.5 2 Q 








. End,. r 


226.9. _„ 


™- — — 


P T 


..none ., _.,„.« 








_ Scpxje 


. 7.09 




XP V /"N r~\ c* 

t^xons 


1 R90 9nns 
1 JZU . . z u u o , 


1 R9 1 

X O Z X * 


1 QQ 1 


1 R91 

X J Z X . 


.2042, 1522. .1998, 


1 R 9 9 9 0 4"^ 




i qq-i oi riQ 

X ;7 ~5 . . Z X U :? , 


1 qQ7 


9110 


1 QQft 
x y y 0 . 


.2024, 2001. .2117, 


9009 911ft 




on R4 9 1 99 

Z U O 4 . . Z X Z Z , 


90ft 6 
z u 0 0 . 


91 60 

. Z J. O U / 


91 94 

Z X Z 4 • 


.2171, 2161. .2235, 


91 77 994 S 




0107 99^1 

Z X O / . . Z Z O X , 


9917 

Z Z X 1 • 


99 61 

. Z Z U ± / 


9991 

Z Z Z X • 


.2262, 2227. .2268, 


9949 9269 


beq . no . 










Seq. ID 


OJ990528 


OR QPO^ PI 4 


Gene No . 


/ DU / y 








Strand 






Qf 2 y- 4- 


1 AO 
1 4 Z 








End 


3933 




Name 




qpO 7 


PI 4 0 "3 


"1- Q 


Method 


TBLASTX: 




ouaiL 


1 7 Q 1 








End 


2904 




GI 


none 








Score 


249 




Exons 


1791. .1988, 


1791. 


. 1991, 


1792. 


.1998, 1975. .2097, 


2007. .2102, 




900ft 90Q7 


90 R4 


91 04 

• J- U 4 , 


9061 

U U X . 


.2108, 2124. .2159, 


2128 2160 




91 R7 9901 


91 60 

Z1DU . 


9901 

. Z Z U X / 


91 67 

Z X O f . 


,2202, 2190.. 2252, 


9^9S 2^Q0 




9 "*97 9 ^Q9 

Z J Z / . • Z O -?Z , 


9 7ft R 


94 11 

. Z 4 X X f 


9 ?ft 6 

Z O O D . 


.2412, 2419. .2523, 


9446 2S23 




ORQI 9 69^ 
Z J ji . . Z D Z O / 


9 R RO 


9606 

• Z D U D , 


9 6^ft 

Z DO O . 


.2676, 2737. .2895, 


97^Q 9ftcn 




9 7 q q 9 qn ^ 
z 1 0 y • . z _? u j , 


97 64 


9Q04 










o e q . in o . 


joy y J 








Seq. ID 


OJ990528 


OR QPO^ PT4 


Gene No. 


- 76079- " ;~ 


, . 1.. 




: ..." - 


Strand"* 






Start' " ' 


: ' 742' • ' 








End 


3933- '. 




Name 


- n-TQQn R 9 ft - n s 








■ Method 


TBLASTX: 


Crsss 


Q 4- a v-4- 

b-L dlt 


■ ijZ^ •* 








End " .... 


2550 - 




P T 
kjX 


none 








Score , 


*40 ' 




Exons 


9 79 q 9 7 64 


9 7 R 4 
Z j D 4 . 


9 ^ q R 


9^66 


.2398, 2388. .2525, 


9^ftQ' 9S^9 

^ JO 7 t • ^ J JL/ 




9 ^QH 9^91 


9 7 q 1 


9 S9 9 
. Z w> z z , 


9 S9 7 

Z u z / • 


.2550 






o t; * ln v_j • 










Seq. ID 


OJ990528 


05 9C03 C14 


Gene No. 


76079 








Strand 






Start 


742 








End 


3933 




Name 


OJ990528 05 


.9C03. 


C14.ol 


. tc' 


Method 


TBLASTX: 


Cress 


Start 


2550 








End 


3933 




GI 


none 








Score 


110 




Exons 


2550. .2645, 


2551. 


.2646, 


2622. 


.2675, 2644. .2670, 


2737 . .2883, 



36632 






2744 . 


. 2875, 


2778 . 


. 2876, 


2840 

C. O *i \J * 


2911 


C Zf J \J . 


3007 


2931 


■ . JUll/ 




2932 . 


301 ? 

■ J \J X c. , 


3004 

JUU1 . 


307 S 


yJ\J\J f . < 


^07 5 


JUUO . 




Jv Jl 


. . Jl JO ; 




3045. 


.3113, 


3077. 


.3139, 


3135. . 


.3266, 


3155. 


.3271, 


3157 


. .3264, 




3211. 


.3318, 


3279. 


.3323, 


3336. , 


.3368, 


3337. 


.3369, 


3338 


. .3382, 




3377 . 


. 3427, 


3410. 


. 3523, 


3424 . , 


. 3525, 


3424 . 


.3516, 


3426 


. .3524, 




3550 . 


. 3609, 


3552 . 


. 3611 , 




.3616, 


3618. 


.3734, 


3620 


. .3736, 




3704 . 


. 3829, 


3713 . 


. 3820, 


3732 


.3827, 


3736. 


.3828, 


3742 


. .3834, 




3828. 


.3854, 


3828 . 


. 3854 , 


3829 


.3855, 


3832. 


.3867, 


3856 


. .3933, 




3858. 


.3932 


















Seq. No. 


36993 










Seq. 


ID OJ990528 


05. 9C03.C14 


Gene No. 


76079 










Strand 








Start 


742 










End 


3933 






Name 


OJ990528 05, 


. 9C03 . 


C14 . o4 


. tm 


Method TBLASTX: 


Maize 




Start 


3558 










End 


3686 








none 










Score 


90 








F.xnns 


3558. 


.3677, 


3559. 


.3684, 


3560. . 


,3682, 


3561. , 


.3686 






Seq. No. 


36993 










Seq. 


ID OJ990528 


05. 9C03.C14 


Gene No. 


76079 










Strand 








Start 


742 










End 


3933 






_ .Name 


„. . W -Q,J&90528_,05, 


..9C03 r 


C1.4 r .o2^.tv* 


Met .hod _ TBLASTX :. Wheat. 




..... . Start „ 


3638. 










End,. . 


3,9.3.3.. 






n GI 


none 










Score 


76 








~Z Exons 


3638. 


.3733, 


3638. 


.3715, 


3704 . . 


,3775, 


3713. . 


.3775, 


3732, 


. .3776, 



;? 3745. .3786, 3749. .3835, 3771. .3836, 3822. .3899, 3839. .3895, 

^ n 3840.. 3896, 3898.. 3933, 3900.. 3932 

a : - 

a : 5 



LJ 

: . 3 


Seq. No. 


36994 






Seq. ID 


OJ990528_05.9C03 


-C15 


Gene No. 


76080 






Strand 








Start 


155 






End 


434 






Name 


OJ990528 


_05.9C03.C15.ol 


.ts 


Method 


TBLASTX : Soybean 




i b? 


Start 


155 






End 


434 






GI ■ 


none 






Score 


260 






Exons 


155. .430, 


156. .434, 345, 


. .434 










Seq. No. 


36994 






Seq. ID 


OJ990528_05.9C03. 


.C15 




Gene No. 


76080 






Strand 








Start 


155 






End 


* 434 






Name 


OJ990528 


05.9C03.C15.ol. 


. tc 


Method 


TBLASTX: Cress 






Start 


230 






End 


434 






GI 


none . 






Score . 


201 . 






" Exons ~ . ; " 


2 30 v . 4 30,; 


' ~2 3 1.7 434 V* '3*4 5", 


! . 4 34" 










"Seq. No. 


' '36994 






Seq. .ID 


OJ990528205. 9C03; 


;C15 




Gene" No. 


760-80 - - 






- Strand: - 








Start 


155 




* 


End 


434 ; .\ 






Name 


OJ990528 


05. 9C03.C15.ol. 


. tm 


Method 


TBLASTX: Maize 






Start 


257 . 






End 


434 






GI 


none 






Score 


152 






Exons 


257. .430, 


258. .434, 345. 


. .434 










Seq. No. 


36995 






Seq. ID 


OJ990528_05. 9C03. 


,C16 




Gene No. 


76081 






Strand . 








Start 


19 






End 


816 






Name 


OJ990528 


05.9C03.C16.ol. 


, tc 


Method 


TBLASTX: Cress 






Start 


19 






End 


723 





36633 



P T 
GI 


none 




Score 


235 


Exons 


i q 9 / "5 
± y . . Z 41 J , 


38.-445, 39. .497, 499. .600, 501. .722, 501. .722, . 




JOU. . / z ,3 














Seq. ID 


OJ990528_05.9C03.C16 


Gene No. 


•76081 




O Li ailU 




Start 


19 




Hina 


O 1 0 


Name 


(JU y y UOZ o 




irie tnoa 


i oLiAo i a . ooyoean 


btarc 


1 1 4 




tillU 


Q 1 ft 
OlD 


P T 


none 




Score 


a n r 


Exons 


11/1 /I Q"7 

1 1 H . . 4i y / , 


I i c 1/1/1 11ft A A ^ 

II j . . J. 41 41 , llO. .41410, 


1 P 7 A Q9 
XO / . . 41 y Z f 


/q'} ftnn c.n^i cqq 




O U 41 . . OlJ/ 


c ^ 9 pi r 
jjZ . .DID 






beg . INO . 






Seq. ID 


OJ990528_05.9C03.C17 


Gene No. 


76082 




Strand 




Start 


44 




End 


485 


Name 




rjR Qpn^ PIT ^1 -t-m 


Method 


TBLASTX: Maize 


Of -n >- 4- 

otart 


9 ~~ 
z 




End 


278 




none 




Score 


186 


Exons 


9 19/1 9 
z . . ±Z H , z 


im "5 1 1 n lift 
. . 1U j, j . . 11U, lit). . 


181, 121.. 


186, 138. .203, 157.. 




1 Q Q 9 9/1 


199. .225, 221. .277, 


232. .276, 


236. .277, 237. .278 


,S.eq... No.... . 




- -* — ' — -; -• - - ■ — • 


Seq lu.cL ' 0.39052 8....6i \Jc.0-XJZli 


Gene No. 


76082 




Strand 




Of n y~4- 

oiart 


/i /i 

41 41 




End 


485 


Name 


Pi TG GO R 9 Q 

uj y yuozo 


AC QPH7 PI 7 r\A -Ho 
Uj . yLUj.tl / .041.HS 


Method 


TBLASTX : Soybean 




9 — 

Z 




End 


412 


p t 


none 




Score 


130 


Exons 


9 Q7 Q 

z . . y / , o . 


.97, 229. .402, 235.. 


402, 236.. 


409, 257. .412 


Seq. No. 


36996 




Seq. ID 


OJ990528_05.9C03.C17 


Gene No. 


76082 




Strand 




Start 


44 




End 


485 


Name 


OJ990528 


05. 9C03.C17.ol.gp 


Method 


AAT/GAP 


Start 


44 




End 


485 


GI 


LIB34 31-005-P1-N1-A5 


Score 


869 


Exons 


44 . .485 









GI Descrip. 



'131251/sp|P12094 |PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza- sativa] >gi_343212 (.M36191) Q-B protein (psbA). [Oryza 
sati'va} '>gi_22624 9_prf__150314 3A : psbA-gerie [Oryza" sativa f*"—** ' 
>gi_2264 06j?r'f_15 .". 



Seq. No. ■ - 36996- - • . - ' ..-.•--S.eq. ID- 
Gene No. ' 76083 , ' Strand 
Start 1211 End 
Name- OJ990528_05 . 9C03 . C17 . ol . tc Method 
Start 1211 End 
GI none Score 
Exons 1211.. 1702, 1212.. 1628, 1372.. 1698 



OJ9.90528_05 r 9C03:..C17- 
1702 

TBLASTX: Cress 

1702 

455 



Seq. No. 36996 Seq. ID 

Gene No. 76083 Strand 

Start 1211 End 

Name OJ990528 05 . 9C03 . C17 . o3 . ts Method 



OJ990528_05.9C03.C17 
1702 

TBLASTX: Soybean 



36634- 




OLdlL. 


1298 








Fnd 

Hi XX Li 


1540 

X J *i u 




vjx 


none 








^oor*^ 

JLUi C 


?1 5 

J X J 






1298 1540 

it. • • x j *i u , 


1299 


1538 , 


1364 . 


. 1540 






Seq. No. 


36996 








Seq. ID 


OJ990528 


_05.9C03.C17 


Gene No. 


76084 








Strand 






J Lai L 


1781 








End 


2291 




Ma mo 


OJ990528 OS 


9po? 


PI 7 n2 

. V., X / . <JZ 


tr 

L L, 


t" h oH 

L1C LI 1<JH 




P ra c q 
v^x c o o 


O L a X L 


1781 ~~ 

X / O X 








Fnd 


2174 

Z. X / *i 






l l\Jl 1C 








OL.VJX C 


4 64 




Ej 1 0 


1781 217? 

X f U X • * Z X / J , 


1782 


2174 

• . Z X f *i f 


1 800 

X O U U • 


2165 






Seq. No. 


36996 








Seq. ID 


OJ990528 


_05.9C03.C17 


Gene No. 


76084 








Strand 






U LCLi. L 


1781 








End 


2291 

Z. £. ZJ X 




Name 






CI / . Ol . 


ts 


Method 


i dLAoia : 


Soybean 


Start 


1907 








End 


2291 




r-T 


n on 










4 57 

T J / 




F von ^ 


1907 2290 

J. Zs KJ f . . Z ^ U , 


1908 


. 2291 , 


1911 . 


. 2291 






Seq. No. 


36996 








Seq. ID 


OJ990528 


_05 T 9C03.C17 


.CLejie,JJp,.. 


j&isi. 








^Straad 








2349 ' ' ' 










2 67 7 




Naine 


\ju ;? _? u ^ z o 


qpo? 

-7V^ U J 


n 7 o? 


L O 


Mo +* In oH 




Coo 




9 ?4 Q ~~ 

Z J T _7 








Fnd 


9677 




\J3 X 


nnn o 

ilLIHC 








Q oo 


978 
z / o 




F vrin o 


9?4Q 266? 


9?6? 

Z J D J 


9669 


2612 


9 677 

• Z D / / 






Seq. No. 


36996 








Seq. ID 


OJ990528 


_05.9C03.C17 


Gene No. 


76085 








Strand 






o lqi l 


9?4 Q 

Z J *i J 








Fnd 


2677 

Z v / / 






O.7990528 OS 


9P0? 

,7V-/ U J 


PI 7 o2 


L o 


i it; L 1 ilj n 


TR1A9TX • 


Qn\/hp 3 n 
ovj^xjco.11 


u Lai L 


2?70 ~~ 
z j / u 








Fnd 


2 656 

Z U J u 




O X 


n on ^ 








^OO T"tfi 


2 69 

Z U Z7 




DAUllO 


2370 2654 

£. J f U • • Z. U J ^ / 


2370 , 


. 2651, 


2372 . 


. 2656 






O " L^ . 1VU ■ 


36997 

J U -7 ^ / 








Seq. ID 


OJ990528 


05 9P03 P18 


f^pnp KJo 


76086 

/ u u o u 








Strand 






Start 


1587 








End 


2543 




Name 


OJ990528 05. 


9C03. 


C18.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


1587 

x j o / 








End 


2542 




(IT 

ox ... 


n on a 








...Score . 


72 ... . 






X JO / . . 1U / 


158 8 


" *1 62? 

. X U Z J , 


1-5 99" 

X J ;7Z . 


\l-624-;--T67'4-::-187"4v 


: -1 '68 Y •■ ~ 1-8 75" 
xoox. ■ X o / J , 






'1-87? 

X o / J . 


2 0 ?7 
. • z U J / , 


18 7 8 
X o / o * 


.2057, 1§15. .2115, 


1917 '2081 




"2158 2424 


2166 

Z X U U • 


2540 

. Z J 1 U , 


2170 

Z X f U * 


.2541, .2456. .2542 




Cpz-r Mo 


?6QQ7 . 

o \j z? y r ' ^ ■ 








Seq. ID 


OJ9.90528 


0 5" QPO ? PI 8 


Gene No. 


: 76086 








Strand ' 






Start 


1587 








End 


2543 




Name 


OJ990528 05 


QPO? 


PI 8 o? 


tr 

L 


Method 


TBLASTX : 


ox c o o 


Cf 2 v~ f- 

o Lax L 


1 Q06 _ 








End 


2543 




GI 


none 








Score 


116 




Exons 


1906. .2037, 


1908. 


.2084, 


1915. 


.2112, 1917. .2084, 


2183. .2272, 




2197. .2274, 


2211. 


.2297, 


2313. 


.2543, 2314. .2541, 


2361. .2543 


Seq. No. 


36997 








Seq. ID 


OJ990528 


_05.9C03.C18 


Gene No. 


76087 








Strand 







36635 




Of o yf 
O LdX L 


2687 

O O t 








Hi I IU 


^917 

J £. X f 


Name 






pi ft n? 


frn 
■ LIU 


Ma f fi 


i DXi/iO 1 A . Via. lZc 


Of a r-+* 


96R7 ~~ 








jjnu 


^1 ^ft 
J X J O 


bl 










Score 


Rft R 
JO J 


Exons 


9fift7 "31 ^fi 


971 A 

c. f X 4 


71 7fi 


971 


^ft 

. • Jl JO 




Seq. No. 


36997 








..Seq. ID 


OJ990528_05.9C03.C18 


Gene No. 


76087 








Strand 














LjL 1LI 


^917 
J^ x / 


Name 






pi ft o9 

, X 0 ■ OZ 


• LL, 


Mo f fi /H 




Of a r-f- 


97 ~~ 








PnH 


^91 7 
jZ X / 


PT 
LjX 


none 








Score 


LA Q 

J4 V 


Exons 


97 SQ ?91 7 


9R 69 


791 S 
• . jzi j 








Seq. No. 


36997 








Seq. ID 


OJ990528_05.9C03.C18 


Gene No. 


/ oUo / 








Strand 




Cfarf 
OLai L 


2687 

\J O f 








End 


3217 


Name 




. ?LUj 


LID ■ Of! 


f G 


Method 


TBLASTX : Soybean 


Of -j r-f- 


£. O U 4 








End 


3058 




none 








Score . 


219 




9ft04 ^n^n 

O U 4 • i JU4U/ 


9R0^ 


9Q77 


9ft 07 

. £. O U / 


..3058, 2812. .3042, 2868. .3056 


Can- }\\r\ 
o.eq . 1NU,«. , 


- _ J O .7 _7 . / . , , 








^..Se.q.. ID. 


„QJ9.9 Q 5.2.8_Q5., SCO^.^l^ 


Gene No. 


7 608 8 








Strand 




Start 


3269 








End 


3886 


Name 


n,TQQDS9fi n^ 


Qpn^ 

» ./V^U J 


PI ft n1 


f n 


Method 


TBLASTX: Cress 


Of 2 yf 

O Lai L 










End 


3808 


P T 


none 








Score 


345 


TP v /~\ T~l c? 


?9 £Q 77 1 9 


7 9' 7 n 

JZ / u 


771 Q 


771 A 


..3727, 3336.. 3716, 3433.. 3723, 




7£Qft 7Rnft 












Seq. No. 


36997 








Seq. ID 


OJ990528__05.9C03.C18 


Gene No. 


76088 








Strand 




Of r f 


J £. \J J 








End 


3886 


Name 


OTQQn^9fi OR 


QPH7 
1/LUj . 


PI ft n9 


f a 


Method 


TBLASTX : Soybean 


Of 3 yf 


JJJO 








End 


3839 


OX 


none 








Score 


43 


Exons 


J JJ O. .OOOO/ 


777Q 
jjjj. 


7777 


74 14 
J 4 X 4 


. .3839 




Seq. No. 


36997 








Seq. ID 


OJ990528_05.9C03.C18 


Gene No. 


76088 








Strand 




9"h a r-f 


J £. Xj !? 








End 


3886 . .... 


Name 


■ "• YS T Q Q fl K 9 ft - ff c tT 
Uu :? U J Z O U J . 


qph if 


L10 . O J 


. LIU 


• Method*; 


• T B LAST X ' : "M ax ze T: v " r '~" 


Of arf ' 


, J, " T J ... 








End '"* . ' 


388 6 


pt 


none 








Score 


65 


■Exons • 


J . , JJ !?-0 , 


LA A A 
j 4-4 fl . 


. J- JO 4 f 


J 0 "Z 


. .388 6, 3693. .3830- ' ' - '• . ,• 


Q /-T Ma 

oeq. LN O . 


joyy / 








Seq. ID' 


OJ990528_05.9C03.C18 


Gene No. 


76089 








Strand' 




Start 


3809 








End 


4115 


Name 


OJ990528 05. 


9C03. 


C18 .06 


. tc 


Method 


TBLASTX: Cress 


Start 


3809 








End 


4090 


GI 


none 








Score 


206 


Exons 


3809. .3970, 


3810. 


.3968, 


3969 


..4082, 3970. .4083, 3970. .4083, 




3977. .4090, 


4016. 


.4090 








Seq. No. 


36997 








Seq. ID 


OJ990528_05.9C03.C18 



36636 




Gene No. 


76089 








Strand 




Of -iyf 

o car l 










PnH 


ft X X D 


Name 


OTQQnS9fl n^ 
yju yyVD£.0 Uj 


. 3bUJ 


P1 ft rs S 
.bio .Oj 


. C S 






oz ar z 


op/in 

JO H u 








LilQ 


4 1 1 ^ 
fl X X D 


P T 


none 








Score 


9 Q1 
z y X 


TP \r r-i O 


O O 4 U • . 4 X X , 


3fi 4 1 


• ■ o y o o , 


^ft 7 9 


4 1 OR 




OcCJ. JN O . 


JU?" / 








Seq. ID 


OJ990528_05.9C03.C18 


Gene No . 


7 on 








Strand 




b cart. 


A 1 1 £ 








End 


5617 


Name 


•OJ990528 05 


9C03 


.C18.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


4116 








End 


5617 


p t 


none 








Score 


106 


Exons 


4 1 1 £ A 0^0 
*1 X X 0 . . fi Z 0 , 


fl X Z Z 


4 9 R £ 
» . fl Z 3 O , 


T 1 J J i 


.4258, 4258.. 4299, 4259.. 4303, 




*± JH ± . . 1D1!7/ 


A ^ 1 


4 £ "^9 
. fl D-3Z , 


4 ^ ^ 9 


.4654, 4692. .4745, 4695. .4739, 




4779 4A07 


5064 


.5405, 


5065. 


.5406, 5068.. 5406, 5084.. 5407, 




5183 5416 


5546 


.5617 








beq . ino . 










Seq. ID 


OJ990528_05.9C03.C18 


Gene No. 


76090 








Strand 




Start 


4116 








End 


5617 


Name.„, 


riTQQnt;9Q n<; 
- , MOM U _wa.. 




_ Method _ 


TBLASTX : Cress t , 


Of isvf 


4 1 1 £ 


■ ; -"*» ** 




— * - 


EncL__* 


. .4.6J3. . 


bl 


none 








Score 


158 ■ ' 


Exons 


4 ± x o . . 4 z o y , 


4118 


.4258, 


4259. 


.4276, 4346. .4435, 4357. .4434, 




fiflZi?. . fl 0 J Z , 


A A "3 A 

4 4o0 


< too 


4 4 JO . 


.4633 




Seq. No. 


36997 








Seq. ID 


OJ990528_05.9C03.C18 


Gene No. 


76090 








Strand 




Of a v-4- 
b tall 


*i X X O 








End 


5617 


Name 




9C03 


C18.ol 


. tm 


Method 


TBLASTX: Maize 




Jl /I 9 Q 
4 fi Z J 








End 


4870 


p t 


none 








Score 


603 


L. 1 ->^-\ 

Lxuns 


4 4 9 "3 4 4 ft 9 


4452 


.4868, 


4453. 


.4869, 4< 


554 . .4870, 4454 . .4870 


b e . LN O . 


jujy / 








Seq. ID 


OJ990528_05 . 9C03 . C18 


bene jno . 










Strand 




Start 


4116 








End 


5617 


Name 


OJ990528_05. 


9C03 


C18.ol 


. tw 


Method 


TBLASTX: Wheat . . 




4 £4 n 

ft Oft U 








End 


4876 


P T 
b X 


none 








Score 


65 


Exons 


4 £ A Pi 4 CQyl 
ft 0 ft U . . -ft DO ft , 


4640 


.4684, 


4 683. 


.4736, 4684. .4737, 4688. .4738, 




— : -""4 £ Q 4 : 4 7 4 1 -•' 
ft D y ft . . fl I ft 1 , 


■4 74 0' 


- 4829; 


4- 7 50-: 


.4-8 2 1,-4* 


3*2 4-." . 4 868 ;'f : 4S-2 5 . ; 4;8 1 5 ;" 


- 


/) o o c " " AQ.1 K 
flOZO..fiO/D, 


4829. 


...4 87 6 








•Seq.- No. - 


- -36997 








Seq. ID 


■-OJ9.9Q52.8_65 ;3C03 . C18 


Gene No . 


7 6090 








Strand 






A 1 1 £ 
fl X X D 








End ■ * 


5617 ' 


Name 




'9C03. 


C18.o5 


. tc 


Method 


TBLASTX: Cress 


O -f- -i >- 4- 


c HQ 9 








End 


5407 


GI 


none 








Score 


309 


Exons 


5082. .5405, 


5083. 


.5406, 


5177 . 


.5407, 5183. .5407 


Seq. No. 


36998 








Seq. ID 


OJ990528_05. 9C03.C19 


Gene No. 


76091 








Strand 


+ 


Start 


4222 








End 


4594 


Name 


OJ990528 05. 


9C03. 


C19.o2 


.gp 


Method 


AAT/GAP 



36637 



Start 4222 End 4594 

GI LIB3431-005-P1-N1-A5 Score 695 

Exons 4222.. 4594 

GI Descrip. f 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2264 06_prf 15 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 



36998 



Seq. ID OJ990528_05.9C03.C19 



76092 Strand 

2069 End 2271 

OJ990528_05 . 9C03 . C19 . ol . gp Method AAT/GAP 

2069 End 2271 

6012822 Score 337 
2069. .2271 

11957/emb 1X15901 | CHOSXX 1.0e-52 Rice complete chloroplast genome 



Seq. No. 36998 

.Gene.. No_.^ 1 60.93 ... „. 

..Start... , , .47 4.1. . *_ ...... , 

Name OJ990528_05 . 9C03 . C19 . o3 . ts 

Start 593 

GI none 

Exons 593.. 718, 593.. 718, 595.. 726, 

719. .841 



Seq. ID OJ990528__05.9C03.C19 

..Strand — 

.End... 5175 

Method TBLASTX: Soybean 

End 843 
'Score 128 

604. .726, 717. .842, 718. .843, 



Seq. No. 36998 

Gene No. 76093 

Start 4741 

Name OJ990528_05 . 9C03 . C19 . o4 . ts 

Start 845 

GI none 

Exons 845. .1033, 846. .1034, 846. .1040 



Seq. ID OJ990528_05.9C03.C19 
Strand 

End 5175 

Method TBLASTX : Soybean 

End 1040 

Score 196 



Seq. No. 36998 Seq. ID 

Gene No. 76093 Strand 

Start 4741 End 

Name OJ990528_05 . 9C03 .CI 9 . ol . tc Method 

Start 94 5 . . . . End 
'GI •■' V' ; ;" : *" : noneV ''V*';';. ' : ;,"*'" 'V *\ V ; \ Score. ■".*' 
Exons 



OJ990528_05.9C03.C19 
5175 

TBLASTX: Cress 
3349. . 
137 ' 7 r ~ 

.1338, 1141. .1332, '** 



945.'. 1073, 945.. 1064,: 947.. 1120, 1138. 
'1176. . 1373, 1325.. 1543, 1330. .1668, 1331.. 1675," 1332 ~. . 1670, 
■1332. .167.6, .1598..-. 1678., 264 6. .2870, - 2665. .3072,, 2 666. . 31 2 4 > . 
3126.. 3227, 3128.. 3349, 3128.. 3349 



Seq. No. 36998 

Gene No. 76093 

Start 4741 

Name OJ990528_05 . 9C03 . C19 . o2 . ts 

Start- 1133 

GI none 

Exons 1133.. 1555, 1135.. 1677, 
1711. .1770, 1850. .1885, 



1135. 



Seq. ID OJ990528_05.9C03.C19 
Strand 

End 5175 

Method TBLASTX : Soybean 

End 2 663 

Score 306 

.1755, 1158. .1769, 1176. .1775, 



1886. .1921, 1937. .1975, 2133. .2216, 



2139. .2213, 2146. .2214, 2295. .2357, 2308.. 2376, 2310. .2342, 



36638 



2408. .2440, 2410. .2445, 2493.-2555, 2494. .2532, 2540. .2590, 
2541. .2663 

Seq. No. 36998 Seq. ID OJ990528_05.9C03.C19 

Gene No. 76093 Strand 

Start 4741 End 5175 

Name OJ990528_05 . 9C03 . C19 . ol . t s Method TBLASTX : Soybean 

Start 2741 End 4784 

GI none Score 405 

Exons 2741. .3124, 2743. .3072, 2814. .3119, 3120. .3227, 3130. .3225, 

3131. .4402, 3159. .4403, 3885. .4409, 4540. .4722, 4541. .4765, 

4542. .4772, 4548. .4784 

Seq. No. 36998 Seq. ID OJ990528_05.9C03.C19 

Gene No. 76093 Strand 

Start 4741 End 5175 

Name OJ990528_05 . 9C03 . C19 . o2 . tc Method TBLASTX : Cress 

Start 3461 End 3916 

GI none Score 138 

Exons 3461. .3616, 3464. .3841, 3468. .3842, 3852. .3914, 3854. .3916 

_:..Se,q,_Np ,„,... 3.69S8™..-: _™ Seq. ID OJ990528_05 . 9C03 . C19, 

. , ■.Gene..,Na._L_ 7.JSD9.3 ..strand. ..:..-„ 

Start 4741 End 5175 

Name ' OJ990528_05 . 9C03 . C19 . o3 . tm Method TBLASTX : Maize 

Start 4360 End 4644 

GI none Score 58 

' Exons 4360. .4401, 4361. .4417, 4361. .4402, 4413. .4439, 4414. .4440, 

4435. .4500, 4443.. 4481, 4452.. 4517, 4457. .4522, 4506 ""4 643., 
4514. .4606, 4528. .4644, 4534. .4644 

Seq. No. 36998 Seq. ID OJ990528_05.9C03.C19 

Gene No. 76093 Strand 

Start 4741 End 5175 

Name OJ990528_05 . 9C03 . C19 . o3 . gp Method AAT/GAP 

Start 4741 End 5175 

GI 5886_1.R1084 Score 840 

Exons 4741.. 5175 

.GI Descrip. ' 11957/emb | X15901 | CHOSXX 0.0e+00 Rice complete chloroplast 
genome f 

Seq.' No. - 36998 __ Seq. ID. OJ990528_05 .9C03. . CI 9^ . . 

*'' Gene *Np : .\ -;-■* 7-6093" ■ - ' ]" v ' : - Strand* ; : " - ' r: * r " - 

Start: '.* '4741"; . . End '5175.*/"" ' 

■Name OJ990528_05. 9C03 . C19 . o2 . tm " Method ' TBLASTX : Maize" 

Start' " ^ ' - 4855 \^ '/ • - .' End- - - - 5125. •• ' : : 

Gi none . Score 107 - 

Exons 4855. .49.14, 4855 .\ 4 914 , 4 856 4 915, 4 903 . . 5124 , 4 904 . . 5125 , 

4956. .5006, 4956. .5003, 5012. .5125 

Seq. No. 36998 Seq. ID OJ990528_05.9C03.C19 

Gene No. 76094 Strand 

Start 6564 " End 6887 

Name OJ990528_05 . 9C03 . CI 9 . o5 . t s Method TBLASTX : Soybean 

Start 6564 End 6887 

GI none Score 79 

Exons 6564. .6647, 6566.-6646, 6650.. 6736, 6651.. 6737, 6651.. 6740, 



36639 



6653. .6742, 6835.-6885, 6837. .6887, 6837. .6887 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36998 
76094 
6564 

OJ990528_05.9C03.C19.ol.tm 

6578 

none 



Seq. ID OJ990528_05.9C03.C19 
Strand 

End 6887 

Method TBLASTX : Mai ze 

End 6858 

Score 104 



6578..66S2, 6579. .6650, 6579. .6653, 6580. .6651, 6631. .6858, 
6632. . 6856, 6649. .6858 



Seq. No. 36999 

Gene No. 76095 

Start 1 

Name OJ990528_05 . 9C03 . C20 . o2 . tm 

Start 1 

GI none 

Exons 1..24, 4. .231, 5. .229, 22. .231 



Seq. ID OJ990528_05.9C03.C20 
Strand 

End 260 

Method TBLASTX : Mai ze 

End 231 

Score 4 4 



Seq. No. 

Gene No. 
.Start, 
. N.ame.__, ... 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990528_05.9C03.C20 
Strand 

Jlncl „ 2 60.. . „ 



36999 
76095 

_„.L „_„ ; 

QJ9933ifl_05,..9cd3...C23..ol..,„t.s„ ./.....Method... ,_TBLASTX„:,.S..oybean,._. 

23 ' ' End 260 

none Score 14 9 

23. .109, 24. .110, 24. .113, 26. .115, 208. .258, 210. .260, 210. 



36999 Seq. ID 

76096 Strand 

192 End 

OJ990528_05. 9C03.C20.ol. tc Method 

192 End 

none Score 



OJ990528_05.9C03.C20 
697 

TBLASTX: Cress 

697 

76 



192. .248, 194. .247, 195. .269, 257. .307, 258. .308, 341. .520, 
343. .519, 344. .538, 495. .602, 495. .587, 521. .598, 650. .697, 
659. . 697 



.260 



Seq. No. 36999 Seq. ID 

Gene No. 7 6097 Strand 

Start 634 End 

Name OJ990528_05 . 9C03 . C20 . ol . tm Method 

Start . 6.34 - . ' End 

GI ' none " " ''J " "Score ' " 

Exons' ■ . 



OJ990528_05 . 9C03 . C20 
946 

TBLASTX: Maize 
946 . 

'338- '•■ ' 



634.'. 849, .639. .84* 
911. . 946 ' ' 



.650. . 931, ' 840. .944, 846/. 944, 847 . '/945, 



Seq. " No. 36999 ' ■ 

Gene No. 76097 

Start 634 

Name OJ990528_05 . 9C03 . C20 . ol . tw 

Start 645 

GI none 

Exons 645. .863, 645. .863, 646. .864 

Seq. No. -37000 

Gene No. 76098 

Start 309 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990528_05.9C03.C20 
946 

TBLASTX: Wheat 

864 

325 



OJ990528_05.9C03.C21 
737 



36640 



Name 

Start 

GI 

Exons 



OJ990528_05.9C03.C21.ol.ts 

309 

none 

309. .635, 312. .596, 313. .624, 
694. .735 



Method TBLASTX : Soybean 
End 737 
Score 24 9 

323.. 652, 505. .642, 693.. 737, 



Seq. No. 37000 

Gene No. 76098 

Start 309 

Name OJ990528_05 . 9C03 . C21 . ol . tc 

Start 390 

GI none 

Exons 390.. 626, 391.. 624, 392.. 640, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Sejq... -No.. 
Gene No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 
Name 
Start ; - 
GI 

Exons ' 

.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



37000 
76098 
309 

OJ990528_05. 9C03.C21.ol . tm 

416 

none 

416. .652, 416. .622, .417. .635, 

76099 
1 

OJ990528__05.9C03.C22.ol.tc 
1 

none 

1..477, 2. .478 

37001 
76099 
1 

O J990528__05 . 9C03 . C22 . o2 . tw 
1 

none 

1..150, 1..153, 2. .154 

37001 
76099 • 
1 

OJ990528_05. 9C03 . C22 . ol . t s 

1 • ... "~ • '•' . " - v : 

none . ' . • * . 

1". .477, 2. .478 " ' 

■37Q01. 
76099 
1 

OJ990528_05 . 9C03 . C22 . ol . tm 
71 

none 

71. .478, 73. .474 

37001 
76099 
1 



Seq. ID OJ990528_05.9C03.C21 

Strand 

End 737 

Method TBLASTX : Cress 

End 737 

Score 227 

687. .737, 693. .734, 694. .735 

Seq. ID OJ990528_05.9C03.C21 
Strand 

End 737 

Method TBLASTX : Mai ze 

End 737 

Score 215 

505. .642, 693..737, 694. .735 



Seq ._ID _ 0 J9.9Q.52&J>3 .. 9Q0.3...CZ2; 

Strand 

End 478 

Method TBLASTX: Cress 

End 478 

Score 771 



Seq. ID OJ990528_05.9C03.C22 
Strand 

End 478 

Method TBLASTX : Wheat 

End 154 

Score 58 



Seq. ID OJ990528_05.9C03.C22 
Strand 

End 478 

Method TBLASTX : Soybean . . 
End- '478- ' ' ' : " " 

Score " '" 774 ' . ' ' "V ' " : 



Seq. ID OJ990528._05.-9C03.C22 

Strand ' - ' ■ 

End 4 78 

Method TBLASTX : Mai ze 

End 478 

Score 672 



Seq. ID OJ990528_05.9C03.C22 
Strand 

End 478 



36641 



Name 

Start 

GI 

Exons 



OJ990528_05. 9C03.C22.ol.tw Method 

242 End 

none . Score 

242. .478, 265.-468, 269. .478 



TBLASTX : Wheat 

478 

279 



Seq. No. 37002 Seq. ID OJ990528_05.9C03.C23 

Gene No. 76100 Strand + 

Start 1513 End 2482 

Name OJ990528_05 . 9C03 . C23 . ol . gp Method AAT/GAP 

Start 1513 End 2482 

GI 2409_1.R1084 Score 1911 

Exons 1513.. 2482 

GI Descrip. 1 128690/sp | P12126 | NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_661 61_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34 001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 

Seq. No. 37002 Seq. ID OJ990528_05.9C03.C23 

Gene No. 76101 Strand + 

^ ; Start _„„, J 6312.-- End-,.. ~ 64J3i„;_„; ^ 

,.. JII,/tiame 6j9.90.528._6*5 . .aCO.a JCZ3....o.3 ..gp..„. . ..Method.:^. AAT/GAP\^.. 

*f Start 6319 End 6434 

%2 GI LIB3431-013-P1-K1-B3 Score 181 

rrl Exons 6319.. 6434 

fjj GI Descrip. 1 60020 93 /emb 1X84149-1 1 CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start' 
Name, *.- 
"Start- 
GI 

Exons 



37002 Seq. ID 

76102 Strand 

4525 End 

OJ990528_05. 9C03 . C23 . o5 . tc Method 

2 End 

none Score 



OJ990528_05.9C03.C23 
4586 

TBLASTX: Cress 

427 

102 



2. .91, 2. .97,. 3. .122, 3. .101, 89. .172, 93. .332, 99. .260, 
103. .333, 103. .267, 257. .427 



37002 Seq. ID 

76102 Strand 

4525 ' End 

OJ990528_05. 9C03.C23.o5. ts . Method 

3 \ ; " • : " " :'"\\' End'", 

none ' * .Score 
3. .332,' 3. .242/ 257. .331 



OJ990528_05.9C03.C23 
4586 

TBLASTX: Soybean-. . 
- 332 : " - - : • - : ■ ' " 

352 " ' ' ' . ' ' " 



Seq." . No/- 


'. 37002 




Seq. ID 


' OJ99052* 


3_05. 9C0'3 


. C2 3 


Gene No. 


7-6102 




Strand 








Start 


4525 




End 


4586 






Name 


OJ99052S 


3_05. 9C03.C23.o5. tni 


Method 


TBLASTX 


: Maize 




Start 


10 




End 


394 






GI 


none 




Score 


72 






Exons 


10. .57, 


11. .79, 47. .172, 63. 


.281, 64.. 


393, 64. 


.354, 257 


. .394 


Seq. No. 


37002 




Seq. ID 


OJ99052* 


3_05. 9C03 


.C23' 


Gene No. 


76102 




Strand 








Start 


4525 




End 


4586 







36642 



Name 
Start 
.GI 

Exons 



OJ990528_05 . 9C03 . C23 . o3 . tm Method TBLASTX : Maize 

562 End 1194 . 

none Score 51 

562. .627, 612. .866, 659. .865, 860. .913, 861. .1193, 862. 

863. .1192 



1194, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37002 Seq. ID 

76102 Strand 

4525 End 

OJ990528_05.9C03.C23.o6.ts Method 

702 End 

none Score 



OJ990528_05.9C03.C23 
4586 

TBLASTX: Soybean 

1371 

83 



702. .767, 710. .769, 713. .784, 840. .872, 842. .871, 966. .1001, 
966. .1001, 1003. .1071, 1011. .1043, 1025. .1096, 1049. .1162, 
1081. .1179, 1089. .1163, 1098. .1232, 1185. .1214, 1213. .1287, 
1221. .1307, 1225. .1299, 1251. .1370, 1266. .1331, 1267. .1371, 
1283. .1369 



Seq. No. 37002 

Gene No. 76102 

Start 4525 

,JNlame_„_; _Qsia9.Q^8_Q5,.J2^ 

„.S.tart„. ,J9A. .„_„.. 

GI none 

Exons 



OJ990528 05.9C03.C23 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

„ Hethoc],„ 
....End. . . 
Score 

794. .832, 842. .871, 878. .1102, 939. .1004, 989. .1096, 1089. .1151, 
1110. .1148, 1179. .1229, 1210. .1287, 1215. .1286, 1225. .1287, 
1281. .1322, 1281. .1331, 1282. .1350, 1283. .1348 



4586 
„TBLASTX;.CresA, 
,..1.35.0 „_ 

44 



37002 
76102 
4525 

OJ990528_05. 
1279 
none 
1279. 
1439. 
1582. 
1696. 
1780. 
1965. 
2501. 
3010. 
3860. 
3931. 



.1392, 

.1561, 

.1629, 

.1749, 

.1962, 

.2465, 

,3025, 

. 3174, 

,3928,- 

.3981, 



9C03.C23.ol. tm 



1280.. 1390, 1371. 

1453. .1554, 1488. 

1584. .1646, 1676. 

1697. .1744, 1720. 

1795. .1962, 1806. 

2176. .2487, 2470. 

2639.. 3022, 2991. 

3011.. 3181, 3186. 

'386iv.3932y 3889". 
3931. .3981 



Seq. I 
Strand 
End 

Method 

End 

Score 
.1397, 
.1610, 
.1699, 
.1749, 
.1967, 
.3021, 
.3182, 
.3224, 
.'3918, 



D OJ990528 05.9C03.C23 



4586 

TBLASTX: Maize 
3981 
175 
1392. . 1454, 



1533. 
1677. 
1726. 
1964. 
2490. 
2998. 
3204 . 



, 1577, 
, 1703, 
, 1770, 
,2170, 
,3020, 
,3213, 
,3863, 



3921. ; 3980;; 



1394 . 
1582. 
1692. 
1779. 
1964. 
2491. 
3008. 
3222. 
3930. 



.1453, 
.1644, 
.17.4 8, 
.1961, 
.2449, 
.3021, 
.3217, 
.3857, 
'.3980, 



Seq. . No. ••• -37002 . ... - • , .. ' • " - • 

Gene No. . "*76102 ' _ 

Start 4525 

Name OJ990528_05 . 9C03 . C23 . o4 . tc 

Start 2063 

GI none 

Exons 2063.. 2413, 2065.. 2130, 2067, 
2430. .2462 



-Seq.- - ID-. O.J990528_0;5, 9C03 . C23 

Strand. - ' ' . * 

End ' 4 58 6 

Method TBLASTX : Cress 

End 2462 . 

Score 101 

.2381, 2069. .2413, 2206. .2415, 



Seq. No. 
Gene No. 
Start 



37002 
76102 
4525 



Seq. ID 

Strand 

End 



OJ990528 05.9C03.C23- 



4586 



36643 




Name 


ujyyuDzo ud 


. ycu O 


. UZ o . 04 


ts 


Method 


TBLASTX : Soybean 


Start 


Z1Z j 








End 


A A C C 

Z 4 DO 


GI 


none 








Score 


A A A 

4 3o 


Exoris 


010*3 A ^ C C 
ZiZo . . Z4DD, 


Z 1Z 4 


O /i c "3 
. . Z 4 D D , 


0 1 Q 1 
Z 1 o 1 . 


. Z4 Do 




Seq. No. 


37002 








Seq. ID 


OJ990528_05.9C03.C23 


Gene No. 


76102 








Strand 




Start 


A R 1 c; 
4 DZD 










a e q a 

4 DO 0 


Name 


ujyyuDzo ud 


. ycu j 


. LZJ . Ol 


4- _ 

ts 


Method 


TBLASTX : Soybean 


Start 


O/l CO 

Z4 0 0 








End 


"3 T A A 

3142 


GI 


none 








Score 


C O /I 

584 


Exons 


O / CO Q1 / 1 

z4 Do . . J14 1 , 


Z4 y4 


■31/1 

. D 14 1 , 


ZOUl . 


. J14 z 




Seq. No. 


J /OUz 








Seq. ID 


OJ990528_05.9C03.C23 


Gene No. 


76102 








Strand 




Start 


4525 








End 


4586 


Name 






L-Z j.OI 


tC 


Method 


TBLASTX: Cress 


Start 


a yi a. a 

z4 y O 








End 


3210 


GI 


none 








Score 


333 * 


Exons 


z4 y j . . ZoU / , 


a /i a. /I 

24 y4 


A (1 A A 

. z yzz , 


A C A 1 
ZdUI . 


.2923, 2917. .2973, 2918. .3184, 




oniC/^ a a a n 
zy b(J . . JU31 , 


iUz 1 


Tine 

. oloo, 


"0 A A A 

3UZZ . 


.3210 




_Se.q.^..No..._ 


3.7002...... 








..Seq .....ID. _ 


;.OJ.990.528_0.5.. 9C.Q3.. C2.3 


Gene No. 


76102 








Strand 




Start 


/i c a c 
4dZD 








End 


4586 


Name 


aitaaacao 

OJ990528 05 


A/™' A "~3 

9C03 


a< A A _ q 

C23 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


A C A /! 

2524 








End 


3055 


GI 


none 








Score 


844 


Exons 


ZDZ 4 . . JUD4 , 


a c a c 
ZoZO 


"3 A C C 








Seq. No. 


37002 








Seq. ID 


OJ990528_05.9C03.C23 


Gene No. 


76102 








Strand 




Start 


A C A C 

4 525 








End 


4586 


Name 


ojyyu52o U5 


ycu j 


r> A O — . A 

Czd . oz . 


t s 


Method 


TBLASTX : Soybean 


Start 


A A "7 A 

3z /2 








End 


3722 


GI 


none. 








Score 


689 


Exons 


OA *7 A *1 C A a 

3111. . Jo4 o, 


o a o o 

3zbo . 


A A A A 
. 3121, 


*D A O O 

JZOO . 


.3722 




Seq. No. 


37002 








Seq. ID 


OJ990528_05.9C03.C23 


Gene No. 


76102 








Strand 




btart 


4 DZD 








End 


4586 


Name 


n to on c o o a c 

oj y y D5zo Uo . 


A/~i A A 

9C03 . 


Cz3 . o3 . 


tc 


Method 


TBLASTX : Cress ... 


Start 


... A A A ^ - ■ ■ 
3 ^ ' 








End ' ■ 


3774 " ■ ' '■ "•** 


GI 


' none" '. 








" Score ." 


.703 " * .• 


Exoris 


- A A A A* • A "7 '" 

JZ3 f . . 3 / / J, 


A A A A 

3299. 


A /*" >1 A ' 

. 364 3, 


O A AT 

3306 . 


.3773, 3307.. 3774*, 3562.. 3774 


Seq. No. 


. 3.7002 








Seq. . ID 


OJ9'9p"528_05'. 9C03 .C23 


Gene No. 


76102 " 








Strand 




Start 


4525 








End 


4586 


Name 


OJ990528 05. 


9C03. 


C23.o2. 


gp 


Method 


AAT/GAP 


Start 


4525 








End 


4586 


GI 


56420 1.R1084 






Score 


88 



Exons 4525.-4586 

GI Descrip. '2979562 2.0e-16 (AC003680) unknown protein. [Arabidopsis 

thaliana] >gi_3 38 66.23 (AC004665) unknown protein [Arabidopsis 
thaliana] ' 



36644 




Seq. No. 


37002 








Seq. ID 


OJ990528 


_05.9C03.C23 


Gene No. 


76103 








Strand 






Start 


A C. 1 1 

4 0/1 








End 


5587 




Name 


ojyyuozo uo 


9C03 , 


C23 . o/ 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4o /l 








End 


4707 




GI 


none 








Score 


128 




Exons 


4 0/1. .4 0 y4 , 


A Q 1 A 

4 O /Z . 


a can 
. 4 oy / , 


4 0 / o . 


.4704, 4584. .4697, 


4 o y 1 . .4 / u / 


Seq. No. 


O 1 A A O 

J / UU2 








Seq. ID 


OJ990528 


AC A /"^ A A 0 0 1 

_05 . 9C03 . C23 


Gene No. 


/ olU J 








Strand 






Start 


/I C "7 1 
4 0 / 1 








End 


5587 




Name 


OJyyUozo Uo. 


A/^ A "3 

ycoo . 


C23 . o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


^ c a n 

4 o y D 








End 


5587 




GI 


none 








Score 


141 




Exons 


4596. .4697, 


4597. 


.4710, 


4600. 


.4710, 4637. .4711, 


4704 . .4772, 




4708 . .4785, 


4709. 


.4786, 


4709. 


.4786, 47 


31. .4879, 


4782 . .4880, 




/io/in /i o o o 
4 o 4 U . . 4 o o / , 


A A C A 

4 9o9 . 


C A C 1 

. oUo 1 , 


A A H O 

4 y do . 


.5061, 4967. .5086, 


/I A T A C A /" A 

4 9/0. . o0o2 , 




c a c /i c a o a 

oUo4 . . dUo y, 


C A C ^ 

5056 . 


C A O C 

. 5085, 


C A O C 

oU8o . 


.5321, 5085.. 5321, 


C A O /" C O A A 

5086 . . 5322, 




c a a c c o a c 

oUyo . . oo/o, 


C A A /i" 

5096 . 


C O A £T 

. 532 6, 


C O A H ' 

5306 . 


.5476, 5318.. 5479, 


5319 . .54 77, 




C/ITO C C C C 

04 1 Z . . OOOO , 


C A 1 A 

54 /4 . 


C C O T 

. 000 / 










Sejj,. -No. T 


O *7 AA A 

3 / UUz 








Seq., ID 




AC A/~iAO O O 


Gene. Nq.,_ . 


. -.,.7.6.1Q3_ 








. Strand 






Start 


4571 








End 


5587 




Name 


/"\TAAACOO AC 

ojyyuDzo uo. 


A/"> A O 

9C03 . 


C23 . o3 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


y| A >l O 

4 948 








End 


5210 




GI 


none 








Score 


73 




Exons 


/IAjIO c a a a 

4948 . . 5022, 


4 948 . 


. 5034 , 


CAOA 

5022 . 


.5210, 5046. .5087, 


5053 . . 5106, 




C A O C COAT 
OUoO . . OZUl , 


C A O C 

oUo o . 


C A A A 

. 52U2, 


C A A O 

5093 . 


.5203 






Seq. No. 


O "7 A A A 

3 / UUZ 








Seq. ID 


OJ990528 


05 . 9C03 . C23 


Gene No. 


76103 








Strand 






Start 


4571 








End 


5587 




Name 


ojyyuozo uo. 


9CU J . 


POO _ ~"7 

CZ3 . O / 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


>1 A f O 

4 967 








End 


5234 




GI 


none 








Score 


82 




Exons 


>i ft /*7 CAOA 

4 9o / . . o(Jo9, 


4971. 


.5063, 


A AT A 

4 972 . 


.5088, 5045.. 5095, 


CAC1 CA1A 

5051 . . 5212 , 




C AQC C O O /I 

OUOO . . OZ04 , 


5085. 


.5195 










Seq. No. 


O T A A A 

J /UUz 








Seq. ID 


OJ990528 


05 . 9C03 . C23 


Gene No . 


T £ 1 A ^ 

/ 61U4 








Strand 






Start . .. 


5947 








End. 


7241 „ 




Name ; - ■ 


OJ990528JD5. 


9C03-.*C23:p-2 


.tc 1 "' 


" Method " ' 


TBLASTX: 


Cress '" ' ~ / * 


Start 


C A. A 1 ' 

. oy 4 ,/ 








• End . 


6944 




GI 


none 








Score 


82 ' 




Exons - - • - 


r A V -i •■/"■A /I A J 

594 / . .604 2, 


-5956. 


.6042,* 


5961,. 


. 6050,-- 5963 ... 6082, 


5*966 v . 604 3 ,-- 




/" A A C '/"OA/"-i 

6225 . ^ 6296, 


624 3. 


.'6295, 


6310 k 


.6444, 6314. .6943, 


6314 . . 6934 , . 




oolo . . by4 4 














Seq. No. 


~) ^7 A A A 

37002 








Seq. ID 


OJ990528 


_05 . 9C03 . C23 


(oene no . 


/ O 1 U4 








Strand 






Start 


5947 








End 


7241 




Name 


OJ990528 05. 


9C03. 


C23.o6 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6181 








End 


6438 




GI 


none 








Score 


44 




Exons 


6181. .6207, 


6183. 


.6206, 


6204. 


.6242, 6205. .6324, 


6215. . 6328, 




6216. .6326, 


6238. 


.6330, 


6296. 


.6436, 6324 . .6437, 


6325. .6438, 



36645 





6325. 


.6438 


Seq. No. 


37002 




Gene No. 


76104 




Start 


5947 




Name 


OJ990528 05. 


Start 


6216 




GI 


none 




Exons 


6216. 


.6272, 




6499. 


.6720 


Seq. No. 


37002 




Gene No. 


76104 




Start 


5947 




Name 


OJ990528 05. 


Start 


6671 




GI 


none 




Exons 


6671. 


6994, 




7033. 


7071 


Seq. No. 


37002 




™Qejne_JNo.,_ 






Start. 


5.94.7.. 




Name 


OJ990528 05. 


Start 


6699 




GI 


none 




Exons 


6699. . 


6734, 




7006. . 


7158, 


Seq. No. 


37002 




Gene No. 


76105 




Start 


7322 




Name 


OJ990528 05. 


Start 


7322 




GI 


none 




Exons 


7322. . 


7417, 




7412. . 


7489, 


Seq. No. 


37003 




Gene No. 


76106 




Start 


5473 




Name 


OJ990528 05. 


Start ■ 


*'; ' 54 73 




GI 


. "uC-osflcyp02 


Exons 


• 5473. . 


5903 ' * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_05.9C03.C23 
7241 

TBLASTX: Soybean 

6720 

41 



,6718, 6318. .6719, 6325.. 6720, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_05.9C03.C23 
7241 

TBLASTX: Wheat 

7071 

446 



6672. .6965, 6953. .7009, 6953. .7015, 6954. .7022, 



Seq. ID OJ990528_05.9C03.C23 
jStxancL„. „_ 



,. . . End . 7241. 

i3.C23.o4.tm ■ Method TBLASTX : Maize 
End 7241 
Score 639 

6699. .6734, 6726. .7154, 6730. .6933, 6731. .7156, 6732. .7157, 
7158, 7158. .7241, 7159. .7239, 7160. .7240 

Seq. ID OJ990528_05.9C03.C23 
Strand 
End 

i3.C23.o7.tm Method 
End 
Score 



7491 

TBLASTX: Maize 

7491 

97 



- GI. Descirip . 



7322. .7417, 7331. .7417, 7332. .7418, 7332. .7421, 7333. .7422, 
7417. .7491, 7420. .7491 " 

Seq. ID OJ990528_05.9C03.C24 

Strand + 

End 5903 

9CQ3.C24.o2.gp . Method . AAT/GAP .. . 

" , - '. ' End ' ' • 5903 - y ; " ' " ' 

iglObl. /."Score ■ 766 .: ' ~ " " 

• f '.l'31148/sp| P12156I PSAB_ORYSA-6:0e-59 PHOTOS YSTEM T- P7 00-- v : 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photqsystem I 

P700 apoprotein A2 - rice chloroplast >gi_1198 l_emb_CAA33995_ ' 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

[Oryza sativa] 1 



■Seq. No. 
Gene No. 
Start 
Name 
Start 



37003 Seq. ID 

76107 Strand 

10282 End 

OJ990528_05.9C03.C24 .o5.gp Method 

10282 End 



OJ990528_05. 9C03.C2' 
+ 

10827 

AAT/GAP 

10827 



36646 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
J?ame_ 



.Sta.rJt., _ 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
• Gene No . ~ 
Start 
Name ' 
Start ■ 
GI ' 
Exons' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



2135_1.R1084 Score 1072 

10282. . 10827 

1 11957/emb 1X15901 1 CHOSXX 1.0e-159 Rice complete chloroplast 
genome f 



OJ990528_05.9C03.C24 
+ 

11905 
AAT/GAP 
11905 
1986 



37003 Seq. ID 

76108 Strand 
10865 End 
OJ990528_05. 9C03.C24 .o6.gp Method 
10865 End 
2721_1.R1084 Score 
10865. .11905 

! 114 622/sp| P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

• (SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] 1 



OJ990528_05.9C03.C24 
+ 

17575 

_ AAT/GAP • , 

.17575. 

133 



37003 Seq. ID 

76109 Strand 
17490 End 

;17.4,90;...:.. .End. 

LIB3432-013-P1-K1-E3 Score 
17490.. 17575 

1 13344 6/sp|P12093|RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_66986_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta' '-2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta 11 subunit-2 
[Oryza sativa] * 



37003 Seq. ID 

76110 Strand 

24798 End 
OJ990528_05. 9C03.C24 .olO.gp Method 

24798 End 

5607624 Score 
24798. .24928 

287391/dbj | D13111 IRICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene 



OJ990528_05.9C03.C24 
+ 

24928 
AAT/GAP 
24928 
215 



.37003 ■ . . -.. Seq. ID 

76111 ■ ■*■ I""","-- "\" •/■"-'■.'".Strand-" 
2269' • " ■ End 
OJ990528_05 . 9C03". 024 . ol . gp - Method 
-2269 /• . . . -" v - - : - - End - : 
uC-osflM202088b0'7al" . -.Score 
2269. .2527- 

' 11957/emb|X15901 ICHOSXX 2 
genome 1 

37003 Seq. ID 

76112 Strand 
8140 End 
OJ990528_05 . 9C03 . C24 . o3 . gp Method 
814 0 End 
LIB34 31-04 0-P1-K2-C1 Score 



OJ990528_05 . 9C03, C24 

2527 • ; " " ' "" V: 

AAT/GAP' : * 

25-27 . .. • . : - 

514 "; - 



0e-52 Rice complete chloroplast 



OJ990528_05.9C03.C24 

8556 
AAT/GAP 
8556 
734 



36647 



• • 

Exons 8140.. 8556 

GI Descrip. ' 114521/sp I P12084 | ATPA_ORYSA 6.0e-53 ATP SYNTHASE' ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] ' 

Seq. No. 37003 Seq. ID OJ990528_05.9C03.C24 

Gene No. 76113 Strand 

Start 9126 * End 9671 

Name OJ990528_05 . 9C03 . C24 . o4 . gp Method AAT/GAP 

Start 9126 End 9671 

GI 5005311 Score 1042 

Exons 9126.. 9671 

GI Descrip. 114 521/sp I P12084 | ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 

Seq.. No. 37003 Seq. ID OJ990528_05 . 9C03 ..C24 

Gen$„„Njp^ 7 61 1 4„ ■ _ _ ; S t rang! - „ _ „ 

.Start . .......1*2570.. ... . ,.' „ .. ..... End ....iiiio" . 

Name OJ990528_05 . 9C03 . C24 . o7 . gp Method AAT/GAP 

Start 12570 End 12940 

GI LIB3477-011-P1-K1-C10 Score 734 

Exons 12570. .12940 

GI Descrip. ? 114 657/sp | P12083 | ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67 926_pir LWRZ6 H+-transport ing ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 

Seq. No. 37003 Seq. ID OJ990528_05.9C03.C24 

Gene No. 76115 Strand 

Start 12981 End 13523 . 

Name OJ990528_05 . 9C03 . C24 . 08 . gp Method AAT/GAP 

Start 12981 End 13523 

GI 42732_1.R1084 Score 1070 

Exons 12981.. 13523 

GI Descrip. 1 114 657 /sp | P12083 | ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN 

.. PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 -H+-transporting ATP 

'■ '/..""I ..synthase (EC; 3 .6.1 .34)' chain; a rice chloroplast " ^ '/ 7 

>gi_11975_emb^CAA339*90_ (X15901) ATPase" a subunit" "[Oryza sativa] 
>gi 226693 pr.f 1603356U ATPase a [Oryza sativa] 1 ' 

Seq. No. " [ 370.03 'V . Seq." ID. ; OJ9?0528_05, 9C03 . C24 

Gene No. 76116 ' Strand - 

Start 27012 End 27157 : v 

Name . OJ990528JD5 . 9C03 . C24 . oil . gp Method AAT/GAP 

Start 27012 End 27157 

GI LIB3432-021-P1-K1-A3 Score 21.3 

Exons 27012.. 27157 

GI Descrip. ■ 11957 /emb | X15901 | CHOSXX 1.0e-52 Rice complete chloroplast 
genome ' 

Seq. No. 37003 Seq. ID OJ990528_05.9C03.C24 



36648 



Gene No. 

Start 

Name 

Start 

GI 

Exons. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



76117 Strand 

27231 End 

OJ990528_05 . 9C03 . C24 . ol4 . ts Method 

57 End 

none Score 



27397 

TBLASTX: Soybean 

718 

220 



57. .203, 59. .217, 59. .217, 72. .218, 295. .318, 296. .322, 
317. .388, 330. .374, 334. .408, 389. .415, 449. .484, 451. .474, 
527. .655, 537. .656, 563. .685, 657. .698, 658. .717, 662. .718 



37003 Seq. ID 

76117 Strand 

27231 End 

OJ990528_05 . 9C03 . C24 . o20 . tc Method 

57 End 

none Score 



OJ990528_05.9C03.C24 
27397 

TBLASTX: Cress 

781 

219 



57. .236, 59.-229, 322. .405, 327. .419, 327. .407, 418. .531, 
428. .532, 428. .544, 532. .651, 539. .655, 540. .656, 540. .662, 
566. .697, 661. .714, 662. .697, 725. .781, 749. .769 



Seq. No. 
Gene No. 
w Start,,™- 
.Name. ...... 

Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI \ : 
Exons 



Seq-. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37003 
76117 
27231 



Seq. ID OJ990528_05.9C03.C24 
Strand 

JE,ncl_„_ w _27jia2 . ... 



-OjaaOJ52,8_Q5_. 9C.03...C24_..Q3...tnu :. ...Method .. ^IB.LASTX.:.Mai.z.a 

57 End 1188 ' 

none Score 245 

57. .203, 57. .233, 59. .217, 181. .837, 212. .841, 215. .805, 

228. .836, 834. .986, 835. .900, 836. .1186, 851. .1186, 940. .1188, 

1041. .1187 



37003 

76117 

27231 

OJ990528 

846 

none 



Seq. ID OJ990528_05.9C03.C24 



05.9C03.C24.ol7.tc 



Strand 
End 

Method 

End 

Score 



27397 

TBLASTX: Cress 

1197 

377 



846. .1196, 847. .1194, 940. .1197 



37003 
76117 
27231 

OJ990528_05. 
1.057 

none* ' 7 
1057. .1167, 
18 92. .2047 



9C03.C24 .ol7 . ts 



1057. .1173, 1059, 



Seq. ID OJ990528_05.9C03.C24 
Strand 

End 27397 

Method TBLASTX : Soybean 

End . . . 204 7 . , 
"Score -""-187 

.1175, 1881. .2006, 1891. .204 6, ' 



37003 ' 

76117 

27231 

OJ990528_05. 

1528 

none 

1528. .1578, 
1568. .1618, 
1716. .1871, 



9C03.C24 .ol2.tm 



1530. .1577, 
1591. .1716, 
1716. . 1868 



1530, 
1604 , 



• Seq.- ID 
■Strand 
End 

Method 

End 

Score 
.1607, 
.1720, 



0 J990528_05 . 9C03 <C2.4 



27397 

TBLASTX: Maize 
1871 
70 

1531. .1614, 1549. 
1607. .1714, 1644. 



1611, 
1766, 



Seq. No. 



37003 



Seq. ID OJ990528_05.9C03.C24 



3.664 9 



Gene No. 76117 

Start 27231 

Name OJ990528_05.. 9C03 . C24 . o28 . tc 

Start 1665 

GI none 

Exons 1665, 
1815. 



,1703, 1670.. 1708, 1691. 
1880, 1824.. 1877, 1825. 



Strand 

End 27397 
•Method TBLASTX : Cress 
End 1997 
Score 51 

.1762, 1692. .1766, 1722. .1766, 
.1878, 1852. .1989, 1856. .1996, 



1868. .1996, 1881. .1997 



Seq. No. 37003 
Gene No. 76117 
Start * 27231 

Name OJ990528_05 . 9C03 . C24 . o4 . tm 

Start 1926 
GI none 

Exons 1926.. 2072, 1933.. 2073, 1937. 

2117. .2197, 2119. .2199, 2121. 
2194. .2250, 2235. .2315, 2248. 
2330.. 2377, 2393.-2422, 2394. 
2426.. 2554, 2516.. 2629, 2529. 
2603.. 3055, 2604.. 3056, 2721. 



Seq. ID OJ990528_05.9C03.C24 
Strand 

End 27397 
Method TBLASTX : Mai ze 
End 5204 
Score 162 

.2089, 1940. .2077, 2117. .2197, 
.2198, 2180. .2251, 2193. .2246, 
.2352, 2249. .2338, 2330. .2380, 
.2423, 2418. .2534, 2424. .2540, 
.2606, 2570. .2626, 2576. .3055, 
.3056, 4977.. 5048, 5046.. 5204 



. S.e.q,_ No..,. „ e .. 3700.3 . . ... . ;. 

Gene No. 76117 

Start 27231 

Name OJ990528_05 . 9C03 . C24 . o23 . tc 

Start 2505 

GI none 

Exons 2505.. 2534, 2528.. 2611, 2605. 
2606. .2773 



..Seq... .ID. . QJ9905,28._05,.9C03..C24. 
Strand 

End 27397 
Method TBLASTX : Cress 
End 2773 
Score 45 

.2766, 2605. .2772, 2606. .2773, 



Seq. No. 37003 

Gene No. 76117 

Start 27231 

Name OJ990528_05 . 9C03 . C24 . o9 . ts 

Start 2505 ~ ' 

GI none 
Exons 



Seq. ID OJ990528_05.9C03.C24 
Strand 
End 

Method 
End 
Score 



27397 

TBLASTX : Soybean 

5129 

45 



2505. .2534, 2586. .2675, 2587. .2916, 2587. .2919, 2588. .2923, 
2606. .2923, 4977. .5048, 5046. .5129 



Seq. No. 37003 

Gene No.. . _ 7.6117 .. . / . 
Start-* " ' ' : .'27-231 *•"-" " : ."" 

Name \" / . OJ990528_05 : 9C03 . C24. o7 . tc / 
Start " ■ 2774 . • • ■ 
-GI: .- none- . : . ' . 

Expns ■ • • ' 2774.'. 2845, 2840. \ 2986, 4769. 

5168. .5287, 5169.V5288 



Seq. ID 

Strand_ . 
End" 
Method 
End 

Score- •'- 



OJ990528_05.9C03.C24 

"•27391 "~ : '• " ' \ 

TBLASTX: Cress ' 
"52:8'8- ' ■'' ■ 

56 . ,\ . 



.5215, 4769.. 5218, 4794.. 5219, 



Seq. No. 37003 

Gene No. 76117 

Start 27231 

Name OJ990528_05 . 9C03 . C24 . ol3 . ts 

Start . 2945 

GI none 
Exons 



Seq. ID OJ990528_05.9C03.C24 



Strand 
End 

Method 

End 

Score 



27397 

TBLASTX : Soybean 

5374 

65 



2945. .2998, 3065. .3181, 5129. .5374, 5130. .5345, 5279. .5374 



36650 



Seq. No. 37003 Seq. ID 

Gene No. 76117 Strand 

Start 27231 End 

Name OJ990528JD5 . 9C03 . C24 . oil . tm Method 

Start 3065 End 

GI none Score 

Exons 3065.. 3181, 3188.. 3310, 3196.. 3288, 5204.. 5497, 5205 

5205. .5498, 5383. .5499 



OJ990528_05.9C03.C24 
27397 

TBLASTX: Maize 
5499 
74 

,5498, 



Seq. No. 37003 
Gene No. 76117 
Start 27231 

Name OJ990528_05 . 9C03 . C24 . ol . tc 

Start 3075 
GI none 
Exons 3075.. 3521, 3076, 

5708.. 5860, 5715. 

6285..6329, 6303, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,4242, 3077. .4279, 5292 
,5861, 5874. .6278, 5924 
6332 



OJ990528 05.9C03.C24 



27397 

TBLASTX: Cress 

6332 

444 

5396, 5406.. 5537, 
6274, 6048.. 6281, 



Seq. No. 
Gene No. 
.Starts. 
Name. . . . 
Start 
GI 

Exons 



37003 Seq. ID OJ990528_05.9C03.C24 

76117 Strand 

2/1231... „ . ,. _EncL_ 273.37 

OJ9.9Q528_0.5 . 9C.0.3 . C2A, o7 ,,t s Method. „ .. .TBLASTX.:.Sp.yb,e.an,,__ . 

End 5862 
Score 83 

3309, 3197. .3310, 3416. .3463, 3466. .3636, 3467. .3637, 
5574, 5387. .5659, 5388. .5861, 5602. .5862, 5611. .5664, 



3196 
none 
3196 
5377 
5708 



,5860, 5709. .5861 



Seq. No. 37003 
Gene No. 76117 
Start 27231 

Name OJ990528_05 . 9C03 . C24 . ol . tm 

Start 3398 
GI none 

Exons 3398.. 3637, 3466.. 3525, 3488. 

3644. .4048, 4070. .4114, 4165. 

4550. .4630, 4634. .4777, 4661. 

5517. .5597, 5521. .5601, 5576. 

5709. .7121, 5897. .7150, 6646. 

7155. .7202, 7234. .7260, 7244. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 05.9C03.C24 



27397 

TBLASTX: Maize 
7360 
225 

.3613, 3565. .3636, 3631. .4044, 

.4482, 4169. .4483, 4301. .4483, 

.4759, 5499. .5606, 5516. .5611, 

.5659, 5577. .7109, 5587. .5940,. 

.7146, 7144. .7200, 7148. .7201, 

.7261, 7262. .7360, 7263. .7346 



Seq. No. 
" Gene No . 

Start ' 

Name- 

Start ' 
•GI 

Exons 



37003 " " v " : '• ■ : ■ — ' 

76117 \ - 

27231"' 

OJ990528_05 . 9C03 . C2'4 ; oT. ts .... 
3644 

none - ' 

3644. .4048, 3943. .4044, 4070. 
4550. .4630, 4634. .4777, 4670. 
5862. .7109, 5897. .7159, 6646. 



■ Seq. ID 
Strand 
End • ' 
Method " 
End : 
Score 



0 J 9 9 0 5 2 8 : 0$ :st 0"3 : ; : C2 4 * 



27397 • " ' • • 

TBLASTX: Soybean 

7378 - ' 
415 

4114,. 4165. .4506, 4169. .4483, 

4759, 4789. .4881, 5862. .7109, 

7158, 7232. .7378, 7281. .7346 



Seq. No. 37003 Seq. ID 

Gene No. 76117 Strand 

Start 27231 End 

Name OJ990528JD5 . 9C03 . C24 . o4 . tc Method 

Start 4279 End 



OJ990528_05.9C03.C24 
27397 

TBLASTX: Cress 
6983 



36651 




\3 X 


non o 








Score 


243 


T* 1 von 


4 97 9 4 4ft? 


4 ?ftO 


4 4 ft 3 

. • 4 4 O J , 


4 5 50 


.4624, 4634. .4765, 4661. .4759, 




6434 6814 


6435 


. . 6815, 


6435. 


684 5 6 


437 6817 6646 6ft?? 




6816 6983 


6818 


. .6982 








Seq. No. 


37003 








Seq. ID 


OJ990528_05.9C03.C24 


Gene No. 


76117 








Strand 




Start 


27231 








End 


27397 


INOILLG 


O.T9905?ft 05 




.C24 .o30. tc 


Method 


TBLASTX: Cress 


Of- a r +- 


5537 _ 

yj *J *J I 








End 


5707 


ox 


1 ic 








Score 


209 




5537 5659 


553R 


5660 


5544 


.5705, 5548.-5682, 5549. .5707 


JC^« IN \J * 


37003 








Seq. ID 


OJ990528_05.9C03.C24 




7 6117 

/ V X X / 








Strand 




Start 


27231 








End 


27397 


Name 


OJ990528 05. 


9C03 


C24 .ol2 


. tc 


Method 


TBLASTX: Cress 




702 5 








End 


7707 


r;T 
yj ± 










Score 


130 


V von q 


7025 7135 


7026 


71 09 

. f X U Zs , 


7 9 50 

f «J w • 


.7381, 7278. .7346, 7395. .7595, 




7399 7596 


7400 

/ 4 U U 


7597 


7 4 00 

f 4 U U . 


.7594, 7401. .7595, 7623. .7706, 


■•■*- — ■■ ■ - ■ 


7625 7705 


764 7 


7706 


7 651 


-77.07.. 




OCvj . IN W ■ 


37003 








Seq. ID 


' OJ990528_05.9C03.C24~ 


Gene No. 


76117 








Strand 




Start 


27231 








End 


27397 


Name 


O.79905?ft 05 


QP03 


r?4 oi ft 

. U1C 


. LL 


Method 


TBLASTX: Cress 


OLal I 


7 Qfi4 _ 

/ _7 O 4 








End 


8597 


(IT 
\J X 


1 1U1 IC 








Score 


92 


P 1 von q 


7964 ft035 

/ Z? \J 4 • • uu J J/ 


7 965 


.8036, 


7 968. 


.8036, 7975. .8040, 8167. .8403, 




ft 1 6ft ft 5ft 7 


ft 1 6ft 
O X u o < 


ft 596 

. O *J Z? \J f 


ft ?1 1 

O ^. X X ■ 


.8597 




Seq. No. 


37003 








Seq. ID 


OJ990528_05.9C03.C24 


Gene No. 


76117 








Strand 




Start 


27231 








End 


27397 


Name 


O,7QQ05?ft 05 




C?d oi 0 




Method 


TBLASTX: Soybean 


Start 


8167 _ 








End 


8597 


GI 


none 








Score 


186 


Rxon ^ 


8167 8412 

U1U / • • (J 4 X £, , 


ft 1 74 

(J X / 4 . 


ft 5 Q 6 


ft 1 74 


.8596, 8 


211.. 8597 


Seq. No. 


37003 








Seq. ID 


OJ990528_05.9C03.C24 


Gene. .No . . 


.- 76117 


..~ „ , - .: 






Strand 




Start ~ : ' 


• 27 2 3Y ' 








• End " : 


" 27397 • "" rzr "»"■"" 




" O,TQQ05?ft 05* 


QPO '3 


C2"4.o2 9 


. tc 


Method 


TBLASTX: Cress * 


' cit a r-K ' ' 


■ ft 7 1 7 ' _ ~ - 
o / x / 








' End 


8857 • • • • 


KJ -L 


: none - • ■'■• 








Score - 


.■ 191 • - * 




R 7 1 7 ' ft ft 57 


ft7 1 ft 

O f X 0 • 


.8855, 


8728. 


.8.85 6 ; ' 




Sea Wn 


37003 








Seq. ID 


OJ990528_05.9C03.C24 




7 6117 

/ \J X x / 








Strand 




Start 


27231 








End 


27397 


Name 


OJ990528 05. 


9C03. 


C24 .o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


8816 








End 


14495 


GI 


none 








Score 


78 


Exons 


8816. . 9049, 


8817. 


.8885, 


8883. 


.9017, 8 


998.. 9537, 9015. .9716, 




9164. .9727, 


9732. 


.9767, 


9787. 


. 10287, 


9789.. 10283, 10323.. 103 




10328. .10357 


, 10446. . 10463, 10548. .10 


519, 10553. .10612, 



36652 




10554. . 10622, 
10651. .10710, 
10750. .10803, 
10834. .10905, 
10895. .10918, 
10999. . 11178, 
11609. . 11881, 
12659. . 13408, 
13644. .14360, 
14472. .14495 



10642. .10689, 
10710. .10781, 
10788. .10841, 
10848. . 10907, 
10996. .11169, 
11514. .11582, 
11871. .11939, 
12808. .13407, 
13649. .14359, 



10644. .10691, 
10713. .10757, 
10789. .10842, 
10848. .10901, 
10998. .11174, 
11603. . 11749, 
11964 . . 12026, 
13592. .13633, 
13666. .14364, 




10650. .10691, 
10718. .10801, 
10791. .10838, 
10849. .10902, 
10998. .11174, 
11607. .11894, 
12658. .12753, 
13639. .14091, 
13673. .14362, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37003 
76117 
27231 

OJ990528_05. 9C03.C24 .o3.tc 

9216 

none 



Seq. ID OJ990528_05.9C03.C24 
Strand 

End 27397 

Method TBLASTX : Cress 

End 11115 

Score 34 4 



9216. .9713, 9217. .9537, 9230. .9727, 9780. .10190, 9787. .10191, 
9817. .10191, 11017. .11115, 11017 .. 11106, 11019. .11114 



Seq. No. 37003 Seq. ID 

J3ene_No^, r 7 6.11.7__ ] „ StrangL„ 

Start... 27.231 „ „ „..; End... 

Name OJ990528_05 . 9C03 . C24 . o20 . tm Method 

Start 9358 End 

GI none Score 

Exons 93S8..9429, 9360.. 9671, 9490.. 9534 



OJ990528_05.9C03.C24 

TBLASTX: Maize 

9671 

48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37 003 
76117 
27231 

OJ990528_05. 9C03.C24 .o2.tm 
9715 



OJ990528 05.9C03.C24 



none 
9715. . 
9787. . 
10374. 
10542. 
10620. 
10716. 
10845. 
.10930. 
If2'80. 



27397 

TBLASTX: Maize 

11381 

62 



9777, 
10317, 
.10499 
. 10619 
. 10724 
. 10844 
. 10958 
.11232. 
-.11381" 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9723.. 9782, 9729.. 9782, 9777.. 10058, 9777 
10285. .10371, 10320. .10535, 10328. .10474 
, 10457. . 10558, 10473 .. 10586, 10479 
, 10546. . 10626, 10550 
, 10620. .10766, 10706 
, 10728. .10844, 10753 
, 10847. .10960, 10928 



10298, 



,10627, 10615, 

.10837, 10706, 

,10845, 10845. 

,11224, 10929. 



10930 . . 11244, , 11217 ... 11381,... 11257.. 



10589, 
10710, 
10843, 
10970, 
11231, 
1128 9,- 



Seq. No. ' 37003' Seq. ID 

Gene No.- -. • .76117 ..... ■ . . - " --- -'Strand 

Start ■ " ■ _ 27231 ' End 

Name OJ990528_05.9C03.C24.-o2.tw 'Method 

Start 9854 End ■ 

GI none Score 
Exons 



OJ990528_05. 9C03.C24 
.27397 

TBLASTX: Wheat 

10299 

505 



9854. .10204, 9859. .10209, 9869. .10207, 10205 .. 10285, 
10213. .10299, 10213. .10281, 10214. .10282, 10215. .102 98 



Seq. No. 37003 Seq. ID 

'Gene No. 76117 Strand 

Start 27231 End 

Name OJ990528 05 . 9C03 . C24 . o5 . tw Method 



OJ990528_05.9C03.C24 
27397 

TBLASTX: Wheat 



36653 




Start 


10521 








End 


10998 






GI 


none 








Score 


43 






Exons 


1 U DZ 1 . 


i n c o c 




1 rtCCQ 

. lUOOo , 


10548. .10634, 10552 


. . 10638 , 








1 A/*OC 

. 10635, 


10635 . 


. 10718, 


10637. .107 


47, 10638 


. . 10718 , 






IU /21 . 


. 1U84 3, 


10721 . 


.10843, 


10722. .10844, 10753 


. . 10845, 






10834. 


.10881, 


10843. 


1 A O O 1 


10878. .10997, 10878 


. . 10997 , 






10882. 


.10998 














beq. no. 


37003 








Seq. ID 


OJ990528 


_05 . 9C03 


. C24 


bene no . 


76117 








Strand 








Start 


27231 








End 


27397 






Name 


OJ990528 05.9C03.C24 


. 06 . tm 


Method 


TBLASTX: : 


Maize 




C 4- v 4- 

btart 


11384 








End 


12319 






GI 


none 








Score 


111 






Exons 


11384 . 


.11467, 


11384. 


.11482, 


11386. .11469, 11466 


. . 11510, 






11468. 


.11512, 


11496. 


.11750, 


11519. .118 


90, 11520 


. . 11888, 






11815. 


.11901, 


11880. 


1 1 Q 0 1 

. 1 1 yz i , 


11882. .11929, 11882 


. .11938, 






11883. 


.11939, 


11925. 


i i n r r 

. 11966, 


11928. .11966, 11970 


. .12041, 






11971. 


.12039, 


11971. 


. 12042, 


11975. .12067, 12041 


. .12103, 






12044. 


. 12142, 


12095. 


.121/5/ 


1215i. . 122 


82, 12152 


. .12319, 






12275. 


.12304 














.Seq.._N.o.. 


... 37003 








.....Seq. ID,. 


..OJ990528 


.05*."*9C0.3..£2,4 


Gene No. 


76117 








Strand 








OH i v- 4- 

otart 


27231 








End 


27397 






Name 


OJ990528 05.9C03.C24 


. o21 . tc 


Method 


TBLASTX : i 


Cress 




Start 


11609 








End 


11915 






GI 


none 








Score 


301 






Exons 


11609. 


.11914", 


11609. 


. ii / 4 y , 


11619. .11915 






beq. no. 


37003 








Seq. ID 


OJ990528 


_05.9C03 


.C24 


Gene No . 


76117 








Strand 








Start 


27231 








End 


27397 






Name 


OJ990528 05.9C03.C24 


.olS.tm 


Method 


TBLASTX: Maize 




otart 


12406 








End 


12749 






GI 


none 








Score 


37 






Exons 


12406.. 


.12429, 


12408. 


. 12431 , 


12433. .12474, 12434 


. .12475, 






12462. 


.12632, 


12474. 


. 124 97, 


12478. .12615, 12491 


. .12634, 






12506. 


. 12640, 


12627. 


. 12 / 4 y , 


12627. .12743, 12632 


. .12748 




Seq. No. 


37003 








Seq. ID 


OJ990528_ 


_05.9C03 


.C24 


Gene No . . 


. .76117.. 








- Strand 








btart 


"'-"27231 • 








End . • ; y 


"2'7397 ; 






Name . . 


.'OJ990528 05. 9C03.C24 , 


. ol4 . tm* 


' . Method ' 


TBLASTX: Maize" 




Start 


' 12750' 








■ ■ End 


13012 








none 








■ : Score " - 


355: .... 






Exons 


12750. 


.13010, " 


12752. , 


, 1301^ , 


12806. .13012 . 






JC\^. Vi (J . 


37003 








■ Seq. ID 


OJ990528_ 


_05.9C03. 


.C24 


Gene No. 


76117 








Strand 








Start 


27231 








End 


27397 






Name 


OJ990528 05.9C03.C24. 


. 06 . tc 


Method 


TBLASTX: Cress 




Start 


12907 








End 


13419 






GI 


none 








Score 


577 






Exons 


12907. 


.13368, 


12908. . 


.13366, 


12932. .13381, 13369. 


. .13419, 





13371. .13412 



36654 




Seq. No. 


37003 




Seq. ID 


OJ990528_05. 9C03 


.C24 


Gene No. 


76117 




Strand 








97 9^1 




dl 1U 


97 *3Q7 




Name 


nTQQrm9fi Qro^ col 


.oiu. cm 


nctnou 






o cart 


IjO / X 




EjIICI 


i 41 Qt; 

14 1 J J 






none 




Score 


A R9 




Exons 


IjO t 1 * » LH L D D r ±30 11. 


. ±H ±DD 








Seq. No. 


"37 Pi n "3 




Seq. ID 


OJ990528_05. 9C03 


. 4 




7 6117 

/ Oil / 




Strand 






Start 


27231 




End 


27397 




Name 


OJ990528 05.9C03.C24 


o8.tc 


Method 


TBLASTX: Cress 




Start 


13875 




End 


14497 




GI 


none 




Score 


118 




Exons 


13875. .13988, 13877. 


13990, 


13985. . 14359, 1398 6 .. 14 360, 






13988. .14362, 14477. 


14497, 


14479. . 14496 





Seq. No. 37003 
Gene No. 76117 
Start 27231 

Name OJ990528_05'. 9C03 . C24 . 08 . tm 

__S.taxt „ _JUJL5 t j5_ „^ „ „. 

.. GI... . ...none , _ 

Exons ' 14156. . 14182, 14156 14182, 

14196. . 14372, 14411 .. 14494, 
14496. . 14561, 14496. . 14561, 
14605. .14814, 14616. .14648, 



OJ990528 05.9C03.C24 



Seq. ID 
Strand 
End 

Method 
_ .End.„_„ 

.Score 

14177. .14 362, 14 177 .. 14 359, 
14412. .14504, 14434. .14496, 
14569. .14610, 14569. .14604, 
14643. .14816, 14645. .14815 



27397 

TBLASTX: Maize 

AA§1&„ „ 

,.47- . .„ 



Seq. No. 37003 
Gene No. 76117 
Start 27231 

Name OJ990528_05 . 9C03 . C24 . o4 . ts 

Start 14632 
GI none 
Exons 14632. .14739, 

14709. .14771, 

14818. .15543, 

15552. .15707 



14692. .14751, 
14750. .14881, 
15166. .15543, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_05.9C03.C24 
27397 

TBLASTX: Soybean 

15707 

62 



14696. . 14764, 14 696 14 7 64 , 
14751. .15542, 14754 .. 14882 , 
15551. .15685, 15552 .. 15686, 



Seq. No. 


37003 










Seq. ID 


OJ990528 


_05.9C03. 


C24 


Gene No. 


76117 










Strand 








Start . ■ . 


27231.. 










.End 


.- 27397.. 






Name " 


OJ99052 


8_05". 


9C03/C24' 


'p 4 .* tw " 




Method 


*' : TB*LASTX: 


Wheat 




Start 


14652 ' 










End - 


15060 "." 






GI 


none 










Score 


4 93" ■* " 






Exons . ■' * : 


■ 14652 • • 


15017 


, -14 652. 


.15056,- 


-1< 


a 653 .-.-15 060-. ; . 






Seq. No'.' 


37003 










Seq. ID 


OJ990528 


_05.9C03. 


C24 


Gene No. 


' 76117 










Strand 








Start 


■27231 










End 


27397 






Name 


OJ99052 


8_05. 


9C03.C24 


o2. tc 




Method 


TBLASTX: 


Cress 




Start 


14697 










End 


15842 






GI 


none 










Score 


58 






Exons 


14697.. 


14753 


, 14698. 


14751, 


1' 


4792. .146 


390, 14792 


. . 15541, 






14811. . 


15014 


, 14811. 


15542,' 


14818. .15543, 15555 


. .15629, 






15565. . 


15621 


, 15565. 


15630, 


15624. .15680, 15633 


. .15677, 






15742. . 


15834 


, 15786. 


15842 













36655 



Seq. No. 


37003 








Seq. ID 


OJ990528_05. 9C03. 


C24 


Gene No. 


76117 








Strand 






btart 


27231 








End 


27397 




Name 


OJ990528 05.9C03.C24 


• oi j • tm 


Method 


TBLASTX : Maize 




Start 


14817 








End 


15111 




GI 


none 








Score 


256 




Exons 


14817. 


.15017, 


14817. 




14818. .15075, 15022. .15111, 






15056. 


.15103 












Seq. No. 


37003 








Seq. ID 


OJ990528_05.9C03. 


C24 


Gene No. 


76117 








Strand 






Start 


27231 








End 


27397 




Name 


OJ990528 05.9C03.C24 


. ozz . tm 


Method 


TBLASTX : Maize 




C f- -a v*+- 

otait. 


15299 








End 


15437 




C T 
bl 


none 








Score 


212 




Exons 


15299. 


.15436, 


15300. 


. 15437, 


15300. .15437 




Seq. No. 


' 37003 








Seq. ID 


OJ990528_05. 9C03. 


CO A 


Gene No . 


76117 








Strand 






Start 


27231 








End 


27397 




JSLame. 


;„ J^.^2 8 


i. jye£hpcL 


-TBLASTX: Cress 




.Sjtart,. ^. 


. .J-.59.U_ 






— ■ - 


End..'__;_ 


.1165.1.9".- ....'.I... - ^ 


— - 


bl 


none 








Score 


95 




Exons 


15911. 


.16057, 


15912. 


. 16247, 


15913. .16056, 15921. .16058, 






16116. 


.16247, 


16141. 


. 16248, 


16144. .16248, 16214 16474 , 






16242. 


.16508, 


16261. 


. 16482, 


16496. .16585, 16500 .. 16577 , 






16584. 


.16619 












Seq. No. 


37003 








Seq. ID 


OJ990528_05.9C03. 


C24 


Gene No. 


76117 








Strand 






O -1 1 -v 4- 


27231 








End 


27397 




Name 


OJ990528 05.9C03.C24 


. ol . tw 


Method 


TBLASTX: Wheat 




b t art 


16076 








End 


16695 




bi 


none 








Score 


572 




Exons 


16076. 


.16495, 


16077. 


.16496, 


16078. .16497, 16398 .. 16658 , 






164 90. 


.16651, 


16624. 


.16695, 


16646. .16684 




Seq. No. 


37003 








Seq. ID 


OJ990528_05.9C03. 


C24 


Gene No. 


76117 








Strand 






Start 


27231 








End 


27397 




Name . ... . . 


...OJ990528 .05.9C03.C24 


. o5 . tm. - 


. . Method . 


. TBLASTX: Maize . . 


... 


bT.arr. 


•'\/i?14;"9"' 








End ''■ " •* 


" L6960 r "-—■"■*-•"■•■ — ' 




bl- 


none 








a Score 


'4 5.9 " . ' . ' 




Exons 


1614 9. 


.16487, 


' 1614 9'. 


. T 68 9'5", 


16T50. . 16869, 16562". .16927,'- 






16563. 


.16895, 


1-6844. 


.16897, • 


169:22 .--. 16960 •■ - : ^ - * • 




Seq. No. 


37003 








Seq. ID 


OJ990528__05 . 9C03. 


CO A 


Gene No. 


76117 








Strand • 






C ■(- >- +- 


27231 








End 


27397 




Name 


OJ990528 05.9C03.C24 


. o2.ts 


Method 


TBLASTX: Soybean 




Start 


16517 








End 


19480 




GI 


none 








Score 


181 




Exons 


16517. 


.16792, 


16582. 


.16866, 


16584. .168 65, 17292. .174 62, 






17293. 


.17421, 


17294. 


.17437, 


17370. .17573, 174 31 17574 , 






17432. 


.17581, 


17528. 


. 17584, 


17581. .18 


327, 17587. .18117, 






17588. 


.18328, 


17589. 


. 18341, 


18328. .18 


477, 18348. .18476, 





36656 








1834 9 . 


. 18477, 


18353 . 


1 O A 1 O 

.18478, 


18465 .. 19178 , 18472. 


. 19179, 








18474. 


. 19181, 


18821. 


. 19180, 


19179. .19211, 19229. 


.19273, 








19230. 


.19277, 


19402. 


. 194 / 6, 


19402. .19473, 19406. 


, . 19480 






Seq. No. 


37003 








Seq. ID OJ990528_ 


05.9C03. 


C24 




Gene No. 


76117 








Strand 








Start 


27231 








End 27397 








Name 


OJ990528 05.9C03.C24 


. o27 . tc 


Method ' TBLASTXj Cress 






Start 


16620 








End 16918 








GI 


none 








Score 180 








Exons 


16620. 


.16895, 


16621. 


. loooo, 


16623. .16895, 16811. 


.16918 






Seq. No. 


37003 








Seq. ID OJ990528_ 


05.9C03. 


Cz4 




Gene No. 


76117 








Strand 








Start 


27231 








End 27397 








Name 


OJ990528 05.9C03.C24 


. oio . urn 


Method TBLASTX : Maize 






Start 


16961 








End 17322 








GI 


none 








t '.Score 71 








Exons 


16961. 


. 17101, 


16961. 


. 17023, 


16964 . . 17119, 16965. 


.17003, 








16970. 


. 17056, 


16979. 


. 17143, 


16979. . 17143, 16980. 


.17057, 








16982. 


.17137, 


16982. 


.17116, 


17007. . 17051, 17009. 


.17059, 








17009. 


-JLXQJJ^ 


J,1Q1&,. 




-1X0 A 8.... . JL 1 P,8 a,™.. 1. 7.CL6 4„. 


.17108,' 








U078... 


.,.i.7i;oX. 


.17.0.87. 




i 7.18.7. . ... 1.7.1 BA,. „ 1 7.12.6.. 


,.J.1233.,_ 








17126'. 


. 17212, 


1,7138. 


. 17194, 


17138. .17185, 17138. 


.17191, 




\ t=? 




17138. 


.17185, 


17147. 


. 17233, 


17165. . 17266, 17166. 


.17240, 




L\ s 




17169. 


.17270, 


17169. 


. 17279, 


17175. .17315, 17175. 


.17270, 




ru 




17177. 


.17275, 


17178. 


. 17237, 


17199. .17306, 17200. 


.17313, 








17200. 


.17322, 


17224 . 


. 17271, 


17228. .17293, 17229. 


.17303, 




t: sr 
E_ ij: 




17229. 


.17285, 


17230. 


. 17301, 


17255. .17302 






. =3 
"~ 


Seq. No. 


37003 








Seq. ID OJ990528_ 


05.9C03. 


C24 




Gene No . 


76117 








Strand 






S 


Start 


27231 








End 27397 








Name 


OJ990528 05.9C03.C24 


.ol9.tc 


Method TBLASTX : Cress 






Start 


17302 








End 17817 








GI 


none 








Score 169 








Exons 


17302. 


. 17448, 


17304 . 


.17558, 


17311. .17493, 17580. 


. 17816, 








17595. 


.17816, 


17599.' 


.17817 









Seq. No. 


37003 






Seq. ID 


OJ990528_05. 9C03. 


,C24 


Gene No. 


76117 






Strand 






Start ., . 


. . 27231 






. . .End. 


. 27397. . .. ,. ; .. 




Name * 


• OJ 9 9 0 5 2 8 ' " : 0 5 . ' 9 C 0 3 . C 2 4 


ol-O/tc" 


" •Method ; 


'TBLASTX : Cress " " 




Start 


.17832 






"' End 


1824 8 : 




■GI ' ' * 


none 






Score 


388 




Exons - 


- 17832. 


. 18242/. 17834 1 


.1824.7, 


17838. .18248 

■X 




Seq. ' No. 


37003 






Seq. ID 


OJ990528_05.9C03. 


,C24 


Gene No.. 


76117 






Strand 






Start 


27231 






End 


27397 ■ 




Name 


OJ990528 05.9C03.C24 


.o3.tw 


Method 


TBLASTX: Wheat 




Start 


17948 






End 


18393 




GI 


none 






Score 


618 




Exons 


17948. 


.18391, 17949. 


.18392, 


17 94 9. . 18392,- 17950. . 18393, 






18154. 


. 18393 










Seq. No. 


37003 






Seq. ID 


OJ990528__05. 9C03. 


C24 



36657 




Gene No. 


76117 




Strand 




Start 


O T O t) 1 

27231 




End 


27397 


Name 


OJ990528 05.9C03.C24 


. o9 . tc 


Method 


TBLASTX: Cress 


Start 


18692 




End 


19086 


GI 


none 




Score 


433 


Exons 


18 692 18772, 18693. 


i o a n o 

. 19082, 


18693. .19085, 18694. .19086 


Seq. No. 


37003 




Seq. ID 


OJ990528_05.9C03 


Gene No. 


/ oil / 




Strand 




Start 


27231 




End 


27397 


Name 


OJ990528 05.9C03.C24 


.ol9.tm 


Method 


TBLASTX : Maize ' 


Start 


18981 




End 


19477 


GI 


none 




Score 


205 


Exons 


18981. .19178, 18981. 


.19181, 


18982. .19179, 19179 .. 19211, 




19229. .19273, 19230. 


.19277, 


19372. .1947 


6, 19375. .19476, 



19376. .19477 



Seq. No. 
Gene No, 
Start 
Name 

_,SkarJt ; 

.__G.I__ „ 

Exons 



37003 
76117 
27231 

OJ990528 05.9C03.C24.o32.tc 



Seq. ID OJ990528_05.9C03.C24 
Strand 

End 27397 

Method TBLASTX : Cress 



JL9LQS 9„ , End 1:94 11: . ~ 

non.e„ w . _ , _ _ „„ _ . S.cq.r.e ...122,...: . v . ,„„ 

19089. . 19178," 19090. .19176, 19217 .. 19264-, 19218 19268 , 
1937 6. .194 41, 19384. .194 4 0 



Seq. No. 37003 

Gene No. 76117 

Start 27231 

Name OJ990528_05 . 9C03 . C24 . o5 . tc 

Start 19453 

GI none 

Exons 19453. .19689, 19454, 
19757. .20197 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_05.9C03.C24 
27397 

TBLASTX: Cress 

20197 

227 



,19687, 19455. .19703, 19750 20196, 



Seq. No. 37003 Seq. ID 

Gene No. 76117 . Strand 

Start 27231 End 

Name OJ990528_05 . 9C03 . C24 . ol7 . tm Method 

Start 19479 End 

GI none Score 
Exons _ . 



OJ990528_05.9C03.C24 

27397 * 
TBLASTX: Maize 
19812 
215 



194 79. . 19715, 194 80. .19698,. 19568 .. .19705; . 19756 .... 19812.,,. 
; 19757\-*i9810" :r v - ' ■ - : '•• ' •"• • ' : ' 



Seq. No. 37003' - ' * \ ■ Seq. ID 

Gene No. • 76117 ' . . . Strand 

Start ' .27231.- . " " End 

Name . OJ990528_05 . 9C03\ C24 . oil . ts Method 

Start 19481 End 

GI none Score 
Exons 



19481. .19687, 19483. 
19756. .19923, 19757. 



,19698, 19485. .19715, 19568 
,19888, 19758. .19907 



OJ990528_05 ; 9C03 . C2'4 
27397 

TBLASTX : Soybean" 

19923 

201 

19705, 



Seq. No. 37003 Seq. ID 

Gene No. 76117 Strand 

Start 27231 End 

Name OJ990528 05 . 9C03 . C24 . oil • tc Method 



OJ990528_05.9C03.C24 
27397 

TBLASTX: Cress 



36658 




Start 


2020 / 






End 


20630 




GI 


none 






Score 


375 




Exons 


2020 / . 


.204 / o, 2020y . 


. 2Ublo, 


20209. .20574, 20525 .. 20629, 






2UOOO . 


. 20bo0 










Seq. No. 


3 J 00 3 






Seq. ID 


OJ990528_05.9C03 


CO A 


Gene No. 


7 611/ 






Strand 






Start 


27231 






hna 


OT5QT 

2 / jy / 




Name 


OJ9905 


28_05.9C03.C24 


.ol6. ts 


Metfioa 


l BLAb I a : boyoean 




Start 


O f\ A A C\ 

2U4 40 






hna 


2 Do y 3 




GI 


none 






Score 


A A 

4 4 




Exons 


20440 . 


. 20484 , 2044 3 . 


o n A O 1 

. 204 o 1 , 


on/ion om 
2U4 a U . .2U / 


iy, 2U4 oj . . 2U by / , 






20525. 


.20710, 20632. 


O n "7 Q c 

. 20 /3b, 


20707. .208 


32, 20758. .20832, 






20833. 


.20862, 20834. 


. 2Uo yj 








Seq. No. 


37003 






beq. ID 


ujyyuo2o uo . yuu 3 


.C24 


Gene No. 


76117 






Strand 






Start 


27231 






hna 


2 /oy / 




Name 


OJ990528 05.9C03.C24 


. 02 b . tC 


Method 


mnT T\OTV • C-vA&e* 

1 oiiAb lAiuress 




Start 


20719 






End 


2100U 




GI . . 


none 






Score 


0 c 0 

2d J 


















. 

Seq. No. 


''~ r: 37003 ' 




- - - ~ 


Seq. ID 


" OJ990528_05r9C03" 


. C2 4 


Gene No. 


76117 






Strand 






Start 


27231 






hna 


2 / jy / 




Name 


OJ990528 05.9C03.C24 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


20978 






T-' _ _J 

End 


21 /y4 




GI 


none 






Score 


bU / 




Exons 


. 20978. 


.21433, 20979. 


. 2ijy2 , 


2Uybo . . 214 


3d, 2Uybo . . 214J2, 






21333. 


.21452, 21433. 


. 21 bub, 


oi/iOjI on 
214 J4 . . 21 / 


OI 01 / CI oi TQQ 

21, 214 bl . . 21 / yj, 






21582. 


.21794, 21603. 


.21 / y4 








Seq. . No . 


37003 






beq. iu 


r\TQQnc;oQ nc; cmm 

ujyyuozo uo.yuuo 


. LZ4 


Gene No. 


76117 






Strand 






Start 


27231 






End 


2 / jy / 




Name 


OJ990528 05.9C03.C24 


. 014 . tC 


Metnoa 


1 BLAb 1 a : ere s s 




Start 


21294 






End 


2 1 by 4 




GI 


none 






Score 


oj 




Exons 


21294. 


.21422, 21295. 


.2142b, 


21296. .214 


24, 21433. .21597/ 






21455. 


.21688, 21455. 


. 2 1 by 4 








Seq;"" NoV 


37003 : " 






■ "Seq." ID' 


■•OJ990528_05V9C03; 


.C24- 


Gene" No. 


- 7 6U7 






Strand 






Start 


27231 






" End r • 


27397 




Name 


- . OJ990528- 05..9C03.C24 


. O2 0 . tC 


Method 


TBLASTX : Cress ■ - - 




Start -" 


• 21707 






. End ' 


22264 




GI 


none 






Score 


'63 




Exons 


21707. 


.21907, 21708'. 


. 2 lo lb , 


21977. .22264, 22080 .'. 22226 




Seq. No. 


37003 






Seq. ID 


OJ990528_05.9C03 


no a 


Gene No. 


76117 






Strand 






Start 


27231 






End 


27397 - ' 




Name 


OJ990528 05.9C03.C24 


.o21. tm 


Method 


TBLASTX: Maize 




Start 


21716 






End 


22319 




GI 


none 






Score 


97 




Exons 


21716. 


.21907, 21977. 


.22264, 


22080. .22319 





36659 




Seq. No. 37003 Seq. ID OJ990528__05.9C03.C24 

Gene No. 76117 Strand 

Start 27231 End 27397 

Name OJ990528_05 . 9C03 . C24 . ol2 . ts Method TBLASTX : Soybean 

Start 22097 . End 22512 

GI none Score 50 

Exons 22097. .22132, 22098 22133, 22120 22263, 22130 22264 , 

22134. .22268, 2214 0 .. 22268 , 22283 .. 22507 , 22285 .. 22512 , 

22287. .22505, 22288.. 22506 

Seq. No. 37003 Seq. ID OJ990528_05.9C03.C24 

Gene No. 76117 Strand 

Start 27231 End 27397 

Name OJ990528_05 . 9C03 . C24 . 08 . ts Method TBLASTX : Soybean 

Start 22712 End 23256 

GI none Score 101 

Exons 22712. .22885, 22715 .. 2287 9, 22734 .. 22886, 22752 .. 2288 6, 

22753. .22890, 22901 .. 22939, 22 910 .. 23095 , 22932 .. 23099, 

22932. .23114, 23066 .. 23233, 2307 6 .. 2324 6, 23077 .. 23256, 
23096. .23248 



Seq;... l N.o,..:..._..^70.D.3..™, A ; _ _S.ejg.. \1D. :.0J33Q52B.J)X> 9&Q.3.-.GM 

Gene No. 76117 Strand - 

Start 27231 End 27397 

Name OJ990528_05 . 9C03 . C24 . o24 . tc Method TBLASTX : Cress 

Start 22970 End 23165 

GI none Score 240 

Exons ' 22970. .23164, 22971 .. 231 65, 22971.. 23165 

Seq. No. 37003 Seq. ID OJ990528_05.9C03.C24 

Gene No. 76117 Strand 

Start 27231 End 27397 

Name OJ990528_05 . 9C03 . C24 . o33 . tc Method TBLASTX : Cress 

Start 23230 End 23477 

GI none Score 36 

Exons 23230. .23304, 23231 .. 23272 , 23303 .. 23335, 23336 .. 23425, 

23346..23423, 23346 .. 23426, 23384 .. 23425 , 23420 .. 23455 , " 

23426. .23467, 23427. .23477 

Seq. No. 37003 Seq. ID OJ990528_05.9C03.C24 

Gene No. .. 76117 .... . .... Strand .. ... ... 

Start "7; 27-231^'" "i ".*' End " 7 • : '- : 273;97 -\ ' -/ : ; ; ' " 

Name " OJ990528_05 . 9C03 . C24 . 06 . ts " Method TBLASTX : Soybean 

Start ■ ' 23354 " - ' End * ' 24184' : * ■ 

GI - ' -• • none,- ' •' ■ .'. - ' • Score- • -314.- .... • - • 

Exons • 23354;. 23584, 23355 23609-, 23355 .'. 23597 , 23613 ;-. 23756., 

23623.-23778, 23630 .. 2377 9, '23774 .. 23920, 2377 9 . . 24 18 0 , ' ' 

23780.. 24184 

Seq. No. 37003 Seq. ID OJ990528_05.9C03.C24 

Gene No. 76117 Strand 

Start 27231 End 27397 

Name OJ990528_05 . 9C03 . C24 . o22 . tc Method TBLASTX : Cress 

Start 23498 End 23865 

GI - none Score 72 

Exons 23498. .23584, 23500 .. 23556, 23502 .. 23609, 23502 .. 23609, 



36660 



23613. .23756, 23613 .. 23774 , 23617 .. 23775, 23618 23800, 
23630. .23779, 2374 0 .. 23865 , 23780 .. 23857 , 23784.. 23864 



Seq. No. ■ 


O "7 f\ f\ *3 






Seq. ID 


OJ990528_05.9C03. 


C24 


Gene No. 


/ D I 1 / 






Strand 






Start 


Z / Zjl 






End 


27397 




Name 


OJ990528 05. 


9C03 . C24 


. ol3 . tc 


Method 


TBLASTX: Cress 




Start 


TOO/"/" 






End 


24226 




GI 


none 






Score 


342 




Exons 


23866. .24210 


, 23867. 


.24226, 


23910. .24224 




Seq. No. 


37003 






Seq. ID 


OJ990528_05.9C03. 


C24 


Gene No. 


76117 






Strand 






Start 


27231 






End 


27397 




Name 


OJ990528 05. 


9C03.C24 


ol6. tm 


Method 


TBLASTX: Maize 




Start 


24219 






End 


24412 




GI 


none 






Score 


285 




Exons 


24219. .24410 


, 24221. 


24412, 


24222. .24410, 24227. .24412 







. Seq. No. 


37 0.03 




Seq. ID 


OJ990528_05.9C03. 


C24 




Gene No. 


76117 . 




Strand 








„.,S.tart,_ 


27231 




End 


„2739,7_ 






... Name_ \\, _ 


OJ990528_.05 . 9C03 . C2.4. 


.;oi5...tc 


Method. ... 


TBLASTX :.Cr.ess. 






Start 


24306 




End 


24876 




t ft 


GI 


none 




Score 


128 




F|J 


Exons 


24306. .24413, 24306. 


.24413, 


24308. .24424, 24313 .. 24423, 




f i 




24425. .24691, 24426. 


. 24689, 


24427. .24699, 24 428 .. 24 691 , 








24749.. 24823, 24750. 


. 24824, 


24750. .248 


24, 24841. .24876, 








24842. .24871 










f IS 


Seq. No. 


37003 




Seq. ID 


OJ990528_05.9C03. 


C24 




Gene No. 


76117 




Strand 








Start 


27231 




End 


27397 




f Hi 


Name 


OJ990528 05.9C03.C24 


.o9. tm 


Method 


TBLASTX: Maize 






Start 


24413 




End 


24811 






GI 


none 




Score 


538 






Exons 


24413. .24811, 24414. 


.24809, 


24475. .248 


10 






Seq. No. ■ 


37003 




Seq. ID 


OJ990528_05. 9C03. 


C24 




Gene No. 


76117 




Strand 








Start 


27231 




End 


27397 






Name 


OJ990528 05...9C03.C24 


.pl5. ts 


Method . 


TBLASTX : Soybean,. , 






"■'-"Start"" 7 "* 


;'-24^26- r v " ; *.' 




" ""'End'-'; ■-■[' 


: 24#29 :; -™ ; -"■-*■ 






GI" 


none 




Score 


287 • ' 






Exons 


" • 2-4426. .24719, 24428. 


.24721, 


24715. .24810, 24725. .24829," 








-24-738. .24 812 v 












Seq. No'. 


* 37003 




Seq. ID 


bJ990528_05."9C03! 


C24 




Gene No. 


76117 




Strand 








Start 


27231 




End 


27397 






Name 


OJ990528 05.9C03.C24 


.ol8 . ts 


Method 


TBLASTX : Soybean 






Start 


26229 




End 


26366 






GI 


none 




Score 


191 






Exons 


26229. .26351, 26238. 


.26366 










Seq. No. 


37003 




Seq. ID 


OJ990528_05. 9C03. 


C24 




Gene No. 


76117 




Strand 







36661 



Start 
Name 
Start 
GI 

Exons 



27231 End 
OJ990528_05 . 9C03 . C24 . 06 . tw Method 
26438 End 
none Score 
26438. 
26599. 
26798. 



27397 

TBLASTX: Wheat 

27022 

75 



.26485, 26446. .26487, 26566..2 6634, 26580 .. 26621 , 

.26694, 26612. .26689, 26616 .. 2 6702 , 26786 26917 , 

.26878, 26849. .26929, 26930 26953, 26932 26952, 

26950. .27021, 26951 .. 27022 , 26973 27020, 26975.. 27022 



Seq. No. 37003 Seq. ID 

Gene No. 76117 Strand 

Start 27231 End 
Name OJ990528_05 . 9C03 . C24 . o7 . tm Method 

Start 26735 End 

GI none Score 

Exons 26735. .26824, 2674 1 .. 26830, 26813 .. 2 6857 , 26816 

26852. .27082, 26853 .. 27080, 26969 .. 27022 , 26973 

26975. .27043, 27051 .. 27227 , 27058 27231 , 27059 

27220. .27291, 27225.-27272, 27265 .. 27306, 27266 



OJ990528 05.9C03.C24 



27397 

TBLASTX: Maize 
27307 
112 



,26860, 
,27020, 
,27235, 
,27307 



Seq. No. 

.it art, 
Name 
Start 
GI 

Exons 



37003 
.76.1JL7. 



,2.7231 

OJ990528_05. 9C03.C24 .o31.tc 
27058 
none 

27058. .27219, 27085 .. 27231, 27110 
27265. .27336, 27334 .. 27384 , 27334 



Seq. ID OJ990528_05.9C03.C24 

JSisa ndL , „- ^ „ 

.End _ .'..27.397;.;.. 

Method TBLASTX : Cress 
End 27384 
Score 150 



,27229, 27221. .27268, 
,27381 



Seq. No. 37003 

Gene No. 76117 

Start 27231 

Name OJ990528_05 . 9C03 . C24 . o7 . tw 

Start 27070 

GI none 

Exons 27070. .27231, 2707 6 .. 27219, 
27221. .27268 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_05.9C03.C24 
27397 

TBLASTX: Wheat 

27268 

161 



27110. .27229, 27220 .. 27267 , 



Seq. No. 
Gene No. 
Start 
Name 
'•Start*" - 
GI " 
Exons' 

' Seq.' 'NoV 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



37003 
76117 
27231 

OJ990528_0.5 . 9C03 . C24 . ol9 . ts 

27T00 ~- : ;~-- ; * ~ 

hone 



Seq. ID OJ990528_05.9C03.C24 
Strand 

End 27397 
Method - TBLASTX: Soybean- . 
"End""' '27397/"- •/ 
Score 141 ' " ' 



27100. .27228, 27112 .. 27222 , 27239 .. 27268, ' 27290 . 27397' 



37003 Seq.' ID" OJ990'5'28_05 ; 9C03 . C24 " 

76117 ' Strand - 

27231 .. End 27397 

OJ990528_05.9C03.C24.ol2.gp Method AAT/GAP 

27231 End 27342 

1036999 Score 198 

27231.. 27342 

11957/emb 1X15901 | CHOSXX 2.0e-52 Rice complete chloroplast genome 



37004 
76118 



Seq. ID OJ990528_05.9C03.C25 
Strand 



36662 




Start 


43 




End 


154 


Name 


OJ990528 05 . 9C0 5 . C25 . ol . 


. gp 


Method 


AAT/GAP 


Start 


4 J 




End 


154 


GI 


i r\ *3 f n n n 




Score 


194 


Exons 


4 3. .154 








GI Descrip. 


119o //emiD | XI 5 901 | CHObXX 


z . ue- 


52 Rice complete chloroplast g< 


Seq. No. 


37004 




Seq. ID 


OJ990528_05.9C03.C25 


Gene No. 


76119 




Strand 




Start 


76 




End 


218 


Name 


OJ990528 05.9C03.C25.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


76 




End 


218 


GI 


none 




Score 


193 


Exons 


76. .210, 77. .205, 81. .209, 165. .218 




Seq. No. 


37004 




Seq. ID 


OJ990528_05.9C03.C25 


Gene No. 


76120 




Strand 




Start 


705 




End 


977 


Name 


OJ990528 05.9C03.C25.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


705 . 




End 


971 


GI 


none 




Score 


45 


.Exp.n.3™™.. 




.^97JD.,„ 


-789..971, 807. .?71 


Seq. No. 


37004 




Seq.' ID 


OJ990528_05~. 9C03~.'C25 


Gene No. 


76120 ' 




Strand 




Start 


705 




End 


977 


Name 


OJ990528 05.9C03.C25.ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


840 




End 


977 


GI 


none 




Score 


201 


Exons 


840. .977, 840. .977 








Seq. No. 


37005 




Seq. ID 


OJ990528_05.9C03.C26 


Gene No. 


76121 




Strand 




Start 


416 




End 


679 


Name 


OJ990528 05.9C03.C26.ol. 


. tc 


Method 


TBLASTX: Cress 


Start . 


1 




End 


149 


GI 


none 




Score 


211 


Exons 


1..147, 1..147, 3. .149 








Seq. No. 


37005 




Seq. ID 


OJ990528_05 . 9C03 . C2 6 


Gene No. 


76121 




Strand 




.Start 


416 ... 




End- 


679 . . . . . 


Name 


' : ~OJ990528 "05 . 9l:03vC267 oY. 


fts ■'*.-" 


" Method \ 


"TBLASTX": Soybean ' : " 


Start' 


" 108 . " ■ .• ' 




■ End ' " 


679 " ' ' 


GI ' 


none 




Score 


7 8 


Exons 


- 108. .677., 10-9. .177, 174. 


. .344, 


175. . 678, 


2-05. .'678, 455. .'6-79 ■ 


Seq. No. 


37005 




Seq. ID 


OJ990528_05.9C03.C26 


Gene No. 


76121 




Strand 




Start 


416 




End 


679 


Name 


OJ990528 05.9C03.C26.o3. 


. tc 


Method 


TBLASTX: Cress 


Start 


232 




End 


502 


GI 


none 




Score 


155 


Exons 


232..498, 240. .497, 320. 


. .502 






Seq. No. 


37005 




Seq. ID 


OJ990528_05.9C03.C26 


Gene No. 


76121 




Strand 





36663 




Start 416 End 679 

Name OJ990528_05 . 9C03 . C26 . ol . gp Method AAT/GAP 

Start 416 ■ End 679 

GI 5005311 Score 451 

Exons 416.. 679 



GI Descrip. 114 521/sp | P12084 | ATPAJDRYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



Seq. No. 


37005 






Seq. ID 






Gene No. 


76121 






Strand 






Start 


416 






End 


c i n 




Name 


OJ990528_ 


05 . 9C03 . CZo . OZ . 


tc 


Method 


TBLAbTX : Cress 




Start 


507 






End 


o / y 




GI 


none 






Score 






Exons 


507. .578, 


507. .677, 508. 


.678, 


521. .679 






Seq. No. 


37006 






Seq. ID 


OJ990528_05.9C03 


C28 


Gene No. 


76122 






Strand 






.SJLstfJU 


.J15& 






„End^. 






Name .. ,.. 


...OJ990528., 


05". 9CJ0.3. ? QZ&.'oX 7 


ts...... 


^Method 


. T BLA S TX :,3 ay b ean„ 




Start 


458 






End 


714 




GI 


none 






Score 


395 




Exons 


458. .712, 


460. .714, 460. 


.714 








Seq. No. 


37007 






Seq. ID 


OJ990528_05. 9C03 


C29 


Gene No. 


76123 






Strand 






Start 


747 






End 


808 




Name 


OJ990528 


05. 9C03.C29.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


154 






End 


380 




GI 


none 






Score 


347 




Exons 


154. .378, 


154. .378, 156. 


.380 









Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

. Exons 



Seq." No. " ' 
■Gene No. - 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



37007 
76123 
747 

OJ990528_05. 9C03 . C29 . ol . ts 

381 

none 

381... 698, 382.. 699, 385.. 699, 

"7" i6TT8087'"7 18'/: 807 r :T ;~ 



Seq. ID OJ990528_05.9C03.C29 
Strand 
End 

Method 
End 
Score 
686. .763, 



808 

TBLASTX: Soybean 

808 ' 

448 

686. .760, . 703. .762,. 



"OJ990528_05.9C03.C29 

'808- • " 

AAT/GAP 

808 

104 



37007 " ' Seq. ID 

7 6123 ■- . ./Strand - 

.747 ' " ■■'■* * _ - ; End ■ ' ' 

OJ990528J35 . 9C03 . C29 . ol . gp Method 
747 End 
183_1.R1084 Score 
747. .808 

1 131251/sp| P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN D1J. 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - *£;ice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa' protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 
sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 
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>gi_226406_prf 15 ' 



Seq. No. 37008 Seq. ID 

Gene No. 76124 Strand 

Start 187 End 

Name OJ990528_05 . 9C03 . C30 . ol . tc Method 

Start 187 End 

GI none Score 

Exons 187.. 435, 188.. 433 



OJ990528_05.9C03.C30 
435 

TBLASTX: Cress 

435 

427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37009 
76125 
75 

OJ990528_05 . 9C03 . C31 . ol . ts 
75 

none 

75. .134, 76. .444, 77. .445, 312. .452 



Seq. ID OJ990528_05.9C03.C31 
Strand 

End 4 52 

Method TBLASTX : Soybean 

End 452 

Score 378 



Seq. No. 37009 Seq. ID OJ990528_05.9C03.C31 

Gene No. 76125 Strand 

Start 75 End 452 

„Name_ .0 J99p.529_05,.^9CQ,3,.C,3J.. pi J:c._ _Metho.d._ ^TBLASTX^Cress. , 

Start , 76., . . ... . ... ... ; . .End. ..." ..7.4 35 ..... . ......... .... 

GI none Score 275 

Exons 76.. 360, 77... 361, 371. .433, 373.. 435 



Seq. No. 37010 Seq. ID 

Gene No. 76126 Strand 

Start 627 End 

Name OJ990528_05 . 9C03 . C32 . ol . gp Method 

Start 627 End 

GI 2653_1.R1084 Score 

Exons 627.. 1164 

GI Descrip. 1 1 1998/emb | CAA33959 | 5.0e-35 (X15901) ORF85 [Oryza sativa] 

>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] ' 



OJ990528_05.9C03.C32 
+ 

1164 
AAT/GAP 
1164 
1048 



Seq. No. 37010 
Gene No. 76127 
Start 1168 

Name OJ990528_05 . 9C03 . C32 . ol . 

Start 176 

GI ....... ■ .none .... ... _. - - ' 

"Exons""*'*™'""' ^T76T : :442/"176^7631> : T&T: 
.652. .714, 657. .716, 660.1 
" * 1117.71179," 11281.1190, 
1256. .1459, 1447. .1608, 
; - ' / ' -196.9. ;2055, " 1976. .2065, 

2570. .2689 



Seq. ID 
Strand 
End 

ts Method 
End 
Score 



OJ990528 05.9C03.C32 



2748 

TBLASTX: Soybean 
2748 

160 . . _ - .. . 

VSOS," 20i\7 635,'""'280V\-68 : 7/ 52l77625y ; 
.728, 1024. .1101, 1042.M101, ' 
1128. .1187, 1210. .1425, 1213. .14257 
14 63.. .1603, 1930. .2-067,. 1968. -.2054, 
2101. ■.2121, 2104.. 2133, -2527. .2748, 



Seq. No. 37010 

Gene No. 76127 

Start 1168 

Name OJ990528_05 . 9C03 . C32 . ol . tc 

Start 261 

GI none 
Exons 



OJ990528 05.9C03.C32 



Seq. ID 
Strand 
End 

Method 
End 
Score 

261. .638, 263. .634, 280. .639, 433. .639, 639. .713, 1041. .1130, 
1042. .1125, 1109. .1177, 1111. .1599, 1112. .1600, 1117. .1602 



2748 

TBLASTX: Cress 

1602 

228 
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Seq. No. 37010 

Gene No. 76127 

Start 1168 

Name OJ990528__05 . 9C03 . C32 . ol . 

Start 847 

GI none 

Exons 847.. 879, 855. .875, 871. 

1024. .1425, 1026. .1433, 




Seq. ID OJ990528_05.9C03.C32 
Strand 

End 2748 
tm Method TBLASTX : Maize 

End 14 4 4 

Score 39 
.918, 872. .916, 915 .. 938 , 1024 .. 1428 , 
1411. .1443, 1412. .1444 



Seq. No. 37010 Seq. ID OJ990528_05.9C03.C32 

Gene No. 76127 Strand 

Start 1168 End 2748 

Name OJ990528_05 . 9C03 . C32 . o2 . gp Method AAT/GAP 

Start 1168 End 1791 

GI 7528_2.R1084 Score 1143 

Exons 1168.. 1791 

GI Descrip. 1 14 0291/sp | P12206 | YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_82541_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] f 



, Seq.. . Nc 


, 37010. 








..Seq ... ID. 




Gene No . 


76127 








Strand' 




Start 


1168 








End 


2748 


Name 


OJ990528 05 


. 9C03. 


C32.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1683 








End 


2113 


GI 


none 








Score 


95 


Exons 


1683. . 1772, 


1697. 


, .1768, 


1698. . 


.1775, 1699. .1797, 1699.. 1797, 




1745. .1831, 


1764. 


, .1808, 


1765. . 


.1836, 1765. .1833, 1767. .1844, 




1817. .1930, 


1832. 


.1930, 


1833. , 


.1931, 1934. .2107, 1934. .2113 


Seq. No. 


37011 








Seq. ID 


OJ990528_05.9C03.C33 


Gene No. 


76128 








Strand 




Start 


1 








End 


695 


Name 


OJ990528 05, 


. 9C03. 


C33.ol. 


gp 


Method 


AAT/GAP 


Start 


1 








End 


695 


GI 


14384 1.R10* 


U 






Score 


1350 


Exons 


1. .695 












GI Descrip. 


*5881726/dbj | BAA84 417.il 


3.0e- 


-24 (AP000423) RNA polymerase a: 




subunit [Arabidopsis thaliana] 


i 




Seq/ No". 


" •37011"""'"" :v " 








: ;Seq! : 'TD" 


• OJ9905~28_05: 9C0 : 3\C33~"" - 


Gene No.' 


" 7 612 9 








"Strand- 




Start" ' 


792 " ' ' 








End 


1828 


Name 


OJ990528. 05. 


■9C03, 


C33.ol. 


tw 


Method * 


TBLASTX: Wheat 


Start 


31/ •" ' 








End ' „ 


783- 


GI 


none 








Score 


1084 


Exons 


31. .777, 36, 


. .782, 


37. .78 


3, 81. 


.782 




Seq. No. 


37011 








Seq. ID 


OJ990528_05.9C03.C33 


Gene No. 


76129 








Strand 




Start 


792 








End 


1828 


Name 


OJ990528 05, 


,9C03. 


C33.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


47 








End 


316 


GI 


none 








Score 


34 3 


Exons 


47. .148, 48. 


. .314, 


49. .315, 49. 


.315, 18 


5. .316 



36666 




Seq. No. 


37011 




Seq. ID 


OJ99052S 


_05.9C03 


.C33 


Gene No . 


76129 




Strand 








Start 


7 92 




End 


1 o Z o 






Name 


OJ990528 05. 9C03.C33.o2. 


tm 


Method 


TE1T 7\ O TV • 


Mai ze 




Start 


67 




End 


A "3 a 
4 O O 








none 




Score 


Q 

jlo 






Exons 


67. .411, 67. .414, 77 . . 436, 221 . . 427 








Seq. No. 


J full 




beq. id 


OJ990528 


_05.9C03 


.C33 


Gene No. 


76129 




Strand 








Start 


792 




End 


1 QOQ 

loZo 






Name 


OJ990528 05.9C03.C33.o3. 


tc 


Method 


TRT Zi CTV • 


Cress 




Start 


399 




End 


R A £ 






C T 


none 




Score 


198 






Exons 


399. .545, 410... 544, 424. 


.546 










Seq. No. 


J /Ull 




Seq. ID 


OJ990528 


_05. 9C03 


.C33 


Gene No. 


76129 




Strand 








Start 


. 792 




End 








Name 


OJ990528 05.9C03.C33.o4. 


tm 


Method 


TOT 7\ O TV . 
1 DIjAD 1 A : 


• 

Mai ze 




Start.. 


„45Q._ _ „ 




End „' 


HI Q 

.. iJM 








.G I ^ . 


... none. ... 




Score., 




- - - — 


,. - . 


Exons 


490. .777, 494. .778, 495. 


\l~13 










Seq. No. 


37011 




Seq. ID 


OJ99052S 


_05.9C03 


.C33 


Gene No. 


76129 




Strand 








Start 


792 




End 


1828 






Name 


OJ990528 05.9C03.C33.ol. 


tm 


Method 


TBLASTX: 


Mai ze 




Start 


781 




End 


1527 






GI 


none 




Score 


54 






Exons 


781. .831, 787. .1515, 801 


. .929, 


829. .1527, 1155. 


1 CI ^ 

.10 1/ 






37011 




Seq. ID 


OJ990528 


_05. 9C03 


.C33 


Gene No. 


76129 




Strand 








Start 


792 




End 


1828 






Name 


OJ990528 05. 9C03.C33.o2. 


gp 


Method 


AAT/GAP . 






Start 


792 




End 


1521 






GI 


24824 1.R1084 




Score 


1375 






Exons 


792. .1521 












GI Descrip. 


'476752 5.0e-87 (L24073) 


rubisco large 


subunit 


[Oryza sativa] 



_>gi_1583954_prf_2121489A. ... - .... 
:r: ~ ;';RuBisC0: SUBUNrT=large : I SOT YPE= truncated. '[Oryza "sativaj: 1 -"""y.7 



Seq." No. 


37011 






. Seq. ID 


"•' OJ990528_0'5/9C03 


.C33 


Gene No./-- 


7 612 9- 






■ '-■ Strand. 






Start \ 


•792 ' 






■ 'End 


* 1828 « 




Name 


. OJ990528 05 


9C03.C33. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


851 






End 


1554 




GI 


none 






Score 


567 




Exons 


851.. 1366, t 


551. .1531, 


853. . 


1554, 868. 


.1554 




Seq. No. 


37011 






Seq. ID 


OJ990528_05.9C03 


.C33 


Gene No. 


76129 






Strand 






Start 


792 






End 


1828 




Name 


OJ990528 05 


9C03.C33. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


926 






End 


1108 





36667 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



.Seq.._ No.. 

Gene... No. 

Start 

Name 

Start 

GI 

Exons 



none 

926. . 1108, 928. .1107 

37011 
76129 
792 

OJ990528_05. 9C03.C33.ol. tc 

1069 

none 

1069. .1506, 1069. .1509, 1088. 

37011 
76129 
792 

OJ990528_05. 9C03 . C33 . o2 . tw 

1109 

none 

1109. .1534, 1110. .1292, 1111. 
1547. .1621, 1577. .1675, 1584. 
1649. .1792, 1666. .1794 

37011_ , „ 

76123/ 

792 

OJ990528_05. 9C03 . C33 . o3 . tm 

1528 

none 

1528.. 1653, 1528. .1611, 1530. 



Score 266 



Seq. ID OJ990528_05.9C03.C33 
Strand 

End 1828 

Method TBLASTX : Cress 

End 1545 

Score 549 

.1510, 1161. .1511, 1513. .1545 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990528 05.9C03.C33 



1828 

TBLASTX: Wheat 
1794 
265 

1563, 1111.. 1563, 1155. 
1646, 1585.. 1653, 1633, 



1583, 
1794, 



_ Seq.. , I D_0 J[9_9 Ql5. 2j 8_&5 ^9JZQ3^£32 . 



.SJtrand.. 

End' 

Method 

End 

Score 



1828 

TBLASTX: Maize 

1828 

130 



,1655, 1620.. 1724, 1628. .1738, 
1630. .1725, 1650. .1727, 1673. .1729, 1712. .1828, 1715. .1828 



Seq. No. 37012 Seq. ID 

Gene No. 76130 Strand 

Start 169 End 

Name OJ990528_05 . 9C03 . C34 . o2 . tw Method 

Start 146 End 

GI none Score 
Exons 



OJ990528_05.9C03.C34 
+ 

1531 

TBLASTX: Wheat 

578 

308 



146. .355, 147, 
400. .576, 429, 



,368, 180, 
,578, 439. 



,359, 346. 
,576 



,432, 357. .431, 367. .477, 



Seq. No. 37012 

Gene No. 76130 

Start . __169. . - . . 

'Name" "- '~T : ' OJ990528_0^ 

Start ' ' .163 . V " : : " ' 

GI " none ". . 
Exons ■ - 



Seq. ID OJ990528_05.9C03.C34 
Strand + 
End _ 1531 . 
Method;-" TB LAS f XT M a r ze ~ r: 
End" "'353 ' * ' " ' ' 
"Score 68 



.163.-. 219, : ,164...21-7, -166... 21-9, 167 .-.-223 , -.191 .. . 352 , .214.. .351, 
'216'. .353, 216., 353 . ' 



Seq. No. 37012 

Gene No. 76130 

Start 169 

Name OJ990528_05 . 9C03 . C34 . ol . gp 

Start 169 

GI uC-osflM202083hl2bl 

Exons 169.. 685 

GI Descrip. '552857 3.0e-25 (M31464) atpB gene product [Oryza sativa] ' 



Seq. ID OJ990528_05.9C03.C34 

Strand + 

End 1531 

Method AAT/GAP 

End 685 

Score 968 



36668 



Seq. No. 37012 Seq. ID OJ990528_05.9C03.C34 

Gene No. 76130 Strand + 

Start 169 End 1531 

Name OJ990528JD5 . 9C03 . C34 . o2 . tm Method TBLASTX : Maize 

Start 354 End 607 

GI none Score 35 

Exons 354.. 371, 376.. 405, 376.. 405, 396.. 605, 428.. 607 

Seq. No. 37012 Seq. ID OJ990528_05.9C03.C34 

Gene No. 76130 Strand + 

Start 169 End 1531 

Name OJ990528_05 . 9C03 . C34 . ol . tc Method TBLASTX : Cress 

Start 448 End 1531 

GI none Score 1670 

Exons 448. .1026, 449. .1531, 695. .1528, 1111. .1530 

Seq. No. 37012 Seq. ID OJ990528_05.9C03.C34 

Gene No. 76130 Strand + 

Start 169 End 1531 

Name OJ990528_05 . 9C03 . C34 . ol . ts Method TBLASTX : Soybean 

Start 512 ' End 1531 

_ .GI , npne, . .. . „ „ „ ,„S_qor„e 5.8,3 _ _ . 

... Exo.ns ...... 5 1 2..: ...53 6.,„ _62.8... • .1.0.2 6^:M 1.. ...UJ. I , ~B4.6., . LLD 6,_. ..833. ...1 13.5.,. 

' il36.'.'l531, "1136.. 1492, 1147.. 1509 . 

Seq. No. 37012 Seq. ID OJ990528_05.9C03.C34 

Gene No. 76130 Strand + 

Start 169 End 1531 

Name OJ990528_05 . 9C03 . C34 . ol . tm Method TBLASTX : Maize 

Start 607 End 1531 

GI none Score 591 

Exons 607. .1026, 626. .1117, 893. .1135, 1136. .1531, 1147. .1509 

Seq. No. 37012 Seq. ID OJ990528_05.9C03.C34 

Gene No. 76130 Strand + 

Start 169 End 1531 

Name 1 OJ990528_05 . 9C03 ;C34 . ol . tw • Method TBLASTX : Wheat 

Start 722 End 1417 

GI none Score . 321 

Exons 722. .985, 730. .999, 1010. .1048, 1055. .1117, 1136. .1417, 
1142. .1411, 1147. .1416 



SeqV/TJb \ 37X) i 3." ' ; v ;" " -g-- - oS99^?8_05 : .^C03\-C35' 

Geiie No'..'' " 76132' • . ' Strand" + 

Start "202 End 1580 ■ ■ - - 

Name-- - •■ OJ99052-8JD5 .-9C03 . C35 . ol . tc Method - " TBLASTX : Cress .-w 

Start . . . 1023 ' \ End 1580 ' 

GI none , Score 267 

Exons 1023. .1196, 1023. .1196, 1024^.1197, 1025. .1204, 1192. .1485, 

1193. .1459, 1193. .1516, 1195. .1464, 1460. .1549, 1461. .1550, 

1463. .1552, 1551. .1580 

Seq. No. 37014 Seq. ID OJ990528_05.9C03.C36 

Gene No. 76133 Strand ' 

Start 1 End 220 

Name OJ990528_05 . 9C03 . C36 . o3 . tm Method TBLASTX : Maize 

Start 1 End 220 



36669 






GI 


none 








Score 


1 O A 

lo4 




Exons 


I . . Ijj/ Z 


. . IJJ/ Z . . 1 Jb, 


136. . 


1 QO TOT 

1 yz , 1 j / . . 


zzU, Uo..zlo, ijy.. 




Seq. No. 


J / Ul 4 








Seq. ID 


ojyyuDzo UD.ycoj.CjD 




Gene No. 


76134 








Strand 






Start 


301 








End 


588 




Name 




ud . yuu J . ujb . oz 


. tm 




Method 


1 bLAb i a : Mai ze 




Start 


Jul 










COD 

Doo 




GI 


none 








Score 


y / 




Exons 


on 1 one 

ju i . . j y b , 


Til 

jiu . . jyb, jii 


. .397, 


■31 1 /inn 
oil . . 4UU, 


Ofii a o c o n ^ COT 

jyi..4ob, jyb. . OO / , 






jyy . .Do / , 


COO CQQ 

D JZ ..Doo 












beq. no. 


*3 "7 n 1 A 
J 1 U 1 4 








beq. ID 


r\ tooacoo nc n^no ooc 

ujyyuDzo uo.yLUj.GJo 




Gene No . 


/ bl Jo 








Strand 






Start 


588 








End 


1043 




Name 


OJ990528 


05.9C03.C36.ol 


.tm 




Method 


TBLASTX: Maize 






rp, ft 










iuz y 




GI 


none 








Score 


n a 
1 4 




Exons 


DO 0 . . b4 4 , 


CQQ CQO CQO 

Doo . . bo J, Dyz 


. .765, 


bbb . . / 4 y , 


/14..//y, / 14 . . / o4 , 






/ 4 / . . 0 Z 1 , 


n c a q 0 q n CLC 

1 D4 . . ozo , / bb 


. .825, 


Q O 1 Q n A 

0 z 1 . .0 / 4 , 


OOO OT) 0"7/l 1 noc 
OZZ..O/Z, 0/4..1UZD 






oic i n 1 q 
o / D . . lUio 


, 0//,. iuzy 












... ,S.e.q,...^N6_.,.„ 










,.S.e;q..„. IJD^.. 


O.J 9 9J0. 5.2 8_Q 5 ,.9..C0.3,X3.6 




Gene No. 


' 76135 








Strand 




u = 


Start 


Do o 








End 


1043 




Name 


uj yy udzo 


05.9C03.C36.ol 


. ts 




Method 


TBLASTX: Soybean 


; b? 


Start 


o bu 








End 


1026 




GI 


none 








Score 


174 


I ; = 
==! 


Exons 


o bU . . 1UZ 4 


, 864. .1025, 871. 


1026, 872. .1024 




Seq. No. 


37014 








Seq. ID 


OJ990528_05.9C03.C36 




Gene No. 


76135 








Strand 




s"™3 


otart 


C, Q Q 

Doo 








End 


1043 


Ci 


Name 


uj y y udzo 


05.9C03.C36.ol 


. tc 




Method 


TBLASTX : Cress 




Start 


o bo 








End 


1043 


= ; 




none 








Score 


183 




Exons 


qv; c 1 no o 
o b D . . 1 u Z J 


, 869. .1024, 869.. 


1024, 877. .1026, 879. .1043, 894. 


E3 

fa 


beq. no. 


J / U1D 








Seq. ID 


OJ990528_05.9C03.C37 




Gene No. 


76136 








Strand 






Start 


57 








End 


556 




Name 




05.9C03.C37.ol 


. tm. 




Method 


TBLASTX: Maize 




Start ~' 










End' ' ' 


5'4-r : - "•• 




T - 

bi 


none 








Score" 


160 ■ • 




Exons 


D / . . i b4 , 


58. .195, 58. .195, 


59 


. .202, 59. 


.196, 193. .345, 194. 






I y D . . D 4 D , ■ 


210. ,f54 5 v ---299' 


, .547. 








Seq. No. 


37015 '. 








Seq. ID 


OJ990528_05.9C03.C37* 




Gene No. 


76136 








Strand 






otart 


D / 








End 


556 




Name 


r\ Tfi n n c 0 0 

ojy yubz 0 


05.9C03.C37.ol 


tc 




Method 


TBLASTX: Cress 




Start 


206 








End 


556 




GI 


none 








Score 


432 




Exons 


206. .553, 


219.. 554, 299 


.556 








Seq. No. 


37015 








Seq. ID 


OJ990528_05.9C03.C37 




Gene No. 


76137 








Strand 





36670 



Start 
Name 
Start 
GI 

Exons 



512 



End 

Method 
End 
Score 



OJ990528_05.9C03.C37.ol.ts 
512 

none Score 80 

512. .562, 513?. 563, 584. .610, 635. .703, 723 
788. .811, 800. .919, 812. .910, 819. .914, 826 
928. .957 



957 

TBLASTX: Soybean 
957 



,821, 724. 
,918, 928, 



,786, 
,957, 



Seq. No. 37015 

Gene No. 76138 

Start 887 

Name OJ990528JD5 . 9C03 . C37 . o2 . tm 

Start 887 

GI none 

Exons 887.. 937, 889.. 969, 890.. 973, 
968. .1033 



Seq. ID OJ990528_05.9C03.C37 
Strand 

End 1034 

Method TBLASTX: Maize 

End 1034 

Score 85 

908.. 970, 927.. 977, 963.. 1034, 



Seq. No. 


37016 




Seq. ID 


OJ990528_05.9C03 


.C38 


Gene No. 


76139 




Strand 






Start 


426 




End 


706 




Name 


OJ990528 05.9C03.C38.ol. 


ts 


Method' 


TBLASTX: Soybean 




.Start. „ 


,..426.. . 




End _ . 


706 




.GI,_.„ 


. .„,npne,. . _ _...,„.,..„ 




.Score , 


4.02 „ n . 




Exons • 


426. .704, '426. .704, 427. 


."705," 


427. .705, 


428.. 706 




Seq. No. 


37017 




Seq. ID 


OJ990528_05.9C03 


.C39 


Gene No. 


76140 




Strand 






Start 


209 




End 


663 




Name 


OJ990528 05.9C03.C39.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2 




End 


663 




GI 


none 




Score 


126 




Exons 


2. .121, 12. .662, 13. .663 











Seq. No. 37017 Seq. ID 

Gene No. 76140 Strand 

Start 209 End 
Name " OJ990528J05 . 9C03 . C39 . o2 . tc Method 

Start 25 End 

GI none Score 

Exons 25. .291, 33. .290, 113. .295 



OJ990528_05.9C03.C39 
663 

TBLASTX: Cress 

295 

155 



Seq. No. . . 37017. ... . . . Seq. ID . OJ990528_0.5 . 9C03 , C39 

iGehe'-No.' " : " "76140' : '; 7 ' " " ~ ;; " v -r "strand 7 " '- ' ~ v r ' " " ' ~ - 

Start 209 ' '" ' End ; . 663 ' 

Name " OJ990528_05';9C03 . C39 . ol . gp Method AAT/'GAP ' * ' ~ " 

Start. • 209 ■ *' End-- -663 -\ • • 

GI . % ' ' r 5005311 ' ' '.' ' Score 851. • • : " 

Exons ^'209. . 663 

GI Descrip. 11452 1/sp I P12084 | ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_22 6696_prf 1603356X 

ATPase alpha [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



37017 
76140 
209 



Seq. ID 

Strand 

End 



OJ990528 05.9C03.C39 



663 



36671 




Name 


buyyuozo Uj . ?LUj .Ljy . Ol . 


t C 


jxiet noa 


TDT Zi C TV • Procc 
1 DJ-iiib I A . LIcSS 




O 4_ _ „ 4- 

bt art 






tjliU 


OOO 




GI 


none 




Score 


O 04 




Exons 


^nn fi^9 










Seq. No. 


37017 




Seq. ID 


OJ990528_05.9C03 


.C39 


Gene No. 


76140 




Strand 






C4- i vf 


9 HQ 
U y 






DDJ 




Name 


ujyyuj<£o u j . jLUj .lj oj. . 


tm 


Method 


TRT Z\ C TV -Mai 

i tJijAb i a . wai ze 




otart 


A AO 
4 4 £ 




JjilQ 


£ £9 
OOZ 




bl 


none 




Score 


4 O 




Exons 


AAO m "3 444 ££9 R74 


£9 7 
. DZ / 








Seq. No. 


37018 




Seq. ID 


OJ990528_05.9C03 


.C40 


Gene No. 


76141 




Strand 






Start 


130 




End 


699 




Name 




L O 




TRT Zi CTY « Pyocc; 




O 4 1 

b tar t 


1 jU 




Hjna 


COO 

DO /. 




bl 


none 




Score 






Exons 


1 ^fl RR9 1P.Q R7R 90fl 
1 jU . . DOZ. f lo? . . J / j f ZUO . 


c 7 o 
. D I O 








Sec^._No,. 


37018 






QJ990528 05.aC03 


,C40 


Gene.. N.o . . 


.7.6141 _ . 




..Strand. .„ 




— -. ■ 


bt art 


1 




one 






Name 


ujyyuozo uo.ybuo.b4u.oi. 


4- » 

t s 


Method 


i oLiAb ia : boyoean 




btart 


010 




EjUU 


^QQ 

oyy 




bl 


none 




Score 


T1 Q 

o i y 




1j* C7« 

Lxons 


jio . . D70, jIj . . oyo/ jid. 


. oyy, 


o i y . .oyy 






Seq. No. 


37018 




Seq. ID 


OJ990528_05.9'C03 


.C40 


Gene No. 


76142 




Strand 






b t art 


ICO 

/Do 




End 


1085 




Name 


ujyyuozo uo.ybuo.b4u.oz. 


t C 


Method 


TBLASTX: Cress 




btart 


7 R O 
/ DO 




End 


1085 




bl 


none 




Score 


109 




Exons 


/ jo . . yotJ, /oy..iu/u, /yo 


1 Pl7 
. . 1 U / 


1, 850. .1071, 1020. .1085 




Seq. No. 


37018 




Seq. ID 


OJ990528JD5.9C03 


.C40 


Gene No. 


7 614 2 




Strand 






b Lart 


/ 30 




End 


1085 




Name 


a Tdon^OQ n r nnnrj hah r^o 
ujyyuozo u o . ybuo . b4 u . oz . 


ts 


Method 


TBLASTX : Soybean 




btart 


/oy .. . . . 




End . 


1064 ..... 




bl 


none' 




Score"' 


T66 : 




Exons 


/oy . .1UD4, / yz . . yoO; / yo 


. .1062 " 






beq. No . - - - 


■ • o / u-i y - - ■ - 




.'Seq. ID*' 


-■OJ99052'8_05.-9C03 


.C41 


Gene No. 


76145 ' ^ 




Strand 






Start 


1010 .-• . . 




End 


1321 




Name 


ujyyuozo u o . ybuo . b4 i . 01 . 


tc 


Method 


TBLASTX: Cress 




O 4 1 v-4- 

bt art 


1U1 U 




End 


1321 




bl 


none 




Score 


80 




Exons 


1010. . 1039, 1038. . 1127, 


1041. 


.1130, 1074. .1319, 1105. .1320, 




1131. . 1319, 1199. . 1321 










Seq. No. 


37020 




Seq. ID 


OJ990528_05.9C03 


.C42 


Gene No. 


76146 




Strand 






Start 


39 




End 


412 





36672 



Name 

Start 

GI 

Exons 



OJ990528_05 . 9C03 . C42 . ol . tm Method TBLASTX : Maize 
39 End - 412 

none. Score 88 

39. .137, 50. .139, 132. .293, 134. .292, 135. .305, 285. .404, 
286. .411, 289. .411, 290. .412 



oeq, in o ■ 


^7 no 1 












Con T Pi 


uu yyu jz c 




bene wo . 


7 £1 / 7 












brrana 






Start 


73 












End 


218 




Name 


OJ990528 


05 


. 9C03. 


C44 


. ol . tm 




Method 


TBLASTX: 


Maize 


















218 






none 












Score 


195 




Exons 


7 *} Ol C 


73 


. .216, 


77 


017 


7 Q 
/ O . 








oeq . lno . 


j / uz 1 












oeq . l D 


OJ99052S 


_05.9C03.C44 


Gene No . 


7 C 1 ^ Q 












b urana 








171 
X f ± 












End 


431 




Name 


OJ990528 


05 


. 9C03. 


C44 


.ol. ts 




Method 


TBLASTX : 


Soybean 


Start 


171 












End 


431 




GI 


none 












Score 


57 




Exons 


171. .260, 


. 172. . 420, 


172. .3£ 


il, 


173. . 382, 


312. .431 


Seq.,. No.... . 


. .,370.22 












.Seq....,ID . 


..QJ99.05.2fl 


_fl5....9C.Q3,..CL16 ( . 


Gene Noi 


76149 












Strand 






Start 


61 












End 


725 




Name 


OJ990528 


05 


.9C03. 


C46 


. ol . tm 




Method 


TBLASTX: 


Maize 


Start 


61 












End 


483 




GI 


none 












Score 


84 ' 




Exons 


61. . 120, 


62 


..121, 


66 


. .122, 


106. .165, 107. .163, 


111. .185, 



112. .216, 191. .220, 221. .337, 222. .359, 239. .361, 317. .379, 
317. .379, 386. .481, 386. .466, 388. .483, 388. .483 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37022 
76149 
61 

OJ990528_05.9C03.C4 6.ol.tw 
160 

none - ' 



Seq. ID OJ990528_05.9C03.C46 

Strand 

End. 725 

Method TBLASTX: Wheat 

End 715 

Score 57 



160. .219, 191. .220, 209. .301, 214. .300, 222. .302, 222. .305, 

276. .347, 294. .335, 296. .385, 296. .346, 305. .379, 321. .392, 

384. .509, 386. .499, 478. .672, 496. .636, 525. .647, 596. .682, 

.641. .715, 642. .710 . . .. ............ - 



Seq. No. 37022 " " " /" \ '" 

Gene" NoT* "' ■ 7 6I4"9 ; * ' ■ 
Start - • . 61 . • " . ; ■: ...... 

Name ;OJ.990528_05 . 9C03 . C4 6 . o2 . tm 

Start" • "485 - . ■ - 

GI none 
Exons 



Seq.. ID" OJ990528_05. 9C03YC4 6 
"Strand " ' ' " T ' 
..End - 725 - . 
Method TBLASTX : Maize 
End- ■ " ~*725- 
Score 181 

485. .622, 496. .621, 496. .624, 626 670, 629 .. 682, 631 .. 672, 
660. .725, 662.. 715 



Seq. No. 37023 

Gene No. 76150 

Start 347 

Name OJ990528_05 . 9C03 . C4 7 . ol . tc 

Start 347 



Seq. ID OJ990528__05.9C03.C47 

Strand 

End 822 

Method TBLASTX : Cress 

End 822 



36673 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



82 



347. .442, 356. .442, 361. .450, 363. .482, 366. .443, 625. .696, 
648. .695, 714. .806, 7 14 .. 8 18, 7 15 .. 822 



37023 
76150 
347 

OJ990528_05. 9C03 . C47 . ol . tm 

581 

none 



Seq. ID OJ990528_05.9C03.C47 
Strand 

End 822 

Method TBLASTX : Maize 

End 822 

Score 4 4 



581. .607, 583. .606, 603. .725, 604. .642, 605. .724, 615. .728, 
616. .726, 638. .730, 696. .821, 724. .822 



37024 
76151 
150 

OJ990528JD5. 9C03 . C4 8 . ol . tm 
36 

none 



Seq. ID OJ990528_05.9C03.C48 

Strand + 

End 348 

Method TBLASTX : Mai ze 

End 347 

Score 69 



36. .74, 37. .78, 37. .72, 38. .73, 48. .161, 64. .108, 71, .148, 
123. .251, 137. .253, 143. .259, 254. .283, 255. .284, 297. .347, 
„30i).. ..34 7 _ , ; - : „ , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . 
Gene No; 
'Start 
Name ^ 
Start 
GI .' / 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37024 
76151 
150 

OJ990528_05. 9C03.C48 .ol.gp 

150.; 

uC-osflM202088b07al 
150. .348 

f 11957/emb 1X15901 | CHOSXX 2.0e-52 Rice complete chloroplast 
genome 1 



Seq. ID OJ990528_0'5. 9C03.C48 

Strand + 

End 348 

Method AAT/GAP 

End 34 8 

Score 368 



37025 
76152 
38 ' 

OJ990528_05.9C03.C4 9.ol.ts 
1 

none 

1..465, 3. .464 

37.0.25 . ... 

7-6152' - -"' ■-" 

38 " / " " ". ' ' " " ' :' 
OJ9'90528_05 . 9C03 . C4 9 . ol . tc" 
3- ' ' . . V. • ' 
none ' 

3. .425-,' ,4 . .423, 426'/. 476, 428. 



Seq. ID OJ990528_05.9C03.C49 

Strand 

End 580 

Method TBLASTX : Soybean 

End 4 65 

Score 590 



Seq _ ID OJ990528_05. 9.C03.C4 9- 
Strand' " - v *■ ■ : '• : " 

580 * ' " ' 
T BLAS TX : C re s s' ' r ' . r 

476- ■ •' - "* •"• • 

555 • • - • - 



End 

Method 
End' 
Score , 
.469 



37025 
76152 
38 

OJ990528_05. 9C03 . C4 9 . ol . gp 
38 

42732_1.R1084 
38. .580 

, 114657/sp|P12083|ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN 



Seq. ID OJ990528_05.9C03.C49 
Strand 

580 

AAT/GAP 
580 
1070 



End 

Method 

End 

Score 



36674 




PRECURSOR (SUBUNIT IV) >gi_67 926_pir LWRZ6 H+-transport ing ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] • 



Seq. No. 37026 Seq. ID OJ990528_05.9C03.C50 

Gene No. 76153 Strand 

Start 58 End 323 

Name OJ990528_05 . 9C03 . C50 . o2 . tm Method TBLASTX : Maize 

Start 58 End 323 

GI none Score 74 

Exons 58. .114, 58. .153, 62. .235, 136. .219, 184. .249, 184. .234, 
217. .291, 224. .298, 236. .295, 291. .323, 292. .321 

Seq. No. 37026 Seq. ID OJ990528_05.9C03.C50 

Gene No. 76154 Strand 

Start 324 End 840 

Name OJ990528_05 . 9C03 . C50 . ol . tm Method TBLASTX : Maize 

Start 324 End 840 

GI none Score 35 

Exons 324. .344, 344. .508, 345. .509, 345. .509, 346. .525, 347. .550, 
. „ $04.,. „ S ,.8JL9 A . .J5 OX, 3 S> ,._5 _2JL,.„8Afi. ^ „.„ „; 

Seq. No. '37026 Seq. ID OJ990528_05.9C03.C50 

Gene No. 7 6154 Strand 

Start 324 End 840 

Name OJ990528_05 . 9C03 . C50 . ol . ts Method TBLASTX : Soybean 

Ij Start 334 End 776 

l7i GI none Score 225 

Exons 334. .495, 341. .508, 341. .508, 342. .509, 588. .614, 609. .680, 

622. .666, 626. .700, 681. .707, 741. .776, 743. .766 

Seq. No. 37026 Seq. ID OJ990528_05.9C03.C50 

Gene No. 76154 Strand 

Start 324 End 840 

Name OJ990528_05 . 9C03 . C50 . ol . tc Method TBLASTX : Cress 

Start 335 End 83.6 

GI none Score 201 

Exons 335..520, 339. .521, 339. .521, 349. .528, 614. .697, 619. .711, 

619. .699, 710. .823, 720. .824, 720. .836 

Seq. No. .. . 37027.... . . . .... . Seq. -ID OJ9905.28_05 . 9CQ3 ..C51 r 

Gene;NoV/~ 7'6155y ' \ "„ Strand -~ v - • "J-" r " — : " 

Start " ' " 86 " .. ' ' " " ' 'End" " "338* ' ■ " ;"- : - 

* Name " ' " OJ99'05'28_05 ; 9C03 . C51. o2-."ts " -"" Method ' TBLASTX : Soybean"' '* - " 

-Start- - 86 - . . - - • - ■ • End -• 214 • .... . 

GI # r none ;* - . .Score, . .157. ' " 

Exons *. 86. .184-, 88 '. . 213, ' 88 . . 213, 89 . .214 ' . ■■- ' . ' 

Seq. No. • 37027.. Seq. ID OJ990528_05.9C03.C51 

Gene No. 76155 Strand 

Start 86 End 338 

Name OJ990528_05 . 9C03 . C51 . o2 . tc Method TBLASTX : Cress 

Start 91 End 338 

GI none Score 4 9 

Exons 91. .141, 101. .142, 101. .148, 143. .232, 143. .184, 145. .222, 
233..26S, 264. .338, 296. .337 



36675 




Seq. No. 


37027 






Seq. ID 


OJ990528_05. 9C03 


.C51 


Gene No. 


76156 






Strand 






Start 


312 






End 


82 9 




Name 


/"\-rftftftcoo ft c n a 1 pr 1 

OJ990528 05.9C03.C51 


. ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


312 






End 


829 




GI 


none 






Score 


O ft T 

227 




Exons 


312. .491, 320. .472, 


322 


A ft O 


335 . .502, 


A C. A C A CC\ 

4 54 . . b Jb, 4 o9 . . 


b Jb, 




473. .658, 629. .667, 


714 


O ft T 

. . 827 , 


"7 1 C O O O 

715.. 828 , 


T 1 ft O O ft 

719 . .829 




Seq. No. 


37027 - 






Seq. ID 


OJ990528_05. 9C03 


.C51 


Gene No. 


7 615 6 






Strand 






Start 


312 






End 


O O ft 

829 




Name 


/■NTftftftcoo ft c ft /-» ft t /~i r 1 

OJ990528_05 . 9C03 . C51 


. ol 


. tc 


Method 


TBLASTX : Cress 




Start 


396 






T—i _3 

hna 


o y o 




GI 


none 






Score 


1 bu 




Exons 


■-) /-^ /- C ft /" it A "3 C ft T 

396 . . 596, 403 . . 597 , 


4 03 


cm 

. . 597 , 


A ft A C ft O 

4 04. .598 






Seq. No. 


37028 






Seq. ID 


OJ990528_05. 9C03 


.C52 


Gene No. 


7 6157 






Strand 






Start 


20 






End 


481 




Name„._„ 


,._; M 0JT25.jQp 2.8,. ,0J5 ..J2C.0 3 . C52 




•-tm . ... 


f Me..thpq„, ^ 


T BLAS TX : Ma lze. 


— 


Start 


2£L__. 


i - 


:s .. * .. — 


,E.nd„l 


.4 7.2.1. ^ m _ . ^ , . _ 




GI 


none 






Score - 


1UU 




Exons 


20 . . 211 , 281 472 












Seq. No. 


37028 






Seq. ID 


OJ990528_05. 9C03 


.C52 


Gene No. 


76157 






Strand 






Start 


20 






End 


481 




Name 


OJ990528 05.9C03.C52 


.o2 


. tc 


Method 


TBLASTX : Cress 




Start 


20 






End 


4 81 




GI 


none 






Score 


i ft ft 
100 




Exons 


20. .211, 281. .481, 373. 


.480 








Seq. No. 


37028 






Seq. ID 


OJ990528_05. 9C03 


.C52 


Gene No. 


76158 






Strand 






Start 


394 






End 


ft ft n 
909 




Name 


OJ990528 05. 9C03.C52 


.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


394 






End 


ft ft ft 
909 




GI 


none 






Score 


437 




Exons 


394. .606, 395.-727, 


467 


. . 754 , 


582 . . 755 , 


TO/" OCC TCC 

736 . . 855 , 755 . . 


ft ft /i 
904 , 




. 756. .908,. .796. .909 . 












Seq'. No. 


37028 " ' 






Seq. ID'' 


OJ9905'28_05. 9C03 


.C52 


Gene No . . 


' ' 76158 ~* * ~ 






Strand :' 






Start-" 


394 : - " . ... '■ 






End 


909 




Name * 


OJ990528 05.9C03.C52 


.ol 


. tc 


Method 


TBLASTX: Cress 


* 


Start 


494' ■ 






End 


'893 • 




GI 


none 






Score 


323 




TT v f^l T~l Q 


494. .733,, 500. .733, . 


591 


7SS 


76? 893 


764 . .892 




Seq. No. 


37029 






Seq. ID 


OJ990528_05.9C03 


.C54 


Gene No. 


76159 






Strand 






Start 


43 






End 


673 




Name 


OJ990528 05.9C03.C54 


.ol 


• gp 


Method 


AAT/GAP 




Start 


43 






End 


673 




GI 


183 5.R1084 






Score 


1232 





36.67 6 



Exons 43. . 673 

GI Descrip. 1 133999/sp | P05424 | RR7_0RYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37029 
76159 
43 

OJ990528_05.9C03.C54 .ol.tc 
43 

none 



Seq. ID OJ990528_05.9C03.C54 
Strand 

End 673 

Method TBLASTX: Cress 

End 420 

Score 156 



43. .144, 43. .159, 45. .194, 144. .260, 148. .261, 149. .175, 
152. .268, 153. .269, 205. .273, 237. .311, 242. .343, 275. .322, 
312. .386, 328. .396, 338. .382, 372. .413, 378. .419, 400. .420 



Seq. No. 37029 Seq. ID OJ990528_05.9C03.C54 

Gene No. 76159 Strand 

Start 43 End 673 

..Name. : . OJ9„9.052 8_0 5..._9C _0A.. C 5„4 .,o 1 ,tm Me t hq..d„ ,„TBLAS TX : Maj._S.e_. 

.S.tarJ: '„_.„„'iA ~ 7- .-.End... „. .1,67 3 .. 

GI. none Score 602 

Exons 44. .391, 45. .413, 45. .419, 328. .429, 475.-558, 476. .559, 

501. .560, 553. .672, 555. .671, 559. .672, 614 .. 673 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990528_05.9C03.C54 
673 

TBLASTX: Soybean 
671 
152 

44. .142, 45. .149, 45. .143, 126. .248, 158. .253, 159. .248, 
205.v255, 212.. 259, 275.. 310, 279. .311, 311.. 352, 318.. 353, 



37029 
76159 
43 

OJ990528_05. 9C03.C54 .ol.ts 
44 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



341. .403, 476. .541, 477. .542, 478. .543, 501, 
537. .563, 537. .563, 570. .671, 597. .671 



,542, 536. .562, 



Seq. No. 
Gene No. 
Start 
Name 
"Start 

gi ' ; 

Exons' 



37029 Seq. ID 

76159 Strand 
43 End 

OJ990528JD5. 9C03.C54 .o2,.tc , -Method 

-4807'- ' " r ' : ' ' 777 7. . 7 : 7' End- 

none ' . " Score 



OJ990528_05.9C03.C54 
673 

TBLASTX-: Cress . 
-673' v -' : :: 7 

40 *" '" 



480. : 5 15/ "50 5- .546, "517. ;5*4'9, 540. .671, '541. .672"; "541". ."6-72," 
542. .673 • • • • •• •• ■ v - 



Seq. • No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37030' 



Seq. -ID' OJ990528_05.9C03.-C56 



76160 Strand 

244 End 
OJ990528_05. 9C03 . C56 . ol . tw Method 

69 End 

none * Score 

69. .188, 73. .132, 119. .181, 144. .218, 202. .654, 202. .654, 
231. .656 



+ 

748 

TBLASTX: Wheat 

656 

102 



Seq. No. 



37030 



Seq. ID OJ990528_05.9C03.C56 



36677 




Gene No. 


76160 




Strand 


+ 




Start 


O A A 

24 4 




IT 1 « 

bnd 


H A Q 

1 4 o 




Name 


OJ990528 05 . 9C0 6 . C5b . 01 . 


t s 


Method 


I oLiAb 1 X : boyoean 




Start 


Oil 

211 




End 


H A H 
/ 4 / 




GI 


none 




Score 


/Jo 




Exons 


01 1 1 A 1 Ail H A 1 

211 . . /4 / , 211. . /4 / 










Seq. No. 


37030 




Seq. ID 


OJ990528_05.9C03. 


C56 


Gene No. 


76160 




Strand 


+ 




Start 


A A A 

2 4 4 




hnd 


1 A Q 
/ 4 O 




Name 


A»TAAACOO AC OOA*3 pCC ,— 1 

OJ99Q52o 05 . 9C0 J . C5b . Ol . 


tc 


Method 


l BLAb l a : cress 




Start 


AAA 

220 




End 


b9b 




GI 


none 




Score 


A 1 

4 1 




Exons 


AAA oca a c yi C d A ACE 

220. .252, 254. .b94, 255. 


, b / / , 


2 5b. . b9b , 


ACQ CQC 

259 . . b9b 




Seq. No. 


37030 




Seq. ID 


OJ990528_05.9C03. 


C56 


Gene No. 


76160 




Strand 


+ 




Start 


24 4 




End 


H A Q 
/ 4 O 




Name 


/"\TAAACAA' AC A /""» A "5 PC/*" _ 1 

OJ990528 05 . 9C03 . C5b . ol . 


tm 


Method 


TBLAoTa : Maize 




Start 


238 




End 


/4 / 




GI 


none 




Score 


cor 
bo b 




Expns 


/-> — ) O *1 yi *7 A /I A ~1 A f~ OCA 

_ 23,8 ,_...7 4 7 ,_2 4 ,9 .£4,6^.._2,5U,. 


"7 A "7 


— ™ — 


. 




...... 

Seq. No. 


~ . „ _ „. , v , . . . ^ 

37030 


, 


— ■■- 

Seq. ID 


Ojyy052o U5.9C0J. 


Cob 


Gene No. 


76160 




Strand 


+ 




Start 


244 




End 


748 




Name 


OJ990528 05. 9C03.C56.ol. 


gp 


Method 


AAT/GAP 




Start ■ 


244 




End 


748 




GI 


24824 1.R1084 




Score 


971 




Exons 


244. .748 










GI Descrip. 


M76752 5.0e-87 (L24073) 


rubisco large 


subunit [Oryza sativ 




>gi 1583954 prf 2121489A 










RuBisCO : SUBQNIT=large : IS0TYPE= 


=truncated [Oryza sativa] 1 




Seq. No. 


37031 




Seq. ID 


OJ990528_05.9C03. 


C57 


Gene No. 


76161 




Strand 


+ 




Start 


1 




End 


493 




Name 


OJ990528 05.9C03.C57.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


493 




GI 


14384 1.R1084 




Score 


728 




Exons 


1..379, 465. .493 










GI Descrip . 


' 58.81726/dbj | BAA84417 .il 


3 . Oe- 


-24 (AP000423) RNA, polymerase 


• ■ - • 


subunit ' [Arabidopsis thai i ana. 


r/ f "' : 






Se*q. "No . 


" "37031 . " ' ' v ' : 




Seq. ID . 


O"J990528^05:9C03- : : 


C57 


Gene No . 


.76161 - " ; 




Strand ' 


+ . ■ 




Start . 


-i. -.*;/'' ." , 




End • 


493 , ;\ 




Name 


OJ990528 05.9C03.C57.ol". 


tw - 


Method * 


TBLASTX: Wheat ■ 




Start 


1 




End 


332 




GI 


none 




Score 


400 




Exons 


1..282, 3. .332, 3. .326 










Seq. No. 


37031 




Seq. ID . 


OJ990528_05. 9C03. 


C57 


Gene No.. 


76161 




Strand ' 


+ 




Start 


1 




End 


493 




Name 


OJ990528 05. 9C03.C57.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


463 





36678 




GI 


none 










Score 


423 




Exons 


1 . . 282/ 


1..294, 3. .296, 


3 . . 


296, 404.. 


463, 408 .. 4 61, 416 


. . 4 61 


Seq. No. 


37031 










Seq. ID 


OJ990528_05.9C03 


.C57 


Gene No. 


76161 










Strand 


4- 




Start 


1 










End 


4 93 




Name 


OJ990528 


_05.9C03.C57 


.ol. 


tc 




Method 


TBLASTX : Cress 




Start 


47 










End 


316 




GI 


none 










Score 


353 




Exons 


47 . . 178, 


48. .314, 48 


. .314, 


215. .316 






Seq. No. 


37031 










Seq. ID 


OJ990528_05. 9C03 


. C57 


Gene No. 


76162 










Strand 






Start 


603 










End 


1348 




Name 


OJ990528 


_05.9C03.C57 


.o2. 


tm 




Method 


TBLASTX: Maize 




Start 


603 










End 


1348 




GI 


none 










Score 


52 




Exons 


603. .635 


, 605.. 655, 


630. 


.662, 


630. .662, 648. .752, 648.. 


734 , 




662.. 754, 1286.. 1348 














Seq. No. 


37032 










Seq. ID 


OJ990528_05 . 9C03 


.C5'8 


_G,ene„^Q.._„ T ... 


• 7 616.3.. 










_SJb,rand r 


..... ...... „ ^ 


~. — , — 


Start../.. " . 


: 










_End ._/_.. 


....38.2 _ 




Name 


OJ990528 


_05.9C03.C58 


. o l". 


tc 




Method 


TBLASTX: Cress 




Start 


1 










End 


382 




GI 


none 










Score 


277 




Exons 


1. .378, 


20. .382, 47. 


.334 










Seq. No. 


37032 










Seq. ID 


OJ990528 05.9C03 


.C58 


Gene No. 


76163 










Strand 






Start 


1 










End 


382 




Name 


OJ990528 


_05.9C03.C58 


.ol. 


tm 




Method 


TBLASTX: Maize 




Start 


1 










End 


321 . 




GI 


none 










Score 


445 




Exons 


1. .321, 


1. .321 














Seq. No. 


37032 










Seq. . ID 


OJ990528JD5.9C03 


.C58 


Gene No.-- 


76163 










Strand 






Start 


1 • 










End 


382 




Name 


OJ990528 


_05.9C03.C58 


.ol. 


ts 




Method 


TBLASTX: Soybean 




Start 


1 










End 


243 




GI . 


none . 










Score : 


/ : 197 ._ .• ., ; .,. 






i';7225y"'- 


1.72 4 3/ 3 VI 221 r 


62. 


: .2 


41 






Seq. No." 


37033" 










Seq." ID 


OJ99052"8_05. 9C03 


:c59 


Gene No.- . 


7.6164..- ' 










Strand ' 






Start 


' 32 - 










End . " - . 


*28'8 




Name 


•OJ990528 


_05.9C03.C5-9 


.ol. 


ts 




Method 


TBLASTX: Soybean 




Start , 


32 










End 


288 




GI 


none 










Score 


417 




Exons 


32. .286, 


32. .286, 34 


. .28 


8, 


34 


. .288 






Seq. No. 


37034 










Seq. ID 


OJ990528_05.9C03 


.C60 


Gene No. 


76165 










Strand 






Start 


58 










End 


250 




Name 


OJ990528 


_05.9C03.C60 


.ol. 


tw 




Method 


TBLASTX: Wheat 




Start 


58 










End 


250 





36679 




GI 


none 




Score 


126 




Exons 


58 . .234, 


58. .249, 60. .242, 68 


. . 250 






Seq. No. 


37035 




Seq. ID 


OJ990528 05.9C03 


.C61 


Gene No. 


76166 




Strand 






Start 


73 




End 


666 




Name 


OJ990528 


05.9C03.C61.ol.tw 


Method 


TBLASTX: Wheat 




Start 


73 




End 


245 




GI 


none 




Score 


111 




Exons 


73. . 144, 


75. .245, 75. .245 








Seq. No. 


37035 




Seq. ID 


OJ990528_05. 9C03 


.C61 


Gene No. 


76166 




Strand 






Start 


73 




End 


666 




Name 


OJ990528 


05.9C03.C61.o2.tc 


Method 


TBLASTX: Cress 




Start 


84 




End 


251 




GI 


none 




Score 


174 




Exons 


84 . .251 










Seq. No. 


37035 




Seq. ID 


OJ990528_05. 9C03 


.C61 


Gene No . 


76166 




Strand 






.St.arX„ , 


73 _ ■ 




,EnoL „ 


-<56£_ 




.Name .. _ , 


L.O.J 9 9.0.528.. .05 . 3QQ 3 , C.6 1 . Q U t s 


.Method -~ . 


.T.BLAS.TX.; Soybean., 


^ — ^ , 


Start 


120 




End 


666 




GI 


none 




Score 


97 




Exons 


120. .317, 


129. .296, 134. .310, 


324 . .398, 


331. .384, 387.. 


518, 




389. .520, 


413. .523, 535. .666 








Seq. No. 


37035 




Seq. ID 


OJ990528JD5. 9C03 


.C61 


Gene No. 


76166 




Strand 






Start 


73 




End 


666 




Name 


OJ990528 


05.9C03.C61.ol.tc 


Method 


TBLASTX: Cress 




Start 


252 




End 


666 




GI 


none 




Score 


83 




Exons 


252. .392, 


253. .378, 366. .518, 


394 . . 516, 


413. . 523, 414 . . 


521, 




551. .664, 


552. .665, 553. .666, 


553. .666 






Seq. No. 


37036 




Seq. ID 


OJ990528 06.9C03 


■ C2 


Gene No. 


76169 




Strand 






Start 


580 




End 


684 




Name 


OJ990528 


06.9C03.C2.ol.gs 


Method 


GENSCAN 




Start . . 


580 




End . 


684 . 




Gr".. " r 


T riohe" " "* "* 




Score r " 


--45- -:.v ---- ---- 




Exohs . 


580.'. 684 










Seq. No; • 


37037 - - 




Seq. ID 


OJ990528 06. 9C03 


. C4 ' 


'Gene No. ' : * 


76170 




Strand 






Start 


120 




End 


250 




Name 


OJ990528 


06. 9C03.C4 .ol.gs 


Method 


GENSCAN 




Start 


120 




End 


250 




GI 


none 




Score 






Exons 


120. .250 










Seq. No. 


37038 




Seq. ID 


OJ990528_06. 9C03 


.C5 


Gene No. 


76171 




Strand 


+ 




Start 


1 




End 


507 




Name 


OJ990528 


06. 9C03.C5.ol.gp 


Method 


AAT/GAP 





36680 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



428 
628 



23997_1.R1084 
1..122, 211. .428 

, 2894599/emb|CAA17133.1| 4.0e-21 (AL021889) putative protein 
[Arabidopsis thaliana] ' 



37038 
76171 
1 

OJ990528_06 . 9C03 .C5.ol.np 
1 

6714272 
1..134, 274. .480 

(AC017118) F6N18.8 [Arabidopsis thaliana] 



Seq. ID OJ990528_06.9C03.C5 

Strand + 

End 507 

Method AAT/NAP 

End 4 80 

Score 300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
-Start 
Name 
Start * 
GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37038 
76171 
1 

OJ990528_06. 9C03.C5.ol. tc 
3 

none 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons : 3 . . 1 2 5 , . 5,. 1 2 1 , , 3.7 3_._. 4 5 9 4 4;2, U .JM 



Seq. ID OJ990528_06. 9C03.C5 

Strand + 

End 507 

Method TBLASTX : Cress 

End 483 

Score 196 



37038 
76171 
1 

OJ990528_06. 9C03 . C5 . ol . ts 
3 

none 

3. .125, 5. .121, 367. .483 

37038. 

76171 

1 

OJ990528_06. 9C03.C5.ol. tm 
32 

none 



Seq. ID OJ990528_06.9C03.C5 

Strand + 

End 507 

Method TBLASTX : Soybean 

End 483 

Score 220 



Seq. ID OJ990528_06.9C03.C5 

Strand + 

End 507 

Method TBLASTX: Maize 

End 507 

Score 167 



32. .121, 33. .125, 199. .288, 210. .287, 330. .410, 363. .386, 
389. .481, 390. .482, 391. .507, 438. .482 



37038 

76171- - . - . ...... . 

I r ""-" • " -~ r 

OJ990528_0'6 . 9C03 . C5 . ol". gs . 

48 ; : ' - • • •' 

none - v . - 

■48 ? .165, 191. .483 • :.. 

37039 
76172 
87 

OJ990528__06. 9C03 . C6 . ol . gs 
87 

none 
87. .551 



Seq. ID OJ990528__06.9C03.C5 
Strand +. .„ 



■End"""-' 
Method 
End' 
Score 



"507 : : 

GEN SCAN' 
•4 83". " 

.43. 



Seq. ID OJ990528_06.9C03.C6 

Strand • + 

End 551 

Method GENSCAN 

End 551 

Score . 51 



Seq. No.. 



37040 



Seq. ID OJ990528_06.9C03.C7 



36681 



Gene No. 76173 Strand 

Start 250 End 588 

Name OJ990528_06 . 9C03 .C7 . ol . gs Method GENSCAN 

Start 250 End 588 

GI none Score . 92 

Exons 250.. 588 



Seq. No. 37041 Seq. ID 

Gene No. 76174 Strand 

Start 93 End 

Name OJ990528_06 . 9C03 . C8 . ol . gs Method 

Start 93 End 

GI none Score 

Exons 93.. 281 



OJ990528_06.9C03.C8 
+ 

281 

GENSCAN 

281 

.98 



Seq. No. 37042 

Gene No. 76175 

Start 186 

Name OJ990528_06 . 9C03 . C9 . ol . gp 

Start 155 

GI 2800006 

JJxjgns r _,._ „ _lbb,.„.501 „ 

Seq. No. 37042 

Gene No. 76175 

Start 186 

Name OJ990528_06 . 9C03 . C9 . ol . gs 

Start 186 

GI none 

Exons 186.. 253, 468.. 522 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_06.9C03.C9 
632 

AAT/GAP 

507 

586 



OJ990528_06.9C03.C9 
632 

GENSCAN 

522 

.42 



Seq. No. 37042 

Gene No. 76175 

Start 186 

Name OJ990528_06 . 9C03 . C9 . ol . tm 

Start 400 

GI none 

Exons 400.. 444, 404.. 490, 405.. 491, 
575.. 631, 586.. 630, 587. .631, 



Seq. ID OJ990528J)6.9C03.C9 
Strand 
End 

Method 
End 
Score 
405. .491, 
588. .632 



632 

TBLASTX: Maize 
632 
119 

406. .492, 434. .502, 



Seq. No. 
Gene- No.. 
"Start;""" 
Name' • 
Start" 
GI 

Exons. ' 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



37043 
76176 

254 ' " r: "*- : " : 
OJ990528_06 . 9C03 . C10 . ol'. gp 
254 * * " 

2310574- - ' 

254.. 425, 1030. .1146, ,1297 
3834314 8.0e-36 (AC005679) 



Seq. ID 
Strand . 

■"""End. 

Method 
. " : End- 
Score 

. 1317 • • . - ' ' ; . . ' - 

Similar to gene piOlO - 
glycosyltransferase gi_2257490 from S. pombe clone 1750 
gb_AB004534 . . ESTs gb_T46079 and gb_AA394466 come from this 
gene. [Arabidopsis thaliana] 



OJ990528_06.9C03.C10 

-+ 

"131-7 

AAT/GAP 

1317 : ' ' ' 

4 64 ' ■ • ■ • 



37043 Seq. ID 

76176 Strand 

254 End 

OJ990528_06 . 9C03 . C10 . ol . np Method 

365 End 



OJ990528_06.9C03.C10 
+ 

1317 

AAT/NAP 

1317 



36682 




GI 3834314 Score 168 

Exons 365..42S, 1030.. 1317 

GI Descrip. (AC005679) Similar to gene piOlO glycosyltransf erase gi 12257490 
from S. pombe clone 1750 gb|AB004534. ESTs gb|T46079 and 
gb|AA394466 come from this gene. [Arabidopsis thaliana] 



beq. no. 


o 7 n a t 


oeq . ± u 


OTQQ0R9R D£ Qpfl? PI 0 


Gene No . 


/ b± / / 


otirana 




Start 


241 


End 


1150 


Name 


OJ990528 06.9C03.C10.ol.gs 


Method 


GENSCAN 


Start 


O A 1 
Z 4 I 


jjiia 


i Pi qa 


GI 


none 


Score 


A H 


Exons 


z4i..oi4, yoy..iuy4 






Seq. No. 


o I U4 o 


oeq. Lu 


ujyyuozo ub.yuuo.uiu 


Gene No. 


/ bl / / 


btrana 




Start 


Z4 1 


Lna 


I 1 CA 

I I ou 


Name 


ujyyuj^o Uo . yuu j . liu . oi . tc 


Method 


TBLASTX: Cress 


Start 


386 


End 


1150 


GI 


none 


Score 


58 


Exons 


386.. '427, 1008.. 1148, 1026. 


.1148, 102! 


8. .1150 


Seq.. N.p . ,. A 


. .37.0.4.4 


_ Seq,. ..ID, 


„ J0JS9S)328J)J5,,. ?£LQ3....CX1- 


Gene No . 


76178 


Strand 


+ 


Start 


1 


End 


3361 


Name 


OJ990528 06.9C03.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1229 


GI 


3834314 


Score 


732 


Exons 


1. .72, 171. .317, 463. .605, 


698. .864, 1 


943. .1229 


GI Descrip. 


(AC005679) Similar to gene' 


piOlO glycosyltransf erase gi 12257490 




from S. pombe clone 1750 gb|AB004534. 


ESTs gb|T46079 and 




gb|AA3944 66 come from this 


gene. [Arabidopsis thaliana] 


Seq. No. 


37044 


Seq. ID 


OJ990528_06.9C03.C11 


Gene No . 


76178 


Strand 


+ 


Start 


1 


End 


3361 


Name 


OJ990528.06.9C03.Cll.ol.gs 


Method 


GENSCAN ' 


Start 


463 


End 


3361 


GI 


none 


Score 


.68 


Exons 


463. .599, 698. .864, 943. .1132, 2072..: 


2211, 3248. .3361 ' 


Seq. .No. 


, 37044 .......... 


Seq. ID 


. .OJ990528 06. 9C03.C11 


Gene No\ * ■' 


: 76178 - r : 


\ -Strand 




Start 


1 


End" 


3361 " ~ * 


Name 


OJ990528 06.9C'03.Cll.dl.gp 


'Method " 


• AAT/GAP 


Start - ~ ' 


822 - - - - : 


- End 


•1450 -• ' " - ' • • 


GI . '* . ... ^ 


.. -5771053 - " * 


Score 


1046 ' ■ . " ■ 


Exons • 


' 8Z2..864, 943. ,1450 






GI Descrip. 


3834314 2.0e-37 (AC005679) 


Similar to 


gene piOlO 




glycosyltransf erase gi 2257490 from S 


. pombe clone 175.0 




gb AB004534. ESTs gb T46079 and gb AA394466 come from this 




gene. [Arabidopsis thaliana 


] 




Seq. No. 


37044 


Seq.. ID 


OJ990528__06.9C03.C11 


Gene No. 


76179 


Strand 


+ 


Start 


4714 


End 


5413 


Name 


OJ990528 06.9C03.Cll.o2.np 


Method 


AAT/NAP 



36683 



Start 


4714 


End 


5413 




GI 


4510376 


Score 


212 




Exons 


4714. .4935, 5308. .5413 








Gi uescrip. 


(AC007017) unknown protein [Arabidopsis thaliana] 




Seq. No. 


37044 


Seq. ID 


OJ990528_06.9C03 


. Cll 


Gene No. 


76180 


Strand 


- 




Start 


4806 


End 


5375 




Name 


OJ990528 06.9C03.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


198 


End 


837 




GI 


none 


Score 


204 




Exons 


198.. 338, 199.. 339, 199.. 339, 


440. .607 


, 460.. 600, 696.. 


OJD, 




696. .836, 697. .837 








beq. wo. 


37044 


Seq. ID 


OJ990528_06.9C03 


/-111 

. Cll 


bene ino. 


76180 


Strand 






Start 


4806 


End 


5375 




Name 


OJ990528 06.9C03.Cll.ol.ts 


Method 


TBLASTX: Soybean 




btart 


789 


End 


1169 




GI 


none 


Score 


124 




Exons 


789. .866,' 790. .864, 796. .870, 


798. .866, 940. .963, 942.. 


c\ r o 
9 bZ , 


_ ~_ 


_ 9 5 L, . .1-0,1 5&^ 1 Q 17,,_ 96 2_. . j. 0X5. c 9.6.3, ^ 


ir\i/~ ir\i*7 ii/~ri 

1 01 p ,„_JL.Q1J„. , J. JLp„9 





— - - - ^- ~- j * ■ - - * 


_1 0.1.8. „. 1161 - .... ~ 




~ * - ■ — -■- - < 




Seq. No. 


37044 


Seq. ID 


OJ990528 06.9C03 


.Cll 


Gene No. 


76180 


Strand 






ot art 


4806 


End 


C O 1 c 

5375 




Name 


OJ990528 06.9C03.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


955 


End 


1215 




GI 


none 


Score 


298 




Exons 


955. .1215, 955. .1059, 956. .1060, 957.. 


1196 




Seq. No. 


37044 


Seq. ID 


OJ990528_06.9C03 


.Cll 


Gene No. . 


76180 


Strand 






otart 


4806 


End 


5375 




Name 


OJ990528 06.9C03.Cll.o2.tm 


Method 


TBLASTX: Maize 




c+- —i 

o tar l 


1074 


End 


1265- 




Gl 


none 


Score 


257 




Exons 


1074. .1238, 1075.. 1260, 1131. 


.1265 






Seq. No. 


37044 


Seq. ID 


OJ990528_06.9C03 


.Cll 


Gene No.. 


76180 


Strand 






otart 


-4 806- " - • ' * 


■ End" ~ : " 


"5" 375 


~ -.- \ 


Name 


OJ990528 06, 9C03 . Cll . o3 . tm' . 


Method 1 


TBLASTX: Maize" 




Start 


'4 717 


End ' 


4935 " * — ' ~ 




G I - 


none . . - 


Score 


135- ' • - 




Exons . . 


4717. ; 48^6,.' 4731. ; 4.835, 4834 . 


.4935 






Seq. No. 


37044 


Seq. ID 


OJ990528__06.9C03 


.Cll 


Gene No. 


76180 


Strand 






Start 


4806 


End 


5375 




Name 


OJ990528 06. 9C03 . Cll . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


4726 


End 


4935 




GI 


none 


Score 


183 




Exons 


4726. .4890, 4734. .4874, 4891. 


.4935 






Seq. No. 


37044 


Seq. ID 


OJ990528_06.9C03 


.Cll 



36684 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



76180 Strand 
4806 End 
OJ990528_06 . 9C03 . Cll . ol . tw Method 
4731 End 
none Score 
4731. .4835, 4732. .4836, 4834. .4935 



5375 

TBLASTX: Wheat 

4935 

133 



37044 
76180 
4806 

OJ990528_06. 9C03 . Cll . o2 . tc 
4734 
none 

4734. .4835, 4735. .4833, 4846. .4941 



Seq. ID OJ990528_06. 9C03.C11 
Strand 

End 5375 

Method TBLASTX : Cress 

End 4 941 

Score 121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

, Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37044 
76180 
4806 

OJ990528_06. 9C03 . Cll . o2 . gs 

4806 

none 

480 6.,, 5375 _ .„ „ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.OJ990528_06.9C03.C11 

5375 
GEN SCAN 
5375 
.7. 



37045 Seq. ID OJ990528_06.9C03.C12 

76181 Strand + 

1 End 518 

OJ990528_06. 9C03 . C12 . ol . np Method AAT/NAP 

1 End 509 

4510376 Score 203 

1. .509 

(AC007017) unknown protein [Arabidopsis thaliana] 



37045 Seq. ID 

76181 Strand 

1 End 
OJ990528_06. 9C03 . C12 . ol . gs Method 

90 End ' 

none Score 
90.. 518 



OJ990528_06.9C03.C12 
+ 

518 

GENSCAN 

518 

1 



Seq. No. 
Gene No . 

Start' ~ " 
Name 
Start 
GI- 

.Exons- 



37046 

76182 . . . 

:51 : 2; :r ~ ' ' 

OJ 9 9 0 5 2 8_0 6 . 9C0 3 .' C 1*3 .' o 1 . dfp 
512' ~ "" • - " v 
16321-3.9 • - - ' - 

5 12.. .8 35 ... • ' 



Seq. ID OJ990528_06.9C03.C13 
Strand ..+ : • 
'"End • " : ; ' r ' .978 "\ ; : '_ ■ : 'Z 
Method AAT/GAP ' 
End " " 835 "' 
Score- — 604 - - 



Seq. No. 37046 Seq. ID 

Gene No. 76182 Strand 

Start 512 End 

Name OJ990528_06 . 9C03 . C13 . ol . gs Method 

Start 610 End 

GI none Score 

Exons 610.. 978 



OJ990528_0'6. 9C03.C13 
+ 

978 

GENSCAN . 

978 

.72 



Seq. No. 



37046 



Seq. ID OJ990528_06.9C03.C13 



36685 



76183 Strand + 

2587 End 2950 

OJ990528_06 . 9C03 . C13 . o2 . gp Method AAT/GAP 

2587 End 2950 

46921_1.R1084 Score 701 

2587. .2950 

•3834314 8.0e-36 (AC005679) Similar to gene piOlO 

glycosyltransf erase gi_2257490 from S. pombe clone 1750 
gb_AB004534. ESTs gb_T4 6079 and gb_AA3944 66 come from this 
gene. [Arabidopsis thaliana] ' 



Seq. No. 


37046 


Seq. ID 


OJ990528 


_06. 9C03 


.C13 


Gene No. 


76184 


Strand 








Start 


1642 


End 


2311 






Name 


OJ990528 06.9C03.C13.o2.gs 


Method 


GENSCAN 






Start 


1642 


End 


2311 






GI 


none 


Score 


.89 






Exons 


1642. .1784, 2299. .2311 










Seq. No. 


37046 


Seq. ID 


OJ990528 


_06. 9C03 


.C13 


Gene No. 


76185 


Strand 










2962 „ „ _ _ \ 




„51&Q_ ., 






Name .. 


, OJ.9 9.0 52.8. „ Q.6...SC0 3... C13 . .0.2.. tm..._.._ 


^..Method.. _ 


..TBLASTX,: 


Ma_lz.e. 




Start 


600 


End . 


900 






GI 


none 


Score 


249 






Exons 


600.. 737,- 601.. 900, 822.. 854 











Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 


37046 






Seq. ID 


OJ990528 


_06.9C03.C13 


Gene No. 


76185 






Strand 






Start 


2962 






End 


5180 




Name 


OJ990528 06 


.9C03.C13.o3 


-gs 


Method 


GENSCAN 




Start 


2962 






End 


4371 




GI 


none 






Score 


.85 




Exons 


2962. .3264, 


3364. .3525, 


4324. 


.4371 






Seq. No. 


37046 






Seq. ID 


OJ990528 


_06.9C03.C13 


Gene No. 


76185 






Strand. 






Start 


2962 






End 


5180 




Name 


OJ990528 06 


.9C03.C13.ol 


.np 


Method 


AAT/NAP 




Start 


3031 






End 


5180 




GI 


2459442 






Score 


348 




Exons ■ . . 


. 3031.. 32.64, 


3364. .3525, 


4307:. 


.4438, 5053. ; 518.0. 




G*r '"bescrip." 


: ~ (AC 0-02 3 32);". 


AT;- h o o k DN A- b i nd in g ~p f b t e i n 


"(AH PI)* [AVabidopsis' 




thaliana] 












Seq. No. 


. 37 04 6. 






Seq. ID- 


OJ990528 


_06-. 9C03 .C13 


Gene"; No,. 


,..76185 ' ' 






.Strand ' 




•> ■ 


Start 


2962- 






End 


5180 




Name 


OJ990528 06 


.9C03.C13.ol, 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3044 






End 


3525 




GI 


none 






Score 


69 




Exons 


3044. .3145, 


3181. .3288, 


3218. 


.3268, 3361.. 3525, 


3362. .3520 


Seq. No. 


37046 






Seq. ID 


OJ990528 


_06.9C03.C13 


Gene No. 


76185 






Strand 






Start 


2962 






End 


5180 




Name 


OJ990528 06 


. 9C03.C13.ol. 


. tc 


Method 


TBLASTX: 


Cress 



36686 




Start 


3187 




End 


4441 


GI 


none 




Score 


56 


Exons 


3187. .3288, 3230. .3268, 


3361 . 


.3528, 3362. .3526, 4328. .4441, 




4341. . 4439 








Seq. No. 


37046 




Seq. ID 


OJ990528_06.9C03.C13 


Gene No. 


76185 




Strand 




Start 


2962 




End 


5180 


Name 


OJ990528_06. 9C03.C13.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3334 




End 


4405 


GI 


none 




Score 


149 


Exons 


33 34.. 3528, 33 62.. 3526, 


4305 . 


.4391, 4307. .4405, 4308. .4403 


Seq. No. 


37046 




Seq. ID 


OJ990528_06.9C03.C13 


Gene No. 


76185 




Strand 




Start 


2962 




End 


5180 


Name 


OJ990528_06. 9C03 .C13. o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4305 




End 


4459 


GI 


none 




Score 


153 


. Exons 


4305.. 4439, 4307... 4 459, 


4314 . 


.4439 




„5,e,q.,_No. ? 


,37 0 47 




:„SLe.q,. „ID.. 




Gene,..N.a. 


_ 7 61.81, . _ ...^.„'.... 




.Strand. „ 


_ 


Start 


271 




End 


4443 


Name 


* OJ990528 06.9C03.C14.ol 


• gs 


Method 


GENSCAN 


Start 


271 




End 


4101 


GI 


none 




Score 


.57 


Exons 


271. .356, 1114. .1618, 1638. .1 


829, 2360 


..2478, 2655.-2733, 




3250. .4101 








Seq. No. 


37047 




Seq. ID 


OJ990528_06.9C03.C14 


Gene No. 


76186 




Strand 




Start 


271 




End 


4443 


Name 


OJ990528 06.9C03.C14.ol 


.gp 


Method 


AAT/GAP 


Start 


1331 




End 


1720 


GI 


4880249 




Score 


643 


Exons 


1331. . 1720 








Seq. No. 


37047 




Seq. ID 


OJ990528_06.9C03.C14 


Gene No. 


76186 




Strand 




Start 


271 




End 


4443 


Name 


. OJ990528 06.9C03.C14.ol 


* p P .... 


Method 


AAT/NAP . .. . ..... .. . 


Start V 


"1335 • ■'■ • " • ' :/ 




"End." ;" 


-.44 4 3 " 


GI 


4926870 




Score 


758 • 


Ex oris 


■ 13357.1363, 2763. .4443 








GI Descrip. 


(AC007.509). putative hon- 


-LTR "-retroelement reverse' transcriptase 




• ' [ArabidopsJ-S thalianaj 








Seq. No. 


37047 




Seq. ID 


OJ990528_06.9C03.C14 


Gene No. 


76186 




Strand 




o uar l 


271 




End 


4443 


Name 


OJ990528 06.9C03.C14 .o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2800 




End 


3192 


GI 


none 




Score 


89 


Exons 


2800. .3192, 2828. .3160 








Seq. No. 


37047 




Seq. ID 


OJ990528_06.9C03.C14 



36687 



Gene. No. 76186 

Start 271 

Name OJ990528_06 . 9C03 . C14 . ol . 

Start 3559 

GI none 

Exons '3559.. 3633, 3608.. 3949, 



Strand 
End 

tw Method 
End 
Score 

3634. .3957 



4443 

TBLASTX: Wheat 

3957 

174 



Seq. No. 37047 

Gene No. 76186 

Start 271 

Name OJ990528_06. 9C03.C14 .ol. 

Start 3613 

GI none 

Exons 3613.. 3966, 3617.. 3928, 



Seq. ID 

Strand 

End 

tm Method 
End 
Score 

3838. .3966 



OJ990528_06.9C03.C14 
4443 

TBLASTX: Maize 

3966 

94 



Seq. No. 37047 

Gene No. 76186 

Start 271 

Name OJ990528_06.9C03.C14.ol. 

Start 3622 

GI none 

.Exons..., ^^3&2Z*u^2^-te£.^£QM-~ 



ts 



Seq. No. 37047 

Gene No. 76186 

Start 271 

Name OJ990528_06 . 9C03 . C14 . o3 

Start 4021 

GI none 

Exons 4021.. 4227, 4240.. 4392 



.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_06.9C03.C14 
4443 

TBLASTX: Soybean 

4038 

121 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_06.9C03.C14 
4443 

TBLASTX: Wheat 

4392 

124 



Seq. No. 37048 

Gene No. 76187 

Start 1 

Name OJ990528_06 . 9C03 . C15 . ol . 

Start 1 

GI 2583130 

Exons 1..1002 

GI Descrip. (AC002387) putative non- 
[Arabidopsis thaliana] 

Seq. .No,. . • . 37048 

Gene ' No": / ; 7 6187 • : * - " " * 

Start . 1 • ' ; ' 

Name OJ990528_06 /9C03 . C15 . ol . 

Start • 40 

GI • ' none • % '. 

Exons 40.. 123, 154., 390 



np 



Seq. ID OJ990528_06.9C03.C15 
Strand 

End 1002 

Method AAT/NAP 

End- 1002 

Score 672 



LTR retroelement reverse transcriptase 



tm 



Seq. ID 

Strand " 
' End'-.. 

Method 

End 
.Score 



OJ990528_06.9C03.C15 
■1002 

TBLASTX: Maize 

390 - 

•1-4 2 



Seq. No. 37048 

Gene No. 76187 

Start 1 

Name OJ990528_06.9C03.C15.ol. 

Start 4 6 

GI none 

Exons 46.. 405, 47.. 463 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528_06..9C03.C15 
1002 

TBLASTX: Wheat 

463 

122 



36688 




Seq. No. 


37048 


Seq. ID 


OJ990528 


_06.9C03.C15 


Gene No. 


76187 


Strand 






CM .vf 

b rare 


i 
i 




i n n o 
lUUz 




Name 




}\J[ n 4- W /~s /-J 


rpnT 7\ OrpV « 


Soybean 


otart 


A Q A 


LuQ 


QQC 
OO J 




bl 


none 


Score 


1U 0 




Exons 


AQA 7Q"5 7££ QOc; 
*i O ft . . /Qj/ /DO. . 00 J 








Seq. No. 


37049 


Seq. ID 


OJ990528 


_06.9C03.C16 


Gene No. . 


76188 


Strand 






C +- -i -V--4- 

btart 


0 A 


Htna 


7/17 




Name 


ujyyujzo u o . ybuo . b i o . oi . gs 


Method 


IT 1 \7 O i" 1 7\ M 




btar u 




hjna 


7/17 




bl 


none 


Score 






Exons 


OA n A 7 








o e q * in o . 


^70 
J / UjU 


oeq . ± u 


ri TQ Qfl Ci 9 Q 


u o . yuu j . bl / 


Gene No. 


76189 


Strand 


+ 




Start 


690 


End 


3939 




Name 


OJ990528 06.9C03.C17.ol.np 


Method 


7\ 7\ rp / v f 7\ -n 




otart 


690 


End 








59J7 6M . _ 


Score. 


i m 


_ ™ 


Exons ......... 


. 690... .780,. 1091. ...1603,... 2.067. .. 


.2338,. ..3671 


... ..J / l.o , _ . 


- - ' 


GI Descrip. 


(AF159297) extensin-like protein [Zea 


mays ] 




Oct]. IN O . 


37050 


Seq. ID- 


OJ990528 


UD. :?bU O . b 1 / 


Gene No. 


76189 


Strand 


+ 




Start 


690 


End 


3939 




Name ■ 


OJ990528 06.9C03.C17.ol.tm 


Method 


TBLASTX : : 


Maize 


Start 


2187 


End 


3694 




GI 


none 


Score 


86 




Exons 


2187. .2336, 2188. .2328, 2201 


..2338, 2212. .2337, 


3261. .3362, 



3261. .3362, 3262. .3363, 3449. .3508, 3450. .3506, 3453. .3515, 
3454. .3519, 3592. .3660, 3602. .3688, 3603. .3689, 3603. .3689, 
3604. .3690, 3650. .3694 



Seq. No. 


37050 








Seq. ID 


OJ990528 


_06. 


. 9C03. 


.C17 


Gene No. 


76189 








Strand 


+ 








Start 


690 








End 


3939 








Name 


OJ990528 06. 


.9C03, 


.C17.ol 


.gs 


Method 


GEN SCAN 








Start 


2201 








End 


3908 








GI . . ■■ 


none / . - 








. Score, - . 


.48 . ..... . 








Exons \ 


2201 . .2338, 


3397", 


. .3505., 


-384 i: 


V3908 










Seq. No. 


" 37050 ' * 








Seq.* ID . 


. OJ990528_ 


_06. 


, 9C03 '. 


.C17 


Gene No. - 


76189 








Strand 


+ 








Start 


690 : 








End': 


3939 








Name • 


OJ990528 06. 


>9C03! 


.C17 .ol 


• gp 


Method 


AAT/GAP 








Start 


3587 








End 


3939' 








GI 


2800006 








Score 


570 








Exons 


3587. .3939 


















Seq. No. 


37051 








Seq. ID 


OJ990528_ 


_06. 


, 9C03. 


,C18 


Gene No. 


76190 








Strand 


+ 








Start 


5816 








End 


6021 








Name 


OJ990528 06. 


,9C03. 


.C18 .o3 


. gs 


Method 


GENSCAN 








Start 


5816 








End 


6021 









36689 




GI 


none 




Score 


. 91 






Exons 


5816 . . oU21 












Seq. No. 


37051 




Seq. ID 


OJ990528JD6. 


9C03. 


C18 


Gene No. 


76191 




Strand 








Start 


1072 




End 


4659 






Name 


OJ990528_06 . 9C03 . CI 8 . o2 . 


gs 


Method 


GENSCAN 






Start 


1072 




End 


4659 






GI 


none 




Score 


.8 






Exons 


T A1 O i i n r ICO/" 1/*"/!/" 

1072. .1185, 1526. .1646, 


1705. .3880, 4086. .4659 






Seq. No. 


37051 




Seq. ID 


OJ990528_06. 


9C03 . 


C18 


Gene No. 


76191 




Strand 








Start 


1072 




End 


4659 






Name 


OJ990528_06 . 9C03 . C18 . ol . 


np 


Method 


AAT/NAP 






Start 


J 1Z 1 




End 


3492 






GI 


659834 4 




Score 


78 






Exons 


3127. .3283, 3450. .3492 












GI Descrip. 


(AC002335) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


37052 




Seq. ID 


OJ990528_06. 


9C03. 


C19 


„ Gejie_ No..„„ 


.. „.7 61.92 




.„ Strand^.. 









. Start.... „. . 


. l... .... . : .„. e .: 




. ^ End ..... _ . 


1568^/7777" 






Name 


OJ990528 06 . 9C03 . C19 . ol . 


np. 


. Method 


AAT/NAP 






Start 


1 




End 


1568 






GI 


1015937 




Score 


512 






Exons 


1 . . 1105, 1327 . .1568 












GI Descrip. 


(X91836) extensm class 


1 protein [Vigna unguiculata] 




Seq. No. 


37052 




Seq. ID 


OJ990528_06. 


9C03. 


C19 


Gene No. 


76193 




Strand 








Start 


19 




End 


1839 






Name 


OJ990528 06 . 9C03 . C19 . ol . 


gs 


Method 


GENSCAN 






Start 


19 




End 


1839 






GI 


none 




Score 


. 65 






Exons 


19. .1602, 1681. .1839.. 












Seq. No. 


37053 




Seq. ID 


OJ990528_06. 


9C03. 


C20 


Gene No. 


76194 




Strand 


+ 






Start 


700 




End 


4346 






Name 


OJ990528 06. 9C03.C20.ol. 


gs 


Method 


GENSCAN 






Start 


700 . - • 




. End, . 


4223. . . 






Gi"";; y ' 


none -. - . 




Score 


■ /52 " - : ■ ' 






Exons 


700.. 870, 1084.. 1110, 2018. 


; : 2131, 2 64 7 


..2698, 4054. 


.4223 


Seq. No. 


37053 ■ . 




Seq. ■ ID, 


OJ990528_06. 


9C03. 


C-2 0 


Gene No. 


,7 6194 ■ . # . ■ 




••Strand ■" 


+ " ^ 






Start. - 


700 




End 


4346 






Name 


OJ990528 06.9C03.C20.ol. 


gp 


Method' 


AAT/GAP 






Start 


990 




End 


4346 






GI 


uC-osroM202023hl2bl 




Score 


972 






Exons 


990. .1110, 3958. .4346 












GI Descrip. 


•3785989 8.0e-14 (AC005560) 


unknown protein [Arabidopsis 






thaliana] 1 












Seq. No. 


37053 




Seq. ID 


OJ990528_06. 


9C03. 


C20 


Gene No. 


76195 




Strand 









36690 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

SJtart 

Name _ ' 

Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5811 End 

OJ990528_06 . 9C03 . C20 . ol . tm Method 

3966 End 

none Score 



6211 

TBLASTX: Maize 

4222 

110 



3966. .4067, 3969. .4106, 3970. .4089, 3977. .4105, 4122. .4217, 
4124. .4216, 4126. .4218, 4136. .4222. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990528 06.9C03.C20 



37053 
76195 
5811 

OJ990528_06.9C03.C20.o2.gp 
5811 
2310574 
5811. .5984, 6175. .6211 

3834314 8.0e-36 (AC005679) Similar to gene piOlO 
glycosyltransf erase gi_22574 90 from S. pombe clone 1750 
gb_AB004534. ESTs gb_T46079 and gb_AA394466 come from this 
gene. [Arabidopsis thaliana] 



6211 
AAT/GAP 
6211 
264 



37054 
'76196 
_248 



Seq. ID OJ990528_06.9C03.C21 
Strand + 
„End_ 14_34_ 



684. .877, 958. 



J0 J 9 9 Q 5 2 8J3 .6 ..9.C.0 3. . C ZU o 1 ... jip. 

2'48 

3834314 
248. .410 
(AC00567 
from S 
gb|AA394 

37054 
76196 
248 

OJ990528_06.9C03.C21.ol. tc 

272 

none 



.Method.. 
End 
Score 
1063, 1164. 



AAT/N&EL 

1434 

680 
1434 



9) Similar to gene piOlO glycosyltransf erase gi 12257490 
pombe clone 1750 gb|AB004534. ESTs gb|T46079 and 
4 66 come from this gene. [Arabidopsis thaliana] 



Seq. ID OJ990528_06.9C03.C21 
Strand 
End 

Method 
End 
Score 



+ 

1434 

TBLASTX: Cress 

1065 

187 



272. .412, 2,90. .412, 292. .414, 676. .879, 680. .892, 683.... 862, 
684. .896, 694. .879, 955. .1065, 960. .1064 



Seq. No. 
Gene No. 

Start ■ - 
' Name " : 
Start " ' 
GI * ' " '* 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



37054 Seq. ID 

76196 Strand 
24 8 _ . • _ . .. , End . . 

OJ^0528_06^9C03'.C"21\ ""Method ' 

291 ' " ' End 

2310574 ' ' • Score 

291, .410, 684.. .833 -. - - - . •■ -. 

.383^314 8 ;0e-36 ' (ACO05679) . Similar, to gene piOlO' ' # 
glycosyltransf erase gi_22574 90 from : S. pombe clone 1750 
gb_AB004534. ESTs gb_T4 6079 "and gb_AA394466 come from this 
gene. [Arabidopsis thaliana] 



OJ990528_06.9C03.C21 
+ 

1434 ' 
~AAT7GAP • " 
833 

"476 : " :: "~ • ' " 



37054 Seq. ID 

76196 Strand 

248 End 

OJ990528 J)6 . 9C03 . C21 . ol . gs Method 

294 End 

none Score 



OJ990528_06.9C03.C21 
+ 

1434 

GENSCAN * 

1315 

.77 



36691 



Exons 


Zyfi . . 41 J.U, OOfJ . . O / / , 


yDo . 


. 1 UDj/ 1 104 . . 


1 Ol c 

1 J J. J 


beq. no. 


J / U 0 ft 




Cozy T Pi 

beq. lu 


ujyyuozo ub.ycuj 


Gene No. 


76196 




Strand 


+ . - 


Start 


248 




End 


1434 


Name 




. Ol . 


ts jxieLnoQ 


i Dj_i/\b i a : boyoean 


o tart 


P 0 1 
oz / 




bna 


1 J Iz 




none 




Score 




Exons 


o z / . . o y z , y do . . iudo / 


QCC 

y do 


. . iudo , you . . 


imo 1 1 CO 1 OQQ 

iu/y, iioz..izyy, 




I 1 £^ 1 "51 0 

II DO . . 1 J1Z 








Seq. No. 


37054 




Seq. ID 


OJ99.0528_06.9C03 


Gene No. 


76196 




Strand 


+ 


Start 


248 




End 


1434 


Name 


OJ990528 06.9C03.C21 


.ol. 


tm Method 


TBLASTX: Maize 


Start 


1193 . 




End 


1359 


GI 


none 




Score 


216 



Exons 

Seq. No. 
Gene No. 
■Start 



..N.ame_ 

Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start, 
Name - ■ : "~ 
Start " 
GI 

Exons 

Seq." No.. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 

GI Descrip. 



1193. .1333, 1193.. 1333, 1288. .1359 



37055 
76197 

206 -- 



Seq. ID 
Strand 

End , , ; 



OJ990528_06.9C03.C23 

+ 

.7 52 



. OJ:.9;9D.5.2.8_0.6...aC.O 3... C.2.3,. ol. .,gs . - 
206 
none 

206. .483, 576. .752 



...Method ..GENSCM, 

End 752 
Score .66 



OJ990528 06.9C03.C26 



37056 
76198 
276 

OJ990528_06.9C03.C26.ol.gp 
276 

uC-osrocyp016c08al 
276. .468 

'3834314 8.0e-36 (AC005679) Similar to gene piOlO 
glycosyltransf erase gi_2257490 from S. pombe clone 1750 
gb_AB004534. ESTs gb__T46079 and gb_AA394 4 66 come from this 
gene. [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



468 

AAT/GAP 

468 

330 



37057 Seq. ID 

76199 Strand 

4 04 . . , . . End 

'6J99'0'52 T 8_(36 ;9C03\ C27 Vol I'qs : :: '^Method 7 * : 

' 404 ' . End . 

none ~* - — -. - score 

404. .505,* 1574. .1603 *:.- - • 



OJ990528_06.9C03.C27 

+ 

1603 , . 

GENSCAN * " ; ' " 
1603 '' ' ' ' " ~ 



37057 - .. Seq., ID OJ990528_06.9C03.C27 

76200 Strand + . 

2237 End 4961 

OJ990528_06. 9C03.C27 .ol.np Method AAT/NAP 

2237 End 4934 

3608147 Score 389 

2237.. 2314, 2911.. 3204, 3312.. 3410, 4242. .4523, 4797. .4934 
(AC005314) putative chloroplast RNA binding protein precursor 
[Arabidopsis thaliana] 



36692 




Seq. No. 


37057 








Seq. ID 


OJ990528_06.9C03 


.C27 


Gene No. 


76200 








Strand 


+ 




btart 


j / 








End 


4961 




Name 


ujyyuozo uo 




CO 1 /^O 

. bz / . Oz 


.gs 


Method 


GENSCAN 




btart 


Zo / 0 








End 


4961 




bl 


none 








Score 


.85 




Exons 


ZO / J. . OZ U *i , 


JJIZ 


i n 


AO AO 
4 Z ft Z 


..4523, 4797. .4961 




Seq. No. 


37057 








Seq. ID 


OJ990528_06.9C03 


.C27 


Gene No. 


76201 








Strand 






o tar t 


Do y 0 








End 


7374 




Name 


ujyyuozo uo 


. ybuo 


. Lz / . Oo 


. gs 


Method 


GENSCAN 




btart 


j 0 y 0 








End 


7374 




bi 


none 








Score 


.59 




Exons 


CQQO CQ1 

Doi7j . . o y ± 0 , 


/ j 1 y 


. . / O / 4 










Seq. No. 


37058 








Seq. ID 


OJ990528_06.9C03 


.C28 


Gene No. 


76202 








Strand 


+ 




C +- 

otarL 


992 








End 


2210 




Name 


OJ990528 06 


. 9C03 


poo « 1 
. bzo . Ol 


.gs 


Method 


GENSCAN 




Start 


992 








End 


2160 




G I 


none 








&qore_._ 


.6 . 




.Exons. .... 


_ 9 9.2... .1.14 8,,, .1.2,4 2.... 


i 0 r\ 0 


t c n "3 


..2.i6.a.„ _; r „ 




— * - 


Seq. No. 


37058 








Seq. ID 


OJ990528_06.9C03 


. C28 


Gene No. 


76202 . 








Strand 


+ 




Start 


992 








End 


2210 




Name ■ 


OJ990528 06 


. 9C03 


,C28.ol 


.np 


Method 


AAT/NAP 




Start 


1529 








End 


2210 




bi 


6017119 








Score " 


519 




Exons 


1529. .2210 














GI Descrip. 


(AC009895) unknown protein [Arabidopsis thaliana] 




beq. No. 


37058 








Seq. ID 


OJ990528_06.9C03 


.C28 


Gene No. 


76202 ' 








Strand 


+ 




Start 


992 








End 


2210 




Name 


OJ990528 06 


. 9C03 


C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1570 








End 


2032 




C T 

bl 


none 








Score 


179 




Exons 


1570. .1626, 


1571 


. 1654, 


1640 


.1669, 1666.. 1791, 1667. .1819, 




1712. .1819, 


1906 


.2016, 


1907 


.2029, 1931.. 2032 




S'eq/'*Nov* "~ 


"■•'3705 : 8--'"' : - r " 








; Seq*.'"- ID " 


OJ99iD528^06 . 9C03* 


rcT28" 


Gene No". 


' 76202 








Strand' 


+ ' 




otart 


" ' 992 " '" 








"End' ■* 


2210 •' r 




Name * 


OJ990528 06 


.'9C03 


C28.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


,1925 








End 


£146 . . " 




bl 


none 








Score 


203 




Exons 


1925. .2146, 


1927. 


.2139 










o e q . IN o . 


37058 








Seq. ID 


OJ990528_06.9C03 


.C28 


Gene No. 


76202 








Strand 


+ 




Start 


992 








End 


2210 




Name 


OJ990528 06 


. 9C03. 


C28.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1927 








End 


2181 




GI 


none 








Score 


302 




Exons 


1927. .2181, 


1928. 


.2179 











36693 




Seq. No. 


37059 


Seq. ID 


OJ990528_06.9C03 


.C29 


t^ene wo . 


icon; 


Q 4- — — -1 

otrana 


T 






71 


bna 


OZU 




Name 


nTGQn^9R cirri "3 poo 
ujyyuozo uo . ycu j . c/y . oi . 9s 


Method 






otart 




hna 


7 9 Pi 

oZ U 






none 


Score 


Q 1 

. yi 




Exons 


"71 1 f)/1 1 QC 99 H 








Seq. No. 


37060 


Seq. ID 


OJ990528_06.9C03 


.C30 


uene ino . 


7 9 n 4 


otrana 






otan 


ZD*! 




79 

/ Z 0 b 




Name 


ujyyuozo ub . yuuj . oou . 01 . gs 


Method 






otdit 




bna 


/ CC7 




PIT 




Score 


q 




Exons 


9£4 9J59 1 1 R7 l 97/1 oaqo 
Z t>4 . . ZOj, 110 / . . iz / 4 , juyz . . 


■DCQQ yi 1 on 

jo o y , 4 1 o u < 


yi c C7 




Seq. No. 


37060 


Seq. ID 


OJ990528_06.9C03 


.C30 


taene no . 




otrana 






otart 


Z 04 


Lna 


79CC 
/ Z 0 D 




Name 


ujyyuozo uo.youo.uju.01.es 


Metnoa 


TBLASTX : Soybean 




Q-uart 


1191 




oZ bZ 




- p> T ■ 


„non ; e , . 


Score...... . 


1 A/" 

.1,0 6 „ ,. 




Exons 


nyi..izyo, ouyz..ozbz, juyj 


. . JzbU 






Seq. No. 


37060 


Seq. ID 


OJ990528_06. 9C03 


.C30 


Gene No. 


76204 


Strand 








Z t>4 


End 


7256 




Name 


ujyyuozo ub. yuuj.uou.oi.np 


Method 


AAT/NAP 




o car l 


I 1 Q7 

I I y / 


End 


7256 




Ul 


do y y 0 y o 


Score 


307 




Exons 


1 1 Q7 1977 "3009 QQO/ 

iiy / . . iz / / , ouyz. .JJZ4, jfto/ 


..3589, 4180. .4523, 7218. .7256 


GI Descrip. 


[ALtijoo^z) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


37060 


Seq. ID 


OJ990528_06.9C03 


.C30 


Gene No. 


76204 


Strand 






Of 2 >-4- 


9 £4 
Z Dfl 


End 


7256 ' 




Name 


r»TQQnR9Q n£ cirri"} pth rt i 
ujyyuozo ud. ycuj.cju.oi.tni 


Method 


TBLASTX: Maize 




Of 3 v-+- 


1 Ol "3 _ 

1Z 1 J 


End 


3365 






none 


Score 


96 




Exons 


1 91 O 1 97c 191 c 1 9 Q H TAiTQ 

1Z1J..1Z/0, 1Z1D..1ZoU, JUbo 


..3268, 3089. .3262, 3226. .3267, 




jjz j . , ojdo f ooz / . . jjoy, _ o o z ./. 


..3365 






Qr^ri Ma 
O fcJ Cj . IN U • 


O / U D 1 


Seq. ID 


OJ990528_06. 9C03, 


.C3l" 


"Gene No . 


76205 ' • * ' ' ' '"" 


Strand 


+ ' 




- Start 


1 - - 


. End 


3973 




Name 


OJ9.90528 06.^C03.C31.ol.np • 


.. Method 


AAT/NAP' 




bt art 


' 1 


End 


3973 






765323 


Score 


63 




Exons ■ 


1. .24/ .752. .840, 1066. .1476, 


3855.. 3973 




GI Descrip. 


(S74439) silk fibroin heavy . 


chain {C-terminal} [Bombyx 






mori=silkworms, Peptide Partial, 633 aa 


1] [Bombyx mori] 




Seq. No. 


37061 


Seq. ID 


OJ990528_06. 9C03. 


,C31 


Gene No. 


76206 


Strand 






Start 


206 


End 


6563 




Name 


OJ990528 06.9C03.C31.ol.gs 


Method 


GENSCAN 





36694 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
^GL^Descrip,, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

.Start. _ . L: _ 
"Name 7 "./" ;"~ 

Start 

GI* '•• 
. Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



206 
none 

206.. 339, 1034.. 1378, 1593. 
6518. .6563 

37062 
76207 
482 

OJ990528JD6 . 9C03 . C32 . ol . np 
482 

6016696 

482. .840, 2742. .2772 
(AC009991) unknown protein 

37062 
76208 
1 

OJ990528_06 . 9C03 . C32 . o2 . np 
1 

6721547 

1..180, 1859. .1943 

JMGQljn3J_$i^ 

37062"* " *" 

76208 

1 

OJ990528_06. 9C03 .C32 . ol . gs 
34 

none 

34. .182, 215. .302, 426.-835 

37063 
76209 
2534 

OJ990528_06 . 9C03 . C33 . o2 . gs 

2534 

none 

2534. .2580, 3316. .3541 

37063 
76210 

14 948.- . 
" aj"9 90 5 : 2 8_06 : : '9C0 3\ C3 3 . : o7 : gs" : 
14 948 ■ _ 

none ' ' ' ' f 
14 94 8. .:15009, 15112. .152 99, . 

37063 
76211 
18380 

OJ990528_06.9C03.C33.o8.gs 

18380 

none 

18380. . 18631 

37063 
76212 



End 6563 
Score . 62 
1620, 2276.. 2306, 3826.. 3982, 



Seq. ID OJ990528_06.9C03.C32 

Strand + 

End 2772 

Method AAT/NAP 

End 2772 

Score 214 

[Arabidopsis thali a] 

Seq. ID OJ990528_0 ~ ' 03.C32 
Strand 

End 1943 

Method AAT/NAP 

End 1943 

Score 82 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score . 



OJ990528_06.9C03.C3'2 

1943 
GENSCAN 
835 
.73 



+ 

3541 
GENSCAN 
3541 
.98 



jo. 9C03.C33 



Seq. ID OJ990528_06.9C03.C33 
Strand 4 

End. . .. I 6804. \ . .. - . ..- •: 
-'"'Method" r " r - GENSCAN : - - — " 

. End : 16804 _ 
'"Score '.'4 4 ~" 
15397 ... .15510,. -16-707 . ..,1680-4 - — 

Seq. ID* OJ990528_06.9C03.C33 

Strand + 

End 18631 

Method - GENSCAN 

End 18631 . 

Score .89 



Seq. ID OJ990528_06.9C03.C33 
Strand + 



36695 



Start 27149 End 27435 

Name OJ990528_06 . 9C03 . C33 . oil . gs Method GENSCAN 

Start 27149 End 27435 

GI none Score .89 - 

Exons 27149. .27242, 27284.. 27435 

Seq. No. -'37063 Seq.- ID OJ990528_06.9C03.C33 

Gene No. 7 6213 Strand + 

Start 31610 End . .32510 

Name OJ990528_06 . 9C03 . C33 . o5 . np Method AAT/NAP 

Start 31610 End 32510 

GI 2245139 Score 758 

Exons 31610. .32510 

GI Descrip. (Z97344) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 37063 Seq. ID OJ990528_06.9C03.C33 

Gene No. 76214 Strand 

Start 1 End 859 

Name OJ990528_06 . 9C03 . C33 . ol . np Method AAT/NAP 

Start 1 End 761 

GI 3236256 Score 163^ 

Exons_ ; 1, ..;2Q,_'5_62 ^.1$ 1_\ ... __; 

.GI ,,Descrip.. ... , (.AC 0.04,6 8.4 ) .putative.- C2.H2-t„ype .zinc .fing.er.' protein ..[Arabidopsis. 
thaliana] 

Seq. No. 37063 Seq. ID OJ990528_06.9C03.C33 

Gene No. 76214 Strand 

Start 1 End 859 

Name OJ990528_06 . 9C03 . C33 . ol . gs Method GENSCAN 

Start 278 End 859 

GI none Score . 98 

Exons 278. .859 

Seq. No. 37063 Seq. ID OJ990528_06.9C03.C33 

Gene No. 76215 Strand 

Start 1208 End 7207 

Name ■ OJ990528_06 . 9C03 . C33 . o2 . np Method AAT/NAP 

•'Start 1208 " ' End 7207 

GI 3461846 Score 1066 

Exons 1208. .1305, 4128. .5502, 7182. .7207 

GI Descrip. (AC005315) putative SCARECROW gene regulator [Arabidopsis 

...... -thaliana ]. - -. ' . . . "\ ■ ... . . „ . . . . . 



Seq. No. 37063 'Seq..TD- OJ990528_06.9C03.C33 

Gene' No: **■ ' T6215" " * " r " ' ~' ^Strand ". r - ' """"'^ ~ T, ""- : 

Start. 1208- End .--.-7207.- 

Name' ". . O\J990528_06 . 9C03 . C33 . o3 . gs Method ■ GENSC 7 " * ' 

Start 4126 End ' 6036 

GI none Score .96 

Exons 4126.. 6036 

Seq. No. 37063 Seq. ID OJ990528_06.9C03.C33 

Gene No. 76216 Strand 

Start 7355 End 7632 

Name OJ990528_06 . 9C03 . C33 . o4 . gs Method GENSCAN 

Start 7355 End 7632 

GI none Score . 8 



36696 




Exons 


7355. .7414, 7558. .7632 










Seq. No. 


37063 


Seq. ID 


OJ990528_06. 


.9C03 


.C33 


Gene No. 


76217 


Strand 








Start 


9227 


End 


10973 






Name 


OJ990528 06.9C03.C33.o5.gs 


Method 


GENSCAN 






Start 


9227 


End 


10973 






GI 


none 


Score 


. 75 






Exons 


9227.. 9246, 9589.. 10330, 10620.. 10973 








Seq. No. 


37063 


Seq. ID 


OJ990528JD6. 


. 9C03 


.C33 


Gene No. 


76218 


Strand 








Start 


11091 


End 


13863 






Name 


OJ990528 06.9C03.C33.o6.gs 


Method 


GENSCAN 






Start 


11091 


End 


13863 






GI 


none 


Score 


.95 






Exons 


11091. .11560, 13018. .13258, 


13705. .13863 






Seq. No. 


37.063 


Seq. ID 


OJ990528_06, 


, 9C03 


. C33 


Gene No. . 


76218 


Strand 








Start 


11091 


End 


13863 






Name.,..., 


.1. 0 J9:905 2 LB JDI 6 3,.;„Q3,3...p 3. f np_ 


__Jfethod : 


„AAT/NA.P„; 






atar,t._ 


..11.0.94 .... - . l ...X- 


_ End.,.. ..." 


. 11833.. ^ .„ ... ... 






GI 


6967112' 


Score 


339 " 






Exons 


11094. .11556, 11643.. 11863 










GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 






- 

Seq. No. 


37063 


Seq. ID 


OJ990528_06, 


. 9C03 


.C33 


Gene No. 


76219 


Strand 








Start 


18919 


End 


20947 






Name 


OJ990528 06.9C03.C33.o4 .np 


Method 


AAT/NAP 






Start 


18919 


End 


20947 






GI 


6498436 


Score 


50 






Exons 


18919. .19168, 20908. .20947 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


37063 


Seq. ID 


OJ990528_06. 


.9C03 


.C33 


Gene No. 


76220 


Strand 








Start 


23524 


. End 


24713 






Name 


OJ990528 06.9C03.C33.ol0.gs 


Method 


GENSCAN 






Start 


23524 


End 


24713 






GI 


. none. ..- ■ . .. , ..... . 


. , Score 


^;78 .. • 






Exons '' 


~" 2 3 5 2 4 v : "2 3"5 39 , r ~2l 602 T". 23 6 : 7T; ' 


'24338'/. 24 713" 






Seq. No / ' " 


370'63" ' ' ' 


"' Seq. ID 


OJ990528_06; 


;'9'C03TC33"' 


Gene No.. — 


7 6221 . - - -■- • 


Strand 








Start ■■ 


'28447 


End 


30837 . . 






Name 


OJ990528 06.9C03.C33.o4.tc 


Method 


TBLAST.X; Cress 




Start 


557 


" End 


665 ' 






GI 


none 


Score 


70 






Exons 


557. .664, 585.-665 










Seq. No. 


37063 


Seq. ID 


OJ990528_06, 


. 9C03 


.C33 


Gene No. 


76221 


Strand 








Start' 


28447 


End 


30837 






Name 


OJ990528 06. 9C03.C33.o7. tm 


Method 


TBLASTX: Maize 




Start 


557 


End 


674 







36697 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

J5,e,ne_Np^ 
..Start. . 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

557.. 673, 567.. 674 

37063 
76221 
28447 

OJ990528_06. 9C03 . C33 . 06 . ts 

560 

none 

560. .676, 567. .674 

37063 
76221 
28447 

OJ990528_06 . 9C03 . C33 . o2 . tw 

4007 

none 

4007. .4036, 4123. .4263, 4129. 
4232. .4381, 4278. .4382 

37063 

7 62 21 - ' ' ' - : ■• -■■ ----- ' 



284 47 . 

OJ990528_06.'9C03.C33.o3. tc 

4114 

none 

4114. .4230, 4132. .4323, 4133, 

37063 
76221 
28447 

OJ990528_06. 9C03 . C33 . ol . ts 

4121 

none 

4121. .4642, 4132. .4644, 4441. 
4700. .4810 



Score 151 



Seq. ID OJ990528_06.9C03.C33 
Strand 

End 30837 

Method TBLASTX : Soybean 

End 67 6 

Score 109 



Seq. ID OJ990528_06.9C03.C33 
Strand 

End 30837 

Method TBLASTX : Wheat 

End 4382 

Score 67 

.4224, 4130. .4231, 4231. .4380, 



Seq. ID OJ990528_06.9C03.C33 
Strand - -' - 

. 3 0.8 3 7 , _ 



. End... 

Method TBLASTX : Cress 

End 4323 

Score 78 
.4321 

Seq. ID OJ990528_06. 9C03.?33 
Strand 

End 30837 

Method TBLASTX : Soybean 

End 4812 

Score 358 
."4674, 4672. . 4809, 4693.. 4812, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI;y" - " 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



37063 
76221 
28447 

OJ990528_06. 9C03.C33.ol. tm 

.4132.. .... . . .... • . . , -. v 

none ~ ' r ~ ' ." * ' ' — 

4*132. .4 644 / 4 133 4387, " 4214 . 
4 6 6 6 . 501 0*, "4 69 3' 5040, 4700, 



37063 '*■ 

76221 

28447 

OJ990528_0 6. 9C03 . C33 . ol . tc - 

4324 

none 

4324. .4644, 4325. .4387, 4484. 
4769. .4876, 4867. .5103, 4991. 

37063 
76221 



Seq. ID OJ990528_06.9C03.C33 
Strand 

End 30837 
Method TBLASTX : Mai ze 
End_ . .5041 . .. . : _ .. 

Score" '-"252- :™ 
.4666," 4285. .4665, 4593. .46.67, 

Seq. ID OJ9905"28_06. 9C03.C33 

Strand - 

End 30837 

Method TBLASTX : Cress 

End 5104 

Score 7 6 

.4642, 4693. .4863, 4700. .4744, 
.5104 

Seq. ID OJ990528_06.9C03.C33 
Strand 



36698 




Start 


28447 




End 


30837 




Name 


/-x -r rt rt rt r* rt rt f\ j~ rt *»■. rt ~\ —i 

OJ990528_06. 9C03.C33 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


4822 




End 


5259 




GI 


none 




Score 


247 




Exons 


4822 . . 5259 










Seq. No. 


37063 




Seq. ID 


OJ990528J)6.9C03. 


C33 


Gene No. 


76221 




Strand 






Start 


28447 




End 


30837 




Name 


OJ990528 06.9C03.C33 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


5042 




End 


5277 




GI 


none 




Score 


155 




Exons 


5042.. 5269, 5047. .5274, 5051 


..5242, 5064. .5276, 5065. .5277 


Seq. No. 


37063 




Seq. ID 


OJ990528_06. 9C03. 


C33 


Gene No. 


76221 




Strand 






Start 


28447 




End 


30837 




Name 


OJ990528 06.9C03.C33 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


9665 




End 


11204 




GI 


none 




Score 


258 




Exons 


9665. .9730, 1067 9 .. 10957 , 10680 .. 1097 3, 


10684. .10959, 








.11201--- 








Seq. No. 


" v"--'--^ 

37063 




Seq! ID 


OJ990528JD6. 9C03\ 


~C33 


Gene No. 


76221 




Strand 






Start 


28447 




End 


30837 




Name 


OJ990528_06. 9C03.C33 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11283 




End 


11586 




GI 


none 




Score 


87 




Exons 


11283. .11462, 11284. 


.11457, 


11457. .115E 


15, 11458.. 11586 




Seq. No. 


37063 




Seq. ID 


OJ990528_06. 9C03. 


C33 


Gene No. 


76221 




Strand 






Start 


28447 




End 


30837 




Name 


OJ990528 06.9C03.C33 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11347 




End 


11567 




^GI 


none 




Score 


244 




Exons 


11347. .11562, 11349. 


.11567, 


113*49.. 11561 




Seq. No. 


37063 




Seq. ID 


OJ990528_06. 9C03. 


C33 


Gene No. 


76221 




Strand 






Start .'. . 


. 28447 . • 




End 


30837,. . ... 




Name 


- ' OJ990528 • 06.-9C03.C33 


; o 6 . t m 


Method" ' 


' TBLASTXTMafze' ~ " 




Start 


11640" "- * ' 




' End - 


11792 ' ■ " 




GI' " T 


none ' 




Score V 


162 "" ■ ' 




Exons * 


. 11640. .11684, 11642. 


.11689, 


11682. .117 92, - 11 687. -.117 91,.- 






, 11694 . .11792 • 










Seq. No. 


37063 




Seq. ID 


OJ990528_06. 9C03. 


C33 


Gene No. 


76221 




Strand 






Start 


28447 




End 


30837 




Name 


OJ990528 06.9C03.C33, 


. ol2 . gs 


Method 


GENS CAN 




Start 


28447 




End 


30837 




GI 


none 




• Score 


.41 




Exons 


28447. .28476, 28551., 


.28682, 


28688. .28798, 2 9331 .. 294 94 , 





30795. .30837 



36699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37063 
76222 
31879 

OJ990528_06. 9C03.C33.ol.tw 

31879 

none 

31879. .31932, 3187 9 .. 32013, 
32080. .32193, 32081.. 32188 

37063 
76222 
31879 

OJ990528_06. 9C03 . C33 . o5 . ts 

31879 

4437059 

31879. .32013, 31907 .. 32065, 
2583112 5.0e-33 (AC002387) 
[Arabidopsis thaliana] 



Seq. ID OJ990528_06.9C03.C33 
Strand 

End 32446 

Method TBLASTX: Wheat 

End 32193 

Score 60 
31907. .32083, 31907 .. 32083, 



Seq. ID OJ990528_06.9C03.C33 
Strand 

End 32446 
Method TBLASTX : Soybean 
End 32065 
Score 205 
31907.. 32053 
putative PDl-like DNA-binding protein 



Seq. No. 


37063 




Seq. ID 


OJ990528_06. 9C03 


C33 


Gene No. 


76222 




Strand 






Start - ■ 


...» 11§7 9' V 


„"„ : WJ . , " 


- End 


32446 - - 




Name J . , I 


; „ 0 J 9 9 0.5,2 8. Q. 6 ' 9 C 0 3"...C3 .3 . 


64.. 'tm.. 


. . Method..... 


..TBLASTX,: Maize 




Start 


31879 




End 


32229 




GI 


none 




Score 


190 




Exons 


31879 .. 32013, 31907. 


3208 9, 


.31913. . 320? 


30, 32075. .32188, 






32086 . . 32229 










Seq. No. 


37063 




Seq. ID 


OJ990528_06. 9C03 


C33 


Gene No. 


76222 




Strand 






Start 


31879 




End 


32446 




Name 


OJ990528 06. 9C03.C33 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


31879 




End 


32125 




GI 


none 




Score 


67 




Exons 


31879. .31947, 31879. 


32013, 


31907. .32092, 32066 .. 32125, 






32080. .32124 










Seq. No. 


37063 




Seq. ID 


OJ990528_06. 9C03 


C33 


Gene No. 


76222 




Strand 






Start 


31879 




End 


32446 




Name 


OJ990528 06.9C03.C33 


o4 . ts 


Method 


TBLASTX: Soybean 




Start /. . 


32066. : : 




End . . 


32446.-. : . 




GI ' ' 






" / Score""; 


• 16 jj- -v:::ir.r".--..-."r - 




Exons 


" 32066. .32188, "32068.-, 


32337, 


"32234 . ".32296, '32 411.'. 32446* 




GI*"*Descrip; 












Seq. No. 


■3*7064 




Seq. ID 


OJ990528_06..9C03 


C34 


Gene No. 


76223 ■ 




Strand 






Start 


338 




End 


1171 




Name 


OJ990528 06.9C03.C34 


ol . gs 


Method 


GENSCAN 




Start 


338 




End 


1171 




GI 


none 




Score 


.65 . 




Exons 


338. .715, 1011. .1171 










Seq. No. 


37064 




Seq. ID 


OJ990528_06. 9C03 


C34 


Gene No. 


76223 




Strand 






Start 


338 




End 


1171 





36700 




Name OJ990528_0 6 . 9C03 . C34 . ol , 

Start 864 

GI none 

Exons 864.-923, 866.. 931, 866, 
1027. .1146, 1050. .1163, 

Seq. No. 37065 

Gene No. 76224 

Start 298 

Name OJ990528_06 . 9C03 . C35 . ol . 

Start 153 

GI none 

Exons 153.. 218, 153.. 212, 160. 

337. .450, 400. .447, 538. 

Seq. No. 37 065 

Gene No. 76224 

Start 298 

Name OJ990528JD6 . 9C03 . C35 . ol . 

Start 298 

GI none 

JiLxpjaS-. 298, . 458, ; 576,. .7 2£,_24 6... 

,„ ....v. ... 2112 ...723,86,,. 2.929.... 3A66,,., 

Seq. No. 37066 

Gene No. 76225 

Start 359 

Name OJ990528_06 . 9C03 . C36 . ol . 

Start 359 

GI none 

Exons 359.. 490 



tm Method TBLASTX : Maize 

End 1163 

Score 4 9 
.925, 873. .932, 999. .1055, 1003. .1056, 
1113. .1160 

Seq. ID OJ990528_06.9C03.C35 

Strand 
- End 4530 
tm Method TBLASTX: Maize 

End 715 

Score 4 9 
.219, 286. .342, 290. .343, 314. .433, 
.660, 548. .715 

Seq. ID OJ990528_06.9C03.C35 
Strand 

End 4530 
gs • Method GENSCAN 

End 4530 

Score .75 

;.jnil^a^2.L..,am9.,„a£8^.„..Xm/..: 

34 3A....354 6.,. .4,4.1.9... ..4.5.30 ^ _ 



Seq. ID OJ990528_06.9C03.C36 

Strand 

End 4 90 

Method GENSCAN 

End 4 90 

Score .93 



gs 



Seq. No. 37067 Seq. ID OJ990528_06.9C03.C37 

Gene No. 7 6226 Strand + 

Start 314' End 424 

Name OJ990528_06 . 9C03 . C37 . ol . gp Method AAT/GAP 

Start 314 End 424 

GI 5867_1.R1084 Score 147 

Exons 314 . .424 

GI Descrip. ' 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 

ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 
- -CARRIER PRQTEIN .9) (UBCAT4B) >gi 421857 pir . S32674 . . 

.■•""——•■■"^ *&V3."2 : ."i9-) : ' UBCS-' : ^ftrabi3opsi3 

' ? 'thaliana : >gi_297884_emb_CAA787 14^. " (Z14990)' ubiquitin conjugating 

\/' enzyme "homo log" [ Arab idopsis t ha liana ]. >gi_34-921L (1700639)" 

ubiquitin ■ conj ugating enzyme [Arabidopsis ■ ..-.=. . 



Seq. No. 37068 

Gene No. 76227 

Start 87 

Name OJ990528_06 . 9C03 . C38 . ol . gp 

Start 87 

GI 4880249 

Exons 87.. 112, 325.. 573 

Seq. No. 37068 

Gene No. 76228 



-Seq.- ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990528_06.9C03.C38 
+ 

573 

AAT/GAP 

573 

446 



OJ990528 06.9C03.C38 



36701 



Start 
Name 
Start 
GI 

Exons 



134 End 

OJ990528_06 . 9C03 . C38 . ol . gs Method 

134 End 

none Score 
134. .491 



• 



491 

GEN SCAN 

491 

.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

„£xpjis__ r 



37069 
76229 
1 

OJ990528_06. 9C03 . C4 0 . ol . np 
1 

6714272 
1..305, 409. .441 

(AC017118) F6N18.8 [Arabidopsis thaliana] 



Seq. ID OJ990528_06.9C03.C40 

Strand + 

End 441 

Method AAT/NAP 

End 441 

Score 283 



37069 
76229 
1 

OJ990528_06. 9C03. 
79 

none 

J 3 M . 1 4 7 J3JL. ,30&,. 



Seq. No. 


37069 


Gene No. 


76229 


Start 


1 


Name 


OJ990528 


Start 


86 


GI 


none 


Exons 


86. .169, 


Seq. No. 


37069 


Gene No. 


76229 


Start 


1 


Name 


OJ990528 


Start 


87 


GI 


none 


Exons 


87. .308, 


Seq. No. 


37069 


Gene No. 


76229 


Start . 


.. 1 ■ ... ... 


NamiT* ; : \ 


:;::r 6j990528~ 


Start' 


- 87 : - \ 


GI ' 


. ' none * ■ '■* 


Exons 


• '87. .224, 


Seq. 'No. 


- 37069 


Gene No. 


76229 


Start 


1 


Name 


OJ990528 


Start 


90 


GI 


none 


Exons 


90. .305 


Seq. No. 


37070 


Gene No. 


76230 



Seq. ID OJ990528_06.9C03.C40 

Strand + 

End 441 

C4 0.ol.ts Method TBLASTX : Soybean 

End 308 

Score 53 



Seq. ID OJ990528_06. 9C0'3.C4'0 

Strand + 

End 4 41 

Method TBLASTX : Cress 

End 308 

Score 57 



.C40.ol. tc 



95. .304 



.C40.ol. tm 



;C4'G" ol". tw r 



M. .221, ■ 95. .223 



.C40.ol.gs 



Seq. ID OJ990528_06.9C03.C40 

Strand + 

End 4 41 

Method TBLASTX : Mai ze 

End 308 

Score 343 



Seq. ID 
Strand 
.End .... 
Method*"'" 
End 

Score"" . 



Seq.' 'ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990528_06.9C03.C40 
+ 

4.41. _ ... 

TBLASTX : Wheat 
'224' ' 
217 ' ' : ~ - "'• 



OJ990528_06. 9C03.C40 
+ 

441 •■ 
GENSCAN 
305 
.87 



OJ990528_06.9C03.C42 
+ 



36702 



Start 


57 












End 


C O "7 

53 7 




Name 


OJ990528 


06. 


9C03 


. C42 


. ol 


.gs 


Method 


GEN SCAN 




Start 


57 












End 


C *D 1 

S3 I 




GI 


none 












Score 


. 54 




Exons 


57 . . 537 


















Seq. No. 


37071 












Seq. ID 


OJ990528_06:9C03 


.C44 


Gene No. 


76231 












Strand 


+ 




Start 


179 












End 


c o 

35 3 




Name 


OJ990528 


06. 


9C03 


. C44 


. ol 


.gs 


Method 


GENSCAN 




Start 


179 












End 


353 




GI 


none 












Score 


. 5 




Exons 


179 . . 353 


















Seq. No. 


37072 












Seq. ID 


OJ990528_06.9C03 


.C46 


Gene No. 


76232 












Strand 


+ 




Start 


93 












End 


A T A 

414 




Name 


OJ990528_ 


_06. 


9C03 


.C46 


. ol 


.gs 


Method 


On\1(^ /~i TV XT 

GENSCAN 




Start 


93 












End 


414 




GI 


none 












Score 


. 62 




Exons 


93. .414 


















— — — 

Seq. N.o. _ 


~ .~ 

..... ,"3707.3. 












^...Se.q.^ JED. . 


. 0J9 9 0 5.25^.0.6.,. 9_CQ.3„ 




Gene No. 


76233 












Strand 


+ 




Start 


290 












End 


555 




Name 


OJ990528 


_06. 


9C03 


.C47 


.ol 


.np 


Method 


AAT/NAP 




Start 


290 












End 


555 




GI 


3695384 












Score 


94 




Exons 


290. .555 



















GI Descrip. (AF096370) contains " similarity to the helix-loop-helix 



DNA-binding domain (Pfam: PF00010 HLH, E-value: 0.0046) 
[Arabidopsis thaliana] 





Seq. No. 


37073 










Seq. ID 


OJ990528 


_06. 


9C03. 


C4 7 




Gene No. 


76234 










Strand 












Start 


261 










End 


467 










Name 


OJ990528 


_06. 


9C03.C47 


ol 


.gs 


Method 


GENSCAN 










Start 


261 










End 


467 










GI 


none 










Score 


.46 










Exons 


261. .467 






















Seq.. No. . 


37074 . . 










Seq. ID, . 


, OJ990.528 


J>6. 


9C0.3. 


C4 8 




*- Gene" No . " 


■ : " : 76235 ~- 










" r vst rand - ' 












Start' 


" 267 










End 


588* ' 










Name 


: OJ9905'28 


_06. 


9C03YC4B 


? 61 


.gs " 


/""Method 


GENSCAN* ' 










Start '■ 


267 










. End • 


588- 










GI 


none"; 










Scpre" " " 


.65" 










1 Exons ' 


267, .588 






















Seq. No. 


37075 










Seq. ID 


OJ990528 


_06. 


9C03. 


C49 




Gene No. 


76236 










Strand 












Start 


77 ' 










End 


658 










Name 


OJ990528 


_06. 


9C03.C49 


ol 


.gs 


Method 


GENSCAN 










Start 


77 










End 


658 










GI 


none 










Score 


.63 










Exons 


77. . 658 





















36703 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37076 Seq. ID OJ990528_06.9C03.C50 

76237 . Strand 

1 End 100 

OJ990528_06. 9C03 . C50 . ol . np Method AAT/NAP 

1 End 100 

3695384 Score 87 

1. .100 

(AF096370) contains similarity to the helix-loop-helix 
DNA-binding domain (Pfam: PF00010 HLH, E-value: 0.004 6) 
[Arabidopsis thaliana] 



Seq. No. 37077 Seq. ID OJ990528_06.9C03.C51 

Gene No. 76238 Strand + 

Start 58 End 421 

Name OJ990528_06 . 9C03 . C51 . ol . gp Method AAT/GAP 

Start 58 End 421 

GI - 46921_1.R1084 Score 701 

Exons 58.. 421 

GI Descrip. '3834314 8.0e-36 (AC005679) Similar to gene piOlO 

glycosyltransf erase gi_2257490 from S. pombe clone 1750 
gb_AB004534. ESTs gh_T4 607 9 and gb_AA394466 come from this 

ge ne ..; [Arabi dop sjl s_ _t ha l.i an a.] J , , „. 



Seq. No. 37078 Seq. ID 

Gene No. 7 6239 Strand 

Start 217 End 

Name OJ990528_06 . 9C03 . C55 . ol . gp Method 

Start 217 End 

GI 568478 Score 

Exons 217.. 456 



OJ990528_06.9C03.C55 
+ 

456 

AAT/GAP 

456 

404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37079 Seq. ID OJ990528__06.9C03.C58 

76240 Strand 

1 End 658 

OJ990528_06 . 9C03 . C58 . ol . np Method AAT/NAP 

1 End 658 

3608147 Score 143 

1..171, 367. .462, 569. .658 

(AC005314). putative chloroplast RNA binding protein precursor 
[Arabidopsis thaliana] 



S_eq_ No._ . .3707 9..._ _ ,.. . .. - . .-Seq. ID. 

"GehV'Ng...-"". "' "7 62*4 0; " r ~ \ " '* "'"V" 7 '." - rr ' ' - strand' ;' 

Start " ' 1 ; " ' ' ' " ' End 

Name.'. OJ990528_06 ."9C03*. C5'8 61 . gs* . "Method' 

■Start ■ 364 • • ••" - ' • - End 

GI . ' /- hone. . " t Score 

Exons ' ' 364. '.462, 569. .613 



.OJ.990528._06. 9003^5.58, 

658'' ' ' 
GENSCAN ' " - " 
.613 - - ' • 
.98 . ■ 



Seq. No. 37080 Seq. ID 

Gene No. 76241 Strand 

Start 75 End 

Name OJ990528_06 . 9C03 . C60 . ol . gp Method 

Start 75 - End 

GI 5771053 Score 

Exons 75 . . 513 

GI Descrip. 3834314 2.0e-37 (AC005679) Similar to gene piOlO 



OJ990528_06. 9C03.C60 
513 

AAT/GAP 
513 
826 



36704 



glycosyltransferase gi_2257490 from S. pombe clone 1750 
gb_AB004 534. ESTs gb_T4 6079 and gb_AA394 4 66 come from this 
gene. [Arabidopsis thaliana]. 



Seq. No. 


37080 


Seq. ID 


OJ990528 06 . 9C03 . C60 


Gene No. 


76241 


Strand 




Start 


75 


End 


513 


Name 


OJ990528 06 . 9C03 . C60 . ol . gs 


Method 


GENSCAN 


Start 


246 


End 


435 


GI 


none 


Score 


• ;48 


Exons 


246. .325, 393.-435 






Seq. No. 


37080 


Seq. ID 


OJ990528_06. 9C03.C60 


Gene No. 


76241 


Strand 




Start 


75 


End 


513 


Name 


OJ990528 06. 9C03 . C60 . ol . tm 


Method 


TBLASTX : Maize 


Start 


260 


End 


451 


GI 


none 


Score 


132 


Exons 


260. .394, 261. .449, 265. .450, 287. .451 




Seq. No. 


37080 


Seq. ID 


OJ990528_06.9C03.C60 


Gene No,..: 


J 76241 


.SJtrAOdL . 




Start . . . \ 


, .75 . ..... 


End.. , 




Name 


OJ990528 06. 9C03 . C60 . ol . np 


Method 


AAT/NAP • 


Start 


296 


End 


513 


GI 


3834314 


Score 


194 


Exons 


296. .513 






GI Descrip. 


(AC005679) Similar to gene 


piOlO glycosyltransferase gi|225' 




from S. pombe clone 1750 gb|AB004534. 


ESTs gb|T46079 and 




gb|AA394 4 66 come from this 


gene. [Arabidopsis thaliana] 


Seq. No. 


37080 


Seq. ID 


OJ990528_06.9C03.C60 


Gene No. 


76241 


Strand 




Start 


75 


End 


513 


Name 


OJ990528 06. 9C03 . C60 . ol . tc 


Method 


TBLASTX: Cress 


Start 


310 


End 


513 


GI 


. none 


Score 


128 


Exons 


310. .513, 329. .511 " 






Seq. No. 


37081 


Seq. ID 


OJ990528_06.9C03.C61 


Gene No. 


76242 


Strand 




. Start . .-, , . 


1 . ■ ..,„. : - 


■ End : ... 


.82.. . , ... . . 


N ame7 ' ~ ~" r ~ " 


'""OJ990528"- 06T9C03 . C61 /ol vgp * 


" Method" ' 


:r AAT/GAP * " : 


Start 


1 ' " 


End' . 


82 " ' '"" 


GI 


. LIB34 77-003-Pr-Kl-E9"'"' " 


Score 


* 128 " ' "'" 


Exons 


1. .82 * • 






GI Descrip. 


v, 2.498586/sp|Q40638 |TMP01 ORYSA 2.0e^24 


MAJOR POLLEN -ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


1173557 {U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


37081 


Seq. ID 


OJ990528_06.9C03.C61 


Gene No. 


76243 


Strand 




Start 


'200 


End 


331 


Name 


.OJ990528 06. 9C03 . C61 . ol . gs 


Method 


GENSCAN 


Start 


200 


End 


331 


GI 


none 


Score 


.79 


Exons 


200. . 331 







.36705 




Seq. No. 


37082 


Seq. ID 


OJ990528_06.9C03. 


C62 


Gene No. 


n c O A A 
I bZ4 4 


Strand 






Start 


/OD 


End 


o ©y 




Name 


ujyyuozo ub . ybUo . bbz . oi . gs 


Metnoa 


bhNbbAN 




start 


*7 "3 C 
/JO 


hna 


Q CO. 

o ©y 




bl 


none 


Score 


. yo 




Exons 


/ ob . . o by 








Seq. No. 


37083 


Seq. ID 


OJ990728_03.9C13. 


C2 


Gene No . 


/ bZ3 d 


Strand 






Start 


ZU I 


End 


1 *J *3 "D 

13 Jo 




Name 


ojyyu/zo ui . yci 3 . cz . oi . gs 


Method 


r* t™ 1 vr c r* 1 7\ m 

GENSCAN 




Start 


ZD 1 


End 


13 jo 




(Z T 


nunc: 


Score 






Exons 


ZU / . . Z / o , bUU. . /U / , o(jy. . J. lo 4 


, 1Z DO . . . 


1*5*3*5 




Seq. No^ 


37083 


Seq. ID 


OJ990728_03.9C13. 


C2 


Gene No . 


/ bZ 4 D 


Strand 






Start 


ZU / 


End 


lj jj 




Name 


ojyyu /zo 03.yci3.cz.oi.tm 


Method 


TBLASTX : Maize 




;S_t„art:. . . 


• d c c 

_.,_yp,o_. _ 


„ .End j _ 


i o i o 

lz 1 J 




GI 


none. ... . , _ „ .., 


. Score . . 


.. ,.89 _ ■ 





Exons 


yoo..izi3, yoy..iz0o 








Seq. No. 


37084 


Seq. ID 


OJ990728_03. 9C13. 


C3 


Gene No. 


76246 


Strand 


+ 




Start 


499 


End 


801 




Name 


OJ990728 03.9C13.C3.ol.np 


Method 


AAT/NAP 




Start 


499 


End 


799 




bl 


6175185 


Score 


88 




Exons 


499. .799 








Gi uescrip. 


(AC011437) ankyrin-like protein [Arabidopsis thaliana] 




Seq. No. 


37084 


Seq. ID 


OJ990728_03.9C13. 


C3 


Gene No . 


76246 


Strand 


+ 




•S/tart 


499 


End 


801 




Name 


OJ990728 03.9C13.C3.ol.gs 


Method 


GENSCAN 




.Start 


515 . 


End 


801 




bl 


none 


Score 


.72 




Exons 


515. .641, 722. .801 








Seq r : r No7 ~; : 


• " 37 : '085" : " ;■""*"* ' " ~" 


"Seq;- TD 


: : ;OJ99072^ ■ 63\^(ztflC¥ r ' 


Gene No . 


' 76247 


Strand, 






Start 


. 380- ' ■ " 


End 


716 " " " ■ 




Name 


' OJ990728 03-.9C13.C4.ol.gs - 


■ Method 


GENSCAN- ' : -- ' 




Start . 


... 380 - . . ■ 


End 


* 716 




bl 


none 


Score 


.74 ' ' • 




Exons 


380. .500, 586. .716 








Seq. No. 


37086 


Seq. ID 


OJ990728_03. 9C13. 


C5 


Gene No. 


76248 


Strand 


+ 




Start 


1 


End 


219 




Name • 


OJ990728 03.9C13.C5.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


219 




GI 


none 


Score 


393 




Exons 


1. .219 









36706 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37086 
76248 
1 

OJ9907 28J33 . 9C13 . C5 . ol . np 
1 

5903034 
1. .144 

(AC008016) F6D8.3 [Arabidopsis thaliana] 



Seq. ID OJ990728_03. 9C13.C5 



Strand 
End 

Method 

End 

Score 



+ 

219 

AAT/NAP 
144 
104 



37086 
76249 
192 

OJ990728 

192 

none 

192. .336 



03. 9C13.C5.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_03.9C13.C5 
336 

GENSCAN 

336 

.52 



Seq. No. 
Gene No. 
Start 

. Name__ 

.Start. 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37087 Seq. ID 

76250 Strand 

601 End 
J?J3_907_28^)^ 

6.6.1. ,. 1 J. End.;. 

none Score 
601. .657, 1045. .1344 



OJ990728_03. 9C13.C9 
1403 

gENSCAN. „ 

.5 



37087 Seq. ID 

76250 Strand 

601 End 

OJ990728_03. 9C13 . C9 . ol . gp Method 

960 End 

16495_1.R1084 Score 
960. . 1403 

1 60154 37/dbj | AB008112 . 1 | AB008112 3.0e-ll 
complete cds 1 



OJ990728 03.9C13.C9 



1403 
AAT/GAP 
1403 
740 

Homo sapiens PEX1 mRNA, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Ex oris" 



37088 
76251 
109 • 

OJ990728_03. 9C13 . C10 . ol . gs 

109 

none. . 

10 9 .V 4 74 ■-- . 



Seq. ID OJ990728_03. 9C13.C10 

Strand +■ ■ 

End 474 

Method GENSCAN 

End 474 

. Score . . 87... . . . . 



SeqV'Na."' " 370'88 ? '* 

Gene No. • -7 6252 • " - - " - ; " 

Start.. 1162 , . * 

Name OJ990728_03 . 9C13 . C10 . ol . tm 

Start 1123 

GI none 

Exons 1123.. 1221, 1162.. 1212, 1547. 



"Seq."'* ID 

Strand- 
"End 

Method 

End 

Score 
.1618, 1548. 



" CfJ 9"9 0 T2F/10T: "9CY3T /C 10* ' 
2301 - -; 

TBLASTX: Maize 
2104 
83 



1552. .1623, 1807. .1923, 1808. .1924, 1808. 
2012. .2104, 2012. .2104 



,1619, 1551. 
,1924, 2001. 



.1622, 
,2102, 



Seq. No. 
Gene No. 
Start 



37088 
76252 
1162 



Seq. ID 

Strand 

End 



OJ990728 03.9C13.C10 



2301 



36707 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990728_03. 9C13 . CIO . o2 . gs Method GENSCAN 

1162 End 2102 

none Score . 89 

1162. .1218, 1810. .1923, 2013. .2102 



37088 
76252 
1162 

OJ990728_03. 9C13 . C10 . ol . np 

1511 

927537 



Seq. ID OJ990728_03. 9C13.C10 
Strand 

End 2301 

Method AAT/NAP 

End 2301 

Score 99 



1511. .1618, 1810. .1923, 2013. .2104, 2250. .2301 
(Z50178) unknown [Saccharomyces cerevisiae] 



37089 
76253 
1 

OJ990728_03. 9C13 . Cll . ol . np 
1 

6552328 



Seq. ID OJ990728_03. 9C13.C11 

Strand 

End 782 

Method AAT/NAP 

End 627 

Score 96 



1..100, 242. .333, 370 451, '549. . 627 

-SytP-ffJl rpme„_ Jb 5_r e.ciuat a.s. e;,,„„3 ■ q ^1 jubJLe__ kapf p rm , 



37089 
76253 
1 

OJ990728_03.9C13.Cll.ol.tm 
15 

none 



Seq. ID OJ'990728_03. 9C13.C11 
Strand 

End 782 

Method TBLASTX : Mai ze 

End 782 

Score 123 



15. .101, 20. .100, 239..292, 243. .293, 246. .296, 367. .450, 
368. .451, 377. .457, 570. .641, 571. .627, 572. .649, 573.-665, 
717. .782, 728. .781 



Seq. No. 37089 

Gene No. 76253 

Start 1 

Name OJ990728_03 . 9C13 . Cll . ol . ts 

Start 20 

GI none 
Exons 



Seq. ID OJ990728_03. 9C13.C11 
Strand 

End 782 

Method TBLASTX : Soybean 

End 782 

Score 8 9 



20. .100, 24. .101, 239. .292, 243. .293, 244. .336, 377. .457, 
378. .449, 388. .450, 570. .632, 570. .626, 571. .639, 717. .782, 
.728. .7.81 •.. .. , - . . . ... . - . - . . 



Seq. "No." "37089 " 
'Gen^Ua:^'-'- v T6'253""*^ rr ' , ' : r'"- 

"start ' : - .1- ; .. • , ... 

Name- ; . *OJ990728_03 . 9C13 . Cll . ol . gs 

Start ' 23 . 

GI- none 
Exons 



Seq. ID " OJ990728_03. 9C13.C11 

-End-'-'. V~-.Y. 782 :!::.:■" 1' . ~T.:-^: 

'Method . -GENSCAN. 
End • • 77 9. . - ■ 
Score .89 



23. .100, 242. .293, 378. .448, 495. .627, 729. .779 



Seq. No. 37090 

Gene No, 76254 

Start 1 

Name ' OJ990728JD3 . 9C13 . C12 . ol . np 

Start 1 

GI 6907086 



Seq. ID OJ990728_03.9C13.C12 

Strand + 

End 158 

Method AAT/NAP 

End 158 

Score 112 



36708 




Exons 


1. . 158 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa ] 




Seq. No. 


37090 


Seq. ID 


OJ990728_03. 


9C13.C12 


Gene No. 


76255 


Strand 


+ 




Start 


7373 


End 


en oo 

yiz y 




Name 


OJ990728 03.9C13.C12.o2.gs 


Method 


GEN SCAN 




Start 


7373 


End 


912 9 




GI 


none 


Score 


. 7 6 




Exons 


7373.. 7443, 7752.. 7827, 8683.. 


9129 






Seq. No. 


37090 


Seq. ID 


OJ990728 03. 


9C13 . C12 


bene inu . 


76255 


Strand 


T 




Start 


7373 


End 


9129 




Name 


OJ990728 03.9C13.C12.ol.gp 


Method 


AAT/GAP 




Start 


8117 


End 


8308 




GI 


5667165 


Score 


364 




Exons 


8117. .8308 








GI Descrip. 


5670155/gb|AF161269. 1 IAF16126S 


> 4.0e-86 


Oryza sativa 


subsp . 



japonica BAC clone 34K24, complete sequence 



_Se_q.. , No , 


^ r\ /~\ s\ 

3 Ml 0.9 Q„. , 


™.-v 


,Seq._ip_. 


Qa.990728 


^Q^JC.13,„Q12 


..Gene.. No . 


. 7625.6.^ . „.„. _ . „ 




.Strand, .. 






. Start 


322 




End 


48 9? 




Name 


OJ990728 03 . 9C13 . C12 . o2 


.np 


Method 


AAT/NAP 




Start 


322 




End 


4898 




GI 


4680179 




Score 


4567 




Exons 


322.. 3739, 3842.. 4898 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq, No. 


37090 




Seq. ID 


OJ990728 


_03.9C13.C12 


Gene No. 


76256 




Strand 






Start 


322 




End 


4898 




Name 


OJ990728 03.9C13.C12.o5 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


366 




End 


698 




GI 


none 




Score 


94 




Exons 


366. .698, 387. .524, 418 


: : :603, 


591. '.659, 


593. .691 


Seq. No. 


37090 




Seq. ID 


OJ990728 


_03. 9C13.CI2 


Gene No. 


76256 




Strand 






Start 


322 




End 


4898 




Name 


OJ990728 03. 9C13.C12.o8 


.tm : 


Method: . 


TBLASTX: 


Maize 


"Start- * " : : \ 


~ "^s.Kl: : : vJCr: 1 ; r :. ;; : :_ 




|nd; : " : "; :: ; 


539- - 




GI' : ' ' 


hone ' " 




Score " 


193' v. 






^'3^rr:'53 r 9^" : ■ t ' 










: Seq.' : No;. 


. 37090" . ' - 




Seq. ' ID 


OJ990728 


_03.9C13.C12 


Gene No. 


76256 




Strand 






Start 


. 322 




End 


4898 




Name 


OJ990728 03.9C13.C12.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


549 




End 


1143 




GI 


none 




Score 


65 




Exons 


549. .644, 549. .986, 559 


. .768, 


750. .866, 


805. .987, 844. .987, 




984. .1142, 991. .1137, 994. .1143* 






Seq. No. 


37090 




Seq. ID 


OJ990728 


_03.9C13.C12 


Gene No. 


76256 




Strand 







36709 






Start 


322 








hna 


4898 






Name 


OJ990728_03 


.9C13 


■C12.ol. 


, tw 


Method 


TBLASTX : Wheat 




Start 


699 








End 


i -joe 






GI 


none 








Score 


ZdU 






Exons 


699 . . 1325, l 


823. .1230 












Seq. No. 


37090 








Seq. ID 


p. TQomoo 

oj y yu / zv 


Uj . ./LI j . Liz 




Gene No. 


76256 








Strand 








Start 


322 








End 


A Q Q Q 

4 o y O 






Name 


OJ990728 03 


. 9C13 


. C12 . o4 . 


, tm 


Method 


TBLASTX : 


Mai ze 




Start 


1194 








hnd 


Lh 0 4 






GI 


none 








Score 


CL O 

D 2 






Exons 


H94 . .1484, 


1198 


. .1242, 












Seq. No. 


37090 








Seq. ID 


uj y y u / z 0 


n ^ qp 1 ^ pi 0 




Gene No. 


76256 








Strand 








Start 


322 










/1 0 n 0 
4o 9o 






Name 


OJ990728_03 


. 9C13 


.C12 . o2 , 


, t s 


Method 


TBLASTX : 


Soybean 




Start 


1284 








End 


icon 
lb J9 






GI 


none 








Score 


74 






Exons 


1284 . . 1412, 


1284 


. .1532, 


'ion/ 
1Z 94 . 


. lb 








.Seq... No. ,' 


:37Q9^^ 7'.I\ 






■ — - •■ 


.".Seq-ZlD.. 


7oj;99.072*8 


no opi 0 pi 0 




Gene No. 


76256 








Strand ' 








Start 


322 








End 


4898 






Name 


OJ990728_03 


. 9C13 


. C12 . ol , 


. tc 


Method 


TBLASTX: 


Cress 


: i r 


Start 


1308 








End 


1625 




f =\ 


GI 


none 








Score 


101 






Exons 


1308 . .1451, 


1324 


. .1449, 


14 bz . 


.1625, 1506.. 1604 






Seq. No. 


37090 








Seq. ID 


OJ990728 


n 0 qp 1 0 pi 0 




Gene No. 


76256 








Strand 






Start 


322 








End 


4898 






Name 


OJ990728_03 


. 9C13 


.C12 . o3 , 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


1332 








End 


1856 






GI ■ 


none 








Score 


264 






Exons 


1332 . . 1856, 


1336 


. .1704 










%. -i 


Seq. No. 


37090 








Seq. ID 


OJ990728 


n 0 qp 10 pi 0 
Uj . yC 1 j. LIZ 




Gene No. 


76256 








Strand 








Start 


322 








End 


4898 






Name 


OJ990728 03 


. 9C13 


.C12 .o2, 


. tm , 


Method 


TBLASTX-: 


Maize 




Star t .;../;• 










End'. - 


- 2252* 






GI ' ■ 


none - . 








Score 


"163 








18 99. .Y25^, 




::rZ2T9T 


1951 . 


72250'^" 








Seq. ' No . , 


. 37090 








Seq. ID 


OJ990728 


> * no opto pio 




Gene No. 


76256 








Strand 








Start 


322 








End 


4898 






Name 


OJ990728 03 


. 9C13 


.C12.o2, 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


1899 








End 


2325 






GI 


none 








Score 


.215 






. Exons 


1899. .2324, 


1914 


. .2261, 


1936. 


.2325 








Seq. No. 


37090 








Seq. ID 


OJ990728 


i_03. 9C13-.C12 




Gene No. 


76256 








Strand 








Start 


322 








End 


4898 





36710 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq.„.No. 
. Gene, .No.. 

Start ' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 

Exons- ' 

Seq. • No." 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990728_03. 

2073 

none 

2073. .2318 

37090 
76256 
322 

OJ990728_03. 

2289 

none 

2289. .2624, 

37090 
76256 
322 

OJ990728_03. 

2331 

none 

2331. .2627, 

37090. . ,;; ■„ 

.7.625^6 _\ 

322 

OJ990728_03. 

2340 

none 

2340. .2699, 

37090 
76256 
322 

OJ990728_03. 

2676 

none 

2676. .3158, 

37090 
7 6256 
322 

OJ990728_03. 
2.859 

none : * " 

2859/: 314 6*, ' 



9C13.C12.o3.ts 



9C13.C12.o3.tm 
2299.. 2463, 2451. 

9C13.C12.o6.tw 
2368. .2583 

9C13.C12.ol.ts 
2368.. 2583, 2391. 

9C13.C12.o4.tw 
2704. .3159 

9C13.C12.o5.tm 
2860'. . 3045 " ' 



Method TBLASTX : Soybean 
End 2318 
Score 201 



Seq. ID OJ990728_03.9C13.C12 
Strand 

End 4 8 98 

Method TBLASTX : Mai ze 

End 2789 

Score 63 
.2498, 2610. .2789 

Seq. ID OJ990728_03.9C13.C12 
Strand 

End 4898 

Method TBLASTX : Wheat 

End 2627 

Score 177 



_Seq.,.; ID . ,_OJ9907_25_Q3 .^13-^12 

..Strand. „ . 

End ' 4898- 

Method TBLASTX : Soybean 

End . 2735 

Score 149 
.2693, 2623.. 2718, 2703.. 2735 

Seq. ID OJ990728_03.9C13.C12 
Strand 

End 4 8 98 

Method TBLASTX : Wheat 

End 3159 

Score 243 



Seq. ID OJ990728_03.9C13.C12 
Strand 

End 4 8 98 

Method TBLASTX : Mai ze 
End , . ■ .314 6 
"Score "T80 ■ • • 



37090. 

76256 

322 

OJ990728JD3. 

3306 

none 

3306. .3470, 

37090 
76256 
322 

OJ990728 03. 



9C13.C12.o7. tw 



3319. .3474, 3483. 



9C13.C12.o7.tm 



• Seq. ID- OJ99072-8_03. 9C13.'C12 

Strand -' - ' . 

End 4898 

Method ' TBLASTX : Wheat 

End 3705 

Score 82 
.3704, 3550.. 3705 

Seq. ID OJ990728_03.9C13.C12 
Strand 

End 4 8 98 

Method TBLASTX : Mai ze 



36711 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

-C_ene,.Jio^ 
.Start .... . 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI _ 

"Exons ; ; " *_■•; \ 
GI Descri'p . 

- : Seq. ■ No.' ... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3385 End 3711 

none Score 4 4 

3385.-3468, 3387. .3710, 3570. .3704, 3598. .3711 



37090 
76256 
322 

OJ990728_03*. 9C13 . C12 . 06 . tm 

4020 

none 

4020. .4421 

37090 
76256 
322 

OJ990728_03. 9C13.C12.o8 .tw 

4302 

none 

4302. .4679, 4561. .4632 
37091 

.76257. „„ 

222.. _ • 

OJ990728_03. 9C13 . C13 . ol . gs 

222 

none 

222. .365 

37092 
76258 
729 

OJ990728_03.9C13.C16.ol.gs 

729 

none 

729. .1027 



Seq. ID OJ990728_03.9C13.C12 
Strand 

End 4898 

Method TBLASTX : Mai ze 

End 4421 

Score 239 



Seq. ID OJ990728_03.9C13.C12 
Strand 

End 4898 

Method TBLASTX : Wheat 

End 4 67 9 

Score 53 



Seq. ID OJ990728_03.9C13.C13 

Jit rand +. 

.End .... , ...365 . . 

Method GENSCAN 

End 365 

Score .41 



Seq. ID OJ990728_03.9C13.C16 
Strand 

End 1027 

Method GENSCAN 

End 1027 

Score .57 



37093 
76259 
587 

OJ990728_03.9C13.C17.ol .np 
587 

4049353 ■ • 

;\ 692^-1 Q3:VS90i[ 978 . 1009 - 
■ (AL'0345 6?) putative protein [Arabiddps'is t ha liana] 



Seq. ID OJ990728_03.9C13.C17 
Strand + " 
1009 
AAT/NAP 
1009 
144 



End 

Method 

End 

Score 



37094.. . ........ 

76260 ' ' 
. l" ' . . 

OJ990728_03. 9C13 . C18 . ol . np 
1 • 

5103843 



Seq".* ID ' bJ9'90728_03.-9C1.3.CX8 
Strand . ^ + . . ' '* 

End • * 2412 
Method AAT/NAP 
End 2412 
Score 813 



1..46, 121. .286, 843. .1009, 1138. .1311, 1782. .1877, 1967. .2071 
2358. .2412 

(AC007591) Is a member of the PFj 00955 Anion exchanger family. 
[Arabidopsis thaliana] 



Seq. No. 



37094 



Seq. ID OJ990728_03.9C13.C18 



36712 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



76260 Strand + 

1 End 2412 

OJ990728_03 . 9C13 . C18 . ol . gs Method GEN SCAN 

121 End 2083 

none Score . 57 

121. .286, 843. .1009, 1138. .1311, 1782. .1877, 1967. .2083 



37094 
76260 
1 

OJ990728_03. 9C13 . C18 . ol . ts 

235 

none 



Seq. ID OJ990728_03.9C13.C18 

Strand + 

End 2412 

Method TBLASTX : Soybean 

End 2071 

Score 94 



235. .297, 829. .1035, 839. .1036, 842. .1036, 1025. .1063, 
1135. .1305, 1149. .1319, 1161. .1316, 1776. .1880, 1787. .1876, 
1964. .2038, 1973. .2044, 2015. .2071, 2038. .2070 



Seq. No. 
Gene No. 
Start 
Name 

„Start„ „„ 

..GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37094 
76260 
1 

OJ990728_03. 9C13.C18 ,o2.tc 

JL39 ... 

..none., . „ .... 



Seq. ID OJ990728_03.9C13.C18 

Strand + 

End 2412 

Method TBLASTX : Cress 

End.',,, .1012 „. „ ; 

..82.. „ . / 



..... .Score . 

839. .898, 840. .1010, 841. .972, 842-.'. 1012, 926. .1012 



37094 
76260 
1 

OJ990728_03. 9C13.C18 .ol. tm 

928 

none 



Seq. ID OJ990728_03.9C13.C18 

Strand + 

End 2412 

Method TBLASTX: Maize 

End 2083 

Score 125 



928. .1011, 929. .1009, 931. .1011, 1135. .1314, 1137. .1328, 
1780. .1875, 1781. .1876, 1782. .1880, 1782. .1877, 1944. .2069, 
1946.. 2083, 1969.. 2070, 1976.. 2083 



Seq. No. 
Gene No, 
Start . 
Name 
Start 
GI 

Exons 



37094 
76260 
1 

OJ990728_03; 9C13.C18 .ol.tc 

1103 

none 



Seq. ID OJ990728_03.9C13.C18 

Strand .+ 

End 2412 

Method TBLASTX: Cress 

End 1877 

Score 72 



110.3.. 1288,^ 1113.. 1289, 111.4.. 1311, 1134 .. 13^8 ,. 1785 .. 1877 , 

1-T937.'1870 : • - ---- „..■-.-. — : . - * ^ 



Gene ■ No 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 



"a62 6i. : '"• : '' •: ~' " " v:.; - ... 

OJ990728_03. 9C13.. C19 ; ol ! np 
1 

. 5103843 



' "Strand --"" + " """."V.' '.I:. - : 

End . ;'■ " . 14 69" "■. 

- Method AAT/NAP 
End 1147 
Score 642 



1..421, 585. .862, 974. .1147 

(AC007591) Is a member of the PF| 00955 Anion exchanger family. 
[Arabidopsis thaliana] 



37095 
76261 
1 



Seq. ID OJ990728_03.9C13.C19 
Strand + 
End 1469 



36713 



Name OJ990728_03 . 9C13 . CI 9 . ol . gs 

Start 24 

GI none 

Exons -24. .421, 585. .852, 969. .1097, 

Seq. No. 37095 

Gene No. 76261 

Start 1 

Name OJ990728_03. 9C13 . CI 9 . ol . ts 

Start 87 

GI none 
Exons 



Method GENSCAN 

End 1469 

Score .78 
1410. • 1469 

Seq. ID OJ990728_03.9C13.C19 

Strand + 

End 14 69 

Method TBLASTX : Soybean 

End 1091 

Score 63 



87. .167, 98. .166, 144. .422, 176. .391, 177. .419, 579. .770, 
582. .782, 583. .840, 667. .831, 1011. .1091 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

S.e.q. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37095 
76261 
1 

OJ990728_03.9C13.C19.ol.tc 

149 

none . 



Seq. ID OJ990728_03.9C13.C19 

Strand + 

End 1469 

Method TBLASTX: Cress 

End 708 

Score 341 



149.. 403, 156. .422, 183.. 422, 215. .445, 576.. 707, 583.. 708 



.37.09.5... . 

76261 
1 

OJ990728_03. 9C13 . C19 . ol . tm 

210 

none 



.Seq... .ID.... .OJ99.072.8_Q3 ..9C13 . C.1.9 . 
Strand + 
End 1469 
Method • TBLASTX: Maize 
End 816 
Score 343 



210. .422, 212. .400, 214. .435, 555.-785, 582. .782, 781. .816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start " ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990728_03.9C13.C20 

Strand + 

End 2176 

Method AAT/GAP 

End 2176 

Score 793 



37096 
76262 
849 

OJ990728_03.9C13.C20.ol.gp 
849 

63383_1.R1084 
849. .933, 1038. .1091, 1762. .1932, 2035. .2176 
f 3320122 6.0e-14 (U46007) espin [Rattus norvegicus] 1 



37096 
76262 
849 

6 J9 90 7 2 8_d 3 . '9Ci 3vC2 0" . o 1 ."*g s 
88'8_ _ ■„ j " V " 



37096 * 
76262 
849 

OJ990728_03.9C13.C20.ol.np 
988 

6175185 

988. .1091, 1762. .1932, 2035. .2176 

(AC011437) ankyrin-like protein [Arabidopsis thaliana] 



Seq. ID 


OJ990728_ 


03. 


. 9C13, 


.C20 


Strand 


+ 








■ End 


2176 . . 








~ Method * 


G ENS CAN : " 








' End ' '* 


2166 ■" "■ " 








^" : Sc~of'e"";""" 










1932,"*" 2 035 


;V2i66T""-': 








Seq. ID 


OJ990728_ 


03. 


.9C1'3. 


.C20 


Strand 


+ 








End 


2176 








Method 


AAT/NAP 








End 


2176 








Score ■ 


104 









Seq. No. 



37097 



Seq. ID OJ990728_03.9C13.C21 



36714 






Gene No. 


76263 


Strand 






Start 


559 


End 


DOl 




Name 


OJ990728 03 . 9C13 . C21 . ol . gs 


Method 


GENSCAN 




Start 


c c n 


End 


681 




GI 


none 


Score 


. DO 




Exons • 


joy. . do i 








Seq. No. 


37098 


Seq. ID 


OJ990728_03.9C13.C22 




Gene No. 


76264 


Strand 






Start 


A C\ A 

4 94 


End 


i r\ f ~i 

1067 




Name 


OJ990 /zb 03 . 9C13 . 02.2. . ol . gs 


Method 


GENSCAN 




Start 


4 94 


End 


i r\ f i 

106 / 




GI 


none 


Score 


. 51 




Exons 


494. . o4 o , 1UzU..1Uo/ 








Seq. No. 


37099 


Seq. ID 


OJ990728_03.9C13.C23 




Gene No. 


76265 


Strand 


+ 




Start 


O fl 'D 

z 93 


End 


OD/ 




Name 


OJ99U /zd 03 . 9C13 . Cz3 . ol . gs 


Method 


GENSCAN 




Start 


2 93 


End 


r r ~~t 

667 




GI 


none 


Score 


. 69 




Exons 


2 93,. . 667_ „ 






f 1 • 


Seq. No. 


- • • -■ • v- - 

37100 


. 

-■- 

Seq. ID 


OJ990728_03 . 9C13 . C27 




Gene No. 


76266 


Strand 


+ 




Start 


1 


End ' 


' 381 


I y 


Name 


OJ990728 03.9C13.C27.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


o r ~i 

36 / 




GI 


8681 1.R1084 


Score 


414 




Exons 


1..192, 282. .367 








GI Descrip. 


'5903036/gb|AAD55595.1|AC008016 5 1 . Oe 


-36 (AC008016) F6D8.5 






[Arabidopsis thaliana] 1 








Seq. No. 


37100 


Seq. ID 


OJ990728 03.9C13.C27 




Gene No. 


76266 


Strand 


+ 


'Si 


Start 


1 


End 


381 




Name 


OJ990728 03.9C13.C27.ol.np 


Method 


AAT/NAP 


_._ 

i 


Start 


1 


End 


283 




GI 


5903036 


Score 


141 


r ~3 


Exons 


1. .283 








GI Descrip. 


(AC008016) F6D8.5 [Arabidopsis thaliana] 




Seq: .No." •"- 


• ' 37100- - 


".Seq". 7 ID * 


- : 0 J9 90Y2 8_0 3 : ; 9C13 VC2 7 * : 




Gene" No. 


76266 . ' ■ "' • '• ' 


' Strand 


+ 




"Start * v ~ ." 








.. . ^ 


. Name* 


."6J9907'2'8 03 . : 9C137cT7 . ol;Fs 


- "Method " 


" TBLASfX.rSoybean"""^; 7: 


: 


- Start • 


;25 ' • ' > ...... 


.End" 


.381 




• GI 


none 


Score 


234 




Exons 


25. . 183, 41. .193,- 280. .363, 


293. .379, 


310. .381 




beq . no . 


37100 


Seq. ID 


OJ990728_03.9C13.C27 




Gene No. 


76266 


Strand 


+ 




Start 


1 


End 


381 




Name 


OJ990728 03.9C13.C27.ol.tc 


Method 


TBLASTX: Cress 




Start 


33 


End 


193 




GI 


none 


Score 


63 




Exons 


33. .143, 41. .193, 41. .187, 


43. . 189 





36715 



Seq. No. 


37100 




Seq. ID 


OJ990728_03.9C13 


.C27 


Gene No. 


/ bZbb 




Strand 


+ 




Start 


1 




-End 


O O 1 

381 




Name 


ujyyu/zo u 3 . yc±3 . lz / . o i 


. tm 


Method 


TBLASTX : Mai ze 




Start 


A 1 

4 1 




End 


O *7 O 

3 / / 




01 


none 




Score 


OCT 

25 / 




Exons 


a i i a o ^11 i a o ot o 

41. .193, 41. .193, 273.. 


O A 

362, 


A "7 C O /" "7 

275 . . 367 , 


A "7 A O T T 

279 . . 377 




Seq. No. 


37100 




Seq. ID 


OJ990728_03. 9C13 


C27 


Gene No. 






Strand 


+ 




Start 


1 

1 




End 


381 




Name 


a innm oo a o a^ i o /"'Oi _ i 

OJ990728 o j . ycii . C27 . oi 


.gs 


Method 


GENSCAN 




Start 


C o 
DO 




End 


O /" A 

364 




C T 


none 




Score 


. 0 




Exons 


oo..iyz, 2o2..3b4 










Seq. No. 


37101 




Seq. ID 


OJ990728_03.9C13 


C28 


Gene No. 


/ 62b / 




Strand 






Start 


/ 5 




End 


681 




Name 


'^TAAA"7AO AO A 1 O /"< A A ~ 1 

OJ990728 03 . 9C13 . C28 . ol 


.gp 


Method 


AAT/GAP 




„Sfc££t- ™ ,, 


7 5 


- 


-^„E.nd, 


-,.681„_ 




GI 


, npne. . .............. 




Score . 


A A 




Exons 


O C 1 y| 1 A O /I XAC C A "7 

75. .141, 234. .405, 507. 


. 681 








Seq. No. 


37101 




Seq. ID 


OJ990728_03. 9C13. 


C28 


Gene No. 


76267 




Strand 






Start 


H C 

/5 




End 


68l' 




Name 


ATftftmOO AO A/^ "1 O /^i O O — 1 

ojyyu / Zo U3 . yci3 . C2o . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


/5 




End 


601 




GI 


none 




Score 


51 




Exons 


/5..134, /5..140, 234.. 


A A O 

4 0/, 


A O O A A O 

238 . .408, 


238. .408, 505. .537, 




r r\ s~ C O C C C 1 A 1 

506..535, 551. .601 










Seq. No. 


37101 




Seq. ID 


OJ990728_03. 9C13. 


C28 


Gene No . 


/ oZ b / 




Strand 






Start 


75 




End 


681 




Name 


OJyy(J/2o U3 . 9C1 3 . C2o . Ol 


.gs 


Method 


GENSCAN 




Start 


ZLl 




End 


605 




GI 


none 




Score 


.56 




Exons 


OIT A AC CAT /"AC 

217. .405, 507. .605 










Seq r*No 


"3710'2^ : " "-'' ■['■ 




*f" Seq./ 'ID* 


• "Oj9W7 28^03 9C1-3 ; 


_C29 


Gene No. 


/626o 




Strand 


'+ "'. - 




Start ■ 






End . 






Name •* ----- 


OJ990728- 03 . 9C13 .C2 9 . ol 


• gp . 


^ '-'Method 


AAT/GAP - , ..'.."*:: 




Start 


•707- 


► ■ 


End ' . 


1005 ■ * - ■ 




GI 


none - 




Score 


564 




Exons 


TAT 1 A A C 

/ 0 7 . . .1 0 0 5 










Seq. No. 


37102 




Seq. ID 


OJ990728_03.9C13. 


C29 


Gene No. 


76269 




Strand 






Start 


1 




End 


997 




Name 


OJ990728 03.9C13.C29.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


743 




GI 


5903036 




Score 


112 




Exons 


1..33, 601. .743 











36716 



GI Descrip. 


(AC008016) F6D8.5 [Arabidopsis thaliana] 


Seq. No. 


37102 


Seq. ID 


OJ990728 03.9C13.C29 


Gene No. 


76269 


Strand x 


_ 


Start 


1 


End 


997 


Name 


OJ990728 03.9C13.C29.ol.gs 


Method 


GENSCAN 


Start 


601 


End 


997 


GI 


none 


Score 


.78 


Exons 


601. .703, 887. .997 






Seq. No. 


37103 


Seq. ID 


OJ990728_03.9C13.C31 


Gene No. 


7 6270 


Strand 




Start 


1 


End 


797 


Name 


OJ990728 03. 9C13 . C31 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


797 




5103843 


Score 


394 


Exons 


1..106, 368. .541, 666. .797 






GI Descrip. 


(AC007591) Is a member of the 


PF| 00955 


Anion exchanger family 




[Arabidopsis thaliana] 






Seq. No. 


37103 


Seq. ID 


OJ990728_03.9C13.C31 


Gene, „No . 


_ 7 62X0, „. \. 


^Strand _ 




Star.t.. j. 


Jx . . _ -.. \. 


End ' . 




Name 


OJ990728 03. 9C13.C31.ol. tm 


Method 


TBLASTX: Maize 


Start 


351 


End 


747 


GI 


none 


Score 


254 


Exons 


351. .536, 365. .580, 664. .747, 


666. .746 




Seq. No. 


37103 


Seq. ID 


OJ990728_03.9C13.C31 


Gene No. 


76270 


Strand 




Start 


1 


End 


797 


Name 


OJ990728 03.9C13.C31.ol.ts 


Method 


TBLASTX : Soybean 


Start 


363 


End 


797 


GI 


none 


Score 


170 


Exons 


363. .530, 363. .515, 374. .595, 


639. .797, 


640. .792 


Seq. No. 


37103 


Seq. ID 


OJ9907.28_03.9C13.C31 , 


Gene No. 


76270 


Strand 




Start 


1 


End 


797 


Name 


OJ990728 03. 9C13 . C31 . ol . gs 


Method 


GENSCAN 


Start 


368 


End 


541 


GI. . 


none 


Score 


.96 ■ 


Exons " " ' •;■ ; 


V.368 ;-/54l ■ ' ' - v. ■ ■ ' 







Gene- NoT. 7627"0 " -".7... - 7". 1 

.start. *. i * 

Name • OJ990728_03i9C13.C31.ol.tc 

Start . 368 

GI . none 

Exons 368.. 580, 372.. 536 

Seq. No. 37104 

.Gene No. 76271 

"Start 67 

Name OJ990728_03 . 9C13 . C32 . ol . gs 

Start 67 



/St~rand77.--.77™7. 7/7 ' : " .77*7;~ 7 



End - 
Method 
End 
Score 



7 97 -. 
TBLASTX: Cress 
580 " 
149 



Seq. ID OJ990728_03.9C13.C32 

Strand + 

End 174 

Method GENSCAN 

End 17 4 



36717 



GI 

Exons 



none 
67. .174 



Score 



,97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

,GI Denser ip . 

Seq.* No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-37104 
76272 
1 

OJ990728_03.9C13.C32.ol.gp 
1 : 
uC-osflcyp082gllal 
1. .299 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. ID OJ990728_03.9C13.C32 

Strand 

End 299 

Method AAT/GAP 

End 299 

Score 420 



37105 
7,6273 
1 

OJ990728_03.9C13.C33.ol.np 
1 

2316016 



Seq. ID OJ990728_03.9C13.C33 

Strand 

End 94 8 

Method AAT/NAP 

End 94 8 

Score 640 



1..92, 268. .507, 640. .703, 812. .948 

-.(H.S2JL5.0J JMJ5P-liJce„^ [Ara&idjppsis^ 



37105 
76273 
1 

OJ990728_03. 9C13.C33.ol. tc 
1 

none 



Seq. ID OJ990728_03.9C13.C33 

Strand 

End 94 8 

Method TBLASTX : Cress 

End 94 6 

Score 197 



1..93, 266. .511, 267. .509, 644. .709, 793. .906, 806. .946, 
813. .944 



Seq. No. 37105 

Gene No. 76273 

Start 1 

Name OJ990728_03 . 9C13 . C33 . ol . tm 

Start 1 
GI ■ none 
Exons 



Seq. ID OJ990728_03.9C13.C33 

Strand 

End 94 8 

Method TBLASTX : Mai ze 

End 947 ' 

Score 91 



1..99, 1..111, 2. .139, 12. .164, 224. .376, 239. .361, 262. .372 
267. .374, 380. .508, 419. .508, 429. .509, 640. .705, 641. .706, 
641. .709, 806. .946, 810. .947, 813. .947 



Seq'.' No. ' ■ 37105" ~ ' ■ - • " ■ "■"-* " - " 

'Gene No'. ' •■" ■• 7.6273' • '. /• 

■Name . * " OJ99072"8_03...9CX3 .C33 . ol -igs - -Method 

Start 25 • ■ • , . EnU 

GI -none •. - . -• Score-- 

Exons 25. .92, 268. .507, 640. .703, 812. .880 



Seq - ID ' OJ990728JD3. 9C13.C33 
Strand' • ■- "' " ' 

• GENSCAN "J. 

880 
.-.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37105 
7 6273 
1 . . 

OJ990728_03.9C13.C33.ol.ts 

288 

none 



Seq. ID OJ990728_03.9C13.C33 
Strand 

End 94 8 

Method TBLASTX : Soybean 

End 94 6 

Score 176 



288. .509, 308. .508, 644. .709, 664. .711, 806. .946, 813. .944 



36718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37105 
76273 
1 

OJ990728_03. 9C13.C33.ol.tw 

308 
none 



Seq. ID OJ990728_03.9C13.C33 
Strand 

End 94 8 

Method TBLASTX : Wheat 

End 714 

Score 78 



308. .394, 309. .380, 395. .460, 458. .568, 580. .711, 604. .714 



37105 
76273 
1 

OJ990728_03.9C13.C33.ol.gp 
442 

uC-osflcypl74h07bl 
442. .507, 640. .703, 812. .948 

'2316016 4.0e-43 (U92650) MRP-like ABC transporter [Arabidopsis 
thaliana] ' 



Seq. ID OJ990728_03.9C13.C33 
Strand 

End 94 8 

Method AAT/GAP 

End 94 8 

Score 485 



Seq. No. 
Gene No. 
...Starts 

_.Nam,e„ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons " ; 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37106 
76274 

. 1 ■ „ 



Seq. ID OJ990728_03.9C13.C34 
Strand - 

End- -._ .173. ; _ 



..OJ9.90 72.a_0'3 . 9C.1.3/VC3.4 _ol'. np'.. .....Meth.od AAT/NAP.. _ ., 

1 End 173 

2316016 Score 243 

1. .173 

(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



37106 
76274 
1 

OJ990728_03. 9C13 . C34 . ol . tc 
1 

none 

1..159, 1..171, 2. .172 



Seq. ID OJ990728_03.9C13.C34 
Strand 

End 17 3 

Method TBLASTX : Cress 

End 172 

Score 66 



37107 
76275 
1 

OJ990728_03. 9C13 . C35 . ol . np 
1 

2760836 



Seq. ID OJ990728_03.9C13.C35 
Strand + 

2300 
AAT/NAP 
2265 

1139 . . 



End 

Method 
End 
Score 

;i. vitf7//2"42'.:;^ \*~-" ■** • ™ - " r /; \ ■ • ■"■ 

(AC003105) putative -second messengef-dependent protein" kinase 



37107 • *' . 

76275 

1 

OJ990728_03. 9C13 . C35 . ol . gs 

238 

none 



Seq. ID;* OJ990728_03.9C13.C35 
Strand +■ 

2300 
GENSCAN 
2268 



End 

Method 
End 
Score 



238. .827, 1368. .1749, 1786. .2268 



Seq. No. 
Gene No. 
Start 



37107 
76275 
1 



Seq. ID OJ990728_03.9C13.C35 
Strand + 
End 2300 



36719 




Name 


OJ990728 03.9C13.C35.ol 


• gp 


Method 


AAT/GAP 


Start 


1848 




End 


2300 


GI 


LIB3432-008-P1-K1-A6 




Score 


853 


Exons 


1848. .2300 








GI Descrip. 


'2760836/gb|AAB95304.1| 


2.0e- 


33 (AC003105) putative Ser/Thr 




protein kinase [Arabidopsis thaliana] ' 




Seq. No. 


37107 




Seq. ID 


OJ990728_03.9C13.C35 


Gene No. 


76276 




Strand 




Start 


3246 




End 


3332 


Name 


OJ990728 03 . 9C13 .C35 . ol , 


. tc 


Method 


TBLASTX: Cress 


Start 


388 




End 


2142 


GI 


none 




Score 


125 


Exons 


388. .543, 589. .846, 690, 


. .830, 


1365.. 1514, 1366.. 1557, 




1776. .1970, 1777. .1971, 


2020. 


.2142 




Seq. No. 


37107 




Seq. ID 


OJ990728_03.9C13.C35 


Gene No. 


76276 




Strand 




Start 


3246 




End 


3332 


Name 


OJ990728 03 . 9C13 . C35 . o2 , 


. ts 


Method 


TBLASTX: Soybean 


Start 


388 




End 


747 


J?X-.: — 


.none ; . . 




_ScoreL 


127 


.Exons ; _ 


,3 8,8. v „> 5.4.3 .5.8 9 , - 7.4.7... ; . , :. v . 








Seq. No. 


37107 




Seq. ID 


OJ990728_03.9C13.C35 


Gene No . 


76276 




Strand 




Start 


3246 




End 


3332 


Name 


OJ990728 03.9C13.C35.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


403 




End 


2142 


GI 


none 




Score 


90 


Exons 


403. .543, 589. .846, 597, 


. .830, 


1365. .1520, 1366. .1533, 




1777. .1971, 1779. .1970, 


2019. 


.2132, 2020.. 2142, 2059.. 2142 


Seq. No. 


37107 




Seq. ID 


OJ990728_03.9C13.C35 


Gene No. 


76276 




Strand 




Start 


3246 




End 


3332 


Name 


OJ990-728 03. 9C13.C35.ol. 


■ ts 


Method 


TBLASTX: Soybean 


Start 


748 




End 


2142 


GI 


none 




Score 


106 


Exons 


748. .846, 1366. .1533, 1368. .1520, 1776. 


..1970, 1777.. 1971, 




2004.. 2141, 2020.. 2142 








Seq. No. ' _ 


3710-7 -. 




"Seq7 ID " 


OJ99P728_03 . 9ClJ7C35 


Gene No'.' 


: 16216 ■ .- . 




Strand 




Start' 


"324 6""-" : ' 




:End ~ " ' 


"333'2V'-"'^' 


Name 


OJ990728 03". 9C13". C35 . ol ; 


,'tw- 


Method*" 


TBLASTX • Wheat * 7~- ~ ' 


Start 


1807' ■ . • 


* •- 


.End 


2142 . • .... 


GI * 


none 




Score 


218 


• Exons 


1807.' .1971, 1809. .1943, 


2023. 


.2142, 2025.. 2132 


Seq. No. 


37107 




Seq. ID 


OJ990728_03.9C13.C35 


Gene No. 


76276 




Strand 




Start 


3246 




End 


3332" 


Name 


OJ990728 03. 9C13.C35.o2. 


gs 


Method 


GENSCAN 


Start 


3246 




End 


3332 


GI • 


none 




Score 


.88 


Exons 


3246. .3332 









36720 



Seq. No. 37108 Seq. ID OJ990728_03.9C13.C37 

Gene No. 76277 Strand 

Start 42 End 623 

Name OJ990728_03 . 9C13 . C37 . ol . gp Method AAT/GAP 

Start 42 End 623 

GI LIB3434-035-P1-K1-A7 Score 447 

Exons 42.. 311, 589.. 623 

GI Descrip. 1 544 1876/dbj | AP000367 . 1 | AP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 

Seq. No. 37109 Seq. ID OJ990728_03.9C13.C39 

Gene No. 76278 Strand + 

Start 1 End 686 

Name OJ990728_03 . 9C13 . C39 . ol . np Method AAT/NAP 

Start 1 End 683 

GI 2980790 Score 294 

Exons 1..225, 382.. 683 

GI Descrip. (AL022197) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 37109 Seq. ID OJ990728_03.9C13.C39 

^ Gene,. No^ 7 $2 7 8_ ... : _ : : ~ : JS t r ancL _ ~ .. ~ „ 

\ Start.. ... .l.„ ; ;.. . - . - . End. _ „68.6„ ...... ... „ 

Name OJ990728_03 /9C13 . C39 . ol . tc Method TBLASTX : Cress 

Start 23 r End 686 

GI none Score 4 3 

Exons 23. .55, 24. .56, 105. .185, 119. .175, 378. .527, 464. .511, 
561. .686, 578. .673 

Seq. No. 37109 Seq. ID OJ990728_03.9C13.C39 

Gene No. 76278 Strand + 

Start 1 End 686 

Name OJ990728_03 . 9C13 . C39 . ol . gs Method GENSCAN 

Start 327 End 686 

GI none Score .76 

Exons 327.. 686 

Seq. No. 37109 Seq. ID OJ990728_03.9C13.C39 

Gene No. 76278 Strand + 

Start 1 End 686 

Name OJ990728_03 . 9C13 . C39 . ol . t s Method TBLASTX : Soybean 

Start ■ ...371. • "- - . . . End 685_ _ ,„.-,.. 

GI* ' : : hone' ' "-" Scof e " 151 ~ 

Exohs- •> ' 371. J508, 372_. .533, • 558. . 683, 587.^685 ; _ " 

"Seq." No. ' "■* -37"l09 ' * ",*..'* "Seq. ID OJ990728_03. 9C1.37C39 - 

/Gene No.;*, " 76278- ' > "■ Strand • « + . . . 

Start 1 End 686 

Name OJ990728_03 . 9C13 . C39 . ol . tm Method TBLASTX : Maize 

Start 378 End 683 

GI none Score 290 

Exons 378.. 683, 593.. 682 

Seq. No. 37110 Seq. ID OJ990728_03.9C13.C40 

Gene No. 76279 Strand + 

Start 171 End 391 

Name OJ990728_03 . 9C13 . C40 . ol . gs Method GENSCAN 



36721 




Start 


1 *7 1 
1/1 






Hina 


jy 1 




GI 


none 






Score 






Exons 


1*71 "3 Q1 












Seq. No. 


37111 






Seq. ID 


OJ990728_03.9C13 


.C41 


Gene No. 


76280 






Strand 






Start 


a on 

4 ZU 






EjilQ 


DH f 




Name 


ojyyu/zo uj.ycio.C4i 


. ol 


.gs 




brjNbUAiN 




Start 


/ion 
4 z(J 








C /I T 




GI 


none 






Score 


. D / 




Exons 


AOC\ A^Q ^11 ^4*7 












Seq. No. 


37112 






Seq. ID 


OJ990728_03.9C13 


.C43 


Gene No. 


76281 






Strand 






Start 


Q O 

yz 






-bno. 


AOCi 
ft Z U 




Name 




. 01 


. gs 


Mot" hnH 


W Cj IN O ^rtlN 




Start 


no 

yz 






tjna 


a on 

ft z u 




GI 


none 






Score 


Q 1 
. 0 1 




Exons 


qo ~\ A Q O A O A OC\ 












Seq. No. 


nil i o 

5 1 LLC. 






C arr T Pi 

beq . 1 v 


mQQCiiOQ on "3 
ujyyu/zo u 0 . ytu 


C A 0 


.Gene.. No,..;. 


' 76281 ; _ _ ; 






_Strand.„ 






Start.. ... 


_92.\. ' .... 






End _ 


. .J 2.0. _ 




Name 


ujyyu/zo uo.yciJ.c4j 


?ol 


.np 


Method 






Start 


00-3 

ZO J 






rjna 


jy 4 




GI 


bill bL 1 






Score 


Q "7 

0 / 




Exons 


zb j . . jy4 












GI Descrip. 


/7\ TO/iconn\ /"•ATvor^Q"?!^ 


1 protein 


[Oryza : 


sat lva J 




Seq. No. 


J / II J 






beq. lu 


ujyyu/zo u J . yti j 


n A a 

. Cfi ft 


Gene No. 


76282 






Strand 


+ - 




Start 


537 






End 


908 




Name 


OJ990728 03.9C13.C44 


.ol 


.np 


Method 


AAT/NAP 




Start 


537 






End 


786 




GI * 


5902371 






Score 


206 




Exons 


537.. 78 6 












GI Descrip . 


(AC009322) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


37113 






Seq. ID 


OJ990728__03.9C13 


.C44 


Gene No. 


76282 






Strand 


+ 




Start 


537 






End 


908 




Name 


OJ990728 03.9C13.C44 


.ol 




Method' 


GENSCAN 




Start " ' " 


;555- ■ 






: End '"' 


908 ■. -"* ' - 




-GI 


• none" • v . " " ~ 






Score 


.99 ' 




Exbns' " " r 


"■";555"rr9"08'~,"";" : '~ " 












Seq. No^. 


• .37113 ' ■ - 






Seq. ID 


OJ990'7«28_03:9C13 


.C44 


Gene No. 


' 76283 






Strand 






Start 


2482 






End 


3811 




Name 


OJ990728 03.9C13.C44 


.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


534 






End 


770 




GI 


none 






Score 


251 




Exons 


534.. 770, 545.. 769 












Seq. No. 


37113 






Seq. ID 


OJ990728_03.9C13 


.C44 


Gene No. 


76283 






Strand 






Start 


2482 






End 


3811 





36722 



Name 

Start 

GI 

Exons 



OJ990728_03.9C13.C4 4. ol.ts 

534 

none 

534.. 713, 545.. 721 



Method TBLASTX : Soybean 
End 721 
Score 233 



Seq. No. 37113 Seq. ID 

Gene No. 76283 Strand 

Start 2482 End 

Name OJ990728_03 . 9C13 . C4 4 . ol . tm Method 

Start 534 End 

GI none Score 

Exons 534.. 767, 545.. 793 



OJ990728_03.9C13.C44 
3811 

TBLASTX: Maize 

793 

263 



Seq. No. 37113 Seq. ID OJ990728_03 . 9C13 . C4 4 

Gene No. 76283 Strand 

Start 2482 End 3811 

Name OJ990728_03 . 9C13 . C4 4 . o2 . np Method AAT/NAP 

Start 2482 End 3811 

GI 6069646 Score 434 

Exons 2482.. 3466, 3752.. 3811 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
— ' • -- IQryza .jsatixaLgiJ^ 

„ Arabidpps.tsJ't.ha.lian'^. .chromosome II _.B£C....F,9,013 genomic, sequence,.. 

putative hon-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 37113 

Gene No. 76283 

Start 2482 

Name OJ990728_03 . 9C13 . C4 4 .o2 . tm 

Start 2506 

GI none 
Exons 



Seq. ID OJ990728_03.9C13.C44 



Strand 
End 

Method 

End 

Score 



3811 

TBLASTX: Maize 

3076 

70 



2506. .2709, 2790. .2858, 2861. .2953, 2861. .2953, 2984. .3076 



Seq. No. 37113 Seq. ID OJ990728_03 . 9C13 . C4 4 

Gene No. 76283 Strand 

Start 2482 End 3811 

Name ' OJ990728_03 . 9C13 .C44 .o3. tm Method TBLASTX: Maize 

Start 3206 End 3464 

GI none Score 131 

Exons 3206.. 3286, 3293.. 3463, 3294.. 3464 

Seqi' : Nov ' '/"37114- " seq '/ "lb ";*OJ99072 8_03V 9Cl : 3V C4 5 " : 

Gene No.' *. 7628.4 Strand +" 

" V ; Start" " ^ v " " " ' ' ' "End *. " 3425*6 7"" ': v ' ~ - r: " 

Name"' -OJ990728_03V9C13VC45.o3.np -Method AAT/NAP- . - "VV 

Start . 1 ' . ■ " End 3425 6 

GI 6503305 ' Score 687 ' • .. ' 

Exons 1..209, 4630.. 4707, 31007 31086, 33612.. 34256 

GI Descrip. (AC011713) Contains similarity to gb|U19615 LET 858 gene from 
Caenorhabditis elegans. ESTs gb|AI995150, gb|H76674 and 
gb|R84035 come from this gene. [Arabidopsis thaliana] 

Seq. No. 37114 Seq. ID OJ990728_03 . 9C13 . C4 5 

Gene No. 76284 Strand + 

Start 1 End 34256 

Name OJ990728_03 . 9C13 . C45 . ol . gs .Method GENSCAN 



36723 



Start 
GI 

Exons 



1595 End 9352 

none Score .5 

1595. .1796, 1868. .1992, 3969. .5077, 5385. .6428, 6468. .6735, 

7351. .7525, 7543. .7615, 7636. .7832, 8142. .8817, 9039. .9060, 

9100. .9217, 9242. .9352 



Seq. No. 37114 Seq. ID 

Gene No. 76284 Strand 

Start 1 - End 

Name OJ990728_03 . 9C13 . C45 . ol . gp Method 

Start 2877 End 

GI uC-osf Icyp033a04bl Score 

Exons 2877.. 3257 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



OJ990728_03.9C13.C45 
+ 

34256 
AAT/GAP 
3257 
664 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Exons. 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37114 
76284 
1 

OJ990728_03. 9C13 . C4 5 . ol . np 
4841 
4 206306 



Seq. ID OJ990728_03.9C13.C45 

Strand + 

End 34256 

Method AAT/NAP 

End 8954 

Score- • - -1391 . 



4:8 4 X ... .5 2 9 6 , .54.93 .,.74 O.6., ; J 600 ... .8954 



(AF049110) prpol [Zea .mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990728_03.9C13.C45 
+ 

34256 
AAT/GAP 
16058 
882 



37114 
76284 
1 

OJ990728__03. 9C13 . C45 . o2 . gp 
15491 

LIB34 31-022-P1-K1-A5 
154 91. .15684, 15788. .16058 

1 132105/sp | P18567 | RBS3_ORYSA 1.0e-66 RIBULOSE BISPHOSPHATE 
CARBOXYLASE SMALL CHAIN C PRECURSOR (RUBISCO SMALL SUBUNIT C) 

>gi_68094_pir RKRZS9 ribulose-bisphosphate carboxylase (EC 

4.1.1.39) small chain precursor (clone pOSSS1139) - rice 
>gi_218208_dbj_BAA00538_ (D00643) small subunit of 
ribulose-1, 5-bisphosphate carboxylase (RuBPC) [Oryza sativa] 
>gi 2407283 (AF017364) ribulo' 



Seq. No. 
Gene No . 
Start "*■•" : 
Name 

Start""""" * 
GI • . 
Exons " 
GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ990728_03.9C13.C45 
+ ■ 

"34256" •" y: ' 

AAT/GAP . 

16522 '■'**. * ' 

1114 . / : ' :". 



37114 Seq. ID 

76284 Strand 
"'1 " * " '■ V. End' 

OJ990728_03. 9C13. C4 5 . o3 . gp. . Method 
154 95 ■ ' ' r • : ""End*7" *-' 

606_8 . R1084 .' • Score- - 

'.154 95". . 15684, .15778." .16522 . . ' 

•81885/pirl IS20508 5.0e-13 ribulose-bisphosphate carboxylase (EC 
4.1.1.39) small chain precursor - kidney bean 
>gi_21050_emb_CAA42 618_ (X60000) ribulose bisphosphate 
carboxylase [Phaseolus vulgaris] >gi_2 1 0 5 3_emb_CAA4 0339_ 
(X57022) small subunit of ribulose 1 , 5-bisphosphate 
carboxylase/oxygenase [Phaseolus vulgaris] 1 



37114 
76284 
1 



Seq. ID OJ990728_03.9C13.C45 
Strand + 
End 34256 



36724 



Name 

Start 

GI 

Exons 

GI- Descrip. 



OJ990728_03 . 9C13 . C4 5 . o2 . np Method AAT/NAP 
15538 End 16165 

132105 Score 904 

15538. .15684, 15788. .16165 

RIBULOSE BISPHOSPHATE CARBOXYLASE SMALL CHAIN C PRECURSOR 
(RUBISCO SMALL SUBUNIT C) gi I 68094 | pir | | RKRZS9 

ribulose-bisphosphate carboxylase (EC 4.1.1.39) 

precursor (clone pOSSS1139) - rice gi I 218208 i dbj | BAA00538 | 
(D00643) small subunit of ribulose-1, 5-bisphosphate carboxylase 
(RuBPC) [Oryza sativa] gi|2407283 (AF017364) ribulose 

1, 5-bisphosphate carboxyla 



small chain 



Seq. No. 37114 

Gene No. 76284 

Start 1 

Name OJ990728_03 . 9C13 . C45 . o5 . gs 

Start 24889 

GI none 

Exons 24889. .25230, 25881.. 26759 

Seq. No. 37114 

j3ene„No,__^ 7628 4, 

~Sj:'art ..J.. J". 

Name 

Start 

GI 

Exons 



OJ990728_03 . 9C13 . C4 5 . 06 . gs 

28119 

none 



Seq. ID OJ990728_03.9C13.C45 

Strand + 

End 34256 

Method GENSCAN 

End 26759 

Score .79 



Seq. ID OJ990728_03.9C13.C45 

S.t, r ancL„.„_,i_ .™ , . „ 



...End_.„. . 
Method 
End 
Score 



, .3.4 25.6 ; ; 
GENSCAN 
29029 
.5 



28119. .28166, 28321 .. 28426, 28935. .29029 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"*_xons" 

Seq. -No'. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



37114 
76285 
35348 

OJ990728_03. 9C13.C45.o4 .np 

35348 

5739323 



Seq. ID 
Strand 
End 

Method 
End 
Score 

35348. .35612, 35640 .. 36562, 36710. .38194 

(AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 



OJ990728_03.9C13.C45 
' + 
38194 
AAT/NAP 
38194 
1303 



37114 
76286 
29282 

OJ990728_0.3 . 9C13 ..C4 5 . oil, ts 

4 7 92 - " • • ' •' :: * r 

none . ' 

■4'7 9'2:T5T5T*;;~*' ' ' 

37114 - ' - : . 

76286 

29282 

OJ990728_03. 9C13 . C45 . o9 . ts 

5636 

none 

5636. .5854, 5870. .6004 

37114 
76286 
29282 



Seq. ID 

Strand 

End 

Method^ 
; End" ; ~ " 
Score f 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990728_03. 9C13.C45 
34091 

T.BLASTX: Soybean ... 
••5154 — • • 

.204 



0 J 9 9.0 7 2 8_0 3 . 9G1 3 . C 4 5 
34091 

TBLASTX: Soybean 

6004 

148 



OJ990728 03.9C13.C45 



34091 



36725 






Name 


oj y yu / zo uo , 


yuio . 


C > A R r~\ 9 
LftD . OZ 


. L.W 


Method 


TBLASTX: Wheat 






Start 


d i yy 








End 


.6207 






GI 


none 








Score 


605 






Exons 


J/30. . OZ Uj, 


Jul J . 


* D1JO/ 


J JIJ # 


.6206, 5950.. 6207 






Seq. No. 


37114 








Seq. ID 


OJ990728 03.9C13. 


C45 




Gene No. 


76286 








Strand 


- 






Start 


zyzoz 








End 


34091 






Name 


ojy yu /zo uo 


yuio . 


J . OH 


. cm 


Method 


TBLASTX: Maize 






Start 


coco 

oo bo 








bna 


OU / 0 






GI 


none 








Score 


301 






Exons 


coco £n t o 
Oobo . . bU /o, 


jo bU . 


. OU / z , 


o y z / . 


.6073 








Seq. No. 


37114 








Seq. ID 


OJ990728JD3.9C13. 


C45 




Gene No. 


76286 








Strand 


- 






Start 


z y z oz 








End 


34091 






Name 


/^TQQmoQ n.9 

uj y yu / zo uo 


. y^i o . 


L- ^ D . OZ 


. LIU 


Method 


TBLASTX: Maize 






Start 


60/4 








T-< _ 

End 


Djjj 






GI 


none 








Score 


611 






Exons 


bU / 4 . . DOJD, 


bU / c> . 


£ 1 9 Q 
. Dl OO , 


£1 Q9 

oi y o . 


. 6534 








S_e.q,..„Np.._. 


.„37114_ 








_JS,eg....ID_ 




-£15- 




Gene,, .No.,. , . 


...,.7J5'28A _ 


... 






. Strand 









Start 


o n o o o 

z yzoz 








End 


"'34091 " 




\J 


Name 


OJyyo/zo Uo 


. ycio . 


r* a c c 
C4 3 . OO 


4- in 


Method 


TBLASTX : Soybean 




lil 


Start 


6221 








End 


6688 




? i 5 


GI 


none 








Score 


208 




j ~ 
: s 


Exons 


6221 . . boUz, 


bzb b . 


. boio, 


OjUj . 


.6688 








Seq. No. 


37114 


- 






Seq. ID 


OJ990728_03.9C13. 


C45 


sr. 


Gene No. 


76286 








Strand 






5 jet 


Start 


zyztsz 








End 


34091 






Name 


ojyyu /zo Uo 


QP1 O 

. yuio 


pyl C ^ C 


. tw 


Method 


TBLASTX: Wheat 




s 5 =3: 


Start 


6316 








End 


6673 






GI 


none 








Score 


123 






Exons 


doId . . o4oo, 


boZU 


. o4 / 3 , 


£ t; n o 


.6673, 6505. .6633 






Seq. No. 


37114 








Seq. ID 


OJ990728_03.9C13 


C45 


£3 


Gene No. 


76286 








Strand 








Start 


o n o o o 
z yZoz 








End 


34091 






Name 


ojy yu / zo uj 


Qp 1 O 

. yuio 


L4 O . OO 


4- e-» 


Method 


TBLASTX: Soybean 






Start . 


6841 








End 


7258 .. ... . 






GI v : 


* none; " * ~ ' 






' — 


; Score' *" 








Exons . 


b o 4 1 . . o y / o t , 


£Q A 9 
OO 4 Z 


£ QQ c, 


/ U J. D « 


. 7101, .7016. .7258," 7 141. ".7254 




Seq.' No.' " r 


3711 4' 








Seq.' ID 


OJ990728_03. 9C13" 


:C45 




'. Gene No.. 


76-286 : . . 








■ Strand 








Start 


o n o o o 

zyz oz 








End 


34 091 






Name 


n Tnftmoo no 

oj y yu /zo uj 


no i o 

. ycio 


. L4 j . 04 


. t-W 


Method 


TBLASTX: Wheat 






Start 


6887 








End 


7321 






GI 


none 








Score 


84 






Exons 


6887. .6976, 


7030 


. .7104, 


7031 


.7321, 7135. .7236 






Seq. No. 


37114 








Seq. ID 


OJ990728_03.9C13 


.C4 5 




Gene No. 


76286 








Strand 








Start 


29282 








End 


34091 






Name 


OJ990728 03 


. 9C13 


.C45.ol0.tm 


Method 


TBLASTX : Maize 





36726 






Start 


"i *7 ~7 r\ 

7770 




T7 r\ 

bna 


Q1 






GI 


none 




Score 


1 QQ 

i y y 






Exons 


7770 . . 8123 












Seq. No. 


37114 




Seq. ID 


OJ990728_03. 9C13. 


C45 




Gene No. 


76286 




Strand 








Start 


29282 * 




bna 


3h u y i 






Name 


OJ990728 03.9C13.C45 


.olO.ts 


Method 


i bij/\b i a ; ooyDean 






Start 


7977 




bna 


OJ / i 






GI 


none 




Score 








Exons 


7977.. 8372, 8004. .8192, 8078 


. . O £. D H 








Seq. No. 


37114 




Seq. ID 


OJ990728_03.9C13. 


C45 




Gene No. 


76286 




Strand 








Start 


29282 




bna 








Name 


OJ990728 03.9C13.C45 


. 06 . tw 


KArt +- V-\ rt /-J 


TRT ZiCTY • Who ^ t- 






Start 


8523 




bna 








GI 


none 




Score 


i on 
1 y / 






Exons 


8523. .8939 












Seq. No. 


37114 




Seq. ID 


OJ990728_03.9C13. 


C45 




Gene.. No .._„ 


7 i52&6 „. 




_ SJtr„a„nd„ 








, Start 


.. 29282.. _ .... 




, . j^na^ , 


OfiKjyl. . .... - ^ 




: 3 
"~ 


Name 


OJ990728 03.9C13.C45 


.o7.ts 


Method 


(tinT ACT 1 V * O rt i rK rt — i -p-v 

i r>LiAb i a : boyoean 




*3 


Start 


8715 




End 


o you 






GI 


none 




Score 


zoo 




s Li 


Exons 


8715. .8960, 8759.-8845, 8921 


. . o y o d 








Seq. No. 


37114 




Seq. ID 


OJ990728_03. 9C13. 


LI J 




Gene No. 


76286 




Strand 








Start 


29282 




End 


34091 




i LJ 


Name 


OJ990728 03.9C13.C45 


.ol. tc 


Method 


TBLASTX: Cress 






Start 


15528 




End 


16039 






GI 


none 




Score 


79 




fl 


Exons 


15528. .15617, 15537. 


.15602, 


15544. .15621, 15770 .. 16039, 








15787 . .16011 












Seq. No. 


37114 




Seq. ID 


OJ990728_03.9C13 


r'A R 




Gene No. 


76286 




Strand 








Start 


29282 




End 


34091 






Name 


OJ990728 03.9C13.C45 


. ol . tw 


Method 


TBLASTX: Wheat 






. Start 


.15534 . . . _ ; ; . 




; . End 


16159- ■ 






~G'i" z ' : " 


' none ' ' 




" Score - r " 


8 5 " - " : 






Exons " ; 


' 15534 .VI 5 5 99/ 1553.4. 


'.15629,' 


15544. .15.687, 15778 16155., 








• '--^15 782T7I 60T5 ;7rS7 7 87V 


TT6r5B7" 


1578B7":T6T59 ' r "~ r ~^ z v 






■ Seq. No. 


* 37114 " ■ 




Seq. ID 


;OJ990728_03. 9C13.C45 




Gene No. 


76286 




Strand 








Start 


29282 




End 


34091 






Name 


OJ990728 03.9C13.C45 


.o2.ts 


Method 


TBLASTX : Soyb r -.n 






Start 


15550 




End 


16204 






GI 


none 




Score 


93 






Exons 


15550. .15621, 15552. 


.15626, 


15782. .16204, 15788. .16150 






Seq. No. 


37114 




Seq. ID 


OJ990728_03.9C13 


.C45 




Gene No. 


76286 




Strand 








Start 


29282 




End 


34091 





36727 




Name 


OJ990728_03. 9C13.C45 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


15550 




End 


16204 




GI 


none 




Score 


93 




Exons 


■ 15550 .. 15621, 15552. 


. 15626, 


15782. .16204, 15788.. 16150 




Seq. No. 


37114 




Seq. ID 


OJ990728_03.9C13 


C45 


Gene No. 


76286 




Strand 






Start 


29282 




End 


34091 




Name 


OJ990728_03. 9C13.C45 


.o4. tc 


Method 


TBLASTX: Cress 




Start 


24943 




End 


25230 




GI 


none 




Score 


151 




Exons 


24943. .25047, 25051. 


. 25137, 


25132. .25230 




Seq. No. 


37114 




Seq. ID 


OJ990728_03.9C13. 


C45 


Gene No. 


76286 




Strand 






Start 






End 


34091 




Name 


OJ990728_03. 9C13.C45 


.08 .ts 


Method 


TBLASTX : Soybean 




Start 


24943 




End 


25230 




GI 


none 




Score 


154 




Exons 


24943.. 2 5050, 25057. 


.25137, 


25131. .25220, 25132.. 25230 






j3.7JLl.i_.__ 




Z Se_q.,_ID„ 


OJ-9'90728 03.9C13. 


C45 


Gen.e , No. ... 


.... .7 628.6.. , . . \:J 


~. • . - - 


_ . Strand. . 






Start 


29282 




End 


34 091*"' 




Name 


OJ990728_03. 9C13.C4 5 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


24943 




End 


25230 




GI 


none 




Score 


156 




Exons 


24943. .25047, 25050. 


.25220, 


25051. .25116, 25132. .25230 




Seq. No. 


37114 




Seq. ID 


OJ990728_03. 9C13. 


C45 


Gene No. 


76286 




Strand 






Start 


29282 




End 


34091 




Name 


OJ990728_03. 9C13.C4 5 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


25807 




End 


26201 




GI 


none 




Score 


72 




Exons 


25807 . . 25941, 25872 . 


.25931, 


25938. .26201, 25940.. 26047 




Seq. No. 


37114 




Seq. ID 


OJ990728_03. 9C13. 


C45 


Gene No. 


76286 




Strand 






Start 


29282 




End 


34091 




Name 


OJ990728_03. 9C13.C4 5 


. o5 . tc 


Method 


TBLASTX: Cress 




Start . 


. . .25929. 


i.. : _ 


. End 


26678' v. 




" GI 


■ * none*'; ~ ' ; : " " " " ' ; ~ 




; ; Score ; 


24 3 ■ -■.-.—.„ v: 




* Exons 


25929 . '. 26192,- 26364. 


. 26435,' 


26466. .26678, '26531'. : 26662 




■Seq. -No. 


3 7114 . ... ; . 




Seq." ID 


OJ99.07.28 .03. 9Ci3.:C4-5 


.Gene No. 


76286 




* Strand 






Start 


29282 




- .End 


34091 ... 




• Name 


OJ990728_03. 9C13.C4 5 


. 06 . ts 


Method 


TBLASTX: Soybean 




Start 


26073 




End 


26672 




o J. 


none 




Score 


107 




Exons 


26073. .26201, 26364. 


.26435, 


26454. .26672, 26531.. 26662 




Seq. No.' 


37114 




Seq. ID 


OJ990728_03. 9C13. 


C45 


Gene No. 


76286 




Strand 






Start 


29282 




End 


34091 




Name 


OJ990728 03.9C13.C45 


.08 .tm 


Method 


TBLASTX: Maize 





36728 




Start 


26531 




End 


26678 




GI 


none 




Score 


205 




Exons 


26531. .26662, 26532. 


.26678, 


26589. .26663 




Seq. No. 


37114 




Seq. ID 


OJ990728_03.9C13 


C.4 5 


Gene No . 


76286 




Strand 






Start 


29282 




End 


34091 




Name 


OJ990728 03 . 9C13 . C4 5 


.o7.gs 


Method 


GENSCAN 




Start 


29282 




End 


31539 




GI 


none 




Score 


.8 




Exons 


29282. .29420, 29628. 


.29779, 


30327. .30387, 307 4 3 .. 31075, 






31523. . 31539 










Seq. No. 


37114 




Seq. ID 


OJ990728J53.9C13 


C45 


Gene No. 


76286 




Strand 






Start 


29282 




End 


34091 




Name 


OJ990728_03. 9C13.C4 5 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


31036 




End 


34063 




GI 


none 




Score 


67 




Exons 


31036. .31089, 33609. 


. 34043, 


33609. .33962, 33611 .. 34063, 






33611 . . 34048 










Se i q.._Nb . 


37114 ; . ' 1 1" '„...* .Tzu 




w \.Seq7 '.'"ID 


.OJ99072.8._Q.3..9CX3 


.C45. 


Gene No. 


76286 




Strand 






Start 


29282 




End 


34091 




Name 


OJ990728 03.9C13.C45 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


31036 




End 


34091 




GI 


none 




Score 


67 




Exons 


31036. .31089, 33609. 


. 34091, 


33609. .33959, 33611. .34090 




Seq. No. 


37114 




Seq. ID 


OJ990728_03.9C13 


C45 


Gene No. 


76286 




Strand 






Start 


29282 




End 


34091 




Name 


OJ990728_03. 9C13.C4 5 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


31036 




End 


33869 




GI 


none 




Score 


67 




Exons 


31036. .31089, 33609. 


. 33869, 


33609. .33857, 33611. .33868 




Seq. No. 


37114 




Seq. ID 


OJ990728JD3.9C13 


C45 


Gene No. 


76286 




Strand 






Start 


29282 




End 


34091 




Name- 


OJ9 90728_0 3. 9C13.C45 


. 06 . tc 


Method 


TBLASTX: Cress 




Start" / * ~ 


:~ 338 69'* ' : 7;"777 7/ "\ 




77 "End ~'7 


34049 -* ~ 




GI 


none " 


- ■ . .-. 


.•'Sep re 


' 203 - 




£x6"ns~~"~ 


3386.9. .33937, 33870. 


7 3T04 9-7 


■"'j3W2~r;3"« d "4"8"" "■■*":■ 




Seq. Noi 


37114 ■ 




Seq. ID 


OJ990728_03.9C13 


C45 


Gene No." 


76287 




Strand 






Start 


35319 




End 


35697 




Name 


■ OJ990728_03.9C13.C45 


.o9. tm 


Method 


TBLASTX: Maize 




Start 






End 


35697 




GI 


none 




Score 


36 




Exons 


35319. .35360, 35320. 


.35388, 


35356. .35421, 354 4 6 .. 35511, 






35447. .35512, 35501. 


.35596, 


35502. .35594, 35516. . 35605, 






35654. .35695, 35665. 


.35697 








Seq. No. 


37114 




Seq. ID 


OJ990728_03.9C13 


C45 



36729 



Gene No. 76288 
Start 35618 

Name OJ990728_03 . 9C13 . C45 . o3 . tc 

Start 35618 
GI none 

Exons 35618. .35854, 35651 .. 35722 , 

36056. .36259, 36362 .. 36583, 

36440. .36565, 36443.-36628, 

36983. .37132, 37013 .. 37 132 , 

37013. .37132, 37037 .. 37 132 , 

37205. .37327, 37205. .37288, 

37310. .37480, 37310. .37384, 

37319. .37471, 37319 37471, 

37598. .37873, 37598.-37876, 

37601. .37822, 37601 37873, 

37619. .37876, 3764 6. .37873, 

37682. .37861, 37745.-37873, 



Strand 
End 

Method 

End 

Score 
35729 
36377 



37960 

TBLASTX: Cress 
37933 
115 

35869, 35732. .35851, 
36628, 36377.-36583, 
36665.-36775, 368 90 .. 36931 , 
37013- .37132, 37013 .. 37132 , 
37145. .37288, 37174 .. 37290 , 
37205. .37297, 37205 .. 37303, 
37319. .37450, 37319 .. 37465, 
37319. .37504, 3734 3 .. 3744 7 , 
37598.-37876, 37601 .. 37819, 
37616. .37870, 37 619 .. 3787 9, 
37652. .37873, 37 673.-37873, 
37826.-37873, 37901. .37933 



Seq. No. 
Gene No. 
Start 
.Name; • 
Start. . 
GI 

Exons 



37114 
76288 
35618 

'.35711....... - \. *V.. .V.. 



OJ990728 03.9C13.C45 



none 

35711. 

36377, 

37205. 

37511. 



Seq. ID _ 
Strand 

End 37960 
...Method _„T B LAS TJC x^yfce an. 

,„7 - \. .. V.. End. : 3J96D..^ _ . _ 

". Score 89 

35854, 36263. .36424, 36365 .. 36493,. 36374 
36565, 36377. .36487, 37013 .. 37132 , 37049 
37297, 37211. .37312, 37388 .. 37450, 37391 
37960, 37625. .37873, 37682.-37873, 37706 



36493, 
37132, 
37468, 
37939 



Seq. No. 37114 Seq. ID 

Gene No. 76288 Strand 

Start 35618 End 

Name OJ990728_03 . 9C13 . C45 . 06 . tm Method 

Start 35714 End 

GI none Score 
Exons 



OJ990728_03.9C13.C4 5 
37960 

TBLASTX: Maize 

37909 

77 



35714 . .35854, 36377 .. 36556, 3638 6 .. 36565, 37013 .. 37 132 , 
37205. .37291, 37568. .377 98, 37570. .37 878, 37571. .37 909 



Seq. No. 37114 

Gene No. 76288 Strand 

Start 35618 End 

Name . ,. OJ990728_03 ._9C13 . C4 5 . p3 ,tw • Method 

Start' ■ ' . '.' " ''35732' v y ■ '■" : ' ."-".End" 

GI . * " none - "•' ' ' •'• Score 
Exons " ~" 7357 327 . 35tf 5Tr~370T37737I3'2'; ' '3"755 6 V: 37 9217 



Seq. ID OJ990728_03.9C13.C45 



37960 

TBLASTX: Wheat 
37 921 " ' ~* ' 

12'.' 



' Seq. No. 


.-37115 


Seq. .ID 


O<J990728_03 


Gene No. 


76289 


Strand 


+ 


Start 


54 


End 


206 


Name 


OJ990728 03.9C13.C46.ol.gs 


Method 


GENSCAN. 


Start 


54 


End 


206 


GI 


none 


Score 


.46 


Exons 


54. .206 






Seq. No. 


37115 


Seq. ID 


OJ990728_03 


Gene No. 


76290 


Strand 


+ 


Start 


8662 


End 


8932 



36730 




Name OJ990728_03 . 9C13 . C4 6 . ol . gp Method AAT/GAP 

Start 8662 End 8932 

GI LIB3434-035-P1-K1-A7 Score 464 

Exons 8662.. 8932 

GI Descrip. 1 5441876/dbj | AP000367 . 1 | AP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) 1 

Seq. No. 37115 Seq. ID OJ990728JD3 . 9C13 . C4 6 

Gene No. 7 6291 Strand + 

Start 8896 End 8970 

Name OJ990728_03 . 9C13 . C4 6 . o2 . gp Method AAT/GAP 

Start <i896 End 8970 

GI J .8012_1.R1084 Score 90 

Exons 8i?9£..8970 

GI Descrip. ML " '~:255 1 OSU72255 2.0e-23 Oryza sativa 

bete. .... yiut. ^ -ursor '-":-e<v op- "^plet~ s f 

Seq. No. 37115 13,C46 

Gene No. 76292 Strand + ^ 

Start 9885 End 11203 . ^ ' 4 

Name OJ990728_03 . 9C13 . C4 6 . o4 . gs Method GSNSCV-N 

A8.85.. _ ■•„._„ -. ..End ..11203 „ 

' ' GI.I .Jjn'one . . .'. ' . . ."..Score ..-.98 . ..; ..„,_-". 

Exons * 9885.. 9899, 10072 1013'" ' ^ — 

Seq. No. 37115 ...6^. -w,j u ^o_ 03. 13.C46 

Gene No. 76293 Strand 

Start 2027 End 3816 

Name OJ990728_03 . 9C13 . C4 6 . o2 . gs Method GEN SCAN 

Start .2027 End 3816 

GI none Score .73 

Exons 2027.. 2583, 3351.. 3816 

Seq. No. 37115 Seq. ID OJ990728_03 . 9C13 . C4 6 

Gene No. 76293 Strand 

Start 2027 End 3816 

Name OJ990728_03 . 9C13 . C4 6 . ol . np Method AAT/NAP 

Start 2030 'End 3801 

GI 535454 Score 994 

Exons 2030.. 2613, 3351.. 3801 

GI Descrip. (U13940) cysteine proteinase [Alnus glutinosa] 

Seq. "No; ';\'/3;1ll5'\ ; ' .' : " 1 . ' " " ./Seq . V ID " ' OJ990728JD3 . /9C13 ;€46 

Gene No. ' " * . 76294 - •"- ■ '. Strand - 

""Start- '** r ^ 5313 -— - M : "' ' r "''8'559'"" T " , " ; : ; " ! : r "' ; 

-■Name - ' OJ990728V03-. 9C13-; C4 6 . o3 . gs Method* "GENSCAN . . " . ' 

Start* '. \ . ; 5313 // End* • ■ 8559 • • ■■ - 

GI none - - Score . 81 

Exons 5313. .5492, 5604. .5798, 5917. .6003, 6445. .6535, 6769. .6827, 
6915. .7316, 7430. .8014, 8049. .8313, 8534. .8559 

Seq. No. 37115 Seq. ID OJ990728_03 . 9C13 . C4 6 

Gene No. 76294 Strand 

Start 5313 . End . 8559 

Name OJ990728_03 . 9C13 . C4 6 . o2 . np Method AAT/NAP 

Start 7825 End 8052 

GI 6016728 Score 143 



36731 




Exons 7825.. 8052 

GI Descrip. (AC009325) hypothetical protein [Arabidopsis thaliana] 

gi|6091715|gb|AAF03427.1|AC010797_3 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 


37115 








Seq. ID 


OJ990728 


03 . 9C13 . C4 6 


Gene No. 


76295 








Strand 






Start 


13240 








End 


15838 




Name 


OJ990728 03 


. 9C13 . 


C46 . ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


o a n n 

2009 








End 


3744 




GI 


none 








Score 


119 




Exons 


2009 . . 2167, 


2036. 


.2167, 


2172 . 


.2240, 2177. .2284, 


2264 . . 24 97, 




2265 . . 2465, 


2498. 


.2620, 


3347 . 


.3451, 3349. .3450, 


3505 . . 3573, 




3506. .3574, 


3577. 


.3678, 


3577. 


.3687, 3605. .3679, 


3678. .3716, 




3679. .3744, 


3681. 


.3731 










Seq. No. 


37115 








Seq. ID 


OJ990728 


03. 9C13.C46 


Gene No. 


76295 








Strand 






Start 


13240 








End 


15838 




Name 


OJ990728 03, 


.9C13. 


C46.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2031- 








.End . - 


?3691 




-GI ■• . J; 


./none' VvnZ; - ■ 






^Siore., 






.Exons^-, 


;:.."..„2 031'. ...22.19/.. 


..'2,03.6.* 


22.3fl,, 




,.\2509,,. 226.5 ,.,£4.65./. 


_2 5 13..... 2 6.20, 


3348. .3413,.' 


".3 3 4" 9 . 


'.3414, 


3358. 


.34 65/^,34 2 


!8'. . 34.54, 


„ 3496. .3690, 




3509. .3691 














Seq. No. 


37115 








Seq. ID 


OJ990728 


_03. 9C13.C46 


Gene No. 


76295 








Strand . 






Start 


13240 








End 


15838 




Name 


OJ990728_03 , 


.9C13. 


C46.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2033 








End 


3735 




GI 


none 








Score 


207 




Exons 


2033. .2257, 


2034. 


.2255, 


2249. 


.2512, 2268..2465, 


2504 . .2620, 




2553. .2621, 


3349. 


.3447, 


3350. 


.3448, 3481.. 3555, 


3515. .3556, 




3577. .3735, 


3590. 


.3691 










Seq. No. 


37115 








Seq. ID 


OJ990728 


_03. 9C13.C46 


Gene No. 


76295 








Strand 






Start 


13240 








End 


15838 . 




Name 


OJ990728_03 < 


.9C13. 


C46.ol 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


2096 






■- 


End . 


3735 




GI . 


none • : - . 








Score 


-64 :~- • 




Exons'" - ' * 


■ '20 96; .2161/' 


.2096. 


.2173/ 


.2109. 


•.2165, 2177.V2263, 


2259." : 24-41 / 


. - . 


■ : 2267 . '. 2512,. 


2510. 


.'2608, - 


' 2553 . 


.2609, 335 


»8. .342 9, 


' 3359. . 3424, 




- "*3"4"4"8r:"3735," 


'35067 


.3679/ 


'"3514 'V 


731 IT"" 






Seq. .No. 


• 371 15 ■ 








Seq. *TD" 


OJ990728 


_03.9C13.C46 


Gene No. 


76295 








Strand 






Start 


13240 








End 


15838 




Name 


OJ990728 03. 


.9C13. 


C46.o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


7769 








End 


8014 




GI 


none 








Score 


125 




Exons 


7769.'. 8014, 


7839. 


.8000 










Seq. No. 


37115 








Seq. ID 


OJ990728 


_03.9C13.C46 


Gene No. 


76295 








Strand 






Start 


13240 








End 


15838 





36732 



Name 


OJ990728_03 . 9C13.C46.o2.ts 


Method 


TBLASTX : Soybean 




Start 


7832 


End 


7991 




GI 


none 


Score 


148 




Exons 


7832. .7990, 7839. .7991 








Seq. No. 


37115 


Seq. ID 


OJ990728_03.9C13. 


C46 


Gene No. 


76295 


Strand 






Start 


13240 


End 


15838 




Name 


OJ990728 03.9C13.C46.o5.gs 


Method 


GENSCAN 




Start 


13240 


End 


15838 




GI 


none 


Score 


.75 




Exons 


13240. . 13285, 14 175 .. 14 392 , 14557 .. 14 740 , 15723. .15838 




Seq. No. 


37116 


Seq. ID 


OJ990728_03.9C13. 


C4 7 


Gene No. 


76296 


Strand 


+ 




Start 


1 


End 


325 




Name 


OJ990728 03.9C13.C47.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


325 




GI 


6815072 


Score 


252 




Exons 


1. .325 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


'. BAC 




T13P21; hypothetical __protein_J 


LACJDCL6JD67J. 


LP ry z a, js a t i y a J_ . 




Seq. No-. 


~ — - 

37117 


. . "... 

Seq. ID 


OJ990518_08 . 9C03 . 


CI ' ' 


Gene No. 


76297 


Strand 






Start 


319 


End 


1019 




Name 


OJ990518 08.9C03.Cl.ol.gs 


Method 


GENSCAN 




.Start 


319 


End 


1019 




GI 


none 


Score 


. 98 




Exons 


319. . 1019 








Seq. No. 


37117 


Seq. ID 


OJ990518_08. 9C03. 


CI 


Gene No., 


76297 


Strand 






Start 


319 


End 


1019 




Name 


OJ990518 08.9C03.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


356 


End- 


847 




GI 


none 


Score 


106 




Exons 


356. .604, 404. .592, 707. .847 








Seq. No. 


37117 


Seq. ID 


OJ990518_08. 9C03. 


CI 


Gene No. 


76297 


Strand 






Start 


319 


End 


1019 . . 




Name' ; . ' ' ~ 


"OJ990518* 08-. 9C03'.'Cl.;6l . tm' 


Method 


"TBLASTX : Maize : ~ " 




Start 


542 - • " • 


End ' * " 


999" '•*.'' ' >T " 






"* riorie"" '* ~ ' ' ~ 


Score 


69"" 




Exons " 


.542. .664, 543. .602/ .-701.. 895, 

..... , ; - v 


.732 .-. 884, 


8 95 .-. 9-99 - 




Seq. No. 


37118 : '"' • ' "' ' 


Seq. ID 


OJ990518_08. 9C03. 


C2 


Gene No. 


' 76298 


Strand 


+ 




Start 


141 


End 


436 




Name 


OJ990518 08.9C03.C2.ol.gs 


Method 


GENSCAN 




Start 


141 


End 


436 




GI 


none 


Score 


. 64 




Exons 


141. .272, 304. .436 








Seq. No. 


37119 


Seq. ID 


OJ990518_08. 9C03. 


C4 


Gene No. 


76299 


Strand 


+ 





36733 




*3 



Start 


376 




End 


3814 


Name 


OJ990518 08 


.9C03.C4.ol.gs 


Method 


GENSCAN 


Start 


376 




End 


2628 


GI 


none 




Score 


. 63 


Exons 


376. .2628 








Seq. No. 


37119 




Seq. ID 


OJ990518_08. 9C03.C4 


Gene No. 


76299 




Strand 


+ 


Start 


376 




End 


3814 


Name 


OJ990518 08 


. 9C03.C4 .ol.np 


Method 


AAT/NAP 


Start 


397 




End 


3814 


GI 


4234852 




Score 


2225 


Exons 


397. .557, 600. .2795, 3786.. 3814 




GI Descrip. 


(AF082133) 


gag-pol polyprote 


in [Zea mays] 


Seq. No. 


37119 




Seq.. ID 


OJ990518 08.9C03.C4 


Gene No. 


76299 




Strand 


+ 


Start 


376 




End 


3814 


Name 


OJ990518 08 


. 9C03.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


.489 




End 


1500 


GI 


none 




Score 


586 


, Exons_ 


489. .1067, 490..1098-, 1108.. 


1239, 1179 


. . 1220^ 1344 . . 1394^ 


... , 


.. .14.35, .. 15.00 „ 








Seq. No. 


37119 




Seq. ID 


OJ990518 08.9C03.C4 


Gene No. 


76299 




Strand 


+ 


Start 


376 




End 


3814 


Name 


OJ990518 08 


.9C03.C4.o2.tw 


Method - 


TBLASTX: Wheat 


Start 


1420 




End 


1857 


GI 


none 




Score 


110 


Exons 


1420. . 1617, 


1687. .1857, 1719 


. .1841 




Seq. No. 


37119 




Seq. ID 


OJ990518_08.9C03.C4 


Gene No. 


76299 




Strand 


+ 


Start 


376 




End 


3814 


Name 


OJ990518 08 


.9C03.C4.ol.ts 


Method 


TBLASTX ; Soybean 


Start 


1714 




End 


2100 


GI 


none 




Score 


344 


Exons 


1714 . .2100, 


1725. .1931 






Seq. No. 


37119 




Seq. ID 


OJ990518_08. 9C03.C4 


Gene No. 


.76299 




Strand 


+ 


Start ■ . • 


, 37 6 • • 




"."End -7" ; ; 


38i4";. : 7 * 7 77777 - 


"Name 


OJ990518 08 


. 9C03.C4.ol.tw' " 


Method . 


TBLASTX: Wheat 


Start*""* 


"1876 ~~ 




" End 


2538 ■ — 


GI • 


- none - 




Score 


252 ... - ■ - 


Exons • • 


<• 1876.. 2115, 


"2061. .2114, 2155 : 


..2460, £178.'. 2438, 2439.. 2513, 




2440. .2538 








Seq. No. 


37119 




Seq. ID 


OJ990518jD8.9C03.C4 


Gene No. 


76299 




Strand 


+ 


Start 


376 




End 


3814 


Name 


OJ990518 08 


. 9C03.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


1891 




End 


2349. 


GI 


none 




Score 


128 


Exons 


1891. .2115, 


2164.. 2349, 2166 


. .2324 





36734 



Seq. No. 37119 Seq. ID 

Gene No. 76299 Strand 

Start 37 6 & . End 

Name OJ990518JD8 . 9C03 . C4 . ol\ tc Method 

Start 2155 End 

GI none Score 

Exons 2155.. 2355, 2368.. 2535 



OJ990518_08.9C03.C4 
+ 

3814 

TBLASTX: Cress 

2535 

119 



Seq. No. 37119 

Gene No. 76299 
Start . 376 

Name OJ990518_08 . 9C03 . C4 . o2 . ts 

Start 2155 

GI none 

Exons 2155.. 2364, 2157.. 2336, 



Seq. ID OJ990518 08.9C03.C4 



Strand 
End 

Method 
End 
Score 
2368. .2541 



+ 

3814 

TBLASTX: Soybean 

2541 

182 



Seq. No. 
Gene No. 
Start 
Name 
Start 

_GI_ „ 

Exons.,. . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37119 Seq. ID 

76299 Strand 
376 End 3814 

.OJ990518_08. 9C03.C4 .o2.np Method AAT/NAP 

2734 . End 3814 

.5922.623 Score. „. 367. 

2734.. .2814., .,3198.... 33.45, .3512. .3587,. Ji95.,.38l r 4 
(AP0004 92) hypothetical protein [Oryza sativa] 



OJ990518_08.9C03.C4 
+ 



gil 6016856|dbj IBAA85199. 
[Oryza sativa] 



1| (AP000570) hypothetical protein 



37120 Seq. ID 

76300 Strand 

158 End 

OJ990518_08. 9C03.C5.ol.gs Method 

158 End 

none Score 
158. .1732 



OJ990518J38.9C03.C5 
+ 

1732 
GENSCAN 
1732 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . . 
GI' Descrip'. 



Seq.* No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37120 Seq. ID OJ990518_08 . 9C03 . C5 

76301 Strand + 

8609 End 8730 

OJ990518_08. 9C03.C5.o3.np Method AAT/NAP 

8609 End 8730 

5922623 Score 106 

.8609. .8730 . . ,. ^ . , T ... 
v '(AP000492j -hypothetical" protein [Oryza * sativa]" "* " 

"gi| 6016856 | dbj | BAA85199.i l (AP000570)' "hypothetical protein' 

*;fOr yza "'""sativa] '"*""'* """"* ~~ " " * ' * ■*■- 



3712.0 ■ ; ; Seq. ID' 

76302 " ' Strand 

2375 End 

OJ990518_08 . 9C03-. C5 . o5 . tm Method 

2369 End 

none Score 

2369. .2515, 2370. .2510 



•OJ990518_08.9eD3.C5 
8730 

TBLASTX: Maize 

2515 

127 



Seq. No. 
Gene No. 
Start 



37120 
76302 
2375 



Seq. ID 

Strand 

End 



OJ990518 08.9C03.C5 



8730 



36735 



Name OJ990518_08 . 9C03 . C5 . ol . np Method AAT/NAP 

Start 2375 End 8026 

GI 6498441 Score 6698 

Exons 2375.. 2656, 2750.. 4147, 4319.. 4792, 4985.. 5237, 5412.. 5546, 

5730.. 6103, 6167.. 6630, 6961.. 8026 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type' 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


37120 








Seq. ID 


OJ990518_08. 9C03.C5 


Gene No. 


7 b 302 








Strand 




Start 


2375 








End 


8730 


Name 


OJ990518 08 . 


9C03 


. C5 . o7 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2384 








End 


2986 


GI 


none 








Score 


83 


Exons 


too / o c a a 

2384 . . 2509, 


2388 


ACTA 

. . 2510, 


2702 . 


.2986, 2703.. 2981 


Seq. No. 


37120 








Seq. ID 


OJ990518 08.9C03.C5 


Gene No. 


7 6302 








Strand 




Start 


2375 








End 


8730 


Name 


OJ9905l8_08 . 


9C03 


. C5 . o4 . 


tw 


Method 


TBLASTX: Wheat 


Stuart., _ 


2.9„87 _ 


„; — 







End 


„;3368 „ _ _ 


GI .„ . 


...none 


.... 


. . „, 


.... 


,Score„ . 


-U.65. . .... .. . ^ 


Exons 


2987 . . 3367 , 


3018 


. . 3266, 


3312 . 


.3368 




Seq. No. 


37120 








Seq. ID 


OJ990518_08.9C03.C5 


Gene No. 


7 6302 








Strand 




Start 


2375 








End 


8730 


Name 


OJ990518_08 . 


9C03 


.C5 .o2 . 


tm 


Method 


TBLASTX: Maize 


Start 










End 


3505 


GI 


none 








Score 


198 


Exons 


3182 . . 3505, 


3195 


. .3488 








Seq. No. 


37120 








Seq. ID 


OJ990518_08. 9C03.C5 


Gene No. 


76302 








Strand 




Start 


2375 








End 


8730 


Name 


OJ990518_08 . 


9C03 


■C5.08- 


tw 


Method 


TBLASTX: Wheat 


Start 


3698 








End 


4010 


GI 


none 








Score 


66 


Exons 


3698 . . 3958 , 


3834 


. .4010 








Seq . Np . . . 


- 0 / 1 Z U 








Seq.. ID 


OJ990518_08._9C03.C5_v. 


Gene No""."" "/ 


"7 6302 " """" 








Strand" 




Start 


2375 ' " 








End ■* 


; 8730 : . ' ■'. ~ 


Name"" 


*^jDCT9"9'05r8 "08*; 


9CT037C5T62-. 


ts"" v " 


Method" " 


"TBLASTX': Soy5ea"ri " 


Start 


. 3758 ' - . , - 








End ■- .. : 


4324 • - ... • • - : ' .■' - 


GI 


56.66795 ■ . ■ 








Score * ■ ' 


68/ 


Exons 


3758. .3958, 


4013 


. .4150, 


4226. 


4324 




GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays ] 


Seq. No. 


37120 








Seq. ID 


OJ990518_08. 9C03.C5 


Gene No. 


76302 








Strand 




Start 


2375 








End 


8730 


Name 


OJ990518 08. 


9C03 


.C5.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


4013 








End 


7476 


GI 


none 








Score 


92 


Exons 


4013. .4162, 


4014 


. .4151, 


4016. 


4153, 4209. .4385, 4223. .4471, 



36736 



4223.-4447, 7423. .7476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37120 Seq. ID 

76302 Strand 

2375 End 

OJ990518_08 . 9C03 . C5 . o2 . np Method 

5004 End 

5042454 ■ Score 

5004. .5032, 7116. .8550, 8606. .8730 
(AC007789) putative polyprotein [Oryza 

37120 Seq. ID 

76302 Strand 

2375 End 

OJ990518 JD8 . 9C03 . C5 . ol . ts Method 

5075 End 

none Score 
5075. .5446, 5286. .5429 



OJ990518_08.9C03.C5 

8730 
AAT/NAP 
8730 
2427 

sativa] 

OJ990518_08.9C03.C5 
8730 

TBLASTX: Soybean 

5446 

90 



Seq. No. 37120 Seq. ID 

Gene No. 76302 Strand 

jSjtarJt, 2.37 5 • _ ; „End„ ;„ 

Name w . .... w ... 6j,990518^03 t! 9C.0.3 . C5„. oZ.t.w ... ..... Method . 

Start 5100" End 

GI none Score 

Exons 5100.. 5519, 5105.. 5524 

Seq. No. 37120 Seq. ID 

Gene No. 76302 Strand 

Start 2375 End 

Name OJ990518_08 . 9C03 . C5 . o3 . tm Method 

Start 5198 End 

GI none Score 

Exons 5198.. 5581, 5217.. 5582 



OJ990518 08.9C03.C5 



..J3;73Q... 



TBLASTX : .Wheat.., 

5524 

328 



OJ990518_08.9C03.C5 
8730 

TBLASTX: Maize 

5582 

221 



Seq. No. 37120 Seq. ID 

Gene No. 7 6302 Strand 

Start 2375 End 

Name OJ990518_08 . 9C03 . C5.ol.tm Method 

Start 5609 End 

GI none Score 

Exons. . . . 5609.. .584.2, 5609. .5965, 561 9 . . .5930- . 



OJ990518_08.9C03.C5 
8730 

TBLASTX: Maize . 

5965 

104 



Seq. No. " 37120 * " Seq. " ID 

"G¥n^'*lSlb\"^""^''7 6302™ ■ ™"S"t"rahd"" 

'Start ' ■ '2375- * y '. "End 

Name OJ9905I8_Q8.9C03.C5.ol.tw;- • Method* 

Start 5633 End 

GI none Score 

Exons 5633.. 6094, 5634.. 6095 

Seq. No. 37120 Seq. ID 

Gene No. 76302 Strand 

Start 2375 End 

Name OJ990518_08 . 9C03 . C5 . o3 . ts Method 

Start 5690 End 

GI none Score 



OJ990518_08.9C03".C5 

•'8:730 •• " '•• - " 

TBLASTX I Wheat 
6095 
397 



OJ990518_08. 9C03.C5 
8730 

TBLASTX: Soybean 

6055 

117 



36737 




Exons 


0 D y U . . DoZ 4 , 


JOJi . . DUDj 










Seq. No. 


37120 






Seq. ID 


OJ990518_08. 9C03. 


C5 


Gene No. 


76302 






Strand 






Start 


ZO i 0 








Q7 ^ri 




Name 


uj y yuoio uo . 


yuuo . ld . oo . 


tw 


Method 


i tJijAb i a : wneat 




Start 


oz ou 






T7>— . -J 

fc.na 


£7 a a 
o / 4 o 




GI 


none 






Score 


17 9 

LIZ 




Exons 




oZo4 . . OOOI , 


£ C T O 

DO / J. 


£7 vl C 
. O / 4 0 






Seq. No. 


37120 






Seq. ID 


OJ990518_08.9C03. 


C5 


Gene No. 


76302 






Strand 






Start 


Z3 1 3 






End 


8730 




Name 


PiTQQHCLIQ HO 

uj yyuoio Uo . 


yuu o . lj . oo . 


tw 


Method 


TBLASTX: Wheat 




Start 


7 A Q A 
/ 4 o 4 






End 


7876 




GI 


none 






Score 


89 




Exons 


7 AQA 7 7 /t 1 
/ 4 O 4 . . / / 4 ± , 


TRIG 77 ^7 


/ / ZH . 


.7822, 7725. .7805, 7829. .7876 


Seq. No. 


37120 






Seq. ID 


OJ990518_08. 9C03. 


C5 


Gene No. 


76302 






Strand 






Start 


Z J / 0 






End 


8730 




Name „ 


ATQQnc:i q no 

J ^,7 U o..l q 0 o v 




tm _ ^ 


Method. „ 


TBLASTX: Maize 




- JStax.t,.' ^ ....... 


/ bo.o. 




. — 




.'7B71. . 




GI 


none 






Score 


103 




Exons' 


/Oob. . /0O4 , 


/Oo/. . / o / _L 










Seq. No. 


37121 






Seq. ID 


OJ990518_08.9C03. 


C6 


Gene No. 


76303 






Strand 


+ 




Start 


1 






End 


335 




Name 


r\TQonci q no 

ojy yuo io Uo . 


ycuo . Co . oi . 


gp 


Method 


AAT/GAP 




Start 


l 






End 


335 




GI 


none 






Score 


645 




Exons 


1 QQC 
1 . . J JO 












Seq. No. 


37121 






Seq. ID 


OJ990518_08.9C03. 


C6 


Gene No. 


76304 






Strand 






Start 


26 






End 


2786 




Name 


OJ990518 08. 


9C03.C6.ol. 


gs 


Method 


GENS CAN 




otart 


26 






End 


2786 






none 






Score 


.53 




Exons 


26. .152, 2647. .2786 










' ~ , 

Seq ." No ; 


--. 37 j 22 •' 






"Seq: *f p ; 


;'OJ990518 0879C03vC7" 


Gene No. 


76305 " 






Strand". 


+. > • " ■ 




--Seaft*'"-"*""*""'""'"* 


'- 7 ~30T' V ~ " ~ 






"End ' 


"3017"" v 




Name 


-OJ.990518- 08. 


9C03.C7.vol. 


gs -■: 


' Method - 


-GEN SCAN - ' : 




■Start • 


• 307 - 






.-End . 


3017 




GI 


• none 






Score 


.53 - 




Exons 


307. .428/ 683. .966, 978 


. . lllo 


, 1368. .1501, 1965. .2082, 






2371. .2538, 


2902. .3017. 










Seq. No. 


37122 






Seq. ID 


OJ990518_08.9C03. 


C7 


Gene No. 


76305 






Strand 


+ 




Start 


307 






End 


3017 




Name 


OJ990518 08. 


9C03.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


694 






End 


1205 




. GI 


none 






Score 


855 





36738 



Exons 694.. 1016, 1052.. 1205 



Seq. No. 37122 Seq. ID OJ990518J38 . 9C03 . C7 

Gene No. 76305 Strand + 

Start 307 End 3017 

Name OJ990518_08 . 9C03 . C7 . ol . np Method AAT/NAP 

Start 796 . End 1067 

GI 3695408 Score 177 

Exons 796.. 1067 

GI Descrip. (AF096373) contains similarity to Solanum lycopersicum (tomato) 
wound-induced protein (GB:X59882) [Arabidopsis thaliana] 
gi|4538956|emb|CAB39780.1| (AL049488) probable wound-induced 
protein [Arabidopsis thaliana] 





Seq. No. 


37122 


Seq. ID 


OJ990518_08.9C03.C7 




Gene No. 


76306 


Strand 






Start 


3290 


End 


3803 




Name 


OJ990518 08.9C03.C7.o2.gp 


Method 


AAT/GAP 




Start 


3290 


End 


3803 




GI 


none 


Score 


1013 




Exons 


3290. .3803 








,. .Se ( q.. .^No.. 


"7 "37T2 2 Z .T7.. n T~r "ZTjZ'T.T 7 . : 


'/. v .;Se'q,..;.:XD 


_OJ 99051 8^,0 8 . .9 C 0.3. 


r ^ 


Gene No. 


76306 


Strand 






Start 


3290 


End 


3803 


\ s? 


Name 


OJ990518 08.9C03.C7.o2.np 


Method 


AAT/NAP 


r ns 


Start 


3457 


End 


3720 


- — 


GI 


3695408 


Score 


92 


^ a? 


Exons 


3457. .3720 






iy 


GI Descrip. 


(AF096373) contains similarity to Solanum lycopersicum (tomato) 






wound-induced protein (GB:X59882) [Arabidopsis thaliana] 






gi 145389561 emb ICAB39780.il 


(AL049488) 


probable wound-induced 


§ y 




protein [Arabidopsis thaliana] 




% 


Seq. No. 


37123 


Seq. ID 


OJ990518_08.9C03.C8 




Gene No. 


76307 


Strand 






Start 


1 


End 


448 




Name 


OJ990518 08.9C03.C8.ol.np 


Method 


AAT/NAP ' 




Start 


1 


End 


436 




GI 


4455371 


Score 


107 




Exons 


1..123, 239. .436 








GI Descrip. 


- (AL035524.) putative protein 


[Arabidopsis thaliana]' ... 




' Seq.' No. 


' 37123 ' 1 " - ~ 


Seq.' "ID 


* 6J990518_0"8 . 9C03 :C8 : ' " 




""Gene"' No". ~* *^ 


~76'30T~' r ' * 


"'"-"S'traria"" 






- Start'- ' -■ 


,. 1 .... :. . •. . • 


. End." ~ 


: 4-48- • , ■ • • - - 




Name 


OJ990518 08'.-9,C03.C8.pl.tw 


Method 


TBLASTX : Wheat . . 




Start 


227 ' " 


End 


^'4'4 8~ ' * 




GI 


none 


Score 


230 




Exons 


227. .442, 228. .443, 229. .447, 230. . 44€ 


J 



Seq. No. 37124 Seq. ID OJ990518_08 . 9C03 . C9 

Gene No. 76308 Strand + 

Start 56 End 2678 

Name OJ990518_08 . 9C03 . C9 . ol . gs Method GENSCAN 

Start 56 End 2449 

GI none Score . 61 



36739 




Exons 


56 . . 72 , 526 


c "*? n 

. . o/y , 


1 C C\ o 


1 c o o 


, 1896. .2089, 2239..2449 


Seq. No. 


Oil 

37124 








Seq. ID 


OJ990518_08.9C03.C9 


Gene No. 


76308 








Strand 


+ 


Start 


56 








End 


2678 


Name 


OJ990518 08 


.9C03. 


C9.ol. 


np 


Method 


AAT/NAP 


Start 


2015 








End 


2678 


GI 


2181190 








Score 


412 


Exons 


2015. .2089, 


2239. 


.2449, 


2559 


. .2678 




GI Descrip. 


(Y12531) serine/threonine kinase [Brassica oleracea] 


Seq. No. 


37124 








Seq. ID 


OJ990518J38. 9C03.C9 


Gene No. 


76308 








Strand 


+ 


Start 


56 








End 


2678 


Name 


OJ990518 08 


. 9C03. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2036 








End 


2678 


GI 


none 








Score 


72 


Exons 


2036. .2089, 


2232. 


.2447, 


2233 


..2448, 2233. .2460, 2552. .2626, 




2560. .2601, 


2600. 


.2677, 


2601 


. .2678 




Seq. No. 


37124 








Seq. ID 


OJ990518_08. 9C03.C9 


Gene No. 


76308 ■ ' 








■„_St_rand. ™ 


+ - 


Start... . . ./ . 


.5.6 «. : ; . _ 








;. ; End 


.2,6.7.8. , 


Name 


OJ990518' 08 


.*9C03. 


C9.ol". 


tc 


Method 


TBLASTX: Cress 


Start 


2238 








• End 


2677 


GI 


none 








Score 


203 


Exons 


2238. .2393, 


2239. 


.2394, 


2252 


..2434, 2397. .2444, 2398. .2448, 




2552 . .2677, 


2554 . 


.2625 








Seq. No. 


37124 








Seq. ID 


OJ990518_08.9C03.C9 


Gene No. 


76308 








Strand 


+ 


Start 


56 








End 


2678 


Name 


OJ990518 08 


. 9C03. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2238 








End 


2671 


GI 


none 








Score 


262 


TT von s 


2238. .2438, 


2239. 


.2448, 


2251 


..2460, 2551. .2640, 2552. .2671 


Seq. No. 


37124 ' ' 








Seq. ID 


OJ990518_08.9C03.C9 


Gene No. 


76308 








Strand 


+ 


Start 


56 








End 


2678 


Name 


OJ990518 08 


. 9C03. 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2238 








End 


2677 


GI ' \ ' " ' . " ' 


" none 








: Score : 


- 234 • - - ; - " * ' 


Exons 


*" 2238 .". 2420/ 


: 2 2 3.9. 


.2 : 421," 


"'2248' 


.-.2433, 2425. .2451/ 2477. ."2677 


.. Seq. -No-.-* 


37-125 '..-■.:■* 








. Seq.' -ID • 


"* 0 J.9. 9 0 5-1 8 _0 8:. 3 G 0 '3 . C -1 0 


Gene No. 


76309. ■■ 








. Strand. . 


+ ' * - 


Start' . 


1 








End 


1389 ■ 


Name 


OJ990518 08 


. 9C03. 


ClO.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1389 


GI 


2252862 








Score 


371 


Exons • 


1..214, 293 


. .378, 


536. . 


760, 1 


B78. .1087, 


1182.. 1389 


GI Descrip. 


(AF013294) ; 


Similar to receptor kinase 


[Arabidopsis thaliana 


Seq. No. 


37125 








Seq. ID 


OJ990518_08.9C03.C10 


Gene No. 


76309 








Strand 


+ 


Start 


1 








End 


1389 



36740 




Name 


OJ990518 08 


.9C03.C10.ol.ts 


Method 


TBLASTX: Soybean 




Start 


241 




End 


1277 




GI 


none 




Score 


85 




Exons 


241. .402, 593.-757, 878. .1075 


, 1164. .1277 




Seq. No. 


37125 




Seq. ID 


OJ990518_08. 9C03 


.C10 


Gene No. 


76309 




Strand 


+ 




Start 


1 




End 


1389 




Name 


OJ990518 08 


.9C03.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


521 




End 


i n a c 
104 D 




GI 


none 




Score 


118 




Exons 


521. .757, 8 


78. .1045 








Seq. No. 


37125 




Seq. ID 


OJ990518JD8.9C03 


.C10 


Gene No. 


76309 




Strand 


+ 




Start 


1 




End 


1389 




Name 


OJ990518 08 


.9C03.C10.ol.gs 


Method 


GENSCAN 




Start 


557 




End 


1313 




GI 


none 




Score 


.8 




Exons 


557. .752, 867. .1098, 1181. .1313 






„S.e„q..._No;,;„,.;. 


„„m25. 




^.Seq^.„.iD-. 


• OJ990>l l1 8^0.8.9_CQ3.._C r ig._. 


.G.ene No. . 


.. .7 6.309.. j \ 




..Strand,., 


+ .-. . ... 




Start 


1 




End 


1389 




Name 


OJ990518 08 


.9C03.C10.dl.tc 


Method 


TBLASTX: Cress 




Start 


575 




End 


1286 




GI 


none 




Score 


110 




Exons 


575. .769, 890. .1075, 932. .1069, 1182.. 


1286 




Seq. No. 


37125 




Seq. ID 


OJ990518_08. 9C03 


.C10 


Gene No. 


76309 




Strand 


+ 




Start 


1 




End 


1389 




Name 


OJ990518 08 


.9C03.C10.ol.tm 


Method 


TBLASTX : Maize 




Start 


584 




End 


1285 




GI 


none 




Score 


127 




Exons 


584. .781, 8 


84. .1060, 1024. .1059, 1178. 


.1285, 1182. .1277 




Seq. No. 


37126 




Seq. ID 


OJ990518_08. 9C03 


.Cll 


Gene No. 


76310" 




Strand 


+ 




Start 


2748 




End 


6943 




Name 


OJ990518 08 


.9C03.Cll.o2.gs 


Method 


GENSCAN 




Start 


_2748 




End 


6712 






*'. : none * ■ " " 




,r Score : 


■'•Hi '"' - -;yy 




Exons 


■ "274.8". .3183, 


' 3245. .3664,' 3733. 


.4655/ 4735. *.58"45, ' '6111. .'6300," 




^63S27Y67T2^ 










Seq. No: . ' 


37126 




Seq.' -ID 


-OJ990518J08. 9C03 


.Cll 


Gene No. 


76310 




Strand 


+ 




Start 


2748 




End 


6943 




Name 


OJ990518 08 


.9C03.Cll.ol.np 


Method 


AAT/NAP 




Start 


2867 




End 


6943 




GI 


5902445 




Score 


2120 




Exons 


2867. .2911, 


4526. .5700, 5740. 


.6943 






GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


37126 




Seq. ID 


OJ990518_08.9C03 


.Cll 


Gene No. 


76311 




Strand 


+ 





36741 




Start 


12468 








End 


14886 


Name 


OJ990518 08. 


9C03. 


Cll.oS. 


.np 


Method 


AAT/NAP 


Start 


12468 








End 


14886 


GI 


5734723 








Score 


664 


Exons 


12468. .13743, 14837. .14886 






GI Descrip. 


(AC007259) receptor-like protein kinase [Arabidopsis thaliana] 


Seq. No. 


37126 








Seq. ID 


OJ990518_08.9C03.C11 


Gene No. 


76312 








Strand 




Start 


7564 








End 


11529 


Name 


OJ990518 08. 


9C03. 


Cll.o5, 


.tw 


Method 


TBLASTX: Wheat 


Start 


3657 








End 


4055 


GI 


none 








Score 


55 


Exons 


3657. .3704, 


3708. 


, .3821, 


3719. . 


,3769, 3780. .4055, 3827. .4054 


Seq. No. 


37126 








Seq. ID 


OJ990518_08.9C03.C11 


Gene No. 


76312 








Strand 




Start 


7564 








End 


11529 


Name 


OJ990518 08. 


9C03. 


,Cll.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


4525 








End. 


4860 


GI 


none 








Score 


216 


Exon-g___„" 


4525. .48 60„_ 












Seq. No. 


" 37126 "" 








Seq. ID 


6j990518_08 .9003X11 


Gene No. 


76312 








Strand 




Start 


7564 








End 


11529 


Name 


OJ990518 08. 


9C03, 


,Cll.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


4525 








End 


4881 


GI 


none 








Score 


316 


Exons 


4525. .4881, 


4527. 


. . 4871 








Seq. No. 


37126 








Seq. ID 


OJ990518_08.9C03.C11 


Gene No. 


76312 








Strand 




Start 


7564 








End 


11529 


Name 


OJ990518 08. 


9C03, 


.Cll.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4527 








End 


4953 


GI 


none 








Score 


248 


Exons 


4527. .4760, 


4528. 


. .4782, 


4801. , 


.4875, 4927. .4953 


Seq. No. 


37126 








Seq. ID 


OJ990518_08.9C03.C11 


Gene No. 


76312 








Strand 




Start 


7564 








End 


11529. 


Name;* ; ; ~ "* 


"-OJ990518 08. 


'9C03: 


..'Cll7o4 


;tw: : ;~ 


Method • ; * 


'TBLASTX : Wheat ' "... 


Start : 


■ 4950 - : 








End' 


•535'8 .' ; ' • • ** 




'"""none .'" 








"S cfor eT" 




Exons - 


,':4950 . .5177-, 


-4951, 


.:..517 5 r 


,5185-.- 


.5358., -5203..-. 5355- - 


Seq. No." 


37126 * 








Seq. ID 


OJ990518_08.9C03.C11 


Gene No. 


76312 








Strand 




Start 


7564 








End 


11529 


Name 


OJ990518 08. 


9C03, 


.CII.06 


.tw ' 


Method 


TBLASTX: Wheat 


Start 


5397 








End 


5655 


GI 


none 








Score 


180 


Exons 


5397. .5651, 


5398 


. .5655 








Seq. No. 


37126 








Seq. ID 


OJ990518_08 . 9C03.C11 


Gene No. 


76312 








Strand 





36742 



Start 


T C C A 

/b64 








End 


i i con 

llozy 


Name 


OJyyOolo 08 


. 9C03 


. tl 1 . oi 


. tm 


Method 


TBLASTX : Mai ze 


Start 


c o o o 

oo22 








End 


6124 


GI 


none 








Score 


*3 A O 

348 


Exons 


oo22 . . 6124 , 


COO/' 










Seq. No. 


37126 








Seq. ID 


OJ990518_08. 9C03.C11 


Gene No. 


76312 








Strand 




Start 


1 C C A 

/564 








End 


llbzy 


Name 


OJ990518 08 


. 9C03 


. Cll . oz 


tw 


Method 


TBLASTX : Wheat 


Start 


5822 








End 


6202 


GI 


none 








Score 


361 


Exons 


5822 . . 6202 , 


C O O "7 


. . 62U1 








Seq. No. 


37126 








Seq. ID 


OJ990518_08.9C03.C11 


Gene No. 


76312 








Strand 




Start 


/ 3 fc>4 








End 


11529 


Name 


OJ990518 08 


. 9C03 


. C 1 1 . o 1 


tw 


Method 


TBLASTX: Wheat 


Start 


6326 








End 


6934 


GI 


none 








Score . 


318 


Exons 


6326 . . 6778 , 


634 0 




64 / o . 


6582, 6803.. 6934, 6808.. 6933 


_ ' ' — — 

Sjeiq.... N:q._ 


™— - 7 

; .3 7; 1.2 6... ~, , 


- 


* 


- — — 


Seq". ..ID. 


_DJ.9.a0.51.8_DS..„.9CQ3...Cll. 


Gene' No . 










Strand 




Start 


7564 








End 


11529 


Name 


OJ990518 08 


. 9C03 


.Cll.o3 


gs 


Method 


GENSCAN 


Start 


7564 








End 


10583 


GI 


none 








Score 


.53 


Exons 


7564. .8081, 


8180 


. .8325, 


8448. 


9209, 9277. .9335, 9406. .9591, 




9659. .9783, 


9863 


. .9926, 


9993. 


10387, 


10484. .10583 



Seq. No. 37126 
Gene No. 76312 
Start 7564 

Name OJ990518_08 . 9C03 . Cll . o2 . np 

Start 8447 
GI • 6721561 

Exons 8447.. 9209, 9277 

GI Descrip. (AP001073) EST 
predicted gene 
gi | 6815086 | dbj 
. corresponds to 
■ protein [Oryza 



,9335, 9406. 



Seq. ID OJ990518_08.9C03.C11 
Strand 

End 11529 

Method AAT/NAP 

End 10318 

Score 1092 
.9591, 10250.. 10318 



AU082058 (C12976) corresponds to a region of the- 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6) 
a region of the predicted gene.; hypothetical 

'sativai' ;~ " V V " " .f.'V.' 7* 77.T 7 . ~ ■. 



•Gene - No : - 

.Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



"37TZ6" r 
76312. 
7564 
OJ9905 
8948 
672155 
8948. . 
(AP001 
gi | 681 
[Oryza 

37126 
76312 



- - - • ' .. - --Strand-- - ;-7-7. . ........ = 

End ■ 11529 . ,« • 

18_08.9C03.Cll.o3.np ' Method AAT/NAP • ■ . . 

"End 10583 
8.. Score 268 

9157, 9659. .9783, 10484. .10583 
073) hypothetical protein [Oryza sativa] 
5083 | dbj IBAA90369.il (AP001081) hypothetical protein, 
sativa] 



Seq. ID 
Strand 



OJ990518 08.9C03.C11 



36743 



Start 


7564 




End 


11529 




Name 


OJ990518 08.9C03.C11 


. o4 . np 


Method 


AAT/ NAP 




Start 


9797 




End 


i idz y 




GI 


6721512 




Score 


C Q 

bo 




Exons 


9797. .9845, 11413. .11529 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa J 




Seq. No. 


37126 




Seq. ID 


OJ990518_08.9C03 


O -1 1 

. Cll 


Gene No. 


76313 




Strand 






Start 


12525 




End 


13118 




Name 


OJ990518_08.9C03.C11 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


12525 




End 


12931 




GI 


none 




Score 


128 




Exons 


12525. .12644, 12548. 


.12649, 


12641. .12754, 12651 .. 127 61 , 






12815. .12931, 12816. 


. 12929 








Seq. No. 


37126 




Seq. ID 


OJ990518_08. 9C03 


. Cll 


Gene No. 


76313 




Strand 






Start 


12525 




End 


13118 




Name 


OJ990518 08.9C03.C11 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


12557 




End 


13118 




„GI _ 


_npne : w 




„..S.c.o.re.„ 


•91 " * 




Exons. . . : . ..... 


. 12557 . . 126.4 9., 12558. 




v l 2 6.4 8 - . 12 7 67, .12 6 5.6..,., 12 7 6 6., . 




- 


12845. .13003, 12864. 


.13118 








Seq. No. 


37126 




Seq. ID 


OJ990518_08.9C03 


.Cll 


Gene No. 


76314 




Strand 






Start 


13143 




End 


13616 




Name 


OJ990518 08.9C03.C11 


o2. tc 


Method 


TBLASTX: Cress 




Start 


13143 




End 


13532 




GI 


none 




Score 


139 




Exons 


13143. .13382, 13380. 


13478, 


13494. .13532 




Seq. No. 


37126 




Seq. ID 


OJ990518_08.9C03 


.Cll 


Gene No. 


76314 




Strand 






•Start 


13143 




. End 


13616 




Name 


OJ990.518 08.9C03.C11 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13212 




End 


13616 






none 




Score 


167 




Exons 


13212. . 13532, 13575. 


13616 








Seq. No. 


37127 




-Seq. ID 


OJ990518_08.9C03 


.C12 


Gene No . ' * 


76315 -• • • 




" Strand ■ 


■+" " • . 




Start 


52 • • 




"End 


2'37 5 




Name 


J"9'90'5 18'-" U-8T9C0'37C'r2:V dl/gs ^ 


^"""MethSd*""™ 


~G E N S CAN *"'■'■ 


_ m 


.Start - 


, 52 . \: •> ■ 




~- End .*..*:,. 


-234 8 ' r . . .... 




GI - 


none * • 




•Score 


.42 ' ;• - ' 




Exons 


52. .194, 1455. .2348 










Seq. No. 


37127 




Seq. ID 


OJ990518._08.9C03 


. C12 


ficinp No 


76315 




Strand 


+ 




Start 


52 




End 


2375 




Name 


OJ990518 08.9C03.C12. 


ol.gp 


Method 


AAT /GAP 




Start 


1375 




End 


1714 




GI 


uC-osroM202008dllbl 




Score 


631 




Exons 


1375. .1714 










GI Descrip. 


'5734723/gb|AAD49988. 


1|AC007259_1 2.0e- 


-09 (AC007259) 





36744 




receptor-like protein kinase [Arabidopsis thaliana] ' 





Seq. No. 


37127 








Seq. ID 


OJ990518 


_08.9C03 


.CI 2 




Gene No. 


76315 








Strand 


+ 








Start 


52 








End 


2375 








Name 


OJ990518 08 


.9C03 


.C12.ol 


.np 


Method 


AAT/NAP 








Start 


1403 








End 


2375 








GI 


2181188 








Score 


568 








Exons 


1403. .2375 


















GI Descrip. 


(Y12530) serine 


/threonine kinase [Brassica oleracea] 






Seq. No. 


37127 








Seq. ID 


OJ990518 


_08.9C03 


C12 




Gene No. 


76315 








Strand 


+ 








Start 


52 








End 


2375 








Name 


OJ990518 08 


. 9C03 


.C12.ol 


. ts 


Method 


TBLASTX: 


Soybean 






Start 


1510 








End 


1992 








GI 


none 








Score 


52 








Exons 


1510. .1560, 


1597 


. .1617, 


1636. 


.1764, 1747. .1824, 


1788. .11 


323, 






1855 . . 1992, 


1857 


. .1979 














Seq. No. 


37127 








Seq. ID 


OJ990518 


j)8.9C03 


C12 . 




Ge nej„.Np„,v_„„ 


- 76315 








S„trand 


+ 






— . — 
- — - 


Start...:, .. „ 


,.52. 








End._ _ 


-.2.3.75. _; ; 








Name 


OJ990518 08 


. 9C03 


.C12.ol 


. tc 


Method 


TBLASTX: 


Cress 




\J 


Start 


1597 








End 


2100 






Lt H 


GI 


none 








Score 


39 






z ■ : 
: =■ 


Exons 


1597. .1617, 


1618 


. .1785, 


1632. 


.1748, 1855. .2100 








Seq. No. 


37127 








Seq. ID 


OJ990518 


_08.9C03 


C12 




Gene No. 


76315 








Strand 


+ 






sJ 


Start 


52 








End 


2375 








Name 


OJ990518 08 


. 9C03 


.C12.ol 


. tm 


Method 


TBLASTX: 


Maize 




z hr 


Start 


1621 








End 


1983 








GI 


none 








Score 


116 






i=? 

t , !j 


Exons 


1621. .1788, 


1855 


. .1983 














Seq. No. 


37128 








Seq. ID 


OJ990518 


_08.9C03 


C13 




Gene No. 


76316 








Strand 


+ 






f i 


Start 


663 








End 


1840 








Name 


OJ990518 08 


. 9C03 


.C13.ol 


.np 


Method 


AAT/NAP 






?==: 
— =? 


Start 


663 








End 


1840 








GI 


6686398 








Score 


.4 30 








Exons' ' 


663.'. 1840 


















GI Descrip: 


"(AC007234) " 


F1E22" 


. 15 '* [Arabidopsis thaliana] 








-Seq.- No-.- ' 


'.37-1-28; - '-. ' - 








• Seq.,: ID-- 


OJ99051-8 


_-08.9C03. 


• CIS'-' 




•Gene No. 


76316 








Strand ' 


+ : • 








Start 


. 663 • 








End 


1840 








Name 


OJ990518 08 


. 9C03 


.C13.ol 


:gs 


Method 


GENSCAN 








Start 


685 








End 


1719 








GI 


none 








Score 


.47 








Exons 


685. . 1719 


















Seq. No. 


37128 








Seq. ID 


OJ990518 


_08.9C03. 


C13 




Gene No. 


76317 








Strand 










Start 


1 








End 


215 








Name 


OJ990518 08 


.9C03 


.C13.ol 


.gp 


Method 


AAT/GAP 







36745 



Start 1 End 215 

GI none Score 422 

. Exons . 1 . . 215 

Seq. No. 37128 Seq. ID OJ990518_08.9C03.C13 

Gene No. 76318 Strand. 

Start 775 End ; ,j 1629 - - 

Name OJ990518_08 . 9C03 . C13 . ol . ts Method TBLASTX : Soybean 

Start 775 End 1235 

GI none Score 74 

Exons 775.. 840, 835. .951, 931. .1014, 1051. .1080, 1063. .1104, 
1099. .1233, 1101. .1235, 1101. .1226 

Seq. No. 37128 Seq. ID OJ990518_08.9C03.C13 

Gene No. 76318 Strand 

Start 775 End 1629 

Name OJ990518_08 . 9C03 . C13 . ol . tc Method TBLASTX : Cress 

Start 790 End 1629 

GI none Score 134 

Exons 790. .1014, 795.-953, 1057. .1146, 1186. .1296, 1438. .1545, 
1540. .1599, 1603. .1629 



.... .'-Seq... N.o..._ 37!.2,8._ , . , ...... . . . . ,:..._5.eq. . ID_OJ990518_08.. 9.CQ3..£13_. 

Gene No. 763i8 ' Strand 

%2 • Start 775 End 1629 

Ci! Name OJ990518_08 . 9C03 . C13 . ol . tm Method TBLASTX : Maize 

fjj Start 847 End 1341 

i~ GI ,> none Score 12 6 

!l Exons ' 847. .948, 855. .932, 862. .933, 936. .1004, 937. .1050, 943. .1005, 

^ 1005. .1205, 1006. .1245, 1006. .1212, 1068. .1235, 1195. .1221, 

U 1237.. 1341, 1255.. 1329 

~ Seq. No. 37129 Seq. ID OJ990518_08.9C03.C14 

f ~_ Gene No. 76319 Strand 

Start 548 End 4303 

y Name OJ990518_08 . 9C03 . C14 . ol . np Method AAT/NAP 

^ Start 548 End 3743 

\j GI. ■ 2181190 Score 1216 

n Exons 548. .898, 1001.. 1097, 1181.. 1418, 1501.. 1711, 1806.. 1987, 

if g 2029. .2189, 2451. .2546, 2574. .3743 

GI Descrip. (Y12531) serine/threonine kinase [Brassica oleracea] 



Seq.' r No.'- ; "3712 9 \ *."" / ; ' Seq."" ID" 0 J9905T8_08 V9C0'T: Cl"4* ' 

_ Gene No". - 76319 " " ' . • : " - . Strand ' ' - . . ' " • "' ' 

■---^ t ^ ?if ^--. " '54 8 ■-=■■—--- -r,^ - 4 . J(JT ^.^^ -~. 

-•■■Name:. '...1 '.. -■'.OJ99'0518_0.8...9C03 . C14 ..ol ..gs - - Method - - GENSCAN- .:*-** • V:..": ■] 1 ..... 

• Start " ' ■ 575 . ., - * End' " - 4303 - 

GI none Score -.57 

Exons 575.. 847, 944. .1097, 1181. .1418, 1501. .1711, 1806. .1987, 
2451. .2686, 2776. .3669, 3836. .3961, 4272. .4303 

Seq. No. 37129 Seq. ID OJ990518_08.9C03.C14 

Gene No. 76319 ' Strand 

Start 548 End 4303 

Name OJ990518_08 . 9C03 . ci'4 . ol . ts Method TBLASTX : Soybean 

Start 629 End 1887 

GI none Score 96 



36746 



Exons 629.. 931, 636.-782, 647.. 850, 978.. 1097, 995.. 1096, 1002.. 1097, 

1181. .1393, 1210. .1428, 1487. .1720, 1587. .1712, 1806. .1877, 
1813. .1887 

Seq. No. 37129 Seq. ID OJ990518_08.9C03.C14 

Gene No. 76319 Strand 

Start 548 End 4303 

Name OJ990518_08 . 9C03 . C14 . ol . tc Method TBLASTX: Cress 

Start 635 End 1886 

GI none - Score 74 

Exons 635..8S9, 684. .776, 733. .879, 974. .1093, 990. .1094, 1017. .1094, 

1181. .1381, 1189. .1344, 1210. .1437, 1481. .1720, 1487. .1642, 
1587. .1712, 1801. .1872, 1806. .1886 

Seq. No. 37129 Seq. ID OJ990518_08.9C03.C14 

Gene No. 76319 Strand 

Start 548 End 4303 

Name OJ990518_08 . 9C03 . C14 . ol . tm Method TBLASTX: Maize 

Start 671 End 1910 

GI none Score 100 

Exons 671. .1018, 672. .863, 990. .1097, 1001. .1129, 1181. .1375, . 

. : J_110^JJ1&«_J^ 



Seq. No. 37129 Seq. ID OJ990518_08.9C03.C14 

Gene No. 76319 Strand 

Start 548 End 4303 " 

Name OJ990518JD8 . 9C03 . C14 . o2 . tw Method TBLASTX : Wheat 

Start 974 End 1305 

GI none Score 126 

Exons 974. .1096, 990. .1097, 1184. .1270, 1204. .1305 

Seq. No. 37129 Seq. ID OJ990518_08.9C03.C14 

Gene No. 76319 Strand 

Start 548 End 4303 

Name OJ990518_08 . 9C03 . C14 . ol . tw Method TBLASTX : Wheat 

Start 1306 End 1714 

GI none Score 107 

Exons 1306.. 1437, 1502.. 1714, 1590.. 1712 

Seq. No. 37129 Seq. ID OJ990518_08.9C03.C14 

Gene No. 76319 Strand 

Start 548 - . End . . 4303 

Name " : OJ990'518_08~.' 9C03 . Ci"4 ."o2 . tc "'"Method- T BLAS TX : : Cre s s * ' ~" ;: ' " 7: " : 77 

Start* " "2766"""/ End - 3713 ' 

■ Exons ■- 27'66. .2-792,- 2817"!.. 2855,: 2859.-. 2957, 3096 .. 3200 ,-324 6-.' .3335-, . . . 
■ -3393. .3713 ' • . * 

Seq. No. 37129 Seq. ID OJ990518_08.9C03.C14 

Gene No. 76319 Strand 

Start 548 End 4303 

Name OJ990518_08 . 9C03 . C14 . o2 . tm Method TBLASTX : Maize 

Start 3027 End 3554 

GI none Score 56 

Exons 3027. .3155, 3040. .3153, 3138. .3347, 3142. .3393, 3396. .3431, 
3465.. 3539, 3469.. 3546, 3483.. 3554 



36747 



Seq. No. 


o / 1 o\J 


Seq. ID 


/^\Tnonci o no o/^no 

OJ990518 08.9C03. 


. Clo 


Gene No. 


76320 


Strand 


+ 




Start 


94 


End 


1988 




Name 


ujyyuoio uy . ycuo . cio . oi . np 


Method 


AAT/NAP 




Start 


94 


End 


1988 




GI 


t>y b / iud 


Score 


290 




Exons 


o. ^ i>io i^T/i 1 n o o 

94..14Z, 1674. .1988 








GI Descrip. 


(ALiozyoJ) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


37130 


Seq. ID 


OJ990518JD8. 9C03. 


.C15 


Gene No. 


76320 


Strand 


+ 




Start 


y4 


End 


1988 




Name 


ojyyuoio 08 . yco o . cio . oz . gs 


Method 


GEN SCAN 




Start 


1 j4o 


End 


1931 




GI 


none 


Score 


.99 




Exons 


1545. .1931 








Seq. No. 


37130 


Seq. ID 


OJ990518_08.9C03. 


.CIS 


Gene No. 


76320 


Strand 


+ 




Start 


94 


End 


1988 




Name 


OJ990518 08.9C03.C15.ol.tm 


Method 


TBLASTX: Maize 





Stasfc. 



1775 



End- 



1 97 7 



. .GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

.Seq. No. 

Start- '■ -v.. . 

Name 

Start 

GI 

Exons 

GI Descrip. 



.none. Scare 1.24.. !_ L.„.. " . . 

1775. .1885/ 1776. .1904, 1880. .1972, 1905. .1976, 1906. .1977 



37131 
76321 
2573 

OJ990518_08. 9C03.C16.ol.np 

2573 

6686398 



Seq. ID OJ990518_08.9C03.C16 

Strand + 

End 5857 

Method AAT/NAP 

End 5857 

Score 1233 



2573.-3845, 3979. .4181, 4228. .4367, 4446. .4656, 4739. .4976, 
5066.. 5169, 5331.. 5857 

(AC007234) F1E22.15 [Arabidopsis thaliana] 



37131 
76322 
79 ' 

OJ990518_08 . 9C03VC16.ol.gs 
79 

none 
79. .251 



37131 
212 9. ...... 



Seq. ID OJ990518_08.9C03.C16 
Strand 

End 251 

Method GENSCAN' 

End 251 

Score .98 



Seq. ID" OJ990518_08.9C03:C16 
S^raricT^-^"" — — 

2489 - . - . 

AAT/GAP 
2489 
576 



-End.-- 
Method 
End 
Score 



OJ990518_08 . 9C03.C16.ol.gp 
2129 

LIB34 31-014-P1-K1-B5 
2129. .2489 

'1272349 4.0e-18 (U51740) secreted glycoprotein 3 [Ipomoea 
trifida] 1 



Seq. No. 37131 

Gene No. 76324 

Start 2654 

Name OJ990518 08 . 9C03 . C16 . o2 . ts 



Seq. ID OJ990518_08.9C03.C16 
Strand 

End 32 62 

Method TBLASTX : Soybean 



36748 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Gene^No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2654 
none 

2654.. 2755, 2750.. 2902, 2755. 

37131 
76324 
2654 

OJ990518_08.9C03.C16.o2.tc 

2678 

none 

2678.-2947, 2710. .2922, 2969. 

37131 
76324 
2654 

OJ990518_08 . 9C03 . C16 . o2 . tm 

2762 

none 

2762. .2872, 2777. .2848, 2811. 
2855.-2953, 2942.. 3166, 2977. 

.371 3.L™ I_ 

.7.6.32.5..., ■ ... .:. .. 

3590 

OJ990518_08.9Cp3.C16.o3.'tm 

3590 

none 

3590.. 3817, 3596.. 3802, 3615. 

37131 
76326 
4269 

OJ990518_08.9C03.C16.ol.tm 

4269 
none 

4269. .4367, 4437. .4655, 4445. 
4782. .4976, 5066. .5173, 5067. 
5483. .5599 



End 3145 
Score 73 
.2838, 3001. .3141, 3011. .3145 

Seq. ID OJ990518_08.9C03.C16 
Strand 

End 3262 

Method TBLASTX: Cress 

End 3208 

Score 159 
.3064, 3016. .3042, 3098. .3208 

Seq. ID OJ990518_08.9C03.C16 
Strand 

End 3262 

Method TBLASTX : Maize 

End 3262 

Score 130 
.2849, 2836. .2937, 2840. .2959, 
.3144, 3149. .3262, 3167. .3241 

;.Sea,„J.D_Q^ 

..Strand, , . ;.- .. . .... 

End 

Method 
End 
Score 
.3815 



3817 

TBLASTX: Maize 

3817 

266 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990518 08.9C03.C16 



5599 

TBLASTX : Maize 
5599 
89 

4651, 4756. .4956, 4758. 
5162, 5362. .5559, 5366. 



,4976, 
,5560, 



Seq. No. 
Gene No. 
Start 
Name : :: 
Start 

-Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37131 
76326 

42 69 . ... . , 

" O J 99 05 i8_0 8 : ." 9C 0 3 Vc 1 6\ ~6 1~ . t cr *" 7 
4284T j ' _ _ j 

4284. .4367, 4437. .'4655, 4445. 
4737. .4 973, 47 62 . ...4 98. 0-, ' 47 66'i 
5067.. 5192, 5069.. 5200, 5070. 

37131 
76326 
4269 

OJ990518_08 . 9C03.C16.ol. ts 

4296 

none 

4296..4367, 4434. .4670, 4445. 
4737. .4928, 4762. .4980, 4887. 



Seq. ID OJ990518_08.9C03.C16 
Strand 

End. _ 5599 . .... ._ 

. Method ' : \ . TBLAS TXTCres s" " ; - ; "*~ " v 
End" ; 559*8'." ■ * ' " 4 ■*** "" 

.4 654,. 4 5 61-. .'4 65.6,-' 4 732. .4 962;,-. 
.4972, 4776. .4976, 5066. .5191, 
.5192, 5366. .5590", 5452. .5598 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990518 08.9C03.C16 



5599 

TBLASTX: Soybean 
5590 
85 

4663, 4497. .4667, 4732. .4962, 
4976, 5066. .5182, 5067. .5168, 



36749 









c, i *7 n 
. O 1 / u , 


JJDD 


..5590, 5443. .5520 




Seq. No. 


37131 








Seq. ID 


OJ990518JD8.9C03 


.C16 


Gene No. 


76326 








Strand 






Start 


A O £ Ok 

4 z oy 








End 


5599 




Name 


uo yyuoio Uo . 


. ycu 5 . 


LI D.Ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


A A A "3 
4 4 4 J 








End 


4853 




GI 


none 








Score 


260 




Exons 


/ A A *3 A CQt; 
444j . , 4DDO, 


A A A C 

4 4 4 0. 


. 4 DDI , 


4 / oc 


..4851, 4746. .4853 




Seq. No. 


37131 








Seq. ID 


OJ990518_08.9C03 


.C16 


Gene No. 


76326 








Strand 






Start 


A O CO. 

4 z oy 








End 


5599 




Name 




. ycuo . 


CI 0 . OZ 


. tw 


Method 


TBLASTX: Wheat 




Start 


4 OD4 








End 


5174 






none 








Score 


142 




Exons 


A Cm. A A Q7 "3 

4 O04 . . 4 y / J, 


A Q C C 


.4962, 


5066 


. .5173, 5067. .5174 




Seq. No. 


37131 








Seq. ID 


OJ990518_08.9C03 


.C16 


Gene No. 


76326 








Strand 






Start 


4zby 








End 


5599 




Name.,, 


nTflOAci o no 




CJJ^p3, f .tw_ 


Method 


TBLASTX: Wheat 




.Starjt. .... . 


C O "7 "7 

5 J 7 7 „ . . 








. , End 


. .55.81 ... _ w . 


— j — , 


GI 


none 








Score 


175 




Exons 




53 /o . 


.5581 










Seq. No. 


3 7132 








Seq. ID 


OJ990518_08.9C03 


. CI / 


Gene No. 


76327 








Strand 


+ 




Start 


1955 








End 


2585 




Name 


OJ990518 08. 


. 9C03. 


C17.ol 


. np 


Method 


AAT/NAP 




Start 


1955 








End 


2585 




GI 


1272349 








Score 


349 




Exons 


1955. .2585 














GI Descrip. 


(U51740) secreted glycoprote. 


in 3 [Ipomoea trifida] 




Seq. No.' 


37132 








Seq. ID 


OJ990518_08.9C03 


.C17 


Gene No. 


76327 








Strand 


+ 




Start 


1955 








End 


2585 




Name 


OJ990518 08. 


, 9C03. 


C17.ol 


.ts 


Method 


TBLASTX : Soybean 




btart 


1960 








End 


2406 




GI 


none 








Score 


177 




Exons 


1.960... ...21.99, 


2224. 


.2;406 








— _ 


Seq. No. 


37132 








Seq. ID 


OJ9'90518_08.'9C0"3 


.'CIT 


'^rte^NbT""^"'"'" 


r ~ r '7632"7" 








~\ "Srfah^""" 






btart ■ 


. -1955. ■- ~ . - 








'End- 


: 2585 - • • — : . 




Name ' ■ "■ 


. OJ990518 08. 


9C03. 


C!7 .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


"2047 








End 


2571 ■ - ■ 




GI 


none 








Score 


82 




Exons 


2047. .2136, 


2155. 


.2253, 


2218 


..2484, 2539. .2571 




Seq. No. 


37132 








Seq. ID 


OJ990518_08.9C03 


.C17 


Gene No. 


76327 








Strand 


+ 




Start 


1955 








End 


2585 




Name 


OJ990518 08. 


9C03. 


C17.ol 


• gp 


Method 


AAT/GAP 




Start 


2133 








End 


2585 




GI 


3761421 








Score 


810 





36750 



Exons 2133.. 2585 

GI Descrip. 1272349 4.0e-18 (U51740) secreted glycoprotein 3 [Ipomoea 
trifida] 



Seq. No. 


37133 








Seq. ID 


OJ990518_08.9C03.C18 


Gene No. 


76328 








Strand 


+ 


Start 


1 








End 


2822 


Name 


OJ990518 08 


.9C03. 


C18.ol 


np 


Method 


AAT/NAP 


Start 


1 








End 


2822 


GI 


322652 








Score 


982 


Exons 


1..354, 721 


. .855, 


924. .1102, 


1542. .1772, 2020. .2237, 2323.. 




2556. .2822 












GI Descrip. 


S-receptor 


kinase 


(EC 2 


7.1.- 


) precursor - rape gi 1167181 




(M97667) serine/threonine kinase receptor [Brassica napus] 


Seq. No. 


37133 








Seq. ID 


OJ990518_08.9C03.C18 


Gene No. 


76328 








Strand 


+ 


Start 


1 








End 


2822 


Name 


OJ990518_08 


.9C03. 


C18.ol 


gs 


Method 


GEN SCAN 


Start 


39 








End 


2470 


GI 


none 








Score 


.85 


Ex Qns„.;;, _ . 


„_.3„9^,JAt,_ll, 


a.^,822 




AXQZ,. 


_ L542^\.2Q08.,.;2PJX„,223^7 , „ 2.323... 


- - - - 

Seq. No. 


37133 








Seq. ID 


OJ990518JD8 .'9C03.C18 


Gene No. 


76328 








Strand 


+ 


Start 


1 








End 


2822 


Name 


OJ990518 08 


.9C03. 


C18.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


926 








End 


1102 


GI 


none 








Score 


182 


Exons 


926. . 1102, 


934. .1095 








Seq. No. 


37133 








Seq. ID 


OJ990518_08.9C03.C18 


Gene No. 


76328 








Strand 


+ 


Start 


1 








End 


2822 


Name 


OJ990518 08 


. 9C03. 


C18.01 


. tc 


Method 


TBLASTX: Cress 


Start 


1022 








End 


2803 


GI 


none 








Score 


90 


Exons. 


1022. . 1102, 


1030. 


.1101, 


1542. 


.1751, 1592. .1750, 1598. .1753, 




1990. .2235, 


1998. 


.2234, 


2326. 


.2448, 2326.. 2430, 2327. .2449, 




2565. .2768, 


2627. 


.2803 








Seq. No • 


37133 








Seq. ID 


OJ990518_08 . 9C03 . C18 


; : Gene /No. : " // 


'"76328 : " : 








' Strand "* 




Start 


' ' 1' ■ - - - • 








End""' : " - 


-2822' • : " " 


""""Name"'"'"""' T ~' ? " 


^W99"051F"0'8' 


79C'0'3". 


'Cl"8ToT 




'"Method "~ 


"*' T'BXAST^rSbybe'an . ~~ " 


-•Start. . • * 


. 1542 








End - 


, 2807 ... ' . .. • 


* GI- 


none : 








Score 


208 . - • 


Exons 


1542. .1724, 


1600. 


.1734, 


1601. 


.1723,' 1728. .1754, 1975. .2175, 




1992. .2234, 


1993. 


.2235, 


2025. 


.2237, 2323. .2430, 2324.. 2425, 




2544. .2747, 


2552. 


.2767, 


2556. 


.2807 




Seq. No.' 


37133 








Seq. ID 


OJ990518_08.9C03.C18 


Gene No. 


76328 








Strand 


+ 


Start 


1 








End 


2822 


Name 


OJ990518 08 


.9C03. 


C18.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1542 








End 


2061 


GI 


none 








Score 


249 



36751 



Exons 



1542. .1751, 1598. .1744, 1612. .1752, 1990. .2(361 



Seq. No. ' 37133 

Gene No. 76328 

Start 1 

Name OJ990518_08 . 9C03 . C18 . o2 . tm 

Start 1542 

GI none 

Exons 1542.. 1751, 1592.. 1750 

Seq. No. 37133 

Gene No. 76328 

Start 1 

Name OJ990518_08 . 9C03 . C18 . ol . tm 

Start 2026 

GI none 
Exons 



Seq. ID OJ990518_08.9C03.C18 

Strand ' + 

End 2822 

Method TBLASTX : Mai ze 

End 1751 

Score 279 



Seq. ID OJ990518_08.9C03.C18 

Strand + 

End 2822 

Method TBLASTX : Mai ze 

End 2434 

Score 299 



2026. .2235, 2028. .2237, 2322. .2426, 2322. .2414, 2323.-2427, 
2323. .2427, 2324. .2434 



Seq. No. 

Gene No. 
_S.tar£„..„._, 
, Name 

Start 

GI 

Exons 



37133 
76328 

f6 J9.905J !8r6ir9rcl)T^C 18_.pl ..£>T Method. , .TBLASTX.: Wh.ee.t_ „.„_.. . . 



Seq. ID OJ990518_08.9C03.C18 
Strand + 

.End ; _2_8_22 _' „„_ : „ 



2062 
none 



End 
Score 



2597 
243 



2062. .2235, 2064. .2234, 2068. .2235, 2323. .2430, 2324. .2431, 
2556. .2597 



Seq. No. 37133 

Gene No. 76328 

Start 1 

Name OJ990518_08 . 9C03 . C18 . o3 . tm 

Start 2441 

GI none 
Exons 



Seq. ID OJ990518_08.9C03.C18 

Strand + 

End 2822 

Method TBLASTX : Mai ze 

End 2818 

Score 4 6 



2441. .2470, 2541. .2777, 2542. .2778, 2543. .2818, 2556. .2798, 
2615. .2800 



Seq. No. 37134 Seq. ID OJ990518_08.9C03.C19 

Gene No. 76329 Strand 

Start 530 End 4385 

Name OJ990518_08 . 9C03 . C19 . ol . gp Method AAT/GAP 

Start. . - . 252 ;. - _ JEnd -705 . 

~Gr;; >" "v : '■ LIB34Sl-045-PltNT-A10 ; Score'/ 872 y " " : ; ~™ "V 7 ; ' 
Exons- - ' ' 252 .-.705 ' " ■ _ ~ _ 

G'r'De ; scrip" ^"'' r 54 4'18767db"jTA"P'00'Cr3'67". ITAPW0~367"O'. Oe+0'0" Oryza" sativa"' genomic' 
- ■ . DNA, ; chromosome 2,. clone :.P04 37H03- (coritig b-). 1 :.. • ■ ' 



Seq. No. . 37134 " 

Gene No. 76329 

Start 530 

Name OJ990518_08 . 9C03 . C19 . ol . gs 

Start 530 

GI none 
Exons 



Seq. ID OJ990518_08/9C03;C19. 
Strand 

End 4385 

Method GENSCAN 

End 414 9 

Score .75 

1290, 1381.. 1418, 



530. .719, 870. .1043, 1048.. 1095, 1159 
1484. .1666, 1760. .2018, 2095. .2393, 2487. .2897, 2982. .3318, 
3424. .3574, 3952. .4149 



36752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37134 
76329 
530 

OJ990518_08 . 9C03 . C19 . ol . np 
809 

5441880 

809. .1043, 1159. .1290, 1381. 
2095.. 2393, 2982.. 3318, 3424 



Seq. ID OJ990518_08.9C03.C19 
Strand 

End 4385 

Method AAT/NAP 

End 4385 

Score 2820 
1404, 1441. .1514, 



.3574, 4072. 
corresponds 



,4385 
to a 



1760. .2018, 
region of the 



(AP000367) EST C28952 (C62945) 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



37134 
76329 
530 

OJ990518_08. 9C03.C19.o2.gp 
1768 

LIB3475-007-P1-K1-G8 
1768. .2018, 2095. .2267 
, 5441880/dbj IBAA82378.ll 5. 
corresponds to a region of 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_08.9C03.C19 

4385 
AAT/GAP 
2267 
797 



Oe-75 (AP000367) EST C28952 (C62945 ) 
the predicted gene.; Similar to maize 



transposon MuDR mudrA protein,. ( AQ&QJiS&U _ LQryjz a_^aJtiva«L 



Seq. No. - 37135 Seq. ID 

Gene No. 76330 Strand 

Start 1 End 

Name OJ990518_08 . 9C03 . C20 . ol . np Method 

Start 1 End 

GI .4455151 Score 

Exons 1..205, 319.. 554 

GI Descrip. (AL022603) putative serine/threonine kinase (fragment) 
[Arabidopsis thaliana] 



OJ990518_08.9C03.C20 
+ 

557 

AAT/NAP 
554 
547 



Seq. No. 37135 

Gene No. 76330 

Start 1 

Name OJ990518_08.9C03.C20, 

Start 1 

GI none 

Exons 1..204, 9.. 203, 312., 



Seq. ID OJ990518_08.9C03.C20 

Strand + 

End 557 

ol.tm ' Method TBLASTX : Maize 

End 556 

Score 239 
554, 338. .556, 449. .556 



Seq. No. 
Gene- No . 
Start . 

"Name""" 0 
Start 
GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37135 .-. . - 
•'76330 ™ ' : ~"*- 

1 ' ' ' 
"OJ9'9'05T8_'08~. 9U03". C2CT. 

1 ■ . . '• ' .-. . - 

none 

1..204, 9. .'203, 318.. 



End " 
blT'tc Method" 
--. ' End 

Score • 
554, 338.. 553 



Seq.. ID OJ990518_08.9C03_C20 

Strand"' ■-■+-"' * "*"""■ " " ■"■ *' r:: -- :r: 
557 " " ' " ' ' 

'TBLASTX f Cress " • 7 ' 7 " :r " 
554 - ' ■ ■ - .: : 

'213 • • < 



37135 
76330 
1 

OJ990518_08. 9C03.C20.o.l.tw 
1 

none 

1..204, 3. .209, 318 



End 

Method 
End 
Score 
431, 341. .433 



Seq. ID OJ990518__08.9C03.C20 
Strand + 

557 

TBLASTX: Wheat 
433 
254 



36753 




Seq. No. 


37135 




Seq. ID 


OJ990518_08.9C03. 


C20 


Gene No. 


76330 




Strand 


+ 




Start 


X 






557 




Name 


r\7QQnc;i q no qphi pon /-^t 

ujyyuoio uo . ycuo . k^zv . oi . 


4- — 

z s 


fuf v +— V*\ 


TBLASTX: Soybean 




Start 


1 




tjna 


557 




GI 


none 




Score 


235 




Exons 


1 OC\A Q 900 A£> 91£ 


OX/ 


. . J JJ/ jlO 


..554, 378.-557, 470. .556 


Seq. No. 


37135 




Seq. ID 


OJ990518_08.9C03. 


C20 


Gene No. 


76330 




Strand 






Start 


X 




Hjna 


557 




Name 


ujyyuoio uo . yuu j . lzu . oi . 


gs 




GENSCAN 




Start 


one 




Lna 


492 




GI 


none 




Score 


.66 




Exons 


on^ /l Q9 
jUD. . ft y z 










Seq. No. 


37136 




Seq. ID 


OJ990518JD8.9C03. 


- 

C21 


Gene No. 


76331 




Strand 






Start 


1 X 




tjna 


469 




Name 


PTQQAR1 Q HQ QrTlT pOI ~1 

(jjyyuDio uo . yuuo . lzx . ox . 


gs 


Method 


GENSCAN 




Start 


IX 




i^na 


469 




JJI„ r _J™„„ 


' " ... 

none , " . , . . : 




_JS cpjre , 


.6 - - ■ 




, Exons „ . ... 


11 Oil "51 C /ICQ 

.. xx ....^xX/„ Jib.,, 4 o,y „ 




- -■■ * 






Seq. No. 


5 Il5 1 




Seq. ID 


OJ990518_08.9C03. 


C23 


Gene No. 


/ O j jZ 




Strand 






Start 


848 




End 


1647 




Name 


OJ990518_08.9C03.C23.ol. 


tc 


Method 


TBLASTX: Cress 




Start 






End 


1541 




GI 


none 




Score 


59 




Exons 


OOO O/TjI ft/1 A Oil Q 1 1 

ooy..yb4, o4u..yxX/ yxx. 


1 1 Q 

. X X o 


3, 987. .1181, 1034. .1183, 






lO/C/C 1 TOO 1 O C Q 1*30/1 

X^bo.-XJoZ/ Izbo . . 1 jo4, 


X Z I z 


..1385, 1286. .1387, 1473. .1535, 




1 A in 1 cot; 1 A in i co^: 
14 / / . . 1 jjD/ X4//..XDOO, 


1 A Q Q 
X 4 0 O 


. .1541 






Seq. No. 


J/lJ / 




Seq. ID 


OJ990518_08. 9C03. 


C23 


Gene No. 


76332 




Strand 






Start 


848 




End 


1647 




Name 


nTQQHRIQ HQ onni. POQ ^1 

ujyyuDXo Uo. ytuj.tzo.oi. 


L.W 


Method 


TBLASTX: Wheat 




btart 


Q A A 

o4 4 




End 


1117 




GI 


none 




Score 


77 




Exons 


o44..yJU, o43..y/o, o4b. 


.yxx 


, 847. .975 


, 911. .1117, 990.. 


1115, 


. - . 


XUJ/..X1X/. . . 










Seq. No. 


37137 ' . " 




Seq. ' ID 


OJ990518_08.'9C0'3". 


C23 " 


"Gene" No"."" ~~~ 


76332 ~ ~" ~-' r '" " "~ 




"Strand"" 






Start- 


848 




End ; 


164.7. • ' 




Name 


OJ990518 08.9C03.C23.ol. 


gs 


Method . 


'.GENSCAN 




Start 


848 




End 


1564 




GI 


none 




Score 


.75 ■ 




Exons 


848. .118.0, 1268. .1384, 1477. 


.1564 






Seq. No. 


37137 




Seq. ID 


OJ990518_08. 9C03. 


C23 


Gene No. 


76332 




Strand 






Start 


848 




End 


1647 




Name 


OJ990518 08.9C03.C23.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


848 




End 


1387 




GI 


none 




Score 


. 69 





36754 



Exons 


o/io cicn oco ni yi nm 

o4o. .yb/, csoz..yi4, yu / 


. . y / z , 


908. .1186, 981. .1184, 1007. .118 




l^oo. . Ijo / , lzbb..UoO 








Seq. No. 


0-710-7 

0 I Xo / 




Seq. ID 


OJ990518_08.9C03.C23 


Gene No. 


76332 




Strand 




Start 


848 




End 


1647 


Name 


OJ990518 08. 9C03.C23.ol 


.np 


Method 


AAT/NAP 


Start 


851 




End 


1647 


GI 


4454484 




Score 


598 


Exons 


851. .1180, .1268. .1384, 


1477. . 


1647 




GI Descrip. 


(AC006234) putative diacylglycerol kinase [Arabidopsis thalia: 


Seq. No. 


37137 




Seq. ID 


OJ990518_08.9C03.C23 


Gene No. 


76332 




Strand 




Start 


848 




End 


1647 


Name 


OJ990518 08. 9C03.C23.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


876 




End 


1352 


GI 


none 




Score 


47 


Exons 


876. .908, 878. .964, 929 


. .1183 


, 987.. 1175, 1010.. 1204, 




1256.. 1351, 1263.. 1352 








. Seq,. Nq_ 


- 37137 . 




„Se_q_,_LD_ 


„ 0 J 9 90 5 1 8_.08 _.,9CJil t C 2 3 


J3ene,\No_,_ 


. .7 6332, . .. 




.Strand 




Start 


848 




End 


1647 


Name 


OJ990518 08.9C03.C23.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1343 




End 


1567 


GI 


none 




Score 


47 


Exons 


1343. .1384, 1344. .1385, 


1362. 


.1385, 1473. .1562, 1477. .1563, 




1477. .1566, 1478. .1567, 


1481. 


.1567 




Seq. No. 


37138 




Seq. ID 


OJ990518_08.9C03.C24 


Gene No. 


76333 




Strand 




Start 


1 




End 


2226 


Name 


OJ990518 08.9C03.C24.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1273 


GI 


6907089 




Score 


1989 


Exons 


1..1273* 








GI Descrip. 


(AP001129) hypothetical- 


protein [Oryza 


sativa] 


Seq. No. 


37138 




Seq. ID 


OJ990518_08.9C03.C24 


Gene No. 


76333 




Strand 




Start 


1 . . 




End 


2226 ... 


"Name ~ / 


" 0 J 9 9 0 5 1 8 '0 8 : - 9C 0 3 . C 2 4 /o 1* 


.gs; ' : " 


Method " 


"GEN SCAN*" " " " 


Start 


12 " .. 




End 


1273 ■ 


GI 


""none"' " ; y~ ~'~~ r - 




Score 


. v;g3 - .... , ... - 


Exons 


-■- 12. .1273- 
< 








Seq. No. 


37138 




Seq. ID 


OJ990518_08.9C03.C24 ' 


Gene No. 


76333 




Strand 




btart 


1 




End 


2226 


Name 


OJ990518 08.9C03.C24.o2 


.np 


Method 


AAT/NAP 


Start 


894 




End 


2226 


GI 


5922623 




Score 


74 


■ Exons 


894. .915, 2108. .2226 








GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 




gil 6016856|dbj IBAA85199 


.11 (AP000570) : 


hypothetical protein 




[Oryza sativa] 









36755 



Seq. No. 37139 Seq. ID 

Gene No. 76334 Strand 

Start 1 End 

Name OJ990518_08 . 9C03 . C25 . ol . np Method 

Start 1 End 

GI 6498441 Score 

Exons 1 . .37 6 

GI Descrip. (AP000815) EST C7278 6 ( E2258 ) corresponds to a region of the 
predicted gene .;. Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990518_08.9C03.C25 
+ 

376 

AAT/NAP 

376 

476 





Seq. No. 


37139 


Seq. ID 


OJ990518_ 




Gene No. 


76334 


Strand 


+ 




Start 


1 


End 


376 




Name 


OJ990518 08.9C03.C25.ol.tw 


Method 


TBLASTX :1 




Start 


49 


End 


273 




GI 


none 


Score 


210 




Exons 


49. .273, 57. .272 








Seq. No. 


37140. 


Seq. ID 


OJ990518 




_Gene No. . 


7 6335 • ' • ~ 


Strand^ 






Start . . 


.4.31 .. •. ■ .. - 


.End ... _ 


9.05- . ; _ 




Name 


OJ990518 08. 9C03.C26.ol.np 


Method 


AAT/NAP 




Start 


414 


End 


905 ■ 


rr= 


GI 


3021267 


Score 


198 




Exons 


414. .733, 790. .905 






; is? 


GI Descrip. 


(AL022347 ) serine/threonine 


kinase-like protein 






thaliana] 







08. 9C03.C26 





Seq. No. 


37140 








Seq. ID 


OJ990518_08.9C03.C26 




Gene No. 


76335 








Strand 






Start 


431 








End 


905 




Name 


OJ990518 


08.9C03.C26 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


420 








End 


848 




GI 


none 








Score 


207 


i 


Exons 


420. . 674, 


425. .733, 


435 


. .746, 


452. .748 


, 511. .747, 819. .848 


. ~i 
t=| 
z ~. 


Seq. No. 


37140 








Seq. ID 


OJ990518_08.9C03.C26 


z a 
- =r 


Gene No. 


76335 








Strand 




f ~. 


Start 


431 








End 


905 




Name . 


OJ990518 


08.9C03.C26 


.ol 


.gs - 


Method 


GENS CAN - 




Start ' ' • 


■ 4 31 ; 








• End ; 


"8 99" " '• • ■ 




GI 


- ' none 








Score 


. 6 " • " -> 




." Exons 


: .4 3'i;-.'5"67, 


. ~8?8 .*. 899 -" 












Seq: No. 


371*4-0 








Seq.' ID 


OJ?90518_08.'9C03.C2 6 




Gene No. 


76335 








Strand 






Start 


431 








End 


905 




Name 


OJ990518 


08.9C03..C26 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


512 








End 


745 




GI 


none 








Score 


151 




Exons 


512. .733, 


522. .737, 


542 


. .745 








Seq'. No . 


37140 








Seq. ID 


OJ990518_08.9C03.C26 




Gene No. 


76335 








Strand 






Start 


431 








End 


905 



36756 



Name 


OJ990518 


08 . 9C03 . C26 . 


ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


521 








End 


767 




GI 


none 








Score 


125 




Exons 


521 . . 733, 


COO T T 

522 . .161 












Seq. No. ■ 


37140 








Seq. ID 


OJ990518 


_08.9C03 


Gene No. 


76335 








Strand 






Start 


4 31 








End 


905 




Name 


OJ990518 


08 . 9C03 . C26 . 


ol 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


530 








End 


734 




GI 


none 








Score 


114 




Exons 


C OA T O *3 

5 JU . . / 33 , 


COT TO yi 

531 . .734 












Seq. No. 


37141 








Seq. ID 


OJ990518 


_08 . 9C03 


Gene No. 


76336 








Strand 


+ 




Start 


1 








End 


284 




Name 


OJ990518 


08.9C03.C27. 


ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


284 




GI 


none 








Score 


518 




Exons 


1. .284 















Gene.. No... ... 

Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.37141 



J3eq,._ID_^Ji^^ 



+ . .... 
284 

AAT/NAP 

193 

156 



.76336 ; ...... . . ..;..„ „ ..Strand 

1 End 
OJ990518_08. 9C03.C27.ol.np Method 
1 End 
3695408 Score 
1. .193 

(AF096373) contains similarity to Solanum lycopersicum (tomato) 
wound-induced protein (GB:X59882) [Arabidopsis thaliana] 
gi|4538956|emb|CAB39780.1| (AL049488) probable wound-induced 
protein [Arabidopsis thaliana] 



37141 Seq. ID 

76337 Strand 

31 End 
OJ990518_08 . 9C03 . C27 . ol . gs Method 

31 End 

none Score 
31. .168 



OJ990518__08.9C03.C27 
168 

GENS CAN 

168 

.92 



Seq. No. 

Gene No . 

Start • . ; 

Name 

Start 

GI 

Exons 

GI Descrip. 



37142 

'7 6338 "• - " : ' - 

1 ' ' " ' - ' "~- ' ' ■ 

' 0 J 9 9 0 51 8__0 8 V 9"C 0 3 ; C 2 8 ; o 1 hp 

1. - - 

3*402758 



OJ9905.18 08.9C03.C28 



Seq. ID 

"'Strand;- ' '' ' ;■-.■--»-•---..-- : 
End ' 74 4 . " ■ ' ~ ' ■ * ' 
^Method '* AAT/NAP *" 
End " 744- • '- "* 

. Score • ■ 391 . 
1.".72, 110. .257, 347. .584, 667. .744 

(AL031187.) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 37142 Seq. ID 

Gene No. 76338 Strand 

Start 1 • End 

Name OJ990518_08 . 9C03 . C28 . ol . gs Method 

Start 110 End 

GI none Score 



OJ990518_08 . 9C03 . C28 
■744 

GENSCAN 

584 

.46 



36757 



Exons 110.. 257, 347.. 584 





Seq. No. 


37142 


Seq. ID 


OJ990518_08.9C03.C28 




Gene No. 


/DjjO 


Strand 






Start 


i 

1 


End 


H A A 
/ 4 4 




Name 


/-xtaaacio ao a o /™""> o „ i j_ _ 

OJ99Q518 08 . 9C03 . C28 . ol . tc 


Method 


TBLASTX : Cress 




Start 


1 O O 

123 


End 


CAT 

591 




GI 


none 


Score 


1 A *3 

103 




Exons 


1 O O -OCX 1 O 1 O C /C 1 O 1 o c o 

123. .254, 131. .256, 131. .253, 


1 no AC"? 

132 . . 257 , 


343. .561, 347. .547, 






350. .586, 351. .557, 361. .591 








Seq. No. 


o / 14 2 


Seq. ID 


/"\TA.AACT O AO A/"*A*3 r* o o 




Gene No. 


/ 6338 


Strand 






Start 


1 


End 


1 A A 

74 4 




Name 


/■ntaaaci o ao oono poo _i 4-™ 
OJy9U51o Uo . 9CU3 . C28 . ol . tm 


Method 


mnT 7\ o rrrvr . %/t _ ' _ 

TBLASTX : Mai ze 




Start 


1 A C 

14 b 




C C 1 

5 61 




GI 


none 


Score 


113 




Exons 


146. .256, 153. .257, 343. .561, 


347. .493, 


361. .558 




Seq. No. 


37142. 


Seq. ID 


OJ990518 08.9C03.C28 




Gene No. 


76338 


Strand 






„ St: art 


1 r , . 


Xn&_ . 


7 4 4 


— ■ 


,Name, . 


. .0 J.9.9.0 5 1R. P. 8 9.C.0 .3 . C.2 o . ..o 1 .. t w_ _ ... 


Methods, . 


J B L ASJX :..Wne at . . . 




Start 


14 9 


End 


coo 

522 


3 


GI 


none' 


Score ■ 


-110 

118 




Exons 


149. .256, 150. .257, 350. .520, 


361. .522 






Seq. No. 


37142 


Seq. ID 


/"\TAAAC"10 AO A/"^ A O O O 

OJ990518 08.9C03.C28 




Gene No. 


"J f O o o 

76338 


Strand 




y 


Start 


1 


End 


74 4 


3 


Name 


/->. tA A A C 1 O AO A A O O O —."I X- _ 

OJ990518 08 . 9C03 . C28 . ol . ts 


Method 


TBLASTX : Soybean 


! 1 


Start 


1 C A 

150 


End 


C C\ A 

594 




GI 


none 


Score 


A A 

99 




Exons 


150. .257, 155. .256, 347. .559, 


350. .586, 


352. .591, 3.61. .594 


us 


Seq. No. ■ • 


37143 


Seq. ID 


/"\TAAAC10 AO A/^AO ✓"■'OA 

OJ990518 08.9C03.C29 




Gene No. 


"7 /" O O A 

7 6339 


Strand 




1 


Start 


O f~ A 

2 69 


End 


715 


== 


Name 


/"\TAAAC10 AO A/™ 1 A "3 /""OA ~ "1 „ 

OJ990518 08 . 9C03 . C2 9 . ol . gs 


Method 


GENSCAN 




Start 


A /** A 

269 


End 


715 




GI 


none 


Score 


. 4 




Exons 


269. .606, 66 7... /15 




.... . .'. „. ... 




Seq. No. 


3714 4 "" ' - 


Seq. ID 


/~\ TAAAC TO 'f\ O A A *"3 " z'"' O 1 " 

OJ990518 08.9C03.C31- 




Gene JSIo . 


" 76340 " "-" r * 


Strand ' 


+ ' * j " 




Start 


' 117 . ~ - 


End ■ — 


238 ' '. .." . 




■Name 


■ OJ990518 . 08. 9C03.C31.ol.np ■ * 


Method 


AAT/NAP 




Start 


117 


End 


'238 - 




GI 


6069646 


Score 


81 




Exons 


117. .238 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 


1| (AP001129) Similar to 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 






putative non-LTR retroelement 


reverse transcriptase. (AC006248) 






[Oryza sativa] 








Seq. No. 


37145 


Seq. ID 


OJ990518_08.9C03.C32 



36758 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



76341 Strand 

1 End 354 

OJ9905 18JD8 . 9C03 . C32 . ol . np Method AAT/NAP 

1 End 354 

5524769 Score 256 
1..73, 211. .354 

(AJ243822) Mrell protein [Arabidopsis thaliana] 



37145 
76341 
1 

OJ990518_08.9C03.C32.ol.ts 
5 

none 

5. .76, 6. .74, 208. .342, 209. .343 



Seq. ID OJ990518_08.9C03.C32 
Strand 

End 354 

Method TBLASTX : Soybean 

End 34 3 

Score 104 




37145 
76341 
1 

OJ990518_08 . 9C03 . C32 . ol . tm 
208 

^ngne, r -.„„ . ; 



Seq. ID OJ990518_08.9C03.C32 

Strand 

End 354 

Method TBLASTX : Mai ze 

End 340 

Sc ore 165 ; - ; • 



34.0 



Seq. No. 37146 Seq. ID 

Gene No. 76342 Strand 

Start 446 End 

Name OJ990518_08 . 9C03 . C33 . ol . gs Method 

Start 446 End 

GI none Score 

Exons 446.. 453, 504. .742 



OJ990518_08.9C03.C33 
+ 

742 

GENSCAN 

742 

.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37146 



Seq. ID 
Strand 
End 

Method 
End 
Score 



76343 
206 

OJ990518_08. 9C03.C33.ol.np 
206 

.6069646. 
206. .434 

(AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative nori -LT R * r e t r oei erne n t : . r e v ers e" 
* [Oryza sativa] - 



OJ990518_08.9C03.C33 
434 

AAT/NAP 

434 

90 



transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase '7 



(AC005315) 
Similar to 
sequence, 
'("AC0"0624'8) 



Seq. No. 


3714 7 • . - .\ : . .. 






■ Seq. ID 


'.'0^9-9.0518^0-8.9003' 


.C35 


Gene. No; ' 


7634*4 






Strand • 






Start 


•1- 






End 


1219' 




Name 


OJ990518 08.9C03 


.C35.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


1 






End 


364 




GI 


none 






Score 


191 




Exons 


1..195, 2. .187, 


7. .216, 


268. 


.363, 275. 


.364 




Seq. No. 


37147 






Seq. ID 


OJ990518_08.9C03 


.C35 


Gene No. 


76344 






Strand 






Start 


1 






End 


1219 




Name 


OJ990518 08.9C03 


,C35.ol 


tw 


Method 


TBLASTX: Wheat 





36759 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Peine.. Rq.,1 
Start 
Name 
Start 
GI 

Exons 



End 
Score 



129 
126 



1 

none 

1..129, 2. .127 

37147 
76344 
1 

OJ990518JD8. 9C03 . C35 . ol . tm 
1 

none 

1..198, 2. .196, 10. .198, 277. .399, 278. .397 



Seq. ID OJ990518_08.9C03.C35 
Strand 

End 1219 

Method TBLASTX: Maize 

End 399 

Score 288 



37147 
76344 
1 

OJ990518_08. 9C03.C35.ol.np 

1 

4454484 



Seq. ID OJ990518_08.9C03.C35 
Strand 

End 1219 

Method AAT/NAP 

End 1219 

Score 678 



1..192, 280. .396, 489. .576, 772. .849, 994. .1061, 1146. .1219 
(AC006234) putative diacylglycerol kinase [Arabidopsis .thaliana] 



3714 7, 



Seq.._ ID, OJ990518 0,8,. 9CQ3 . C35 



1/7.634-4. ' m ; Strand. , 1, _ " 

1 End 1219 

OJ990518_08. 9C03.C35.ol.tc Method TBLASTX : Cress 
1 End 1219 

none Score 170 

1..195, 5. .193, 46. .195, 278. .394, 280. .396, 284. .397, 298. .399, 
489. .548, 489. .548, 499. .549, 500. .553, 804. .878, 991. .1062, 
993. .1064, 1003. .1065, 1125. .1178, 1126. .1179, 1190. .1219 



Seq. No. 37147 

Gene No. 7 634 4 

Start 1 

Name OJ990518_08 . 9C03 . C35 . ol . gs 

Start 19 

GI none 
Exons 



Seq. ID OJ990518_08.9C03.C35 
Strand 

End 1219 

Method GENSCAN 

End 971 

Score . 65 



19. .192, 280. .396, 489. .576, 772. .971 



Seq. No, 
Gene No. 
Start 
Name ' 
Start 
*GI " 
•Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37147 
76344 

1 . ,. . 
v OJ990518_08 . 9C0-3": C35 : b"2 : : tw r 
355 , 

'none' '*" •*■ ' * • 



Seq. ID OJ990518_08.9C03.C35 
Strand 

End 1219 _ . 

'Method'" : -YBLASTXrwheat" 
End ~ ' '1219 ' " 
'Scorer "4 7" '~ 



. 355--..;396 / 356. -.391, 374.. .397, -489. .575-, 489.'. 578,- 490-.: 5-7 9, : 
493. .579, 774. .851, " 777. ,851, : 991. .1059, 993.;i064, 1009.. 1068, 
1010. .1069, 1125. .1178, 1144. .1179, 1147. .1179, 1190'.. 1219 

37148 Seq. ID OJ990518_08.9C03.C37 

76345 Strand + 

.1 End 1372 

OJ990518_08. 9C03.C37 .ol.np ■ Method AAT/NAP 
1 End 1372 

3402758 Score 777 

1..222, 332. .569, 796. .946, 1060. .1372 

(AL031187) serine/threonine kinase-like protein [Arabidopsis 



36760 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37148 
76345 
1 

OJ990518_08. 9C03.C37.o2.tm 
5 

none 



Seq. ID OJ990518_08.9C03.C37 

Strand + • 

End 1372 

Method TBLASTX: Maize 

End 4 92 

Score 336 



5. .220, 6. .221, 6. .233, 325. .399, 333. .374, 371. .484, 372. .485, 
373. .492, 374. .484 



Seq. No. 37148 

Gene No. 76345 

Start 1 

Name OJ990518 _08 . 9C03 . C37 . ol . tc 

Start 11 

GI none 
Exons 



Seq. No. 
„Gene_.No„. 
.Start..... 

Name 

Start 

GI 

Exons 



Seq. ID OJ990518_08.9C03.C37 

Strand + 

End 1372 

Method TBLASTX: Cress 

End 1233 

Score 216 



11. .208, 12. .221, 21. .221, 82. .222, 325. .567, 359. .571, 
365. .568, 409. .570, 799. .903, 800. .904, 1069. .1233, 1092. .1199 



Seq. ID OJ990518_08.9C03.C37 
_Strand_„ .+„■•- ■ - 



37148 

_163A5-^_^ ^ u 

..1.--.: - ... V...-...: J™.End_ „1312_:_ 

OJ990518_08 . 9C03.C37.ol . ts Method TBLASTX : Soybean 

11 End 1272 

none Score 234 

11. .193, 12. .194, 21. .206, 198. .224, 250. .567, 409. .522, 

796. .909, 797.. .946, 1056. .1223, 1060. .1224, 1237. .1272 



Seq. No. " 37148 

Gene No. 76345 

Start 1 

Name OJ990518_08 . 9C03 . C37 . ol . tw 

Start 11 

GI none 
Exons 



Seq. No. 
.Gene No. 
Start 
Name 
Start . 

gi ~ : "' 

Exons 



Seq. ID OJ990518_08.9C03.C37 

Strand + 

End 1372 

Method TBLASTX : Wheat 

End 444 

Score 262 



11. .211, 12. .221, 24. .233, 324. .413, 325. .444 



37148 
76345 
1 

OJ990518_08. 9C03.C37 .ol.gs 

332 

none " "' - - 

.332. .569, 7 96. .94 6,-- 1060 . .1347' 



Seq. ID OJ990518_08.9C03.C37 
Strand + 
End 1372 
Method GENSCAN 
End 1347 

Score' : - V4 8- ; ' ; ; "•'"-"■*- 



Seq* ■ No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



3714 8- . ." .: • ... - 

7 6345- ' - - ' 

1 

OJ990518JD8. 9C03 . C37 . o2 . tw 

445 

none 



Seq. ID OJ9905i ; 8_08.. 9C03-.:C37 

Strand + "■ ' * ' - 

End 1372 

Method TBLASTX : Wheat 

End 94 6 

Score 147 



445. .567, 486. .566, 766. .903, 770. .946 



Seq. No. 37148 

Gene No. -76345 

Start 1 

Name OJ990518 08 . 9C03 . C37 . ol . tm 



Seq. ID OJ990518_08.9C03.C37 

Strand + 

End 1372 

Method TBLASTX : Mai ze 



36761 



Start 
GI 

Exons 



779 End 1347 

none Score 171 

779. .904, 779. .895, 781. .897, 896. .946, 898.-945, 899. .946, 
1056. .1286, 1060. .1284, 1062. .1286, 1287. .1346, 1288. .1347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



37149 
76346 . 

1 ' 

OJ990518_08 . 9C03 . C38 . ol . np 
1 

5734723 
1..581, 1491. .1570 

(AC007259) receptor-like protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990518_08.9C03.C38 

Strand + 

End 1570 

Method AAT/NAP 

End 1570 

Score 304 



37149 
76346 
1 

OJ990518_08 . 9C03 . C38 . ol . tw 
95 

none 



Seq. ID OJ990518_08.9C03.C38 

Strand + 

End 1570 

Method TBLASTX : Wheat 

End 511 

Score 99 



95. .193, 206. .367, 386. .457, 473. .511 



Se;q..„No. : ..3714 9 .. 

Gene No. '76346 

Start 1 

Name OJ990518_08 . 9C03 . C38 . ol . gs 

Start 128 

GI none 

Exons 128.. 572, 1270.. 1394 



, Se,q . , J p.. OJ.9_9.05 1.8_0.8. ,..9C-CL3_. .03.8 
Strand ' + 
End 1570 
Method GENS CAN 
End 1394 
Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37150 
76347 
527 

OJ990518_08. 9C03.C39.ol.gs 
527 
none 

527.. 829, 911.. 1061, 1161. .1398, 1512.. 1722, 1801.. 1982, 
2562. .2922 



Seq. ID OJ990518_08.9C03.C39 
Strand 

End 2925 

Method GENSCAN 

End 2922 

Score .95 



Seq. No. 37150 
Gene No. 76347 
Start 527 

r Name - ' 0 J9905l8_0 T a ."9C03 . C39 . ol '. tm 
Start 527 . . : " • ' " 
"Gl """ none - - ~- - " Score'™" r 69 

Exons -■/. . • ' 527-. .595,-617. .829, -' 618. -.728-, 917. . 1060, 960. ..1061,. 993. -..1061, 
1180. .1374, 1181.'. 1405, 1212. .1400, 1509. .1556, 1513.. 1566 - • 



Seq. ID OJ990518_08.9C03.C39 
Strand 

End 2 925 . . 

Method 1 "" TBLASTX : Maize*" : V-"* - - 

End ' 1566' . ' ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37150 
76347 
527 

OJ990518_08. 9C03.C39.ol.np 
530 

3021270 



Seq. ID OJ990518_08.9C03.C39 
Strand 

End 2925 

Method AAT/NAP 

End t 2925 

Score 817 



530. .829, 911. .1061, 1161. .1398, 1512. .1722, 1801. .1887, 
2857. .2925 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 



36762 




thaliana] 



Seq. No. 37150 Seq. ID OJ990518_08.9C03.C39 

Gene No. 76347 Strand 

Start 527 End 2925 

Name OJ990518_08 . 9C03 . C39 . ol . t s Method TBLASTX : Soybean 

Start 614 End 1902 

GI none Score 74 

Exons 614. .841, 618. .842, 910. .993, 959. .1060, 966. .1061, 966. .106 
1157. .1339, 1161. .1247, 1163. .1399, 1164. .1400, 1501. .1671, 
1513. .1725, 1517. .1723, 1800. .1838, 1801. .1902 

Seq. No. 37150 Seq. ID OJ990518_08.9C03.C39 

Gene No. 76347 Strand 

Start 527 End 2925 

Name OJ990518_08 . 9C03 . C39 . ol . tc Method TBLASTX : Cress 

Start 617 End 1884 

GI none Score 104 

Exons 617. .841, 953. .1057, 954. .1058, 969. .1058, 1163. .1399, 
1164. .1379, 1513. .1725, . 1514. .1723, 1801. .1884 

Seq. No . , .37150 3.e.q I D_ . OJ990518J)8 . 9CQ3 ,C39 , 

. Gehe^No... . ^:-7.g347_ ; : ... „„ J.._StxancL - ....... 

Start 527 , * End 2925 

Name OJ990518_08 . 9C03 . C39 . 62 . tw Method TBLASTX : Wheat 

Start 788 End 1283 

GI none Score 64 

Exons 788.. 829, 884.. 1057, 944.. 1060, 954.. 1061, 1162.. 1281, 
1163. .1282, 1163. .1282, 1164. .1283 

Seq. No. 37150 Seq. ID OJ990518_08.9C03.C39 

Gene No. 76347 Strand 

Start 527 End 2925 

Name OJ990518_08 . 9C03 . C39 . ol . tw Method TBLASTX : Wheat 

- Start 1284 End 1725 

GI none Score 68 

Exons 1284.. 1376/ 1286.. 1399, 1508.. 1723, 1513.. 1725 

Seq. No. 37150 Seq. ID OJ990518_08.9C03.C39 

Gene No. 76347 Strand 

Start 527 End 2925 

Name* OJ990518_08 . 9C03 . C39 . 62 . tm . / Method . TBLASTX : Maize 

Start. . - ;1567 -*; - ■ ;- ■ ■ * • End 2157 

. GI none ' Score 187 . . 

T *:"Exons" '" T567 17257 "1 5" 687 717237 T80T7". 19'83",7 "TSDT: 719837"~2W4~; :'2Y51"r 

: " ' 2082. .2138 , - . - . ... 7... ■ . . - ...... , . 

Seq. No. 37150 Seq. ID OJ990518_08-.9C03.C39 

Gene No. 76347 Strand 

Start 527 End 2925 

Name OJ990518_08 . 9C03 . C39 . o2 . np Method AAT/NAP 

Start 2527 " End 2925 

GI 1272345 Score 150 

Exons 2527.. 2925 

GI Descrip. (U51738) secreted glycoprotein 1 [Ipomoea trifida] 

Seq. No. 37150 Seq. ID OJ990518_08.9C03.C39 



36763 




Gene No. 


76347 


Strand 




Start 


527 


End 


2925 


Name 


OJ990518 08 .-9C03 . C39 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


2604 


End 


2826 


GI 


none 


Score 


79 


Exons 


2604. .2672, 2614. .2694, 2615 


..2671, 2623. .2673, 2669. .2815, 




z6d9..2794, 2683. .2826, 2749 


.,. 2820 




Seq. No. 


37151 


Seq. ID 


OJ99Q518 08.9C03.C40 


Gene No. 


76348 


Strand 


+ 


Start 


186 


End 


652 


Name 


OJ990518 08 . 9C03 . C40 . ol . gp 


Method 


AAT/GAP 


Start 


186 


End 


652 


GI 


none 


Score 


926 


Exons 


186 . . 652 






Seq. No. 


37151 


Seq. ID 


OJ990518 08.9C03.C40 


Gene No. 


76349 


Strand 




Start 


282 


End 


•1699 


Name 


OJ990518_08 . 9C03 . C4 0 . ol . gs 


Method 


GENSCAN 


Start 


282 * 


End 


1584 


_gi 1 


none ' ■ ■ ■ , 


_Sj?ore_ 


. 5 ■ ■ 


.Exons _ .... 


28.2. .353, 550.. .7.95.,. 1.0.57.. -.1,1 


8 9, ..1.3.11..... 


1581. 7.77. ; . 


Seq. No. 


37151 


Seq. ID 


OJ990518_08.9C03.C40 


Gene No. 


76349 


Strand 




Start 


282 


End 


1699 


Name 


OJ990518 08.9C03.C40.ol.np 


Method 


AAT/NAP 


Start 


504 


End 


1699 


GI 


3056588 


Score 


268 


Exons 


504. .845, 1089. .1189, 1302.. 


1536, 1588 


. .1699 


GI Descrip. 


(AC004255) T1F9.9 [Arabidopsis thaliana] 


Seq. No. 


37151 


Seq. ID 


OJ990518_08.9C03.C40 


Gene No. 


76349 


Strand 




Start 


282 


End 


1699 


Name 


OJ990518 08.9C03.C40.ol.tc 


Method 


TBLASTX: Cress 


Start 


607 


End 


1510 


GI 


none 


Score 


91 


Exons 


607. .699, 1087. .1188, 1094.. 


1189, 1310 


..1438, 1445. .1510 


Seq. No. 


37151 


. Seq. ID 


OJ990518_08 . 9C03 . C40 


" : Gene No. ; ' 


76349 


Strand 




Start 


782 . 


End 


1699' ' " " " 


"'Name'""'"''"'' ™ ~ 


"0 J 9*9 05 T8 "0 8 7 9 CO 37 C 4"07o r. tm" 


' Method ' " 


**TBLASTX7HaTze'- "*- - ' 7 ' 


-Start' 


1087 ' - - 


End - 


1510 • -' • • 


GI 


none-" 


Score - ' 


58 


Exons 


1087.. .1188, 1310. .1438, 1448 


..1510 




Seq. No. 


37152 


Seq. ID 


OJ990518_08.9C03.C42 


Gene No. 


76350 


Strand 


+ 


Start 


.48 


End 


343 


Name 


OJ990518' 08.9C03.C42.ol.gs 


Method 


GENSCAN 


Start 


48 


End 


343 


GI. 


none 


Score 


.65 


Exons 


48. .179, 211. .343 







36764 



Seq. No. 37152 Seq. ID 

Gene No. 76351 Strand 

Start 540 End 

Name OJ990518_08.9C03.C42.ol.gp" Method 

Start 540 End 

GI none Score 

Exons 540.. 658 



OJ990518_08.9C03.C42 
658 

AAT/GAP 

658 

219 



Seq. No. 37153 Seq. ID 

Gene No. 7 6352 Strand 

Start • 1 End 

Name OJ990518_08 . 9C03 . C4 3 . ol . np Method 

Start 1 End 

GI 4234854 Score 

Exons 1..887 

GI Descrip. (AF082134) pol polyprotein [Zea mays] 



Seq. No. 
Gene No. 
Start 
Name 

St.;-. >."--' 
Exons 



37153 
76352 
1 

OJ990518_08 . 9C03 . C4 3 . ol . gs 

JA 

none...'". „ . . .... . 

49. .663 



Seq. ID 

Strand 

End 

Method 

.EncL 

.:Scor.e 



OJ990518_08.9C03.C4 3 
+ 

887 . 
AAT/NAP 
887 
1056 



OJ990518_08.9C03.C43 
+ 

887 

GENSCAN 

,§J53___ ____ 



,9.4 : 



Seq. No. 37153 Seq. ID 

Gene No. 76352 Strand 

Start 1 End 

Name OJ990518_08 . 9C03 . C43 . ol . tm Method 

Start 229 End 

GI none Score 

Exons 229.. 537, 237.. 536 



OJ990518_08.9C03.C43 
+ 

887 

TBLASTX: Maize 

537 

276 



Seq. No. 37153 Seq. ID 

Gene No. 76352 Strand 

Start 1 End 

Name OJ990518_08 . 9C03 . C43 . ol . ts Method 

Start 229 End 

GI 5509260 Score 

Exons 229.. 666, 318.. 590 
GI Descrip. 

•'Seq... No. " 37153/ '" \ '."' r . .' *"Seq. ID- 
Gene' No. . ' 7 6352 "". ' Strand ' 

-S'ESrT"~' : T "'"7"' *" *' r ~~~ \~ -------- — 'End''* 4 " 

Name OJ990518 JD8 .-9C03 . C4 3 . ol . tc - • Method - 

Start 316 ■ ' End 

GI none Score 

Exons 316.. 576, 318.. 554 



OJ990518_08.9C03.C43 
+ 

887 

TBLASTX: Soybean 

666 

350 



0 J 9 9 0;5 1 8_0 8 . 9C .0' 3 v C 4 3 

TBLASTX: Cress ■ 

576- ■ • 

249 



Seq. No. 37153 

Gene No. 76352 

Start 1 

Name OJ990518_08 . 9C03 . C4 3 .ol . tw 

Start 357 

GI none 

Exons 357.. 704, 358.. 702, 687.. 887, 688.. 885 



Seq. ID OJ990518_08.9C03.C43 



Strand 
End 

Method 

End 

Score 



+ 

887 

TBLASTX: Wheat 

887 

349 
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Seq. No. 


37153 




Seq. ID 


OJ990518JD8.9C03 


.C43 


Gene No. 


76352 




Strand 


+ 




Start 


1 




End 


O O T 

88 7 




Name 


OJ990518_08 . 9C03 . C4 3 . o2 . 


tm 


Method 


TBLASTX : Maize 




Start 


538 




End 


o o c 

885 




GI 


none 




Score 


2. 14 




Exons 


538 . . 885 










Seq. No. 


37154 




Seq. ID 


OJ990518_08.9C03 


.C44 


Gene No. 


7 6353 




Strand 


+ 




Start 


548 




End 


n o i 

3ZZ 




Name 


OJ990518 08 . 9C03 . C44 . ol . 


gp 


Method 


AAT/GAP 




Start 


548 




End 


o o o 

312 




GI 


none 




Score 


fJ D y 




Exons 


548.. 922 










Seq. No. 


37154 




Seq. ID 


OJ990518_08.9C03 


.C44 


Gene No. 


76354 




Strand 






Start . 


178 




End 


1187 




Name 


OJ990518 08. 9C03.C4 4.ol. 


gs 


Method 


GENSCAN 




Starts 


_178 _ ; _ , 




End._ _ 


1187 




GI . . 


. non.e.. . . ... .„ . 




Score . 


. . 5 rL ....... 




Exons 


178.. 515, 565.. 924, 1029 


..1187 






Seq. No. 


37154 




Seq. ID 


OJ990518JD8.9C03 


.C44 


Gene No. 


' 76354 




Strand 






Start 


178 




End 


1187. 




Name 


OJ990518_08 . 9C03.C4 4 .ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


530 




End 


815 




GI 


none 




Score 


o4 




Exons 


530. .583, 557. .814, 558. 


.590, 


689. .754 


, 702 .. 815 




Seq. . No. 


37154 




Seq. ID 


OJ990518_08.9C03 


.C44 


Gene No. 


76354 




Strand 






Start 


178 




End 


1187 




Name 


OJ990518_08 . 9C03 . C4 4 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


554 




End 


806 




GI 


none 




Score 


47 




Exons 


554. .586, 557. .805, 708. 


.806 








Seq. No. - 


37154 




Seq. ID. 


. OJ990518_08.9C03 


. C4 4 


Gene No: 


" 7 6354 ' ' ~~ • : " - : 




Strand 






Start ■ 


178. " ' . " . : ' 




End' * 


1187 " ' * 




Name ~ ; 


•"'aJ9'905 lST'OB ""I 9C 0 3 : C 4'4 of. 




Method**" 






Start 


557 ' - 




End 


811 - . ; 




GI 


3695408 




Score - 


245 : 




Exons 


557. .811 










GI Descrip. 


(AF096373) contains simi 


larity to Solanum lycopersicum 


( tomat 




•wound-induced protein (GB:X59E 


182) [Arabidopsis thaliana 


] 




gi | 4 538 9561 emb|CAB3 9780. 


11 (AL049488) 


probable wound-induced 




protein [Arabidopsis thaliana; 








Seq. No. 


37154 




Seq. ID 


OJ990518_08. 9C03 


.C44 


Gene No'. 


76354 




Strand 






Start 


178 




End 


1187 




Name 


OJ990518 08. 9C03.C44.ol. 


tm 


Method 


TBLASTX: Maize 





36766 



Start 
GI 

Exons 



557 End 903 

none Score 47 

557.. 586, 557.. 589, 558.. .590, 656.-835, 671.. 754, 702.. 815, 
862. .903 



OJ990518_08.9C03.C45 
+ 

1035 ; 

AAT/NAP 

993 

78 



Seq. No. 37155 Seq. ID 

Gene No. 76355 Strand 

Start 1 End 

Name OJ990518_08 . 9C03 . C4 5 . ol . np Method 

Start 1 End 

GI 6069646 Score 

Exons 1..39, 850.. 993 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | db j I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


37155 








Seq. ID 


OJ990518_ 


__08. 


. 9C03. 


C4 5 




Gene No. 


76355 








Strand 


+ 










Start. 


1 








End 


1035 










___N ame_ . 


__OJ9.9Q518. 


_.0JB^..aQQl.C.i5. 


,Ql 


..g.s„ w 


Method. 


GEN SCAN 










-Start. 


, . . .13.8 .. . 








End 


...1035. 










GI 


none 








Score 


. 7 










Exons 


138. .309, 


869. .1035 


















Seq. No. 


37155 








Seq. ID 


OJ990518_ 


_08, 


>9C03. 


C45 




Gene No. 


76356 








Strand 










f ~ 


Start 


1 








End 


88 








%y 


Name 


OJ990518 


_08.9C03.C45. 


.ol 


.gp 


Method 


AAT/GAP 










Start 


1 








End 


88 








fit 


GI 


2311841 








Score 


164 








= 


Exons 


1. .88 




















Seq. No. 


37156 








Seq. ID 


OJ990518 


_08, 


.9C03. 


C47 




Gene No. 


76357 








Strand 










S . 


Start 


188 








End 


357 










Name 


OJ990518 


_08.9C03.C47, 


.ol 


.gs 


Method 


GENSCAN 










Start 


188 








End 


357 










GI 


none 








Score 


.6 










Exons 


188. .357 



















Seq*: No. - • 
Gene No . 
"Start ' '■' ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No*. 
Start 
Name 



37157 - ""' • -• -Seq: 'ID 

7 6358 ' " '. "' Strand 

.-,-t:--. -"End "■•"'■*"" 

OJ990518_08 . 9C03;C49.ol.np Method 

1 * ' - . : ' ' End*. ' 

6634762 Score 
1..429, 809. .928 

(AC009917) Contains a bZIP transcription factor PF| 00170 domain 

ESTs gb|R30400, gb|AA650964, gb|AI994521 come from this gene. 
[Arabidopsis thaliana] 



: 0 J9 90 5 1 8 JO 8 . "9C0 3 . C4 9 

"1475: : ' ~ ^ ' 

AAT/NAP ■ . - - : - 

928- ' ' 
407 



37157 Seq. ID 

76358 Strand 
1 ' End 

OJ990518 08.9C03.C49.ol.tm Method 



OJ990518_08. 9C03.C4 9 
1475 

TBLASTX: Maize 



36767 




Start 


1 


End 






GI 


none 


Score 


O / 




Exons 


1 £"3 inc tco OftC OR£ 
1 . . DO, 1 U fc> . . J) O O , ZUD..ZDO 








Seq. No. 


37157 


Seq. ID 


OJ990518_08. 9C03 


.C49 


Gene No. 


76358 


Strand 






Start 


1 


End 


1 A "7 R 




Name 


OJ990518 08. 9C03.C49.ol.ts 


Method 


i dJjAo i a : boyoean 




Start 


7 


End 






GI 


none 


Score 


/ £ 




Exons 


7. .30, 106. .357, 211. .339, 373. .432 






Seq. No. 


37157 


Seq. ID 


OJ990518_08. 9C03 


.C49 


Gene No. 


76358 


Strand 






Start 


1 


End 


1 / 

1 fl / O 




Name 


OJ990518 08. 9C03.C49.ol.gs 


Method 






Start 


70 


End 


1 A 1 R 




GI 


none 


Score 


1 1 
. / 1 




Exons 


70. .429, 809. .878, 1408. .1475 








Seq. No. 


37157 


Seq. ID 


OJ990518_08. 9C03 


.C49 


Gene„.No.. _ 


...7 63.5.8 _ 


Strand._ 




„ 


Start 


. 1. .... _ ...... _ .. 


End;.. ..." 


1 A ~1 R 

.14../.0 ....... . . „ , 


— 


Name 


OJ990518 08. 9C03.C49.ol. tc 


Method 


l bLAb i a : cress 




Start 


151 


End 






GI 


none 


Score 


bo 




Exons 


151. .189, 181. .363, 364. .432 








Seq. No. 


37157 


Seq. ID 


OJ990518_08.9C03 


.C49 


Gene No. 


76358 


Strand 






Start 


1 


End 


T A 1 c; 
14 / D 




Name 


OJ990518 08.9C03.C49.ol.tw 


Method 


i bLAb i a : wneat 




Start 


241 


End 


O / / 




GI 


none 


Score 


1 1 Q 
lib 




Exons 


241. .447, 250. .432, 809. .877, 


821. .874 






Seq. No.. 


37158 


Seq. ID 


ATQQriRI Q HQ QrH^ 

ujyyuoio uo . yiuo 


pen 
. LOU 


Gene No. 


76359 


Strand 






Start 


1 


End 


281 




Name 


OJ990518 08.9C03.C50.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


281 




GI.. 


127234.7 


Score 


146 




Exons; - 


-""f:v'28l"- : •'*"•' ; ' " • " " **-■""-■ 








GI Descrip'.. 


{U5i739)- secreted glycoprotein . 2" [ Ipomo'ea trifida] " . 




Seq. '--No/ •■ 


37158 .. .' • - - ' "• 


Seq. ID 


.OJ990518-.0-8- 9C03.C50 


Gene No. • 


76359 " 


Strand 






Start 


1 


End 


281 




Name 


OJ990518 08. 9C03.C50.ol.gs 


Method 


GENSCAN 




Start 


16 


End 


275 




C T 


none 


Score 


.66 




Exons 


16. .275 








Seq. No. 


37159 


Seq. ID 


OJ990518_08.9C03 


.C52 


Gene No. 


76360 


Strand 


+ 




Start 


1379 


End 


1477 




Name 


OJ990518 08. 9C03.C52.ol.gs 


Method 


GENSCAN 





36768 



Start 


1379 


End 


1477 




GI 


none 


Score 


. 4 




Exons 


1379 . .1477 








Seq. No. 


37160 


Seq. ID 


OJ990518_08 . 9C03 


. C53 


Gene No. 


76361 


Strand 






Start 


2145 


End 


2651 




Name 


OJ990518_08.9C03.C53.ol.gp 


Method 


AAT/GAP 




Start 


214 5 


End 


2651 




GI 


15201 2.R1084 


Score 


938 




Exons 


2145 . . 2651 








GI Descrip. 


' 1019378/ dbj | D17785 | RICNH4 621 


1 . 0e-104 


Rice DNA for U3 


small 




nuclear RNA, partial sequence 1 








Seq. No. 


37160 


Seq. ID 


OJ99051.8_08.9C03 


.C53 


Gene No. 


76361 


Strand 






Start 


O 1 A C 

214b 


End 


2651 




Name 


OJ990518 08 . 9C03 . C53 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


2278 


End 


2587 




GI 


none 


Score 


88 




Exons 


2278.. 2370, 2305.. 2562, 2438.. 


2572, 2450.. 2587 




.Seq. JSfo. .... . . 


_ 3.7160,1 ..... *_■;; ... j„ ..„...,:* ll'i '. 


S.eql ..ID;; 


QJ.9.90"51,8._0,8..9X:.03. 


s £5.3.: v.. 


Gene No. 


76361 


Strand 






Start 


2145 


End 


2651 




Name 


OJ990518_08 . 9C03 . C53 . ol . tm 


Method 


TBLASTX: Maize 




Start 


2302 


End 


2617 




GI 


none 


Score 


68 




Exons 


2302. .2349, 2305. .2337, 2404.. 


2583, 2414. .2563, 2450. .2617 


Seq. No. 


37160 


Seq. ID 


OJ990518_08.9C03 


,C53 


Gene No . 


76361 


Strand 






Start 


2145 


End 


2651 




Name 


OJ990518 08.9C03.C53.ol.np 


Method 


AAT/NAP 




Start 


2305 


End 


2559 




GI 


3695408 


Score 


227 




Exons 


2305. .2559 








GI Descrip. 


(AF096373) contains similarity to Solanum lycopersicum 


(tomato) 



wound-induced protein (GB:X59882) [Arabidopsis thaliana] 

gi I 4538956 | emb| CAB39780. 1 1 (AL049488) probable wound-induced 

protein [Arabidopsis thaliana] 



Seq. Uo\ 

Gene No . 
""Start""' 
-Name 

Start* 
"GI 

Exons 



-3'7 161""" " 

76362 ; 

OJ990518_0a. 9C03 . C54 . ol*. ; gs~ 

414 

none 

414. .764 



" Seq r'lD ~0 J990 r 518_0879C0'3 1 C54 . 
Strand' . - . 

Method' * GENSCAN" 

End * ' 764 

Score .62 .. - . 



Seq. No. 37162 Seq. ID 

Gene No. 76363 Strand 

Start 662 End 

Name OJ990518_08 . 9C03 . C55 . ol . np Method 

Start 623 End 

GI 3021267 Score 

Exons 623.. 981, 1024.. 1196, 1270.. 1538 



OJ990518_08.9C03.C55 

1538 
AAT/NAP 
1538 
344 



36769 




GI Descrip. (AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 


37162 




Seq. ID 


OJ990518 


_08 . 9C03 . 


C55 


Gene No. 


76363 




Strand 








Start 


662 




End 


1538 






Name 


OJ990518 08.9C03.C55.ol. 


gs 


Method 


GENSCAN 






Start 


662 




End 


1493 






GI 


none 




Score 


.81 






Exons 


662. .899, 1048. .1179, 1262. .1493 








Seq. No. 


37162 




Seq. ID 


OJ990518 


08 . 9C03 . 


C55 


Gene No. 


76363 




Strand 








Start 


662 




End 


1538 






Name 


OJ990518 08.9C03.C55.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


725 




End 


1455 






GI 


none 




Score 


59 






Exons 


725.-859, 774. .857, 889. 


.957, 


1066. .1161, 1071. 


. 1178, 






1291. . 1455, 1292 . . 1435 












Seq. No. 


37162 




Seq. ID 


OJ990518 


_08 . 9C03 . 


C55 


Gene No. 


76363 




Strand 








.Start.. . 


;'.Y.6.62L ; : 




..End 


..1538 ....;._ 


r ~-~ 


— ■• 


Name 


OJ990518 08 . 9C03.C5'5.'ol. 


tc 


Method 


TBLASTX : 


Cress 




Start 


740 




End 


1488 






GI 


none 




Score 


174 






Exons 


740. .868, 944. .958, 1074 


..1181, 1282.. 


1488 






Seq. No. 


37162 




Seq. ID 


OJ990518 


_08 . 9C03 . 


C55 


Gene No. 


76363 




Strand 


— 






Start 


662 




End 


1538 






Name 


OJ990518 08.9C03.C55.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


767 




End 


1 A Q O 






GI 


none 




Score 


198 






Exons 


767. .868, 910. .957, 1083 


i. . 1196, 1285.. 


1482 






Seq. No. 


37162 




Seq. ID 


OJ990518 


08 . 9C03 . 


C55 


Gene No. 


•76363 




Strand 








Start 


662 




End 


1538 






Name 


OJ990518 08. 9C03.C55.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1077 




End 


1470 






GI 


none - 




Score 


82 • 






Exons* " 


; 1077" /il96, ' 16W'. \ 12M,; V 


1276.;. 


;14 7p-'- : ";■"■ 




— 


™; - 


"SfeqT" "No. "*'■"" 


--;37 Ij5 3-:— -■ 




: S"eq7 '"iCP* 


"OJ9'905T8" 


"' 0"8'v9*C'0"3^ 


~C5'6 


Gene No/'-. 


7 6364 '.' : • .' • 




Strand ' 


;- 


' . . . 




Start 


' 1 


* 


End- 


"1398 ; 






Name 


OJ990518 08.9C03.C56.ol. 


np - 


Method 


AAT/NAP 






Start 


1 




End 


1398 






GI 


6721512 




Score 


111 ' 






Exons 


1..122, 1293. .1398 












GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


37163 




Seq. ID 


OJ990518 


_08,.9C03. 


C56 


Gene No. 


76364 




Strand 


+ 






Start 


1 




End 


1398 






Name 


OJ990518 08.9C03.C56.ol. 


gp 


Method 


AAT/GAP 







36770 




Start 


818 


End 


995 




GI 


15870 2.R1084 


Score 


286 




Exons 


818 . . 995 








GI Descrip. 


1 287403/dbj | D10838 | RICSBE1 8 . 


Oe-69 Rice gene for starch 






branching enzyme 1 








Seq. No. 


37164 


Seq. ID 


OJ990518_08.9C03 


.C57 


Gene No. 


76365 


Strand 


+ 




Start 


1 


End 


165 




Name 


OJ990518 J)8 . 9C03 . C57 . ol . gp 


Method 


AAT/GAP 




Start 


1 


End 


165 




GI 


LIB34 32-032-P2-K1-D3 


Score 


314 




Exons 


1. . 165 








GI Descrip. 


1 4 4 54467/gb| AAD20914 | 7 . Oe-28 


(AC006234) unknown protein 




[Arabidopsis thaliana] 1 








Seq. No. 


37164 


Seq. ID 


OJ990518_08.9C03 


.C57 


Gene No. 


76366 


Strand 






Start 


578 


End 


866 




Name . 


OJ990518_08 . 9C03 .C57 . ol . gs 


Method 


GENSCAN 




■Start 


578 


End 


866 






__npne_. : , ^ 


Score , 


.,71. . 


; 


Exons . _ 


,. .57.8 . ,361., 801 ..^8.66. , . J . 








Seq. No. 


37165 


Seq. ID 


OJ990518_08.9C03 


.C58 


Gene No. 


76367 


Strand 






Start 


1 


End 


694 




Name 


OJ990518 08. 9C03.C58.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


694 




GI 


3056594 


Score 


97 




Exons 


1..20, 115. .216, 244. .694 








GI Descrip. 


(AC004255) T1F9.15 [Arabidopsis thaliana] 




Seq. No. 


37165 


Seq. ID 


OJ990518_08.9C03 


.C58 


Gene No. 


76367 


Strand 






Start 


1 


End 


694 




Name 


OJ990518 08.9C03.C58.ol.gs 


Method 


GENSCAN 




Start 


78 


End 


616 




GI 


none 


Score 


.75 . 




Exons 


78. .88, 115. .616 








.Seq. No. 


.- 37165 . - - - . 


- Seq. .ID. 


OJ990518_08. 9C03 


.C58 


'Gene No ; " 


v - : TB3-67' :; ""'- • ' 


"Strand"' 






Start : 


1 ■ " " 


End 


694 " " r ' " V 




"Name" *" 


* O"J9'90'5r8™'08 ;9C0'3YC5~8roT ftirT" 


"Method' 


"T BL"AS TXTMa Tz e" " \~ 




' Start - 


..,.157-*. /. • " •' ' 


" End.'- " 


379 : ' : "' ... • .'• " 




GI" " 


-done 


Scor*e 


79 




Exons 


157. .225, 167. .247, 168.. 224, 


176. .226, 


-222. .368, 222.. 


347, 




236. .379, 302. .373 








Seq. No. 


37166 


Seq. ID 


OJ990518_08.9C03 


.C59 


Gene No. 


76368 


Strand 






Start 


1 


End 


419 





Name OJ990518_08 . 9C03 . C59 . ol . np Method AAT/NAP 

Start 1 End 419 

GI 2213607 Score 83 

Exons 1..117, 334.. 419 



36771 





GI Descrip. 


(AC000103) F21J9.1 [Arabidopsis thaliana] 










Seq. No. 


37166 


Seq. ID 


OJ990518 


_08 


. 9C03 


.C59 




Gene No. 


76369 


Strand 












Start 


334 


End 


458 










Name 


OJ990518 08.9C03.C59.ol.gs 


Method 


GENSCAN 










Start 


334 


End 


458 










GI 


none 


Score 


.93 










Exons 


334. .458 














Seq. No. 


37167 


Seq. ID 


OJ990518 


_08 


. 9C03 


.C60 




Gene No. 


76370 


Strand 












Start 


230 


End 


1162 










Name 


OJ990518 08.9C03.C60.ol.gs 


Method 


GENSCAN 










Start 


230 


End 


1162 










GI 


none 


Score 


.8 










Exons 


230. .411, 887. .964, 1091. .1162 












Seq. No. 


37168 


Seq. ID 


OJ990518 


08 


. 9C03 


.C61 




Gene No. 


76371 


Strand 


+ 










Start 


1 


End 


780 











... Name ;„„ 


„JP.JJ 9J351 3 J) 8 : , : 9C0J3 „.£ 6X>oX,ng_ 


Method 


_AA.T>/NAP_ 


— ~ 


„ 







Start. . ..... 




End.... 


-.780. 






_ — ■ 


~z 


GI 


~ 5524 7~69 ' ■ 


Score 


119 










Exons 


1..225, 366. .497, 627. .780 












Lfl 


GI Descrip. 


(AJ243822) Mrell protein [Arabidopsis 


thaliana] 








ry 


Seq. No. 


37168 


Seq. ID 


OJ990518_ 


_08 


. 9C03 


-C61 




Gene No. 


76371 


Strand 


+ 










Start- 


1 


End 


780 










Name 


OJ990518 08.9C03.C61.ol.gs 


Method 


GENSCAN 










Start 


62 


End 


687 










GI 


none 


Score 


.4 










Exons 


62. .225, 407. .497, 627. .687 














Seq. No. 


37169 


Seq. ID 


OJ990518_ 


_08 


. 9C03 


.C62 


life 


Gene No. 


76372 


* Strand 


+ 










Start 


2262 


End 


2494 










Name 


OJ990518 08. 9C03.C62 .ol.np 


Method 


AAT/NAP 










Start 


2262 


End 


2494 










GI 


4454467 


Score 


178 










Exons 


2262. .:2-4 94 :■• . . 










'_ 




' Gi\De scrip"/ 


(AC006234 ) * unknown- protein 


[Arabidopsis thaliana}' 








"'"£Teq7"~N6*. 


"31T69' ; ** * ' : 


'7~Seq"""lD 


' ~OJ9'905l8; 






;-"CT52~ 




- Gene.- No . 


■ 76372 • : , . ' - " ' 


-Strand • 


.:+... . 










Sta'rt •* *. 


• 2262 


End • 


"2 4 54 ' • 










Name 


OJ990518 08.9C03.C62.ol.gp 


Method 


AAT/GAP 










Start 


2335 


End 


2494 










GI 


428275 


Score 


320 










Exons 


2335. .2494 














GI Descrip. 


4454467/gb|AAD20914 | 7.0e-28 (AC006234) unknown 


protein 








[Arabidopsis thaliana] 














Seq. No. 


37169 


Seq. ID 


OJ990518_ 


_08 


9C03 


.C62 




Gene No. 


76373 


Strand 












Start 


1853 


End 


2441 









36772 




Name 


OJ990518 08 . 9C03 . C62 . ol . gs 


Method 


GENSCAN 




Start 


1853 


End 


2441 




GI 


none 


Score 


.78 




Exons 


TOCO OrtftC O D Jl *3 o jt /I 1 

looj. .^Uoi), 2343. .2441 








Seq. No. 


37170 


Seq. ID 


OJ990518 08.9C03.C63 


Gene No. 


76374 


Strand 






Start 


993 


End 


1350 




Name 


OJ990518 08 . 9C03 . C63 . ol . tm 


Method 


TBLASTX 


: Maize 


Start 


991 


End 


1280 




GI 


none 


Score 


84 




Exons 


991. .1074, 1014. .1085, 1015.. 


1074., 1180. .1275, 


1182. . 1280, 




1186 . . 1275 








Seq. No. 


37170 


Seq. ID 


OJ99051* 


3_08.9C03.C63 


Gene No. 


76374 


Strand 






Start 


993 


End 


1350 




Name 


OJ990518 08 . 9C03 . C63 . ol . np 


Method 


AAT/NAP 




Start 


993 


End 


1350 




GI 


1001257 


Score 


123 




Exons 


9 93.. 1073, 1182.. 1350 








..GX,.De,scxip t . _ 


_ i D 6 4 JOJP. 3J_h yp p t het i ea JL-PXQ t e. in. 


_[ .S y n e c h opy s,tl s. , _sjd._L : „ 


Seq'. No. 


37170 


Seq. * ID 


OJ99051S 


3_0S.9C03.C63 


Gene No. 


76374 - 


Strand 






Start 


993 


End 


1350 




Name 


OJ990518 08 . 9C03 . C63 . ol . ts 


Method 


TBLASTX 


Soybean 


Start 


1005 


End 


1280 




GI 


none 


Score 


107 




Exons 


1005. .1076, 1176. .1280, 1201. 


.1275 






Seq. No. 


37171 


Seq. ID 


OJ99051* 


3_08.9C03.C64 


Gene No. 


76375 


Strand 


+ 




Start 


208 


End 


1451 




Name 


OJ990518 08. 9C03.C64 .ol.gs 


Method 


GENSCAN 




Start 


208 


' End 


1451 




GI 


none 


Score 


.75 




Exons 


208. .336, 987. .1038, 1343. .1451 






Seq. No. 


37172 


Seq. ID 


OJ99051S 


3_08.9C03.C66 


Gene No. 


76376 


Strand 






Start , : -; 


1 . ■ • , 


End 


1097 




Name ' " 


OJ'990518- 08.-9C03.C66-.ol.np- • 


Method \ ' 


AAT/NAP' 




Start" " 


1' " ' ' . ' . " 


End'"" 


1053" 




•"GI " " " T * T 




"Score 






Exons : ■ ' • 


.1...2'3,--126 ; . ;.209, - 297.. . 352, . 4 66';.. 573.,,.- -684 .865:,"- 


-94.6. . 10.53'--.- 


"GI be scrip. 


(AF082031 ) -senescence-associated protein 6 ' [Hemerocallis hyfc 




cultivar] . . 








Seq. No. 


37172. 


Seq. ID 


OJ99051E 


3_08.9C03.C66 


Gene No. 


76376 


Strand 






Start 


1 


End 


1097 




Name 


OJ990518 08. 9C03.C66.ol . tm 


Method 


TBLASTX: 


Maize 


Start 


123 


End - 


990 




GI 


none 


Score 


73 




Exons 


123. .212, 124. .213, 297. .350, 


304 . .351, 


434. .5E 


S6, 712. .756, 



748.-855, 946. .990 



36773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37172 
76376 
1 

OJ990518_08. 9C03.C66.o2.ts 

123 

none 



Seq. ID OJ990518_08.9C03.C66 
Strand 

End 1097 

Method TBLASTX : Soybean 

End 553 

Score 60 



123. .212, 130. .210, 297. .350, 307. .351, 470. .553 



37172 
76376 
1 

OJ990518_08. 9C03.C66.ol.gs 

297 

none 



Seq. ID OJ990518_08.9C03.C66 
Strand 

End 1097 

Method GENSCAN 

End 1097 

Score .9 



297. .352, 466. .573, 684. .865, 975. .1097 



Seq. No. 
Gene No. 
Start 
Name 

.S£.ajrjb„, 

..GI. : 

Exons 



37172 
76376 
1 

OJ990518_08 . 9C03. C66. ol . tc 

506 ■ • - - • . - 



Seq. ID OJ990518_08.9C03.C66 
Strand 

End 1097 
Method TBLASTX: Cress 
;.End ™.U.A90 



_.none.. ... Score. 5.6. „ . 

506.'. 601, 510. .578, 685. .843, 700. .783, 701 . . 84 4 , ' 94 6 . . 990 



Seq. No. 37172 

Gene No. 7 6376 

Start 1 

Name OJ990518_08 . 9C03 . C66 . ol . ts 

Start 683 

GI none 

Exons 683.. 781, 685.. 846, 946.. 990 



Seq. ID OJ990518_08.9C03.C66 
Strand 

End 1097 

Method TBLASTX : Soybean 

End 990 

Score 112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37173 
76377 
252 

OJ990518_08 . 9C03.C67 .ol.gs 

252 

none 



Seq. ID OJ990518_08.9C03.C67 

Strand + 

End 2516 

Method GENSCAN 

End 2516 

Score .42 



252. .461, 1345. .1874, 1889. .2516 



Seq. No... - . .37173 . 

Gene No/ " : 16311' ':";''"'[' "' " : ' " 

Start ; *"* 252' .■ . . - 

''Name™""-" ^'^"UJ^O'Sr'B^O^ 

Start, -.. , , 297" ... ' : . - . r ..' J. ... 

GI • * - none 
Exons 



Seq. ID OJ990518_08.9C03.C67 
"■ Strand--" : ~~ 

End ' ' ' 2516 
~ Me if h ocl" "TBLASTX rMITz e * ' " ' 

. End- - : ' . '16 1.9-'. 

Score " 161 ' - * '"■ 



297. .488, 299. .457, 1342. .1572, 1342. .1581, 1344. .1619, 
1382. .1618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37174 
76378 
1 

OJ990518JD8 . 9C03 . C68 . ol . np 
1 

5901942 



Seq. ID OJ990518_08.9C03.C68 

Strand + 

End 3906 

Method AAT/NAP 

End 2445 

Score 433 



1..58, 843. .1282, 1322. .1609, 1684. .1872, 1988. .2098, 2294. .2445 



36774 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^__Sec^,..Np„ ! 



Gene.. No., 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No . * 
Start 

"Na'me^-'; v 
.Start'. • 
GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



ElB-55kDa-associated protein 5 gi | 3319956 I emb | CAA0754 8 
(AJ007509) ElB-55kDa-associated protein [Homo sapiens] 



37174 
76378 
1 

OJ990518_08. 9C03.C68.ol.gs 

626 

none 



Seq. ID OJ990518_08.9C03.C68 



Strand 
End 

Method 
' End 
Score 



+ 

3906 
GEN SCAN 
3906 
.79 



626. .758, 783. .1609, 1684. .1872, 1988. .2026, 2335. .2445, 
2606. .2641, 2745.-2875, 2982. .3229, 3869. .3906 



37174 Seq. ID 

76378 Strand 
1 End 
OJ990518_08 . 9C03 . C68 . ol . tm Method 
2824 End 
none Score 

2824. .2982, 2827. .2949, 2848.-2994, 2848 

2864. .3031, 3037. .3159, 3037. .3156, 3047 



OJ990518_08.9C03.C68 
+ 

3906 

TBLASTX: Maize 
3159 
102 

3030, 2856.. 3017, 
3157 • 



37174 



Str.and + . ; „ . 

3906 
AAT/GAP 
3731 
1098 



. .7..6 318 „. ; _ _ "... 

1 

OJ990518_08. 9C03.C68.ol.gp 
2833 

LIB34 32-032-P2-K1-D3 
2833.. 3229, 3542.. 3731 

1 4 4544 67/gb | AAD20914 | 7.0e-28 (AC006234) unknown protein 
[Arabidopsis thaliana] ' 



End ' 
Method 
End 
Score 



37175 Seq. ID 

76379 Strand 
350 End 
OJ990518_08 . 9C03 . C69 . ol . gs Method 
350 End 
none Score 
350. .585, 816. .893, 1084. .1197, 1751. 
2113. .2175, 2254. .2331, 2509. .2580, 2642 
3208. .3299, 3419. .3487, 3559.-3678, 3777 



OJ990518 08.9C03.C69 



3863 
GENSCAN 
3791 
.78 

1836, 1973. .2036, 

2704, 2973.. 3075, 
3791 



37175 

7 637 9 ' ' "' 

350 ' " 

~OU 9W5 r8_W7 9"C 03TC69". "5T: Tip * 

.3-64 • • •• - - 

•5524769 - ' '• ;: ' < • 



Seq. ID OJ990518_08.9C03_.C69 

Strand : - " ' ' *■ ' .'*"';.""'""" 

End ' 38 63 \ ' " ' " * * 

End'- - • -'.••••.3863- -V^ - " ! : 

Score ' ' 1399 " ' ' ' '* ' - 



364..542> 642. .741, 816. .893, 1084. .1197, 1751. .1833, 
1976. .2036, 2113. .2175, 2254. .2331, 2509. .2580, 2642. .2704, 
2785. .2892, .2973. .3075, 3208. .3299, 3419. .3487, 3559. .3678, 
3772.. 3863 

(AJ243822) Mrell protein [Arabidopsis thaliana] 



37175 Seq. ID 

76379 Strand 
350 End 

OJ990518 08. 9C03.C69.ol.tc Method 



OJ990518_08.9C03.C69 
3863 

TBLASTX: Cress 



36775 



Start 
GI 

Exons 



2857 , End 3615 

none Score 52 

2857. .2895, 2857. .2892, 2946. .3077, 2952. .3089, 2971. .3081, 

3207. .3293, 3207;. 3308, 3208. .3309, 3208. .3309, 3419. .3499, 

3420. .3488, 3559. .3615, 3559. .3606 



OJ990518_08.9C03.C70 
+ 

2959 
AAT/GAP 
2959 
2104 



Seq. No. 37176 Seq. ID 

Gene No. 76380 Strand 

Start 210 End 

Name OJ990518_08 . 9C03 . C70 . ol . gp Method 

Start 210 End 

GI 15418_1.R1084 Score 

Exons 210.. 886, 2556.. 2959 

GI Descrip. • 728880/sp I P4 1227 | ARDH_HUMAN 5.0e-54 N-TERMINAL 
ACETYLTRANSFERASE COMPLEX ARD1 SUBUNIT HOMOLOG 
>gi_517485_emb_CAA54 691_ (X77588) ARD1 N-acetyl transferase 
homologue [Homo sapiens] >gi_1302661 (U52112) ARD1 N-acetyl 
transferase related protein [Homo sapiens] 1 



Seq. No.. 


37176 






Seq. ID 


OJ990518_08.9C03. 


C70 


Gene No. 


76380 






Strand 


+ 




StjLr_t,_. r ; 


„ 210__ . 






End 


_295,9 ^ _ _ 




Name ,„. ... 


_ . 0 J9 9,0 51 8_0 8 ...9.C0.3 , 


.C70...O.1. 


gs. _ 


..Method ... 


. GEN SCAN. 




Start 


287 






End 


8:83 ' 




GI 


none 






Score 


1 




Exons 


287. .883 












Seq. No. 


37176 






Seq. ID 


OJ990518_08.9C03. 


C7 0 


Gene No. 


76380 






Strand 


+ 




Start 


210 






End 


2959 




Name 


OJ990518 08.9C03, 


.C70.ol. 


np 


Method 


AAT/NAP 




Start 


290 






End 


793 




GI 


6651059 






Score 


514 




Exons 


290. .793 












GI Descrip 


(AF133093) ARD-1 


N-acetyltransf erase homologue [Mus musculus] 


Seq. No. 


37176 






Seq. ID 


OJ990518_08.9C03. 


C7 0 


Gene No. 


76381 






Strand 


+ 




Start 


4648 






End 


4723 




Name 


OJ990518 08.9C03, 


.C70.o3. 


gp 


Method 


AAT/GAP 




Start 


4648 






End 


4723 




GI 


none 






Score 


126 _ - 




Exons' ' " r 


4 648.'. 4723 "r 












'Se-qY "No""'"" 








"SeqT'lD" 


~ v O J9'903IB20'8 :'9C'0T: 




•Gene- No. -. ■ 


76382 " 






. Strand - 






Start 


1752 






End 


4152' 'V " • 




Name 


OJ990518 08.9C03. 


,C70.ol. 


tc~ 


Method 


TBLASTX: Cress 




Start 


286 






End 


754 




GI 


none 






Score 


328 




Exons 


286. .405, 287. .487, 287. 


.487, 


472. .669, 473.-754 




Seq. No. 


37176 






Seq. ID 


OJ990518_08.9C03. 


C70 


Gene No. 


76382 






Strand 






Start 


1752 






End 


4152 




Name 


OJ990518 08.9C03, 


.C70.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


286 






End 


867 





36776 



GI 


none 




Score 


803 


Exons 


286. .411, 287. .763, 287. .505, 


4 60 . .765, 


752 . .817, 799 . . 867 


Seq. No. 


37176 




Seq. ID 


OJ990518 08.9C03.C70 


Gene No. 


76382 




Strand 


- 


Start 


1752 




End 


4152 


Name 


OJ990518 08.9C03 


.C70.ol.ts 


Method 


TBLASTX : Soybean 


Start 


286 




End 


754 


GI 


none 




Score 


313 


Exons 


286. .411, 287. .4! 


37, 287. .481, 


472 . . 669, 


4 73.. 754 


Seq. No. 


37176 




Seq. ID 


OJ990518_08.9C03;C70 


Gene No. 


76382 




Strand 




Start 


1752 




End 


4152 


Name 


OJ990518 08.9C03 


.C70.o2.gs 


Method 


GENSCAN 


Start 


1752 




End 


4098 


GI 


none 




Score 


.59 


Exons 


1752. .1842, 2301 


.2432, 2617. 


.2648, 3420.. 3539, 3683.. 3854, 




o9bo . .4098 








Seq. No. 


37176 




Seq. ID 


OJ990518_08.9C03.C70 


„Sejie_No_. 


„J.6.3jL2__ 




jStrand 




St.ar.t_.,._ 


1.75,2.. : 




.End... . . 


4152 . , 


Name 


OJ990518 08.9C03 


C70.o2.gp .' 


Method 


AAT/GAP . 


Start 


3664 




End 


4152 


GI 


none 




Score 


644 


Exons 


3664.. 3909, 3996 


.4152 






Seq. No. 


37177 




Seq. ID 


OJ990518_08.9C03.C71 


bene lno . 


76383 




Strand 


+ 


Start 


543 




End 


1080 


Name 


OJ990518 08.9C03 


C71.ol.gp 


Method 


AAT/GAP 


Start 


543 




End 


974 


GI 


15201 4.R1084 




Score 


782 


Exons 


543. . 974 








GI Descrip. 


'3695408 3.0e-12 


(AF096373) contains similarity to Solanum 



lycopersicum (tomato) wound-induced protein (GB:X59882) 
[Arabidopsis thaliana] >gi_4538 956_emb_CAB39780 . 1_ (AL049488) 
probable wound-induced protein [Arabidopsis thaliana] f 



Seq. No. 
Gene No. 
Start 
Name 

"Star tr " 
GI 

. Exons ■ - 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 
Seq. No. 



37177 

76383 ...... 

'543 ■ . -. 

"OJ990518_08 . 9C03". C71 . ol . tm 

-■ 6B - 3 "--.-- — ----- 

none- 1 — " ■- : - 



Seq. ID OJ990518_08.9C03.C71 
Strand . +- 

•End . '• ' ipso' ••• 

Method . TBLASTX: Maize 
'End'"' ' 108'0 : -■'*---=-■-—-■—■-- .-- 
-Score -- —230 - ^ 



663. .842, 677. .811, 897 . . 941, ' 906 . . 941, 1053. .1-079, 1063. .1080 



37177 
7 6383 
543 

OJ990518_08 . 9C03 . C71 . ol . tw 

669 

none 



Seq. ID OJ990518_08.9C03.C71 

Strand + 

End 1080 

Method TBLASTX : Wheat 

End 94 4 

Score 206 



669. .800, 677. .802, 834. .941, 894. .944 

37177 Seq. ID OJ990518_08.9C03.C71 



36777 



Gene No. 76383 Strand + 

Start 543 End 1080 

Name OJ990518_08 . 9C03 . C71 . ol . gs Method GENSCAN 

Start 678 End ' 941 

GI none Score .5 

Exons 678.. 941 

Seq. No. 37177 Seq. ID OJ990518_08.9C03.C71 

Gene No. 76383 Strand + 

Start 543 End 1080 

Name OJ990518_08 . 9C03 . C71 . ol . np Method AAT/NAP 

Start 681 End 938 

GI 3695408 Score 217 

Exons 681.. 938 

GI Descrip. (AF096373) contains similarity to Solanum lycopersicum (tomato) 
wound-induced protein (GB:X59882) [Arabidopsis thaliana] 
gi I 4 538956 1 emb | CAB39780 . 1 | (AL04 9488) probable wound-induced 
protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

„End_; 



OJ990518 08.9C03.C72 



-716„ 



Seq. No. 37178 
Gene No.. 76384 

Starts „v 1 „.„ 

Name .. QJ990518_Q8 ..9C.Q3.. C72 . ol,. np . 

Start 1 
GI 6498441 
Exons 1 . .716 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



.... Method AAT/NAEL 

End . :716 

Score 725 



Seq. No. 


37178 








Seq. ID 


OJ990518_08. 9C03 


.C72 


Gene No. 


76384 








Strand 






Start 


1 








End 


716 




Name 


OJ990518 


_08.9C03.C72 


.ol 


.gs 


Method 


GENSCAN 




Start 


97 








End 


365 




GI 


none 








Score 


.41 




Exons 


97. .365 














Seq. No. 


37178 








Seq. ID 


OJ990518_08. 9C03 


C72 


Gene No. 


76384 








Strand 






Start 


1 








End 


716 




Name 


OJ990518. 


08.9C03.C72 


..ol 


. tw ., 


Method 


TBLASTX: Wheat 




Start • " 


■ v 145 " " 








End " 


526 ■*■■•■**■■■•• • • *'-" 




GI 


none 








Score 


182 . * • ' " " 




Exons ' """ 


' "145 .".525, 


~18'2-;-;"4'157~ 


2B0 


:*7525V 


"470T; : 5'26"" 






Seq. No. 


37178 








Seq.-' ID" 


OJ9'90518_08. 9C03" 


C72 


Gene No. 


76384 








Strand 






Start 


1 








End ' 


716 




Name ■ 


OJ990518 


08.9C03.C72 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


352 








End 


654 




GI 


none 








Score 


168 




Exons 


352. . 654, 


353. . 640 












Seq. No. 


37179 








Seq. ID 


OJ990518_08. 9C03. 


C73 


Gene No. 


76385 








Strand 






Start 


1 








End 


792 





36778 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990518_08. 9C03.C73.ol.np Method AAT/NAP 
1 End 792 

5441880 Score 335 

1..114, 230. .361, 452. .475, 512. .585, 716. .792 
(AP000367) EST C28952 {C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



37179 Seq. ID 

76385 Strand 

1 End 

OJ990518_08. 9C03.C73.ol.gs Method 

39 End 

none Score 



OJ990518_08.9C03.C73 
792 

GENSCAN 

737 

.64 



39. .114, 119. .166, 230. .361, 452.-489, 555. .737 



Seq. No. 


37180 












Seq. ID 


OJ990518 


_08 


.9C03 


.C74 


Gene No. 


76386 












Strand 


+ 








Start 


165 












End 


266 








Name 


OJ990518 


08. 


9C03. 


C74 . 


ol 


• gp 


Method 


AAT/GAP 








Start 


165 












End 


266' 








<3I__„ „ 


none 












....S.CQ^e., 


.JLX8 „_ 








Exons„„ 


... 1J55 ..,..2.65. 






















Seq. No. 


37181 












• Seq. ID 


OJ990518 


_08 


.9C03 


.C75 


Gene No. 


76387 












. Strand 


+ 








Start 


293 












End 


416 








Name 


OJ990518 


08. 


9C03. 


C75. 


ol 


. gs 


Method 


GENSCAN 








Start 


293 












End 


416 








GI 


none 












Score 


.71 








Exons 


293. .416 























Seq. No. 37182 Seq. ID 

Gene No. 76388 Strand 

Start 700 End 

Name OJ990518_08 . 9C03 . C76 . ol . gs Method 

Start 700 End 

GI none Score 

Exons 700.. 829, 1116.. 1161 



OJ990518_08.9C03.C76 
+ 

1161 
GENSCAN 
1161 
.6 



Seq. No. 


37183 




Seq. ID 


OJ990518_08.9C03 


.C77 


Gene No. 


76389 




Strand 






Start" : ";' " 






"End " " \ 


18'68- . i • ■; ■ - 




Name" 


OJ990518 08.9C03.C77 


. ol . np ! ' 


Method 


AAT7NAP. ' ! ' 




Start' "■""*' 


-17 6 ~ . 




: End ■* 


18 68 * "** " ■* 




gi - . :~. -:, • 


.3868S-10 ... 




•Score" - 


552- 1: ■ • .." 




Exons ■ 


17.6. .-525, 589.' .739,' 


84 9. .1071 


, 1178... 1409,' 1626. .1750, 






1812.. 1868 










GI Descrip. 


(AB013720) SRK23Bol 


[Brassica 


oleracea] 






Seq. No. 


37183 




Seq. ID 


OJ990518_08.9C03 


.C77 


Gene No. 


76389 




Strand 






Start 


211 




End 


1868 




Name 


OJ990518 08.9C03.C77 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


204 




End 


739 




GI 


none 




Score 


69 




Exons 


204. .266, 295. .429, 


325. .438, 


469. .537, 


622. .738, 623.. 


739 



36779 



Seq. No. 


37183 


Seq. ID 


OJ990518 


_08.9C03 


.C77 


bene no . 


76389 


Strand 










211 


End 


1868 






Name 


OJ990518 08.9C03.C77. 


ol . gs Method 


GENSCAN 








211 


End 


1750 








none 


Score 


.77 






Exons 


211. .525, 607. .739, 849. .1089, 1193. .1409, 1626 






Seq. No. 


37183 


Seq. ID 


OJ990518 


_08.9C03 


.C77 


Gene No. 


76389 


Strand 








Of- -5 -v- f 

O Lai L 


211 


End 


1868 






Name 


OJ990518 08.9C03.C77. 


ol.ts Method 


TBLASTX: 


Soybean 




OLalL 


634 


End 


1691 






rir 


none 


Score 


105 






ITvnric 
LAUIlo 


634. .738, 884. .1066, 


885. .1073, 1158.. 


1352, 1368.. 1409, 






1626. . 1691 










Seq. No. 


37183 


Seq. ID 


OJ990518 


_08.9C03 


.C77 


ucilc 1NO . 


76389 


Strand 








G4 1 v- 4- 

btart 


211 • ' 


End 


1868 






Jtfame 4 ,. 


OJ,9,9,0,518^08,-9C03.C?7.ol.;tc Method 


T TBLASTX^ 


Cress 




C 4- -5 -v-f 


. 719.. .„ 


.... . End.-. „ 


...13.52... i 




— - 




none 


Score 


36 








719. .739, 858. .1079, 


878 . . 1087, 1194 . . 


1352 






Seq. No. 


37183 


Seq. ID 


OJ990518 


_08.9C03 


.C77 


bene ino . 


7 6389 


Strand 








C f = r-4- 

OLail 


211 


End • 


1868 






Name 


OJ990518 08.9C03.C77. 


ol.tm Method 


TBLASTX : 


Maize 




Of -a v-f- 


896 


End 


1700 








none 


Score 


93 






Exons 


896. .1075, 900. .1034, 


H82..1361, 1617 


. .1700 






Seq. No. 


37183 


Seq. ID 


OJ990518 


_08.9C03 


.C77 


bene lno . 


76389 


Strand 








Qf a v-f- 


211 


End 


1868 






Name 


OJ990518 08.9C03.C77. 


ol.tw Method 


TBLASTX: Wheat 




Qf a v-f 


897 


End 


1322 






C T 
bl 


none 


Score 


102 






Exons 


897. .1067, 899. .1072, 


1191. .1322 








"Seq. No. 


37184" : ' '" ' : • * 


: * ' / .Seq] ID 


" PJ990518 


_0>. 9C03 


;"C7 8' 


Gene No. ■ 


7 6390' ■" ' : ' ■ 


Strand ' 








'Of a r f * 


'"7 87 ' : ' " 


, ..... E ^ .. ....... 


■T14 9": 






Name 


OJ9-90518 -08.-9C03.C78'. 


pi. rip--. Method : 


-AAT'/NAP--. 




... - . 


Of o r f 


4 21 


End ■ 


.1149 






C T 
bl 


'5852084 


Score 


67 . 






Exons 


421. .504, 1095. . 1149 










GI - Descrip . 


(AL117264) zwh0007. 1 


[Oryza sativa] 








Seq. No. 


37184 


Seq. ID 


OJ990518 


_08. 9C03 


C78 


Gene No. 


76390 


Strand 








Start 


787 


End 


1149 






Name 


OJ990518 08.9C03.C78. 


ol.gs Method 


GENSCAN 






Start 


787 


End 


960 






GI 


none 


Score 


.92 







36780 



Exons 


7R7 Qfin 








Seq. No. 


37185 




Seq. ID 


OJ990518_08.9C03.C79 


Gene No. 


76391 




Strand 


+ 


Cf a v +- 
OLall 






HI Id 


171 


Name 


n.TQQO^IR HP arn? P7Q nl 
\JUi7i?UO±0 Uo. 3bUJ.b / y.oi. 




ixie tnou 


C TT NT Q H a Kl 








tjilU 


171 


f T 


none 




Score 




Exons 


1 71 








Q /-r 

oeq. ino . 


37186 




Seq. ID 


d.tqqdm r no Qrn^ pro 


Gene No. 


76392 




Strand 


+ ~ 


Start 


1 




End 


753 


Name 


OJ990518 08.9C03.C80.ol. 


np 


Method 


AAT/NAP 


otart 


1 




End 


753 


GI 


4454484 




Score 


212 


Exons 


1..79, 165. .217, 446.-528, 613. .753 




uesc-Lxp. 


(AC006234) putative diacylglycerol kinase [Arabidopsis thai; 


o e q . in u . 


37186 




Seq. ID 


OJ990518_08.9C03.C80 


Gene No. 


/ oJy£ 




Strand 


+ 


..Start _ 


1 




J£nd_ 


753 * • 


Name. . 


. OJS.90.5.18. 08..9.C03...C8JD..;ol. 


t.c. ... . 


. Method 


JBLASTX: Cress 


btdiL 


166 




End 


683 


bl 


none 




Score 


91 


Exons 


166. .219, 168. .221, 444. 


.518, 


444 . .548, 


445. .549, 609. .671, 




610. .681, 612. .683 








Crtrt NT /-\ 

oeq . ino . 


37186 




Seq. ID 


OJ990518_08 . 9C03.C80 


Gene No. 


76392 




Strand 


+ 


Start 


X 




End 


753 


Name 


OJ990518 08. 9C03.C80.ol. 


tm 


Method 


TBLASTX: Maize 


Otail 


167 




End 


698 




none 




Score 


72 


Exons 


167. .217,- 168. .218, 169. 


.219, 


437. .529, 


444. .527, 445. .549, 




610. .681, 615. .698, 615. 


.683 






oeq . ino . 


37186 




Seq; ID 


OJ990518_08.9C03.C80 


Gene No. 


76392 




Strand 


+ 


Start 


1 




End 


753 


Name 


OJ990518 08. 9C03.C80.ol. 


tw 


Method 


TBLASTX: Wheat 


o L a r u 


•. 178 - 




End 


683 


bl 


none ' " " ' 




Score *' 


84 ' ■ ■ - - f - - 


Exons 


178. .219, 178 : . .219,"- 179. 


.220, 


* 180. .221, 


444 . .527, 445";'. 549, 




4 "4 9": . 529V' 60'5; ; 6 "6*4, " 606.' 


;665, 


*J610 . .681, 


615. 1583; — ~- • 


Can Ma 

oeq. in o • 


37187 




Seq. ID . 


OJ99051,8_08. 9C03.G82 




76393 




Strand 


+ 


'Start 


287 




End 


1879 


Name 


OJ990518 08.9C03.C82.ol. 


gp 


Method 


AAT/GAP- ■ 


Start 


287 




End 


1760 


GI 


35475 1.R1084 




Score 


1125 


Exons 


287. .513, 629. .751, 833. 


.961, 


1381.. 1466, 1675.. 1760 


GI Descrip. 


1 4454467/gb|AAD20914 | 7. 


0e-28 


(AC006234) unknown protein 




[Arabidopsis thaliana] 1 








Seq. No. 


37187 




Seq. ID 


OJ990518_08.9C03.C82 



36781 



# • 



Gene No. 


76393 




Strand 


+ 




Cf -> r-+- 


9R 7 




r nr i 
Hjiiu. 


1 R7Q 




Name 




. gs 


LYiet no a 


P TT NT Q P Zi M 




Of a yf 

o tart 


9 Q1 _ 










P T 


none 




Score 


7 A 




Exons 


9Q1 M ? ^9Q 7m Q'*'} 












0 / J. 0 / 




Seq. ID 


OJ990518_08.9C03 


pq 9 


Gene No. 


76393 




Strand 


+ 




Start 


287 




End 


1879 




Name 


OJ990518 08.9C03.C82.ol 


.np 


Method 


AAT/NAP 




o tar t 


316 




End 


1816 




PT 


4454484 




Score 


499 




Exons 


316. .513, 629. .751, 833 


. .961, 


1381. .1466, 1693. .1816 




p T np^rri n 


(AC006234) putative diacylglycerol kinase [Arabidopsis 


f ha "I i ; 


oeq. ino . 


37187 




Seq. ID 


OJ990518_08.9C03 


PQ 9 


Gene No. 


76393 




Strand 


+ 




Start 


9 O 7 

Zo f 






lo / y 




Name 


OJ990518 08.9C03.C82.ol. 


. tw 


Method 


TBLASTX: Wheat 




o t ar t 


439 




End 


963 


- 


PT 


_HQne \ _ _ _ 


— ™— 


.j3,cQre 


87 ■ 




IT 1 X> c 


.... J.3.9. .5;25,..:..4 39. .52.2,^.4 4.1 




624.;. 752., 


625. .71,1, ..-626..... 


7 R 7 




'832. .960, 833. .961, 834', 


. . 962, 


835. . 963 






Seq. No. 


37187 




Seq. ID 


OJ990518_08. 9C03 


.C82 


Gene No. 


76393 




Strand 


+ 




Of 3 y-4- 


Zo 1 




bna 


1 O ^ O 




Name 


OJ990518 08.9C03.C82.ol, 


. tc 


Method 


TBLASTX: Cress 




Of n y-f 

otdlt 


626 




End 


980 




P T 


none 




Score 


86 






626. .706, 817. .912, 823. 


. .966, 


824. . 970, 


900. .980 




Seq. No. 


37187 




Seq. ID 


OJ990518_08. 9C03 


.C82 


Gene No. 


76393 




Strand 


+ 




Of a r-f 

o t dl t 


287 




End 


1879 




Name 


OJ990518 08.9C03.C82.ol. 


. ts 


Method 


TBLASTX: Soybean 




Cf a >-f 

o t art 


671 




End 


1437 




PT 


none 




Score 


75 






671. .757, 832. .'960, 833. 


, . 961, 


835. . 963, 


1381. . 1437 




Cart Wo 

o e q . in o . 


37187 




Seq. ID 


OJ990518_08. 9C0.3 


. bo Z 


Gene No." 


'■-'"'76393 • : * " "'* ' 




Strand ~ 


'+'■ :: * : " ' 




Start " 


" 287 ~ " ' 




End 


1879 ' ' ' 7 




Name 


'OJ9905T8 "a8-;'9'G"0'3'.'C8'2'":ol"; 


"tm " 


Method 


'THLASTX~: : M'aize vvz ' 




■ Cf a r-f 


• 681- . v • ~ ■ v 




End 


1449 




- P T 


-none 




Score 


63 ' •• 




Exons 


681. .752, 681. .752, 682. 


, .753, 


832. .960, 


833. .961, 835.. 


Q £ ^ ' 

y 00 f 




1380. .1448, 1381. "1449 










JCL[ , IN f • 


37187 




Seq. ID 


OJ990518_08.9C03 


pQ 9 


Gene No. 


76393 




Strand 


+ 




Start 


287 




End 


1879 




Name 


OJ990518 08.9C03.C82.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1639 




End 


1879 




GI 


none 




Score 


222 




Exons 


1639. .1800, 1646. .1879, 


1673. . 


. 1828 







36782 




Seq. No. 


37187 








Seq. ID 


OJ990518_08. 9C03 


.C82 


bene inu ■ 


















£ O / 










1 ft 7 Q 




Name 


Ci TQQO^l ft Oft 




. L,0<£ * OZ 


4- c 


L v je l nou 


l jdj_i/\o i a . ooyoean 




C 4- -a y-4- 


1 67? ~~ 










1 7 Qft 
J. / y o 






none 








Score 


1 ft 4 




HiXOflo 




1 67^ 
J. D / J 


1 7 Qft 


i £7£ 

ID / O, 


1 7 Qft 






Seq. No. 


37188 








Seq. ID 


OJ990518_08. 9C03 


.C83 


bene ino • 


/ D J "4 








C 4- y a 






Of orf 










r nr i 

iina 


^7 7 




Name 


n tqqo^i ft hp 

UU Jig UO 


■ 7LUj 


Pft r^l 


. gs 


/*-\ +— Vv 






OLalL 


i JU 








tina. 


^7 7 




GI 


none 








Score 


. 9 




Exons 


i ^77 














Seq. No. 


37188 








Seq. ID 


OJ990518_08. 9C03 


.C83 


Gene No. 


76395 








' Strand 






Start 


1 








End 


458 




Name 


OJ990518_08 


. 9C03 


.C83.ol. 


.np 


Method 


AAT/NAP 




.Starts „ 










End - ■ 


JL58 _ , 




GI. . 


A A5 A A 61^1 1 '." 








. . Scor.e 


300_ _ 




Exons 


1..458 















GI Descrip. (AC006234) unknown protein [Arabidopsis thaliana] 



Seq. No. 37188 

Gene No. 76395 

Start 1 

Name OJ9905i-8_08.9C03.C83.ol.gp 

Start 64 

GI 428275 

Exons 64..38S 

GI Descrip. 4454467/gb | AAD20914 | 7.0e-28 
[Arabidopsis thaliana] 



Seq. ID OJ990518_08/9C03.C83 

Strand 

End 458 

Method AAT/GAP 

End 385 

Score 610 

(AC006234) unknown protein 



Seq. No. 37188 

Gene No. 76395 

Start 1 

Name OJ9905 18_08 . 9C03 . C8 3 . ol . tm 

Start 66 

GI none 

'Exons-...;.';." 66 392 285 ,*V38 9 ; • ■ 



Seq. ID OJ990518_08.9C03.C83 

Strand 

End 4 58 

Method TBLASTX : Mai ze 

End 392 

.Score . 82 



~Seq?^6 ----- 37T g r — - ~— • T ~ v 

•Gene - No. 7-6395- -'- • .\. 

Start' 1 ' 

Name OJ990518_08 . 9C03. C83 . ol . ts 

Start 147 

GI none 

Exons 147.. 392, 169.. 267, 328.. .393 



~Seq7~XD~~' • 0 J 9*90 5 1 8_W; "9'C'O 3". C83" 
Strand - ........ "~ - J. -.„.'.V . 

End 458 

Method TBLASTX: Soybean 
End 393' 
Score 77 



Seq. No. 37189 

Gene No. 76396 

Start 1 

Name OJ990518_08 . 9C03 . C84 . ol . np 

Start 1 



Seq. ID OJ990518_08.9C03.C84 
Strand 

End 716 

Method AAT/NAP 

End 716 



36783 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5524769 Score 416 

1..156, 350. .511, 649. .716 

(AJ243822) Mrell . protein [Arabidopsis thaliana] 



37189 
76396 
1 

OJ990518_08.9C03.C84.ol. ts 

350 

none 

350. .514, 351. .512, 646. .714 



Seq. ID OJ990518_08.9C03.C84 
Strand 

End 716 

Method TBLASTX : Soybean 

End 714 

Score 194 



Seq. No. 37190 Seq. ID OJ990518_08.9C03.C85 

Gene No. 76397 Strand + 

Start 9 End 263 

Name OJ990518_08 . 9C03 . C85 . ol . np Method AAT/NAP 

Start 9 End 263 

GI 3695408 Score 229 

Exons 9. . 263 

GI Descrip. (AF096373) contains similarity to Solanum lycopersicum (tomato) 
wound-induced protein (GB:X59882) [Arabidopsis thaliana] 
; gi | 4 5J8 95J?lembJ CAB397 80^.;1J „'jAi04J488J,„prj^^ 





, . ."pr.ot.ein... 


XAr.abidopsis_thali.ana.] 






Seq. No. 


37190 




Seq. ID 


OJ990518__08.9C03. 


C85 


Gene No. 


76398 




Strand 






Start 


970 




End 


1164 




Name 


OJ990518 


_08.9C03.C85.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


267 




GI 


none 




Score 


154 




Exons 


2. .118, 


5. .154, 6. .164, 231.. 


.266, 234., 


.266, 235. .267 




Seq. No. 


37190 




Seq. ID 


OJ990518J)8.9C03. 


C85 


Gene No. 


76398 




Strand 






Start 


970 




End 


1164 




Name 


OJ990518 


_08. 9C03.C85.ol. tw 


Method 


TBLASTX: Wheat 




Start 


5 




End 


281 




GI 


none 




Score 


250 . 




Exons . 


5. .130, 


6. .266, 66. .131, 221. 


..253, 237, 


..281 





Seq. No. 


37190 


Seq. ID 


OJ990518 


_08.9C03.C85 


Gene No." 


.76398 


Strand 






Start; ' 


""'970-' " •' ' ' • '•' ' ' " ' 


: ;End *"■ 


' 1164 ' ' 




Name 


OJ990518_08. 9C03.C85.ol:ts 


Method ' 


TBLASTX: 


Soybean 


Start ■"" 






■^■ re3 -., 




GI - • 


none - - • ....*..:. 


Score -* 


' .182' - - - 




Exons 


14. .136," 15. .263; 234. .263* 








Seq. No. 


37190 


Seq. I'D 


OJ990518 


_08.9C03.C85 


Gene No. 


• 76398 


Strand 






Start 


970 


End 


1164 




Name 


OJ990518 08.9C03.C85.o2.gp 


Method 


AAT/GAP 




Start 


970 


End 


1164 




GI ' 


3106943 


Score 


333 




Exons 


970. .1164 








GI Descrip. 


1019378/dbj | D17785 | RICNH4 621 


1.0e-104 


Rice DNA 


for U3 small 




nuclear RNA, partial sequence 









367 84 



Seq. No. 37191 Seq. ID OJ990518_08 . 9C03 . C8 6 

Gene No. 76399 Strand 

Start 477 . End 961 

Name OJ990518_08 . 9C03 . C86 . ol . gs Method GENSCAN 

Start 477 End 961 

GI none Score .49 

Exons 477.. 690, 811.. 961 

Seq. No. 37192 Seq. ID OJ990518_08.9C03.C87 

Gene No. 76400 Strand + 

Start 1 End 1775 

Name OJ990518_08 . 9C03 . C87 . ol . np Method AAT/NAP 

Start 1 End 1775 

GI 4522003 Score 264 

Exons 1..65, 1010. .1079, 1203. .1443, 1593. .1775 

GI Descrip. (AC007069) putative receptor-like protein kinase [Arabidopsis 
thaliana] 

Seq. No. 37192 Seq. ID OJ990518_08.9C03.C87 

Gene -No. 7 64 00 Strand + . ' . 

„S t a r t„ 1.. , ^„ ~ ™~£npV 17 7 5 „ 

Name/,. „. , OJ.a9J0.51.8_QB ...9.C.Q.3...C87 .o.L.g.s Method..: GENSCAN _ 

Start 900 End 1433 

GI none , ( . Score .51 

Exons 900. .1079, 1203. .1433 

Seq. No. ' 37192 Seq. ID OJ990518_08.9C03.C87 

Gene No. 7 64 00 Strand + 

Start 1 End 17 7 5 

Name OJ990518_08 . 9C03 . C87 . ol . tc Method TBLASTX : Cress 

Start 993 End 1714 

GI none Score 85 

Exons 993. .1079, 1197. .1418, 1595. .1663, 1670. .1714 

Seq. No. 37192 Seq. ID OJ990518_08.9C03.C87 

Gene No. 76400 Strand + 

Start 1 End 1775 

Name • OJ990518_08 . 9C03 . C87 . ol . tm Method TBLASTX : Maize 

Start 993 End 1696 

GI none Score 92 

Exons 993. .1079, 1197. .1418, 1197;. 1418, 1595... 1663, 1670... 1696 



Seq. No.' : ' 37192 ' '* ' Se ?- 10 OJ990518_b8.9C03.C87 

■■"Gfene^No':""-* 7*6400 f "™ 5 *" ; " --"" r --"se rarid ""' + • v----^--^- 

Start --1 - .; * : End-- --.17-7 5 ' . 

Name-". * - OJ990518_08 . 9C03 . C87 . ol . ts Method TBLASTX : Soybean 

Start 993 End .1714 

GI none Score 78 

Exons 993. .1079, 1197. .1418, 1595. .1663, 1670. .1714 

Seq. No. 37193 Seq. ID OJ990518_08.9C03.C88 

Gene No. " 76401 Strand + 

Start 268 End 441 

Name OJ990518_08 . 9C03 . C88 . ol . gs Method GENSCAN 

Start 268 End 441 

GI none Score .61 



36785 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



, Gene,__N.Q . 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name . 
Start" 
GI' 7 ' V """" : 
Exons .. - . ■ 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



268. .441 

37193 
76402 
1413 

OJ990518_08.9C03.C88.o2.gs 
1413 
none 



Seq. ID OJ990518_08.9C03.C88 
Strand 

End 2536 

Method GENSCAN 

End '2391 

Score .75 

1413. .1537, 1624. .1697, 1803. .1867, 1972. .2067, 2341. .2391 



37193 
76402 
1413 

OJ990518_08. 9C03.C88.ol.np 

1416 

3551956 



Seq. ID OJ990518_08.9C03.C88 
Strand 

End 2536 

Method AAT/NAP 

End 2536 

Score 547 



1416. .1537, 1624. .1697, 1803. .1867, 1972. .2067, 2170. .2253, 
2341. .2536 

(AF082031) senescence-associated protein 6 [Hemerocallis hybrid 
cultivar] 

..37193. „_ , , ; ;„ Se^_ID QiSlOJUiLOJi^ 

Y6Y62 m .* -,Str.and . _ _ \_ 

1413 " End 2536 

OJ990518_08 . 9C03 . C88 . ol . tm Method TBLASTX : Maize 

1431 End 2395 

none Score 63 

1431. .1538, 1604. .1702, 1823. .1876, 1907. .2071, 1975. .2067, 
2167. .2256, 2168. .2257, 2341. .2394, 2348. .2395 



37193 
76402 
1413 

OJ990518_08 . 9C03 . C88 . ol . ts 

1494 

none 



Seq. ID OJ990518_08.9C03.C88 
Strand 

End 2536 

Method TBLASTX : Soybean 

End 2265 

Score 37 



1494. .1538, 1498. .1539, 1604. .1696, 1638. .1700, 1823. .1861, 
1969.. 2067*, 2167.. 2265 



Seq. ID OJ990518_08.9C03.C89 
Strand + 
End 1305 

Method AAT/NAP v * ' : 
' - End ' 1305 " '■ 

------ "Score ■ -'589 : v ----- -^-^™- : " 

1.. .205, 301. .414, 493.*. 648., -756. .".833, 902. -..1123,- 1219. .1305 - 
(U59235) unknown •[ Synechococcus PCC7942] ■ 



37194 
76403 

1 . . 
OJ990518_08 . 9C03.C8 9. ol. np 

1 " ' * • "" ' 
r '2'57"0'2"03" "* — - - " 



37194 
76403 . 
1 

OJ990518_08.9C03.C8 9.ol.ts 

298 

none 



Seq. ID OJ990518_08.9C03.C89 

Strand + 

End 1305 

Method TBLASTX : Soybean 

End 600 " 

Score 69 



298. .411, 299. .409, 300. .416, 301. .417, 479. .598, 480. .599, 
543. .599, 544. .600 



36786 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

jStart 

GI . 

"Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 

v *Seq7" v N'6f~" ~ r 
Gene No.--- • 
Start'.' 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



37194 
76403 
1 

OJ990518__08.9C03.C89.ol.gs 

368 

none 



Seq. ID OJ990518_08.9C03.C89 

Strand + 

End 1305 

Method GENSCAN 

End 1305 

Score .63 



368. .469, 756. .833, 902. .1123, 1219. .1305 



37194 
76403 
1 

OJ990518_08 . 9C03.C8 9.ol.tm 

379 

none 



Seq. ID OJ990518_08.9C03.C89 

Strand + 

End 1305 

Method TBLASTX: Maize 

End 834 

Score 58 



379. .417, 379. .414, 381. .416, 476. .535, 477. .533, 532. .627, 
544. .633, 546. .674, 750. .833, 754. .834, 755. .832 



37195 
76404 
971 

OJ990518_08 . 9C03 . C90 . ol . gp 

, .658 „ 

LIB 3 4 3.2-0.5. 9_- El - Kl - DA _ 

658.i 1078 

■ 44544'67/gb| AAD20914 | 7.0e-28 (AC006234) unknown protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990518_08.9C03.C90 
Strand 

End 2010 
Method AAT/GAP 

End . „. 1.078„„_. _ _ 

.Score I _ .726 „ „. , .... , 



37195 
76404 
971 

OJ990518_08. 9C03.C90.ol.gs 

971 

none 

971. .1975 



Seq. ID OJ990518_08.9C03.C90 
Strand 

End 2010 

Method GENSCAN 

End 1975 

Score .97 



37195 
76404 
971 

OJ990518_08 . 9C03.C90.ol .np 
1029 
4454467 

1029.. 2010 ' . . 

(AC00.6234) "unknown protein Arabidopsis ' thaliana] 



Seq. ID OJ990518_08.9C03.C90 
Strand 

2010 
AAT/NAP 
2010 
1312 



End 

Method 

End 

Score 



*" A "37T95~ """" 
...7 64 05 • ■ - 

• 1942 ■ ' ' 

' OJ990518_08. 9C03.C90.ol. tm 
971 
none 



'■"Seq": "I D' " 0 J'9'9"0"5X8._'OT8 ™9'C'0'3"7 C"9"0 ~ 

Strand -■ 

End" " 2010 ' * 
Method TBLASTX : Mai ze 
End ' 1933 

Score 63 



971. .1093, 983. .1126, 1130. .1591, 1134. .1580, 1568. .1933, 
1607. .1798, 1632. .1892 



37195 
76405 
1942 

OJ990518 08. 9C03.C90.o2.tw 



Seq. ID OJ990518_08.9C03.C90 
Strand 

End 2010 

Method TBLASTX : Wheat 



36787 




O L. ax L 


98 3 

_7 O J 








1186 






none 






Q o o yo 


61 




P von c 


983 1108 


995. .1093, 1008.. 


1109 1130 


. .1186, 1134. .1169 




37 1 9S 

J / X .7 .J 






Seq. ID 


OJ990518 


_08.9C03.C90 


Gene No. 


76405 






Strand 






Start 


1942 






End 


2010 






OJ990518 08 


.9C03.C90.ol 


. ts 


Method 


TBLASTX: 


Soybean 


uLal L 


1 04 6 ~ 






End 


2005 




ox 


n on ^ 






Score 


72 




U 1 von Q 


104 6 10 9 6 

X w *i U • . X \J ^ U , 


1046. .1126, 


1128 


..1589, 1130. .1591, 


1395. . 1592, 




1568 1909 


1 61 9 1 804 


1 64 1 

1 04 1 


..1892, 1937. .2005 




Qnrr M o 
O C CJ • LM (J . 


371 9^ 

J / X .7 .J 






Seq. ID 


OJ990518 


_08.9C03.C90 


Gene No. 


76405 






Strand 






Start 


1942 






End 


2010 




in ante 


OJ990518 08 


.9C03.C90.ol 


.tc 


Method 


TBLASTX: 


Cress 


OLdi L 


1130 ~~ 

X X J u 






End 


1906 




rir 

VjX 


none 






Score 


70 




Exons 


1130 1 937 


1134 1999 


1 938 


. .1390, 1238. .1393, 


194R 1 /Iflfi 




1 4 00 14 41 


1407. .1535, 


1409 


. .1579, 1604. .1906, 


1746. . 1871 


.Se.q.. .No.... ....... 






, ... .. . 




„ Seq. ID 


!6j93 6*5.18 


. I _m..9CQ3..,C90. 


Gene No. 


76405 






Strand 






O l_ clX l_ 


1 94 9 






End 


2010 




Name 


O.TQQORI 8 OP 


.9C03.C90.ol 


. tw 


Method 


TBLASTX: 


Wheat 


d tar u 


1917 _ 

± £ X f 






End 


1591 




ox 


n on o 






Score 


201 




IT vnn o 


1917 1 R91 
x^.x / • • IJ^lf 


1220. .1585, 


1230 


. .1586 






Ca/-( Mo 
Octj. In U . 


37 1 QS 






Seq. ID 


OJ990518 


_08.9C03.C90 


f^ono Mo 


76405 






Strand 






Start 


1942 






End 


2010 




Name 


OJ990518 08 


.9C03.C90.o2 


.gp 


Method 


AAT/GAP 






1942 






End 


2010 




CI 

\J X 


428275 






Score 


130 




Exons 


1942. .2010 














4454467/gb|AAD20914 | 7.i 


Oe-28 


(AC006234) 


unknown 


protein 




[Arabidopsis thaliana] 










Con Mo 


37196 






Seq. ID 


OJ990518 


_08.9C03.C91 


Gene No. 


. 76406 . 






Strand, 


+ 


... _ . 


Start ; 








*■ '. Enci ' " " 


1041' 





Name 


*OJ990518_08 


. 9C03.C91.ol* 


•np 


Method 


AAT/NAP 




OLdlL 








"Enci " ■ 


10*38" " ~ r " 




\j ± r - . . 


4234852:- ■" - 






,- Score - 


1384. 




Exons 


1. .1038 '• • 












(~1 T Onorri o 
v3 X l/coOI ip • 


. (AF082133) i 


gag-pol polyprotein [Zea mays] 




O C • Vi\J • 


37196 






Seq. ID 


OJ990518 


_08.9C03.C91 


Gene No. 


76406 






Strand 


+ 




Start 


1 






End 


1041 




Name 


OJ990518 08 


. 9C03.C91.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


12 






End 


432 




GI 


none 






Score 


373 




Exons 


12. .428, 19 


. .432 











36788 




Seq. No. 


37196 


Seq. ID 


OJ990518_08.9C03 


.C91 


Gene No. 


76406 


Strand 


+ 




Pi. - vf 

Start 


1 


hnd 


1 A/1 1 

1U4 1 




Name 


ujyyuoio Uo. ycuo.tyi .01. tm 


Method 


mnT 7\ C""P V . \R — > X n ^ 

TBLASTX : Maize 




Start 


y / 


End 


coo 

5zo 




GI 


none 


Score 


O ~\ 

ol 




Exons 


y/. . zoo , Zoz . . dzo f , j f z . . oz / 








Seq. No. 


37196 


Seq. ID 


OJ990518_08.9C03 


.C91 


Gene No. 


76406 


Strand 


+ 




Start 


1 


End 


1U4 1 




Name 


ujyyuoio Uo . youo . cy i . ox . gs 


Method 


GENSCAN 




Start 


1 /I o 

14 o 


■pi _ j 
End 


1 A A 1 

1U4 1 




GI 


none 


Score 


c o 




Exons 


1 4 o . . 1 U 4 1 








Seq. No. 


37196 


Seq. ID 


OJ990518_08.9C03 


C91 


Gene No. 


76406 


Strand 


+ 




Start 


i 


End 


1 A /I 1 

1U4 1 




Name 


ojyyuoio uo . ycuo . cyi . oi . ts 


Method 


TBLASTX : Soybean 




Start 


4 1 o 


End 


A O A 

984 




,QI 


none 


„.Scpxe 


"1 O 1 ■ - 

.1.3.1....--... - 




.Exons. 


A 1 O £ n Ci £ A A t 1 a ^ 1 o - 

A lp oUU, „ oU9 . ..ALU./, jo.lo.. .o.Q4.#. . 


TOO ■ O O A 

7.9.3 ...,9.0.4. 


_ „ 


— - 


Seq. No. 


37196 


Seq. ID 


OJ990518_08.9C03 


C91 


Gene No. 


76406 


Strand 






Start 


1 


End 


1 A A 1 
1U4 1 




Name 


ojyyuoio Uo . ycu 3 . cy 1 . oz . tm 


Method 


TBLASTX : Maize 




Start 


541 


End 


AAA 

999 




GI 


none 


Score 


c c 

55 




Exons 


c >i i caa ctj coo coo h a q 

541. .oUU, o/J.-oyj, ooz../4y / 


COO H C O 

bo j . . /oy , 


O A O AAA 

8Uo . . y y y 




Seq. No. 


37196 


Seq. ID 


OJ990518_08.9C03 


C91 


Gene No. 


76406 


Strand 


+ 




Start 


-i 
l 


End 


1 A A 1 

1U4 1 




Name 










Start 


C O A 

- 5o4 


End 


A O *7 

987 




GI 


none 


Score 


51 




Exons 


rn/ r c\~i COO OOT COO A O *7 

bo4..o9/, boo, .ozl, 592. .987, 


O A A A O f 

9U9 . . 98 6 






Seq. No. 


i / iy / 


Seq. ID 


/^TAAACIO A ^ A/™< 1 ^7 

OJ9y0518 U4.9C17 


CI 


Gene No . 


/ 04 U / 


Strand 


•+..■■ 




Start 


1 ' ' - 


-End-""'. 


1047 




Name 


OJ990518_0"4 . 9C17 \ CI . o2 . np 


Method . 


AAT/NAP "■" *' ■*" 




Start " 




Eri(i v- ,. 


10"4 7'' r *- 




gi; - - - ' 


' 134920. • • . - - " 


Score 


-109 ■ - *■ 




Exons 


• -1..108, 764.. '798, 854.. 1047 " 








GI Descrip. 


• SULFATED SURFACE GLYCOPROTEIN 


185 (SSG 


185) gi | 99441 |pir| IA33647 




sulfated surface glycoprotein 


185 - Volvox carteri 






gi | 1405821 | emb | CAA35953 | (X51616) SULFATED SURFACE GLYCOPROTEIN 




185 [Volvox carteri] 








Seq. No. 


37197 


Seq. ID 


OJ990518_04. 9C17. 


CI 


Gene No. 


76407 


Strand 


+ 




Start 


1 


End 


1047 




Name 


OJ990518 04.9C17.Cl.ol.gs 


Method 


GENSCAN 




Start 


362 


End 


753 





36789 





none 




Score 






T? v /-\ t~i o 












c o rr Mn 


37197 




UC^i J. u 




. \-t X 


Gene No. 


76408 




Strand 






Start 


1 




End 


1048 




Name 


OJ990518 04.9C17.C1 


. o 1 . np 


Method 


n AT /NAP 

r\r\ 1 / Vine 






1 




End 


X \J *i O 






6907086 




Score 


4 D O 






1..231, 290. .1048 












(AP001129) hypothetical protein [Oryza 


sa 1 1 va j 






37198 




Seq. ID 


n.TQQDMR Od QP1 7 


CO 


Gene No. 


76409 




Strand 


+ ~~ 




Start 


1 




End 


1031 




Name 


OJ990518 04.9C17.C2 


. o 1 . np 


Method 


AAT/NAP 






1 




End 


1031 






3757518 




Score 


639 




Hi AtJXi O 


X . . 1U Jl 










OX UCOLI X|J • 


(AC005167) putative 


glucosyltransferase [Arabidopsis thaliana]. 


..Se^...;No^.; 


.37198. ^. \ 


■ • - . 


: S^q., I D _ 


OJ990518 04.9C17 


• C2.. 


.Gene. No.. . 


...764,09 ... .... . ... 




..Strand... . 


. 




Of 3 r f 


1 




End 


1031 




Name 


OJ990518 04.9C17.C2 


. ol . gs 


Method 


GENSCAN 




C4- a y+- 


40 




TTnH 

Lna. 


Q R7 






none 




Score 


. 97 




Exon s 


40. .957 










Seq. No. 


37198 




Seq. ID 


OJ990518_04 . 9C17 


.C2 


Gene No. 


76409 




Strand 


+ 




OLal L 


1 




End 


1031 




Name 


OJ990518 04.9C17.C2 


.ol.ts 


Method 


TBLASTX: Soybean 




Cf a v-4- 
OLal L, 


436 




End 


954 




O -L 


none 




Score 


104 




P 1 V (^l Tl Q 


436. .549, 627. .785, 


628. .735, 


760. .789, 


784. .954, 840.. 


932 


Seq. No. 


37198 




Seq. ID 


OJ990518_04.9C17 


.C2 ' 


Gene No. 


76409 




Strand 


+ 




■j Lai t. 


1 




End 


1031 




ln cunt; 


OJ990518 04.9C17.C2 


.ol.tc 


Method 


TBLASTX: Cress 




Cfa >»+- 

o lax. L .. 


514 




End 


948 - 




' CJ "-• " 
o x 


none * " 




Score ' \ 








514 \ . 609,. 628'. .738," 


"'744 .'.7 94, 


760. . 948, 


'84*6. .92'CT * ' 




Seq. No. ■ 


37198 




Seq. ID' . 


OJ990518:_04 . 9C17 


; 'C2.. 


Gene No. 


76409 




•Strand 


+ - - 




u Lai L 


1 




End 


1031 




Name 


OJ990518 04.9C17.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Q+- a r*+- 


591 




End 


948 




GI 


none 




Score 


80 




Exons 


591. .770, 622. .750, 


751. .948, 


753. . 920 






Seq. No. 


37198 




Seq.- ID 


OJ990518_04.9C17 


.C2 


Gene No. 


76409 




Strand - 


+ 




Start 


1 




End 


1031 





Name 



OJ990518 04.9C17.C2.ol.tw 



Method TBLASTX : Wheat 



36790 



Start 
GI 

Exons 



751 
none 

751. .951, 753. 



End 
Score 



,923 



951 
174 



Seq. No. 37199 
Gene No. . 76410 
Start 1 

Name OJ990518_04 . 9C17 . C3 . ol . np 

Start 1 
GI 5734639 
Exons 1..312, 411.. 599 

GI Descrip. (AP000391) ESTs AU056036 ( S20239) , C72753 (E2173 ) , AU056035 (S20239) 
correspond to a region of the predicted gene.; Similar to 
putative cytochrome P-450 (AC003680) [Oryza sativa] 



Seq. ID OJ990518_04. 9C17.C3 

Strand + 

End 599 

Method AAT/NAP 

End 599 

Score 352 



Seq. No. 37199 

Gene No. 76410 

Start 1 

Name OJ990518_04 . 9C17 . C3 . ol . ts 

Start 108 

GI none 



Seq. No. ' 37199. 

Gene No. 76410 

Start 1 

Name OJ990518_04 . 9C17 . C3 . ol . gs 

Start 109 

GI none 

Exons 109.. 312, 411.. 590 



Seq. ID OJ990518_04 . 9C17 ,C3 

Strand + 

End 599 

Method TBLASTX : Soybean 

End 261 

Score 205 



Seq." ID OJ990518_04 . 9C17 .C3 

Strand + 

End 599 

Method GENSCAN 

End 590 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37199 
76410 
1 

OJ990518_04 . 9C17 . C3 . ol . tm 

121 

none 



Seq. ID OJ990518_04.9C17.C3 

Strand + 

End 599 

Method TBLASTX : Mai ze 

End . 587 

Score 264 



121. .312, 123. .311, 140. .313, 209. .313, 407. .496, 411. .587, 
420. .581 



Seq. No. 37199 

Gene No. 76410 . . . 

Start '" " : "1 '•' ' .' •'• ■ - - 

Name " 0 J9905'18_04 .'9C17 . C3 . olVtc 

"S'tar't" ' 135 " ~ 

GI- - -""none ■ "* ■• ■ 
Exons 



Seq. ID OJ990518_04.9C17.C3 

.Strand. .-+ ^ . 

End""- ' : 5 99 ' • ■ ■ 

'Method TBLASTX : Cress ■ " 
End 4"6"1"~ " ~ " 
Score- -. - 142 ' V. • . . • ' - 



135. -.263, 136. .258, 268 .. 309/ 4 14 .. 4 61 



Seq. No. 37200 

Gene No. 76411 

Start 1 

Name aJ990518_04 . 9C17 . C5 . ol . np 

Start 1 

GI 6856103 

Exons 1 . .434 

GI Descrip. (AF159229) glutathione S-transf erase [Gossypium hirsutum] 



Seq. ID OJ990518_04 . 9C17 .C5 

Strand + 

End 4 40 

Method AAT/NAP 

End 434 

Score 253 



36791 



Seq. No. 37200 Seq. ID 

Gene No. 76411 Strand 

Start 1 End 

Name OJ990518__04 . 9C17 .C5.ol.gs Method 

Start 73 End 

GI none Score 

Exons 73.. 440 



OJ990518_04 .9C17.C5 
+ 

440 

GENSCAN 

440 

.98 



Seq. No. - 37200 Seq. ID 

Gene No. 76411 Strand 

Start 1 End 

Name OJ990518_04 . 9C17 .C5 . ol . ts Method 

Start 96 End 

GI none Score 

Exons 96.. 395, 155.. 400 



OJ990518_04.9C17.C5 
+ 

440 

TBLASTX: Soybean 

400 

257 



Seq. No. 37200 

Gene No. 76411 

Start 1 

Name OJ990518_04 . 9C17 .C5.ol.tw 

Start 111 

__GI none. „_™ ™_. 

.Exons.. J Ill .,...3.7.1 ^;14A..^371:.„:1.' 



Seq. ID OJ990518_04 .9C17.C5 

Strand + 

End 4 40 

Method TBLASTX : Wheat 

End 371 

Score .211 



Seq. No. . 37200 • Seq. ID 

Gene No. 76411 Strand 

Start 1 End 

Name OJ990518_04 . 9C17 .C5.ol.tm Method 

Start 124 End 

GI none Score 

Exons 124. .228, 129. .410, 134. .400, 135. .440 



OJ990518_04.9C17.C5 
+ 

440 

TBLASTX: Maize 

440 

366 



Seq. No. 37200 Seq. ID 

Gene No. 76411 Strand 

Start 1 End 

Name OJ990518_04 . 9C17 . C5 . ol . tc Method 

Start 129 End 

GI none Score 

Exons 129.. 389 



OJ990518_04 .9C17.C5 
+ 

440 

TBLASTX: Cress 

389 

205 



Seq. No. 37201 Seq. ID OJ990518_04 . 9C17 . C6 

Gene No. 7 6412 ■ - ■. . ■. Strand + . ... 

Start ""' "..22.8 4; 7 :_"./'"'"";*. ' \ ~ : \ End " 1 • ' '4273 ; ~"V " ; 

Name * 0 j990518_04 . 9.C17 ; C6 . 62 . np ' Method AAT/NAP * " " : " 

Start '22W 7 ™' Ehci 7" " ' ~4"26'4" '" *" ^ 

GI .. • . 6856103 -.. - Score- -.486 '." .' . 

Exons " 2284. .2341, 3457. .3799, 3896. .4264' 

GI Descrip. (AF159229) glutathione S-transf erase [Gossypium hirsutum] 

Seq. No. 37201 Seq. ID OJ990518_04 . 9C17 . C6 

Gene No. 7 6412 Strand +. 

Start 2284 End 4273 

Name OJ990518_04 . 9C17 . C6 . ol . gp Method AAT/GAP " 

Start 3427 End 3979 

GI 13412_1.R1084 Score 682 

Exons 3427.. 3799, 3896.. 3979 

GI Descrip. ' 4996842/dbj | BAA78580 . 1 | 2.0e-32 (AB027501) Dcarg-1 [Daucus 



36792 



carota] 



Seq. No. •'■ ,37201 Seq. ID 

Gene No. ■ 76412 Strand 

Start 2284 End 

Name OJ990518_04 . 9C17 . C6 . o2 . gs Method 

Start 3437 End 

GI none Score 

Exons 3437.. 3799, 3896.. 4273 



OJ990518_04.9C17.C6 
+ 

4273 
GEN SCAN 
4273 
.99 





Seq. No. 


37201 


Seq. ID 


OJ990518_04.9C17.C6 




Gene No. 


76413 


Strand 


+ 




Start 


5126 


End 


9591 




Name 


OJ990518 04. 


9C17 .C6.o3.gs Method 


GENSCAN 




Cf a rt 
J Lai L 


5126 


End 


9585 




\3 X 


none 


Score 


.63 




R von <=* 


5126. .5291, 


5508. .5530, 6031. .6399, 7973. .8188, 8282. .8569, 






8662. .8997, 


9104 . .9307, 9406. . 9585 






9 prr No 


37201 


Seq. ID 


OJ990518_04.9C17..C6 




Gene No. 


76413 


Strand 


+ 





._Star£___ 


_5^126i,.... 


End 


9591 _ , 




Name 


; 6 J9 9 051 8 04". 


9C17..C6..p3..np . ...Method 


AAT/NAR. . 


■ M' 


Start 


6106 


End 


9591 


T==< 


GI 


2344895 


Score 


1006 


U = 




6106. . 6207, 


6256. .6399, 7973. .8188, 82 


32. .8569, 8668. .8997, 






9104. .9307, 


9406. .9591 




i y 




(AC002388) putative cytochrome P450 [Arabidopsis thaliana] 




Seq. No. 


37201 


Seq. ID 


OJ990518_04.9C17.C6 


~ z 


Cpnp No 


76414 


Strand 


+ 


i y 


Start 


10414 


End 


11332 




Name 


OJ990518 04. 


9C17 . C6 . o4 . np Method 


AAT/NAP 


E 


Start 


10414 


End 


11332 




GI 


4680186 


Score 


390 




TT von q 


10414. .10570 


, 11171.. 11332 






f^lT Dpcpt"! n 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


37201 


Seq. ID 


OJ990518_04.9C17.C6 




Hpnp No 


76415 


Strand 






OLdl L 


56 


End 


2888 




Name 


OJ990518 04. 


9C17 .C6.ol.gs . Method * 


GENSCAN 




Start : ■"*"■"- 


„ : 56'"; ";;* 


; r." ' End *. 


2888""" ' " : " : 




GI 


none • " 


. • ' Score' 


.42 




Ex oris" 


"-5F.V4'2T/"77-4 


: 7 125 9 ,7 2*5'90 : . : . 2'7*6"4 , Y8 T8~.:7B"8~8 ] ' " """" " ~ - 




' Seq. No. 


•37201 " 


■■ Seq. ■ ID 


OJ990518204.9C17.C6 




Gene No. 


76415 


Strand 






Start 


56 " ' 


End 


2888 




Name 


OJ990518 04'. 


9C17 .C6.ol.np Method 


AAT/NAP 




Start 


62 


End 


1097 




GI 


2190992 


Score 


746 




Exons 


62.. 427, 774 


. . 1097 






GI Descrip. 


(AF004358) glutathione S-transf erase TSI-1 [Aegilop's' tauschi 




Seq. No. 


37201 


Seq. ID 


OJ990518_04 . 9C17.C6 




Gene No. 


76416 


Strand 





36793 



Start 4254 End 4532 

Name OJ990518_04 . 9C17 . C6 . o2 . gp Method AAT/GAP 

Start 4254 End 4532 

GI uC-osflcypl39bllal Score 352 

Exons 4254.. 4532 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 

■ DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37201 
76417 
10716 

OJ990518_04.9C17.C6.o3.ts 
65 

none 



Seq. ID OJ990518_04.9C17.C6 
Strand 

End 11142 

Method TBLASTX : Soybean 

End 4222 

Score 214 



65. .298, 3974. .4222, 3985. .4158 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
J5J „ 



37201 
76417 
10716 

OJ990518JD4. 9C17 . C6 . ol . tm 
101 

_none ' • .... : 



Seq. ID OJ990518_04.9C17.C6 
Strand 

End ' 11142 

Method TBLASTX : Mai ze 

End 5270 

. S ao r e_. __U&.„_,..;.,. ; 



. Exons. 



.101.:. 412, ..771 ....10.5.8., .793„....94.8;,..,8.^4 . ...9.5.0, . 889 .10.5.9, . .3 5D.6,. ..3.55.6,. 
3557. .3706, 3610. . 3705, 3716. . 3802, 372 1 . . 3801 ,' 3908 . . 4 240, 
3910. .4170', 3917. .4249, 5131. .5202, 5132. .5203, 5228. .5263, 
5229. .5270 



Seq. No. 37201 

Gene No. 76417 

Start 10716 

Name OJ990518_04 . 9C17 . C6 . o2 . tw 

Start 119 

GI none 
Exons 



Seq. ID OJ990518_04.9C17.C6 
Strand 

End 11142 

Method TBLASTX : Wheat 

End 9484 

Score 80 



119. .286, 119. .406, 303. .395, 3938. .4171, 3977. .4201, 
5129. .5203, 9422. .9484 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ' 

Exons ~'* • 



Seq. No. 

Gene* No . 

Start 

Name 

Start 

GI 

Exons 



37201 
76417 ■ 
10716 

OJ990518_04.9C17.C6.o2.ts 

302 

none. . ...... 



Seq. ID OJ990518_04.9C17.C6 
Strand 

End 11142 

Method TBLASTX : Soybean 

End 3814 

Score 65 .. . 



302 : 7430,: 303'. . 404 / "413 ; ;.44 8y. ;753v .80 67 . 7 56".\ 1094' / 7*93".'/: '9;4 8,"' " 



- 875. .952, 1026. .1082, 3482, 
™"3"694"". 3798; 3719 ;73814*"-~ 



3604, 3557. . 37 15 , ' 3610 . .3708, 



37201 " - ' ' 

76417 

10716 

OJ990518_04. 9C17.C6.ol.tw 

768 

none 



Seq .'••"ID- OJ990518_04 . 9C17 :C6 
Strand 

End 11142 
Method TBLASTX: Wheat 
End 3793 
Score 199 

768. .1142, 769. .948, 780. .953, 1026. .1094, 3475.-3522, 
3482. .3628, 3560. .3706, 3610 3705/ 3709 .. 3780, 3719. .3793 



Seq. No. 
Gene No. 



37201 
76417 



Seq. ID OJ990518_04.9C17.C6 
Strand 



36794 




Start 


10716 








End 


11142 


Name 


OJ990518 04 


. 9C17 


.C6.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


774 








End 


3799 


GI 


none 








Score 


119 


Exons 


774 . . 1082, 


775. . 


948, 3482. .3604, 3560. 


.3715 3716 3799 




3728. . 3799 












Seq. No. 


37201 








Seq. ID 


OJ990518_04.9C17..C6 


Gene No. 


76417 








Strand 




Start 


10716 








End 


11142 


Name 


OJ990518 04 


. 9C17 


.C6.o4 . 


tm 


Method 


TBLASTX * Mai ze 


Start 


6204 ~ 








End 


6416 


GI 


none 








Score 


261 


Exons 


6204 . . 6407, 


6208 


. . 6405, 


6273 


. .6416 




Seq. No. 


37201 








Seq. ID 


OJ990518_04 . 9C17 .C6 


Gene No. 


76417 








Strand 




Start 


10716 








End 


11142 


Name 


OJ990518 04 


. 9C17 


. C6 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


7999 _ 








End 


8720 


GI 


none 








Score 


243 


Exons 


™ _.19 9JL._._ 8 .18 1 


_80j)3 


.;^8188,a 




1JA,_82 2 6 3A&1*~3219 M &5££. 








... 87J2CL 








Seq. No. 


37201 








Seq. ID 


OJ990518J)4.9C17.C6 


Gene No. 


76417 








Strand 




Start 


10716 








End 


11142 


Name 


OJ990518 04 


. 9C17 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8737 ~~ 








End 


9244 


GI 


none 








Score 


89 


Exons 


8737. .8859, 


8929 


8994 , 


8929 


..8985, 9104. .9244, 9124. .9243 


Seq. No. 


37201 








Seq. ID 


OJ990518_04. 9C17.C6 


Gene No. 


76417 








Strand 




Start 


10716 








End 


11142 


Name 


OJ990518 04 


. 9C17 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start" 


8740 ~~ 








End 


9256 


GI 


none 








Score 


288 


Exons 


8.740. .8997, 


8742 


8870, 


9103 


..9255, 9110. .9256 


Seq. No. 


37201 








Seq. ID 


OJ990518_04.9C17.C6 


Gene No. 


76417 . 








. Strand 




Start' ™ • ■* ■"*■■ 


" 10 716" 




:. - - 




/"End'-'";. 7 


l : ii4'2- ' r " : r ; '/ 


Name 


• OJ990518 04 


. 9C17 


. C6 . o2 


t'C 


Method 


TBLASTX: Cress 


Start" " ~ 


• "8 9T1 ~ ~" 










~94'86 ■"' ' 


GL' ... 


none - - • 








Score - ' 


. 85 : - . ■ - ■ • - 


Exons 


8911 . .8994", 


9104 


. .9304, 


9405 


. .9464, 9406. .9486 ■ - - 


Seq. No. 


37201 








Seq. ID 


OJ990518_04 , 9C17 .C6 


Gene No. 


76417 








Strand 




Start 


10716 








End 


11142 


Name 


OJ990518 04 


. 9C17 


.C6.o3. 


tm 


Method 


TBLASTX : Maize 


Start 


9093 








End 


9582 


GI 


none 








Score 


268 . 


Exons 


9093. .9131, 


9116 


. . 9307, 


9118 


.9306, 9135. .9308, 9175. .9309 




9204. .9308, 


9402 


. . 9491, 


9405 


.9491, 9406. .9582, 9415. .9576 



36795 



Seq. No. 37201 Seq. ID OJ990518_04 . 9C17 . C6 

Gene No. 76417 Strand 

Start 10716 End 11142 

Name OJ990518_04 . 9C17 . C6 . o3 . gp Method AAT/GAP 

Start 10716 End 11142 

GI 4878407 Score 644 

Exons 10716.. 11142 

GI Descrip. 606964 3/dbj | AP000616 . 1 | AP000616 1 . 0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 

Seq. No.. 37202 *■ Seq. ID OJ990518J34 . 9C17 . C8 

Gene No. 76418 Strand + 

Start 1 End 8509 

Name OJ990518JD4 . 9C17 . C8 . ol . np Method AAT/NAP 

Start 1 End 3518 

GI 2344895 Score 1048 

Exons 1..61, 107. .246, 1884. .2099, 2188. .2475, 2569. .2899, 3015. .3218, 
3333.. 3518 

GI Descrip. (AC002388) putative cytochrome P450 [Arabidopsis thaliana] 

Seq. No. 37202 Seq. ID OJ990518_04 . 9C17 . C8 

Gene,.No : „_: 76418 , , , ;.. ; - - : Strand , ' ,+ . L__ 

........ Start.-. .JL;.,. ,End. , .8.50.9...., . 

Name OJ990518_04 . 9C17 . C8 . o4 . tm ' Method TBLASTX : Maize 

Start 60 End 252 

GI none Score 285 

Exons 60.. 242, 61.. 246, 62.. 247, 136.. 252 

Seq. No. 37202 Seq. ID OJ990518_04 . 9C17 . C8 

Gene No. 76418 Strand + 

Start 1 End 8509 

Name OJ990518JD4 . 9C17 . C8 . ol . gs Method GENSCAN 

Start 88 End 3512 

GI none Score .86 

Exons 88. .246, 1884. .2099, 2188. .2475, 2564. .2899, 3015. .3218, 
3333.. 3512 

Seq. No. 37202 Seq. ID OJ990518_04 . 9C17 . C8 

Gene No. 7 6418 Strand + 

Start 1 End 8509 

Name OJ990518_04 . 9C17 . C8 . ol . tc Method . TBLASTX : Cress 

Start 187 _ End . 3404 . . • : . . • _ - 

GT " * . * " - none ' ' ' ■-•'* '"-score v 68 i : r " ' r /r: ' r 

Exons" • 187. .246; 1881. .2006, 1910 2002, ' 2182 .. 2331, 2576. .2758, 

' "2810 : :'2911, *3*0;33-". .T17"6," 3'03ff . ';3*I8*ir"3332 . . 3382, "3333 . V 3"4W " 

Seq. No. 37202, ' • • Seq. ID OJ990518_04 . 9C17 ; C8 

Gene No. 76418 Strand + 

Start' 1 End -8509 

Name OJ990518_04 . 9C17 . C8 . ol . gp Method AAT/GAP 

Start 1856 End 2741 

GI 66819_1.R1084 Score 1319 

Exons 1856.. 2099, 2188.. 2475, 2564.. 2741 

GI Descrip. 1 5734 639/dbj | BAA8337 0 . 1 1 2.0e-57 (AP000391) ESTs 

AU056036 (S20239) , C72753 (E2173 ) , AU056035 ( S20239 ) correspond to a 
region of the predicted gene.; Similar to putative cytochrome 
P-450 (AC003680) [Oryza sativa] 1 



36796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37202 
76418 
1 

OJ990518_04 . 9C17 . C8 . ol . tm 

1907 

none 



Seq. ID OJ990518_04.9C17.C8 

Strand + 

End 8509 

Method TBLASTX : Mai ze 

End 2622 

Score 267 



1907. .2098, 1914. .2099, 2028 .. 2099, 2182 .. 24 63, 2185. .2463, 
2187. .2465, 2563. .2622, 2564. .2617 



37202 
76418 
1 

OJ990518_04 . 9C17 .C8.ol.ts 

2642 

none 



Seq. ID OJ990518_04.9C17.C8 

Strand + 

End 8509 

Method TBLASTX : Soybean 

End 3167 

Score 315 



2642. .2899, 2644. .2772, 2800. .2889, 2840. .2893, 3014. .3166, 
3015. .3167 



Seq. No. 
Gene No. 

SJta_rt„„ 



Name 

Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . 
Start 
Name . . 
Start 
GI 

Exons" 



37202 
76418 

1™ _ .. 



Seq. ID OJ990518_04 . 9C17 ,C8 
Strand . + 

.End .850.9 ; ■ 



QJ9.a051.8_Q4.,.ac.l7...JC8.. o2 ..gp _Method__ .AAT/GAP 

2752 End 3660 

17114_1.R1084 Score 1086 

2752. .2899, 3015. .3218, 3333. .3660 

1 4200338/emb|CAA76726| 4 . Oe-28 (Y17277) P69C protein 
[Lycopersicon esculentum] 1 



37202 
76418 
1 

OJ990518 J)4 . 9C17 .C8 . o2 . np 
2780 
6692726 
2780. .2847, 8194. .8509 

(AC012679) thauma tin- like protein [Arabidopsis thaliana] 



Seq. ID OJ990518_04.9C17.C8 

Strand + 

End 8509 

Method AAT/NAP 

End 8509 

Score 112 



37202 
76418 
1 

OJ990518_04.9C17.C8.o2,.tw . 

■2855" " " ' ;'""/. " - 
none 

2855.. 2893, '2994 .'73T73, :2 994" 
-3336-. 13413 ' • * ' ■ 



Seq. ID OJ990518_04.9C17.C8 

Strand + 

End 8509 

Method . TBLASTX: Wheat 

End'-; • "-34i3* ' ' : /" ~' "v 
Score 38 

.3188, 2995 .'.318*0, *'3185 . . 3220, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



37202 
76418 
1 

OJ990518_04 . 9C17 .C8 . o2 . tm 

3027 

none 



Seq. ID OJ990518_04.9C17.C8 

Strand + 

End 8509 

Method TBLASTX : Mai ze 

End 3509 

Score 259 



3027. .3218, 3029. .3217, 3074. .3220, 3315. .3470, 3333. .3509 



37202 
76418 



Seq. ID OJ990518_04.9C17.C8 
Strand + 



36797 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990518_04.9C17.C8.o3.tm 
4371 
none 

4371. .4568, 4400. .4588, 4401. .4592, 4608 
4636..4776, 4794. .4871, 4843. .4875 



End 

Method 
End 
Score 



8509 

TBLASTX: Maize 
4875 
183 . 

4772, 4609.. 4776, 



37202 
76418 
1 

OJ990518_04 . 9C17.C8.ol.tw 

4600 

none 



Seq. ID OJ990518JD4 . 9C17..C8 



Strand 
End 

Method 

End 

Score 



+ 

8509 

TBLASTX: Wheat 

4970 

132 



4600. .4791, 4688. .4933, 4722. .4970, 4843. .4968 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_04 .9C17.C8 
+ 

8509 
AAT/GAP 
7068 
76 



Seq. No. 37202 
Gene No. 76418 
Start 1 

Name OJ990518__04 . 9C17 . C8 . o4 . gp 

Start 7012 

GI 4715947 

Exons 7012 . .. 7068 ; : : ; _ ■ •; y ■ 

. GI^Deacrip.. .._.22i,2'84A.3 .„0e-„09 (AF,0 1.3^9-3) co.ntaina.. re.gio.na .o.f;',;s.imilari,t^t,o... 

Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains- regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 


37202- 


Seq. ID 


OJ990518_ 


04 


. 9C17 


.C8 


Gene No. 


76418 


Strand 


+ 








Start 


1 


End 


8509 








Name 


OJ990518 04 .9C17.C8.o3.gs 


Method 


GENSCAN 








Start 


7833 


End 


8423 








GI 


none 


Score 


.91 








Exons 


7833. .8423 












Seq. No. 


,37203 


- Seq. ID 


OJ990518_ 


04 


. 9C17 


.C9 


Gene No. 


76419 


Strand 


+ 








Start 


1 


End 


1978 








Name 


OJ990518 04 .9C17.C9.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


573 








GI 


6273383 


Score 


148 








Exons 


"1..-34 5, 411/. 573 












GI' Des'crip. 


(AF195653) SCUTL1 [Vitis 


viriifera] 










Seq. : 'No. 


* 37203 ... - - - ... 


- .-. Seq. ID 


OJ990518_ 


04" 


-9C17 


C-9 


Gene No. - 


76419 


• Strand 


+ 








Start 


1 


End 


1978 








Name 


OJ990518 04 .9C17.C9.ol.gs 


Method 


GENSCAN 








Start 


190 


End 


1978 








GI 


none 


Score 


.54 








Exons 


190. .416, 748. .862, 1230. 


.1437, 1935.. 


1978 








Seq. No,. 


37203 


Seq. ID 


OJ990518_ 


04 


9C17 


C9 


Gene No. 


76420 


Strand 










Start 


776 


End 


964 








Name 


OJ990518 04.9C17.C9.o2.np 


Method 


AAT/NAP 









36798 



Start 776 End 964 

GI 4426964 Score 94 

Exons, 77 6.. 964 

GI Descrip. (AF126255) purple acid phosphatase precursor [Anchusa 
officinalis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

__ Exons 



37203 Seq. ID 

76421 Strand 

1068 End 

OJ990518_04. 9C17 .C9.o3.np Method 

1068 End 

5777617 Score 
1068. .1166 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990518_04.9C17.C9 

1166 
AAT/NAP 
1166 
80 



37203 Seq. ID 

76422 Strand 

3443 End 

OJ990518JD4 . 9C17 . C9 . ol . ts Method 

65 End 

none Score 

A5^.,22&,„ 6j 6 ^.J2 3 6 , _2 4 U , 3 06 . „ ^ ■_ 



OJ990518_04.9C17.C9 
3534 

TBLASTX : Soybean 

306 

188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37203 
76422 
3443 

OJ990518 
66 

none 
66. .236, 



04.9C17.C9.ol.tc 



241. .306 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_04.9C17.C9 
3534 

TBLASTX: Cress 

306 

156 



Seq. No. 37203 Seq. ID 

Gene No. 76422 Strand 

Start 3443 End 

Name OJ990518_04 . 9C17 . C9 . o2 . gs Method 

Start 34 4 3 End 

GI none Score 

Exons 3443.. 3517, 3532.. 3534 



OJ990518_04. 9C17.C9 

3534 
GENSCAN 
3534 
.88 



Seq. No. 37204 

Gene No. 76423 

Start . .1356 

Name : * ■ '■ " OJ9905 18_04 i 9C17 'iClp ,"6l ."gs 

Start ' ' 135 6 

GI : ' ' , none" " " * 

■ Exons "■" . i3'5'6. ; 1523, -2839. .28-49 / 

Seq. No. 37204 ' 

Gene No. 76424 

Start 3562* 

Name OJ990518JD4 . 9C17 . C10 . ol . np 

Start 3005 

GI 2979544 
Exons 



Seq. ID 

Strand 
End 

Method 

End' 

"Score 



OJ990518_04.9C17.C10 
+ 

2849 . 

GENSCAN ' ■ " " 

2849 ■ : •' 

.81 " *" : " ' 



Seq. ID OJ990518_04.9C17.C10 

Strand + 

End 8036 

Method AAT/NAP 

End 7839 

Score 1094 



3005. .3093, 3663. .3882, 6209. .6424, 6519. .6800, 6910. .7242, 
7357. .7560, 7654.-7839 
GI Descrip. (AC003680) putative cytochrome P450 [Arabidopsis thaliana] 



36799 



Seq. No. 37204 

Gene No. 76424 

Start- 3562 

Name OJ990518_04 . 9C17 . CIO . o2 . gs 

Start 3562 

GI none 
Exons 



Seq. ID OJ990518_04. 9C17.C10 

Strand + 

End 8036 

Method GENSCAN 

End 7833 

Score .88 



3562..3882, 6209. .6424, 6519. .6800, 6910. .7242, 7357. .7560, 
7654. .7833 



Seq. No. 37204 Seq. ID 

Gene No. 76424 Strand 

Start 3562 End 

Name OJ990518_04 . 9C17 . C10 . ol . gp Method 

Start 4435 End 

GI none Score 

Exons 4435.. 4858 



OJ990518_04. 9C17.C10 
+ 

8036 
AAT/GAP 
4858 
809 



Seq. No. 37204 

Gene No. 76424 

Start 3562 

Name OJ9905i8_04 . 9C17 . C10 . o2 . gp 

SX arX. 7.3 5 4_ _ . , 

G.I ... .. 17114__l.Ra684 ;'. 

Exons 7354.. 7560, 7654.. 8036 

GI Descrip. ' 4200338/emb | CAA76726 | 4.0e-28 
[Lycopersicon esculentum] 1 



Seq. ID 

Strand 

End 

Method 
End 

Score, . .. 



OJ990518_ 
+ 

8036 
AAT/GAP 

„8_Q.3_6._.:_.„ 
.10 L5.. 



04.9C17.C10 



(Y17277) P69C protein 



Seq. No. 37204 " : Seq. ID 

Gene No. 76425 Strand 

Start 9822 End 

Name OJ990518_04 . 9C17 . C10 . o5 . tm Method 

Start 3685 End 

GI none Score 

Exons 3685.. 3882, 3687.. 3878 



OJ990518_04.9C17.C10 
+ 

11743 

TBLASTX: Maize 

3882 

273 



Seq. No. 37204 

Gene No. 76425 
Start ." 9822 

Name OJ990518_04 . 9C17 . C10 . o2 . tc 

Start 3802 

GI none 

Exons . 3802. .3882, . 6205. .6327, .6206. 



Seq. ID OJ990518_04.9C17.C10 

Strand + 

End 11743 

Method TBLASTX : Cress 

End 7725 

Score 73 

.6331, 6961., 7101, 7 189 . . 7,254 , . 



7375.-. 7518, 7380". . 7523, "7654 7725 v 



Seq/ , S6. 


' ■•37204' ' 






Gene No. • 


. 76425 






Start 


'. 9822 ' 






Name 


OJ990518 04. 


.9C17. 


C10.o2 


Start • 


* 6232 • 






GI 


none 






Exons 


6232. .6474, 


6239. 


. 6424, 


Seq. No. 


37204 






Gene No. 


76425 






Start 


9822 






Name 


OJ990518 04. 


.9C17. 


ClO.ol 


Start 


6982 







' Seq; ID' ' OJ990'518_04'. 9C1T.C10"- 

Strand ■ ■ +. - ' ■ : - " 

" " End 11743 ♦ 

tm Method TBLASTX : Maize 
End 6963 
Score 258 

6516. .6791, 6516. .6761, 6901..6963 

Seq. ID OJ990518_04.9C17.C10 

Strand + 

End 11743 

tw Method TBLASTX: Wheat 

End 7497 



36800 



# • 

GI none Score 94 

Exons 6982. .7101, 7174. .7254, 7342. .7497, 7438. .7494 

Seq. No. 37204 Seq. ID OJ990518_04 . 9C17 . CIO 

Gene No. 76425 Strand + 

Start 9822 End 11743 

Name OJ990518_04 . 9C17 . CIO . ol . ts Method TBLASTX : Soybean 

Start 6984 End ' 7509 

GI none Score 294 

Exons 6984.. 7184, 6985.. 7242, 7356.. 7508, 7363.. 7509 

Seq. No. 37204 Seq. ID OJ990518_04 . 9C17 . C10 

Gene No. 76425 Strand + 

Start 9822 End 11743 

Name OJ990518_04 . 9C17 . C10 . o3 . tm Method TBLASTX : Maize 

Start 7367 End 7830 

GI none Score 117 

Exons 7367. .7546, 7369. .7560, 7371. .7553, 7381. .7560, 7636. .7824, 
7653. .7721, 7654. .7830 

Seq. No. 37204 Seq. ID OJ990518_04 . 9C17 . C10 

5ens»JiP^ 7 64 25 : ^trand__+„; „ . 

. .Start.... ;L__:.9.a22.;..-. End ..'.,.1.1.7.4.3. _ 

Name OJ990518_04 . 9C17 . C10 . o2 . np Method AAT/NAP 

Start 9822 End 11743 

GI 3413481 Score 741 

Exons 9822. .98,92, 10729.. 11743 

GI Descrip. (AJ006786) serine protease [Lycopersicon esculentum] 

Seq. No. 37204 Seq. ID OJ990518_04 . 9C17 . C10 

Gene No. 76425 Strand + 

Start 9822 End 11743 

Name OJ990518_04 . 9C17 .C10 . o4 . tm Method TBLASTX : Maize 

Start 10655 End 11062 

GI none Score 69 

Exons 10655. .10762, 10721 .. 10759, 10802 .. 10855, 1085 6 .. 11062 , 
10859. .10981, 108 67. .11061 

Seq. No. 37204 Seq. ID OJ990518 _04 . 9C17 .C10- 

Gene No. 76425 Strand + 

Start 9822 End 11743 

Name . OJ990518_04 . 9C17.C10 . o2 . ts Method .TBLASTX : Soybean ; . . ■ 

Start' ; 10811' ' •/' ' -\\' ' -End : 11730 ' " "'■ r ' 

GI none Score 115 

■ Exoris* ' 10811/;11029, 10885 / . : 11028, 11077 .". 11178, ' 11078 .* n : l'275," "* 

11-273. .115.06, -11323. .11409, : ,1-1 58 9. .11672,- ,11590/. -11.7 30-.*. 

Seq. No. 37204 - ... Seq. ID OJ990518_04 . 9C17 .C10 

Gene No. 76425 Strand + 

Start 9822 End 11743 ■ 

Name OJ990518__04 . 9C17 . C10 . ol . tc Method TBLASTX : Cress 

Start 10838 End 11733 

GI none Score 221 

Exons 10838. .11278, 10975 .. 11112, 11131 11178, 1 1258 .. 11500 , 

11528. .11584, 11589. .11672, 11590. .11733 

Seq. No.. 37204 Seq. ID OJ990518JD4 . 9C17 . C10 



36801 



Gene No. 76425 

Start 9822 

Name OJ990518_04 . 9C17 . CIO . ol . tm 

Start 11062 

GI none 

Exons 11062. . 11181, 11063 11581, 11227 
11589. . 11741, 11590. . 11742, 11636 



Strand + 
End 11743 
Method TBLASTX: Maize 
End 11743 
Score 724 

11580, 11515. .11613, 
11743 



Seq. No. 37204 Seq. ID 

Gene No. 76425 Strand 

Start 9822 End 

Name OJ990518_04 . 9C17 . C10 . o2 . tw Method 

Start 11099 End 

GI none Score 
Exons 



OJ990518_04.9C17.C10 
+ . 

11743 

TBLASTX: Wheat 

11488 

107 



11099. .11194, 11101. .11175, 11150 .. 11230, 11318 114 88 , 
11344. .11412 



Seq. No. 37204 Seq. ID 

Gene No. 76425 Strand 

Start 9822 End 

Name OJ990518_04 . 9C17 . C10 . o3 . gp . Method . 

,Si,arJt„._,:_._.. 114 9.9„;__ „ __End .-. „ 

GX .* . ... J2.428479-." ".. _ :„Sc.ore _ 

Exons 11499.. 11743 

GI Descrip. 34 13481/emb | CAA07250 . 1 | 7.0e-18 (AJ006786) 
[Lycopersicon esculentum] 



OJ990518_04.9C17.C10 
+ 

11743 , 
AAT/GAP 

117.4 3.,; 

4 57.. 



serine protease 



Seq. No. 37205 Seq. ID 

Gene No. 76426 Strand 

Start 1 End 

Name OJ990518_04 . 9C17 . Cll . ol . np Method 

Start 1 End 

GI 4115929 Score 

Exons 1. .324 

GI Descrip. (AF118222) similar to the subtilase family of serine proteases 
(Pfam: PF00082, Score=48.3, E=2.3e-12, n=4) [Arabidopsis 
thaliana] gi | 4 5394 12 | emb | CAB4 004 5 . 1 | (AL049524) putative 
subtilisin-like protease ' [Arabidopsis thaliana] 



OJ990518_04.9C17.C11 
+ 

324 

AAT/NAP 

324 

151 



Seq. No. 
Gene No. 
Start 
Name' *; *" 
Start '." 

Exons" ' - 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37205 Seq. ID 

76427 . Strand 
5119 End 
OJ9905l8_04 9C17 ; Cll . o"2 : np * '■ Method ' 
5119 - End' 

1871182' ' " ' ' ' ■ Score' " 
5119... 514.1, ..5175. . 6127 . . ' •, ■ ' 

(U90439) phospholipase D. [Arabidopsis thaliana] 



OJ990518_04 . 9C17.C11 
+ 

6127. 

AAT/NAP * " : . 
6127. 

900 "'"' r ' 



37205 
76428 
1 

OJ990518_04 . 9C17.C11 .ol.gp 
1 

41928_1.R1084 
1..502 

, 3413481/emb|CAA07250.1| 5.0e-22 (AJ006786) serine protease 
[Lycopersicon esculentum] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990518_04;9C17.C11 
502 

AAT/GAP 

502 

996 



36802 




Seq. No. 


37205 








Seq. ID 


OJ990518_04 .9C17 


.Cll 


Gene No . 


76428 








Strand 






Start 


1 








End 


502 




Name 


OJ990518 04 


. 9C17 


.Cll.o2 


tm 


Method 


TBLASTX : Maize 




Start 


1 ~ 








" End 


302 




GI 


none 








Score 


356 




Exons 


1. .273, 1. . 


84, 3 


. .302 










Seq. No. 


37205 








Seq. ID 


OJ990518_04 .9C17 


.Cll 


Gene No. 


76428 








Strand 






Start 


1 








End 


502 




Name 


OJ990518 04 


.9C17 


Cll.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 ~ 








End 


273 




GI 


none 








Score 


166 




Exons 


1..210, 3.. 


209, 229.. 273 








Seq. No. 


37205 








Seq. ID 


OJ990518_04 . 9C17 


.Cll 


Gene No. 


76429 








Strand 






Start 


5179 








End 


6053 




Name 


OJ990518 04 


. 9C17. 


Cll.ol. 


tc 


Method 


TBLASTX: Cress 




..St a r_t 


.51.7.9, _ 


, — „ 


. 


, . . 


.... End 


.605.3 „ _ 




GI „„ . 


_ none, _ 


, „. '.^ 




. .. — „. 


_Sc.oxe, 


.13.3 




Exons 


5179 . . 5286, 


5323. 


.5373, 


5401. 


.5922, 5414. .5509, 5496.. 5 


397 , 




5632 . .5916, 


5910. 


.6053, 


5941. 


.6042 






Seq. No. 


37205 








Seq. ID 


OJ990518_04 . 9C17 


.Cll 


Gene No . 


76429 








Strand 






Start 


5179 








End 


6053 




Name 


OJ990518 04 


.9C17. 


Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5410 ~~ • 








End 


6030 




GI 


none 








Score 


110 




Exons 


5410. .5616, 


5683. 


.5919, 


5698. 


.5940, 5941.. 6030, 5946.. 6017 


Seq. No. 


37205 








Seq. ID 


OJ990518_04 . 9C17 


.Cll 


Gene No . 


76429 








Strand 






Start 


5179 








End 


6053 




Name 


OJ990518 04 


. 9C17. 


Cll.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


.5410 ~~ 








End 


6030 




GI 


none 








Score 


145 




Exons 


5410. . 5676, 


5677. 


.5940, 


5697. 


.5921, 5941. .6030, 5943.. 6017 


Seq'/ No . 


\ 37205*' . ; " 








• SeqV itf " 


6J990518_04 . 9C17- 


.-cir 


Gene No . 


7 6429 * •* 








Strand * 






'Start *" " ' " 


"' 51'79 " * 








End' * r " 


60'53"' ' " * 




-Name 


OJ990518 " 04' 


. 9C17. 


-Cll.oi; 


tw 


Method 


TBLASTX : Wheat 




Start 


5608 -~ 








"End 


6009 




GI 


none 








• Score 


242 




Exons 


5608 . . 5940, 


5682. 


.5924, 


5941. 


.6009, 5*946. .6008 




Seq. No. 


37206 








Seq. ID 


OJ990518_04 . 9C17 


C12 


Gene No. 


76430 








Strand 


+ 




Start 


1 








End 


3498 




Name 


OJ990518 04 


-9C17. 


C12.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2459 




GI 


1871182 








Score 


1060 




Exons 


1..163, 329 


. .476, 


580.. 751, 1360.. 1562, 


2169. .2459 





36803 



GI Descrip. (U90439) phospholipase D [Arabidopsis thaliana] 



Seq. No. 37206 
Gene No. 76430 
Start 1 

Name OJ990518_04 . 9C17 . C12 . ol . gp 

Start 373 

GI LIB34 34-051-P1-K1-A4 

Exons 373. . 606 

GI Descrip. ! 2252846 7.0e-12 (AF013293) Similar to phospholipase D 

[Arabidopsis thaliana] >gi_604 9888_gb_AAF02803 . 1_AF195115_23 
(AF195115) Similar to phospholipase D; F5I10.13 [Arabidopsis 
thaliana] 1 



Seq. ID OJ990518_04.9C17.C12 

Strand + 

End 3498 

Method AAT/GAP 

End 606 

Score 433 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37206 
76430 
1 . 

OJ990518_04.9C17.C12.ol.gs 

420 

none 



Seq. ID OJ990518_04.9C17.C12 

Strand + 

End 34 98 

Method GENSCAN 

End 34 98 

Score . 7 



420. .476,. 580. .741, 1365. .1562, 2169. .2345, 2386. .2475, 

„;.3.2.1.9..--JA.§5„„„ ^ i „■ 



Seq. No. 37206 

Gene No. 76431 

Start 2342 

Name OJ990518_04 . 9C17 . C12 . o2 . gp 

Start 2342 

GI uC-osflcypl73a01al 

Exons 2342.. 2859 

GI Descrip. 1 1871182 6.0e-10 (U90439) phospholipase D isolog [Arabidopsi 
thaliana] ' 



Seq. ID OJ990518_04.9C17.C12 
Strand 

End 2859 

Method AAT/GAP 

End '2859 

Score 961 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



Seq. No. 
r Gene" "No. 
Start. 
Name- 
Start 
GI 

Exons 



37206 
76432 
3083 

OJ990518_04 . 9C17 .C12.ol.tc 
62 

none 



Seq. ID OJ990518_04.9C17.C12 
Strand 

End 3508 

Method TBLASTX : Cress 

End 24 62 

Score 142 



62. .151, 63. .152, 66. .152, 326. .481, 327. .476, 579. .620, 
580. .756, 1371. .1565, 1376. .1558, 2158. .2244, 2166. .2450, 
2168.. 2206, 2168.. 2458, 2169.. 2462 



37206 " " Seq'. ID OJ990518_0"4 ; 9C17 ._C12 

'764 32'" ' ~" ' ■'■""■""Stfanci: * ~'" v * 7; " " ~- 

-3083 - '• - - - .. End ' 350.8 - 

OJ990518_04.9C17.C12.ol.tm . Method -TBLASTX : Maize 

62 End 734 

none Score " 80 

62. .139, 62. .145, 63. .149, 324. .476, 329 . . 475, ■ 329 . . 481, 

330. .476, 580. .705, 582. .617, 590. .721, 669. .734 



Seq. No. 37206 

Gene No. 76432 

Start 3083 ■ 

Name OJ990518_04 . 9C17 . C12 . o3 . ts 

Start 329 



Seq. ID OJ990518_04.9C17.C12 
Strand 

End 3508 

Method TBLASTX : Soybean 

End 1451 



36804 




pt 


none 








Score 


156 




Exons 


329.. 481, 330.. 476, 332 


4 ft 7 


577. .624, 580. .696, 582.. 


CQC 
D -7 J , 




1362. .1451, 


1376 


. .1450 










Seq. No. 


37206 








Seq. ID 


OJ990518_04 . 9C17 


.C12 


Gene No. 


76432 








Strand 








JvOO 








End 


3508 




Name 


O.TQQOSI ft 04 


QP1 7 


n 9 




Method 


TBLASTX: Maize 






1 "344 ~~ 








End 


1563 




P T 


none 








Score 


315 




IT 1 V /"\ T"1 0 


1344. .1562, 


1363 


. .1563, 


1 JUJ . 


.1560, 1364. .1561 




Seq. No. 


^7906 








Seq. ID 


OJ990518_04.9C17 


.C12 


Gene No. 


76432 








Strand 






C -1- -a v-+- 


3083 








End 


3508 




Name 




. 9C17 


C12 o2 

• V* X ,. <J^- 


. tw 


Method 


TBLASTX: Wheat 




Olal L 


1362 ~" 








End 


3294 






i.lOi ic 








Score 


213 




CjXvJIIo 


1 "369 1 SO^ 
1 JU^ . i 1 JUJ/ 


1 "^64 

1 JU4 


1 M 0 
• x j x u , 


1 ^6^ 

X J O J ■ 


.1520, 3235.. 3294 




oeq . jno . 


37206 








Seq. ID 


OJ990518_04.9C17 


.C12 


££n& ..Np..,,.-^.. 


7 64 ^9 








jSJ:rand_, 






staxt; • , 


^oft ^ 

. . . J.UjO V , _ .... 








, End". 


.3.5.0.8. ., _ 




jName 




qpi 7 


LIZ . OX 


. L S 


Method 


TBLASTX: Soybean 






1 4 ^9 _ 








End 


2465 




P T 


1 lux ic 








Score 


145 




C 1 V T** f 


1 4 R9 1 SfiR 

X 4 JZ • . J. JUJ/ 


1 4 

It JJ 


1 R^ft 
. 1 J JO / 


1 A £ Q 

x f± 0 y . 


.1561, 2166.. 2450, 2169.. 2465, 




917 4 94 Rft 

Z X / 1 • ( ^4 JO 














0 e q . in 0 . 


37206 








Seq. ID 


OJ990518_04.9C17 


.C12 


Gene No. 


7 64 ^9 








Strand 






Start 


OUOj 








End 


* 3508 




Name 


Pj.TQQO ^ 1 ft 0 4 


QPI 7 


\^ X z • ox 


. LW 


Method 


TBLASTX: Wheat 




Of 3 v- 4- 


1 R90 ~ 








End 


2474 




P T 
ux 


none 








Score 


65 




Exons 


1 con i eel 
1 JZU . . 1 JOl/ 


1 ^91 
X j Z X • 


1 69 
. X J DZ , 


1 CO/1 
X jZfi . 


.1565, 2166.. 2468, 2168.. 2473, 




2169. .2474 














Seq. No. 


^7 90 6 








Seq. ID 


OJ990518_04 .9C17 


.C12 


Gene No. 


7 64 ^9 








Strand 






Cf a v-+- 

0 lclx t 


^Oft ^ 

juo j 








End 


3508 




Name 


O.TQQO M ft 04 


qpi 7 


PI 9 o4 


4- m 


Method 


TBLASTX: Maize . 




otari 


■ 91 6 Q "" '"^ " 
z x 0 y 








End ~ 


24 8 6" ■'■*■".* " " z " 




bl 


none 








Score 


282 




Exons 


9 T6Q 94 ft 


•0*1 7'>r- 
z X / 4 . 


9 '4 ft 9" " 
. Z ft 0 Z . 


.... - ... 








0 e q . in 0 . 


37206 








Seq. ID 


.OJ990518._04.9C17 


.C1'2* 


Hpnp No 


76432 








Strand 






Start 


3083 








End 


3508 




Name 


OJ990518 04 


. 9C17. 


C12.o2 


np 


Method 


AAT/NAP 




Start 


3083 








End 


3508 




GI 


4903006 








Score 


242 




Exons 


3083. .3134, 


3223. 


.3508 










GI Descrip. 


(AB027458) ACE [Arabidopsis thaliana] 







gi|5903086|gb|AAD55644.1|AC008017_17 (AC008017) ACE [Arabidopsis 
thaliana] 



36805 



Seq. No. 


37206 








Seq. ID 


OJ990518 


_04. 9C17 


.C12 


Gene No. 


76432 








Strand 








Start 


3083 








End 


3508 






Name 


OJ990518 04. 


9C17 


. C12 . o2 


. tc 


Method 


TBLASTX: 


Cres s 




Start 


3095 ~~ 








End 


3404 






GI 


none 








Score 


53 






Rxons 


3095 3154. 


3103 


. . 3147, 


3220 


.3396, 3222.. 3404 






Seq. No. 


37206 








Seq. ID 


OJ990518 


J34 . 9C17 


.C12 


Gene No. 


76432 








Strand 








Start 


3083 








End 


3508 






Name 


OJ990518 04 . 


9C17 


. C12 . o2 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


3104 ~~ 








End 


3504 




GI 


none 








Score 


37 






F. x o n s 


3104 3142. 


3104 


3154 , 


3117 


.3146, 3212.. 3283, 


3220. .3504, 




3222. .3503 
















Seq. No. 


37206 








Seq. ID 


OJ990518 


04 . 9C17 


C12 


Gene No. 


76432 








Strand 








Start 


3083 








End 


3508 






Name 


OJ990518 04 


9C17 


.C12.o2 


tm 


Method 


TBLASTX: 


Maize 




Start - - 










End 


3494 






Ql ^ 


none 








Score 


„4.5._ _ 






Ex on s 


3116 3154. 


3117 


. . 3146, 


3220 . 


.3447, '3222. .3494 






Seq. No. 


37207 








Seq. ID 


OJ990518 


_04.9C17 


.C13 


Gene No. 


76433 








Strand 


+ 






Start 


888 








End 


1110 






Name 


OJ990518 04 


9C17 


.C13.ol 




Method 


GEN SCAN 






Start 


888 ~~ 








End 


1110 






GI 


none 








Score 


.95 






R vnn q 


888 1110 

WWW. * J- -L -1- \S 
















O C \^ . V*\J * 










Seq. ID 


OJ990518 


_04.9C17 


.C13 


Gene No. 


76434 








Strand 








Start 


325 








End 


883 






Name 


OJ990518 04. 


9C17 


.C13.ol. 


gp 


Method 


AAT/GAP 






Start 


325 








End ■ 


883 






GI 


4715772 . 








Score 


1039 






Exons 


325. .883 

















End 



Seq: No.. . 37208 

Gene" No.* "*"" -76435 -"■ ' 

Start ' ' 1 " 

NaW"'~ : . bl'. hp Method 

Start- - • 1 . • • -End- - 

GI . - 187118-2 Score 

Exons 1. .99, 412. .616, 834. .1072, 1158. .1226, 1307. .1412 

GI Descrip. (U90439) phospholipase D [Arabidopsis thaliana] 



Seq. ID. OJ990518_04.9C17.C14 
Strand "' - : " 

- ' 1412 - •• ' • - ; 

MT/NAT *- ; *■ : — — 

1412 .. ' --' ~ . 

905 • - - . ' 



Seq.. No. 37208 

Gene No. 76435 

Start 1 

Name OJ990518__04 . 9C17 . C14 . ol . ts 

Start 3 

GI none 
Exons 



Seq. ID OJ990518_04.9C17.C14 

Strand + 

End 1412 

Method TBLASTX : Soybean 

End 1411 

Score 108 



3. .101, 4. .105, 409. .606, 411. .554, 418. .633, 836. .940, 



36806 



841. .945, 953. .1057, 1043. .1078, 1158. .1202, 1304. .1411, 
1306. .1410 

Seq. No. 37208 Seq. ID OJ990518_04.9C17.C14 

Gene No. 76435 Strand + 

Start . 1 End 1412 

Name OJ990518_04 . 9C17 . C14 . o2 . tc ' Method TBLASTX : Cress 

Start 3 End" 1411 

GI none Score 165 

Exons 3. .95, 4. .99, 4. .96, 5. .103, 400. .603, 411. .602, 433. .603, 

1134. .1208, 1158. .1280, 1163. .1258, 1300. .1410, 1304. .1411, 
1306. . 1410 

Seq. No. 37208 ' Seq. ID OJ990518_04.9C17.C14 

Gene No. 76435 Strand + 

Start 1 End 1412 

Name OJ990518_04 . 9C17 . C14 . ol . gs Method GENSCAN 

Start 379 End 1226 

GI none Score . 97 

Exons 379.. 606, 824.. 1072, 1158.. 1226 

_SejuJNo^,. w .322.0,8 „„ : .". ; ™Ssq.,. I P_. . .OJ990.5 1.8_0 4. .JLC : 1 7^C1JL_ „ 

..Gkna.Na.." 7.64.3.51 ™ SjzraacL. _._±_ : _ _ 

Start ' 1 End 1412 

Name OJ990518_04 . 9C17 . C14 . o2 . tm Method TBLASTX : Maize 

Start 400 End 602 

GI none Score 104 

Exons 400. .591, 408. .497, 411. .602, 412. .591, 528. .602 

Seq. No. 37208 Seq. ID OJ990518_04.9C17.C14 

Gene No. 76435 Strand '+ 

Start 1 End 1412 

Name OJ990518_04 . 9C17 . C14 . ol . gp Method AAT/GAP 

Start 409 End 1412 

GI 41422_1.R1084 Score 1168 

Exons 409. .606, 824. .1072, 1158. .1226, 1307. .1412 

GI Descrip. ' 606964 3/dbj i AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 

Seq. No. 37208 Seq. ID OJ990518_04.9C17.C14 

Gene No. 76435 Strand + 

Start . _ 1 . . ... End ./ -.1412 

Name ■" ' ' // " ■*OJ9?05l8_04v 9C17 .CI 4 Vol', tm " :: Method ':' TBLASTX : Maize"" /r *■ * ' " : ." 
Start- '817" ^ " : End ' "1411 ' v '-- r ''" ' 

"GI" none"" "*" * * ""Score" 4"24 * " 

Exons-: . . - 8 17 .. 1077, .824.. . 1078 ,- 1154 . .-1258 ,. 1156 . .-1251, --1L58 .. 1280, '.' 

; ' 1234 , .1404, 1304.". 1411, 1-306'. . 14 04 - . ' ■ - • . 

Seq. No. 37208 Seq. ID OJ990518_04.9C17.C14 

Gene No. 76435 Strand + 

Start 1 End 1412 

Name OJ990518_04 . 9C17 . C14 . ol . tc Method TBLASTX : Cress 

Start 841 End 1080 

GI none Score 319 

Exons 841.. 1080, 842.. 1075 

Seq. No. 37209 Seq. ID OJ990518_04.9C17.C17 



36807 



Gene No. 76436 Strand 

Start 181 End 245 

Name OJ990518_04 . 9C17 . C17 . ol . gp Method AAT/GAP 

Start 181 End 245 

GI LIB3477-003-P1-K1-E9 Score 79 
Exons 181.. 245 

GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 37210 Seq. ID 

Gene No. 76437 Strand 

Start 3 End 

Name OJ990518_04 . 9C17 . C22 . ol . gs Method 

Start 3 End 

GI none Score 

Exons 3. .140, 257. .438 

Seq. No. 37211 Seq. ID 

Gene No. 76438 Strand 

Start 62 ' End 

JName, _ , OJ9?0518_0 4^§QU^Z3_.„Ql^gs_ _ ,Me t hod 

Start.. „,..._ .62. : ... : .^io.d 

GI none Score 

Exons 62.. 121, 697.. 870 



OJ990518_04.9C17.C22 
+ 

438 

GENSCAN 

438 

.4 



OJ990518 04.9C17.C23 



870 

SEN SCAN' 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37212 Seq. ID OJ990518_04.9C17.C24 

76439 Strand 

25 End 2861 

OJ990518_04 . 9C17 . C24 . ol . np Method AAT/NAP 

25 End 2861 

119714 Score 169 

25. .471, 504. .880, 2720. .2861 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 821.69 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

' Exdn s 



37213 Seq. ID 

76440 Strand 

145 End 
OJ990.518__04 . 9C17 . C25 . ol . gs Method 

• 14 5 "7 ' •'• ' v , " : - " ;"End' 

none . ' ' *. " • Score 

14 5': . 601 ; -' ' " • • • • ; ■ r : • 



OJ990518_04.9C17.C25 
+ 

601 

GENSCAN . 

601 7 : . -■ V-"-":. - 

. 62 ■ ^ • 



Seq. No. -37214 ■ Seq. ID 

Gene No. . 76441 Strand 

Start 372 End 

Name OJ990518_04 . 9C17 . C30 . ol . gs Method 

Start 372 - End 

GI none Score 

Exons 372 . .486 



OJ990518_04 . 9C17.C30 
486 

GENSCAN 

486 

.69 



Seq. No. 
Gene No. 
Start 



37215 
76442 
425 



Seq. ID 

Strand 

End 



OJ990518 04.9C17.C34 



1147 



36808 




Name 


OJ990518 


04 . 9C17 .C34 . 


,ol 


. as 


Method 


GENSCAN 








Start 


425 








End 


1147 








GI 


none 








Score 


.5 








Exons 


425. .559, 


1079. . 1147 
















Seq. No. 


37216 








Seq. ID 


OJ990518_ 


04. 


.9C17 


.C35 


Gene No. 


76443 








Strand 


+ 








Start 


316 








End 


573 








Name 


OJ990518 


04.9C17.C35. 


ol 


. as 


Method 


GENSCAN 








Start 


316 








End 


573 








GI 


none 








Score 


.94 








Exons 


316. .573 


















Seq. No. 


37217 








Seq. ID 


OJ990518_ 


04, 


. 9C17 


.C37 


Gene No. 


76444 








Strand 










Start 


118 








End 


831 








Name 


OJ990518 


04.9C17.C37. 


ol 


. as 


Method 


GENSCAN 








Start 


118 








End 


831 








GI 


none 








Score 


.59 








Exons 


118. .231, 


718. .831 
















,&e^,. : JiQ, ? .„; 




„~ „ _„™, -~ -„ 




p 


Seq. ID 


OJ99051J 






.C39 


Gene. No.. 


.... 7.64 4 5 


' -~ — 






-...Strand _ 


+ . _ 







— .., 


Start 


84 








End 


.4*83 








Name 


OJ990518 


04 .9C17 .C38. 


ol 


. as 


Method 


GENSCAN 








Start 


84 - 








End 


483 








GI 


none 








Score 


. 45 








Exons 


84 . . 305, 


401. .483 
















Seq. No. 


37219 








Seq. ID 


OJ990518_ 


04. 


. 9C17 


.C40 


Gene No. 


76446 








Strand 


+ 








Start 


200 








End 


338 








Name 


OJ990518 


04 . 9C17 .C40. 


ol 


. as 


Method 


GENSCAN 








Start 


200 








End 


338 








GI 


none 








Score 


.74 








Exons 


200. .338 


















Seq. No. 


37220 








Seq. ID 


OJ990518_ 


04, 


.9C17. 


.C43 


Gene No. 


76447 








Strand 










Start 


86 








End 


360 








Name 


OJ990518 


04 . 9C17 .C43. 


ol 


. as 


Method 


GENSCAN 








Start 


86 . . ~ 








End 


360 








GI " v ' " 


none " " 


- ' r .. ■* 






' "Score 


98 ' 




■r~ rr\ 




Exons 


86'. . 36'6 








• - - - - 





■ :-. 


' 

— 




Seq. No.'. . " 


' : '37 221 • 








Seq. ID. 


; OJ9905L8_ 


04. 


. 9C17 


.C4 5 


Gene No. 


76448 








' Strand 










Start 


501 








End 


869 








Name 


OJ990518 


04 . 9C1T.C45 . 


ol 


. as 


Method 


GENSCAN 








Start 


501 








End 


869 








GI 


none 








Score 


.41 








Exons 


501. .694, 


732. .869 
















Seq. No. 


37222 








Seq. ID 


OJ990518_ 


04, 


.9C17. 


.C46 


Gene No. 


76449 








Strand 


+ 








Start 


4 








End 


2269 








Name 


OJ990518 


04.9C17.C46. 


ol 


.gs 


Method 


GENSCAN 









36809 



Start 


4 


End 


2269 




GI 


none 


Score 


.68 




Rvnn q 


4 194. 257 426 1713 1906 


2159. .2269 




Seq. No. 


37223 


Seq. ID 


OJ990518_04.9C17, 




Gene No. 


76450 


Strand 


+ 




Start 


1 


End 


'476 




Name 


OJ990518 04.9C17.C51.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


476 




GI 


4200338 


Score 


407 




Pynn *=; 


1..476 








GI Descrip. 


(Y17277) P69C protein [Lycopersicon esculentum] 




Seq. No. 


37223 


Seq. ID 


OJ990518_04.9C17. 


C51 


Gene No. 


76450 


Strand 


+ 




Start 


1 


End . 


476 




Name 


OJ990518 04.9C17.C51.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 






GI 


none 


Score 


621 




Rxnn 

1—t \*s 1 i 


3. .467, 3. .95, 26. .442, 285.. 


467 






Jlej3^No.,._;_ 


_ 3722.3 , 


„§e.q.,,.,ID... 


... Q^990^5J8^4^9X:i7,, 


.0.5.1, 


_G<sne_..^Q. 


„ .7.6 4.5 Q. :. , , . 1 


...Strand..... , 


+_„ 





Start 


1 


End 


476 




Naine 


OJ990518 04.9C17.C51.ol.tc 


Method 


TBLASTX: Cress 




Start 


6 


End 


476 




GI 


none 


Score 


316 




Evon *=; 

J_J *\ \J HO 


6. .365, 32. .343, 365. .472, 372. .476 






Seq. No. 


37223 


Seq. ID 


OJ990518_04.9C17. 


C51 


Gene No. 


76450 


Strand 


+ 




Start 


1 


End 


476 




Name 


OJ990518 04.9C17.C51.ol.ts 


Method 


TBLASTX : Soybean 




Start 


6 


End 


476 




GI 


none 


Score 


281 




IT von q 


6. .365, 32. .397, 375. .476, 375. .476 






ij C ^ ■ LN • 


37223 


Seq. ID 


OJ990518_04.9C17. 


PCI 


Gene No . 


76450 


Strand 


+ 




Start 


1 


End 


476 




Name 


OJ990518 04.9C17.C51.ol.gp 


Method 


AAT/GAP 




Start 


42 


End 


445 




GI ' " ' 


; 163175-2 *"- ' ' : " ■ ; 


Score ** 


;71T ; 




F.xon ^ * 

i—l £\. HO 


42. .445 " •.' " ' - . ' 






.- : ■' 


GI npsrri n 


' 4 20'0338/emb l CAA7 67261 A' 7 0 e -2 8 


(Y1727 7)" 


P69C"' protein" * 


— 




' [Lycopersicon esculentum] 








Seq. No. 


37223 


.Seq. ID 


OJ990518__04.9C17. 


C51 


Gene No. 


7 64 50 


Strand 


4- 




Start 


1 


End 


476 




Name 


OJ990518 04.9C17.C51.ol.gs 


Method 


GENSCAN 




Start 


75 


End 


412 




GI 


none 


Score 


. 62 




Exons 


75. .412 








Seq. No. 


37223 


Seq. ID 


OJ990518_04.9C17. 


C51 


Gene No. 


76450 


Strand 


+ 





36810 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990518_04 . 9C17 . CSl . ol . tw 

■1-83 

none 

183. .368, 191. .367, 270. .377 



End 

Method 

End 

Score 



476 

TBLASTX: Wheat 

377 

183 



37224 
76451 
1 

OJ990518_04 . 9C17.C52.ol.np 
1 

6539558 
1. .751 

(AP000836) Similar to putative polyprotein (AC006248) [Oryza 
sativa] 



Seq. ID OJ990518_04.9C17.C52 
Strand 

End 751 

Method AAT/NAP 

End 751 

Score 777 





Seq. No. 


37224 






Seq. ID 


OJ990518_04.9C17 


.C52 




Gene No. 


76451 






Strand 








o Lai u 


i 

-L 








751 






Name 


n tq on ^ i ft 


HA QP1 1 pc:o ^ i 


. LIU 


Method 


TBLASTX: Maize . 








p ~ 

o 






T-» T -, 

bna 


298 






CI 

, ,„>3 1- ... „ . - .. ......... 


none t 






S.g„Qre_„__^ 


■52 




.= tSL. 


Exons „. , . , 


ft Q7 Q 


1 f)1 ft R OQA 


ft £ 


<c y.o . _ . 






Seq. No. 


37224 






Seq. ID 


OJ990518_04.9C17 


.C52 




Gene No. 


76451 






Strand 






f 1 1 


O Lai L 


X 








751 






Name 


r> TQQH Rift 


Ufl . / . LjZ .Ol 


. L.S 


Method 


TBLASTX: Soybean 




% 


o Ldl L 


O — 
0 








267 






o J. 


none 






Score 


86 








ft QA ft F 

O • ■ _/ 1 , OJ 


..ZD/, OD. . Z jo 










ru 


Seq. No. 


37224 






Seq. ID 


OJ990518_04 . 9C17 


.C52 




Gene No. 


76451 






Strand 








Start 


1 






End 


751 






Name 


OJ990518 


04.9C17.C52.ol 


gs 


Method 


GENSCAN 






Start 


108 






End 


618 






GI 


none 






Score 


.66 






Exons 


108. .618 














Seq. No. 


37224 






Seq. ID 


OJ990518_04. 9C17 


.C52 




Gene No. 


76451 






Strand 








Start : 'V""\ 


1 






End" ; 


7 5 1 : r: " " ' 






Name 


OJ990518 


04.. 9C17.C52.61 


tw 


Method 


TBLASTX': Wheat" ' 






Start" -~ " 


" 12*7"".. 






~" "End 


675 -■• - -- -- " 






GI , - 


".- none 






Score 


51 • ' .. .-- . ' 






Exons 


• ' 127. ..273, 


127V. 3'96, 167. 


.307 


, 454.«. 570, 


'580.. -675 






Seq. No. 


37224 






Seq. ID 


OJ990518__04 . 9C17 


.C52 




Gene No. 


76451 






Strand 








Start 


1 






End 


751 






Name 


OJ990518 


04. 9C17.C52.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


361 






End 


636 






GI 


none 






Score 


196 






Exons 


361. . 636, 


460. .540 












Seq. No. 


37224 






Seq. ID 


OJ990518_04. 9C17 


.C52 



36811 





Gene No. 


76451 




Strand 










i 

X 




HiiHX 


7 M 
/ D ± 






Name 


O.TQQOMff 04 QP1 7 PR9 o? 


. I. Ill 


rJcLIlOa 


1 £3 Xi/io 1 A . via. X Z e 








^7Q ~~ 






D D y 






PT 

kjX 


none 




Score 


S7 






TT V O T"l Q 
Li AU1 1 O 


■^79 SR? 401 Sft^ SftO 


669 










Seq. No. 


37225 




.Seq. ID 


OJ990518_04.9C17 


.C54 




Gene No. 


76452 




Strand 








O Lai L 








1 0 R7 

X U D f 






Name 


PiTQQORIQ 04 QP1 7 PR4 nl 


• CJS 




P TT M C P Z\ M 






D Ldl L 


.? X 






Q 7 4 
V D H 






P T 
taX 


none 




Score 


1 
X 






Tj 1 V /"ST"! O 


Q1 4 Qft ^7 R Q^4 

"1 . . *i Z?0 f DID, .Z/Jfl 












O C . LN U . 


'MOO S 




q PfT t n 
oclj • x u 


PlTQQORIP 04 QP1 7 


PR4 
. \~>D ft 




Gene No. 


76452 




Strand 








Start 


91 




End 


1057 








OJ990518 04.9C17.C54.ol 


.np 


Method 


AAT/NAP 






Of a 


97 




End 


1057 






VjX 


6856103 




Score 


490 






.„ J^KOllp^ , ^ . 


9JL.^.A53.,_5<5Q_. , 1057__ 










r ™ 


PT Hq epr i t™\ 
.. b,i.„.UcbCrip„, 


(AFX5.9229L glutathione. _S-tr ( ans.feras.e . 


[jSos sypium ..h.ixj5.u.tym]_. 




oeq. iNO . 


37225 




Seq. ID 


OJ990518_04.9C17 


.C54 


r -~ 


Gene No. 


76452 




Strand 






?\i 


Start 


91 




End 


1057 






Name 


OJ990518 04.9C17.C54.ol 


. tm 


Method 


TBLASTX: Maize 




fl 


o Ldx L. 


121 




End 


865 




5 . s 


PT 
vjX 


none 




Score 


256 






T7 1 \r r-^i o 
CjAUI 1 O 


121. .402, 131. .397, 303 


■ .407, 


572. .65 


3, 575. .652, 665.. 


814, 


FLJ 




666. .788, 815. .865 












Seq. No. 


37225 




Seq. ID 


OJ990518_04.9C17 


.C54 




Gene No. 


76452 




Strand 








O Ldl L 


91 




End 


1057 




lis 


Name 


OJ990518 04..9C17.C54.O2 


. ts 


Method 


TBLASTX: Soybean 






O LdX L- 


131 




End 


435 




f ^ 


PT 
oX 


none 




Score 


135 




~ sr. 




131. .376, 136. .435 












Qqh NI o 
ocij. Ln O . 


37225 




Seq. ID 


OJ990518_04 .9C17 


.C54 




" Gene No. 


*76452 ■ - 




'Strand ■ 








Start " " ; " 


91 .. • :" • •• 




End 


1057 .'" ' ' ' 






Name 


"* OJ990518' 04T9C17 .'C547or 


.*tw 


"Method 


' TBLASTXTWhea"t" *"* : ' 






O LciX L 


265 ■ ■ - • ' - 




End - 


862 •. " :- 






r,T 

\j ± 


- none 




Score ' 


69 






C 1 v /"\ r^i o 
III X(Ji 1 O 


265. .486, 277. .381, 572 


. .646, 


573. .647, 576. .656, 665.. 


311, 






666. .779, 818. .862 












Sea No 


37225 




Seq. ID 


OJ990518_04 . 9C17 


.C54 




Gene No. 


76452 




Strand 








Start 


91 




End 


1057 






Name ' 


OJ990518 04.9C17.C54.ol" 


. tc 


Method 


TBLASTX: Cress 






Start 


313 




End 


889 






GI 


none 




Score 


107 






Exons 


313.. 378, 575.. 658, 656 


. .889, 


672. .78? 


3 





36812 




Seq. No. 


37225 


Seq. ID 


OJ990518_04.9C17 


.C54 


Gene No . 


76452 


Strand 






Start 


91 


End 


1057 




Name 


OJ990518 04 9C17 C54 ol ts 


Method 


TBLASTX • Sovbean 




Start 


545 ~~ 


End 


889 




GI 


none 


Score 


37 




Exons 


545. .649. 561 650, 665. .814, 


666. . 779 


, 815 889 




Seq. No. 


37226 


Seq. ID 


OJ990518_04.9C17 


.C56 


Gene No. 


76453 


Strand 


+ 




Start 


1 


End 


1230 




Name 


OJ990518 04.9C17.C56.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1230 




GI 


1871182 


Score 


514 




Exons 


1..302, 720. .836, 1149. .1230 








GI Descrip 


(U90439) phospholipase D [Arabidopsis 


t haliana ] 




Seq. No. 


37226 


Seq. ID 


OJ990518_04 . 9C17 


.C56 


Gene No. 


7 64 53 


Strand 


+ 




Start 


1 


End 


1230 




Name 


,„^jmo^.^ ; 


„J4eJ:iiod____ 


TBLASTX • Cress 




. 5. tar. t. '_•„.;.._.' .J 






10.2.9 ; 




GI 


none 


Score 


66 




Exons 


1..135, 2. .157, 2. .157, 6. .182, 6. .176 


, 170 . . 313, 201 


302, 






721. .840 


. 722 838, 934 


1029 


Seq. No. 


37226 


Seq. ID 


OJ990518_04.9C17 


.C56 




76453 


Strand 


+ 




Start 


1 


End 


1230 




Name 


OJ990518 04.9C17.C56.ol.tm 


Method 


TBLASTX ■ Maize 

X X-J XJilkJ X x * ■ 1 IkJL -X. £j ^ 




Start 


2 


End 


830 




GI 


none 


Score 


182 




Exons 


2. .154, 3. .200, 6. .179, 201.. 


290, 206. 


.277, 720 . . 830 




Seq. No. 


37226 


Seq. ID 


OJ990518J34.9C17 


■ C56 


Gene No . 


76453 


Strand 






Start 


1 


End ; 


1230 




Name 


* OJ990518 04.9C17.C56.ol.tw ■ 


Method 


TBLASTX • Wheat 




Start 


2 


End 


269 




GI 


none 


Score 


194 




Exons 


2.. 184, 3.. 200, 201.. 269, 206 


. .268 




— 


Seq. No. -■* 


37226 -• : - " ' " • 


Seq. ID ; 


OJ990518_04. 9C17' 


.C56 


Gene' No • 


" 76453 . ' ~" " " 


Strand" v 






Start - ■ 




End 


-1230 " ■" ' ' 




Name 


OJ990518 04.9C17.C56.ol.ts • 


Method 


TBLASTX: Soybean 




Start 


3 


End 


803 




GI 


none 


Score 


176 




TP, v o n c; 


3. .200, 8. .181, 201. .290, 203 


..277, 720. .803 




Seq. No. 


37226 


Seq. ID 


OJ990518_04.9C17 


.C56 


Gene No. 


76453 


Strand 


+ 




Start 


1 


End 


1230 




Name 


OJ990518 04 .9C17.C56.ol.gs 


Method 


GENSCAN 




Start 


66 


End 


836 




GI 


none 


Score 


.55 





36813 




Exons 66. .148, 179. .302, 720. .836 

Seq. No. 37227 Seq. ID OJ990518_04.9C17.C57 

Gene No. 76454 Strand 

Start 1 End 1962 

Name OJ990518_04 . 9C17 . C57 . ol . np Method AAT/NAP 

Start 1 End 1962 

GI 4903006 Score 654 

Exons 1..113, 206. .799, 1780. .1962 

GI Descrip. (AB027458) ACE [Arabidopsis thaliana] 

gi|5903086|gb|AAD55644.1|AC008017_17 (AC008017) ACE [Arabidopsis 

thaliana] 

Seq. No. 37227 Seq. ID OJ990518_04.9C17.C57 

Gene No. 76454 Strand 

Start 1 End 1962 

Name OJ990518_04 . 9C17 . C57 . ol . gs Method GENSCAN 

Start 33 End 1515 

GI none Score .81 

Exons 33. .127, 214. .677, 696. .853, 938. .1072, 1513. .1515 

—Ss.q.wH.Q.-- - 37.2.27 ____ Seq ,__I D_ 0 J 9 9 Q.5 1 8_Q 4^9<C1 jL£]iZ„: 

...Gene... No. ;^„7.6.4 55 _ ; Strands. .. 

Start 2866 End ' 2965 

Name OJ990518_04 . 9C17 . C57 . ol . tm Method TBLASTX : Mai ze 

Start 1 End 799 

GI none Score 69 

Exons 1..126, 3. .125, 215. .655, 219. .626, 729. .791, 731. .799 



Seq. No. 


37227 






Seq. ID 


OJ990518 


_04 . 9C17 


.C57 


Gene No. 


76455 






Strand 








Start 


2866 






End 


2965 






Name 


OJ990518 


_04.9C17.C57 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


1 






End 


619 






GI 


none 






Score 


74 






Exons 


1. .117, 


3. .113, 212. 


.619, 294 


. .617 








Seq. No. 


37227 






Seq. ID 


OJ990518 


_04 . 9C17 


■ C57 


Gene No. 


76455 






Strand 








Start 


2866 






End 


2965 






Name 


OJ990518 


_04.9C17.C57 


.ol. tc 


Method 


TBLASTX: 


Cress 




Start . 


3 






End 


520 






Gi '.: 


■ none* 






Score • 1 


19? *; . 






Exons 


3. .92, "8 


1. .137, .209. 


.520,' 210 


. .509 








Seq. - No. 


.-37227'. 






Seq, - ID ■- 


•-OJ 9 90 51 8 


-04 . 9C17 


. C57 


Gene": No. 


■7 6455 






Strand 








Start 


2866 






End 


2965 






Name 


OJ990518 


_04.9C17.C57 


.o2. tc 


Method 


TBLASTX': 


Cress 




Start 


521 






End 


832 






GI 


none 






Score 


102 






Exons 


521. .673 


, S22..626, 


686. .832, 


738. .824 








Seq. No. 


37227 






Seq. ID 


OJ990518 


_04 . 9C17 


.C57 


Gene No. 


76455 






Strand 








Start 


2866 






End 


2965 






Name 


OJ990518 


_04.9C17.C57 


.ol.gp 


Method 


AAT/GAP 







36814 




Start 


2866 








End' 


2965 






GI 


4715772 








Score 


136 






Pynn s 

Hi 1 1 


2866. .2965-.. 
















Seq. No. 


37228 








Seq. ID 


OJ990518 


JD4.9C17. 


C58 


Gene No. 


76456 








Strand 


+ 






Start 


7186 








End 


8818 






Name 


OJ990518 04. 


9C17 , 


,C58.o3. 




Method 


AAT/GAP 






Start 


6948 ~ 








End 


7942 






GI 


571953 








Score 


722 






Exons 


6948 . . 7292, 


7884 . 


, .7942 












Seq. No. 


37228 








Seq. ID 


OJ990518 


J)4.9C17. 


C58 


Gene No. 


76456 








Strand 


+ 






Start 


7186 








End 


8818 






Name 


n TQQO M ft ClA 


qpi 7 


PRfi o^ 


gs 




\3 Cj LN O ^rlLN 






Start 


7186 ~ 








End 


8818 






GI 


none 








Score 


.75 






Exons 


7186. .7292, 


7884 . 


, .8145, 


8278 . 


.8477, 8! 


565. .8752, 


8808 . . Bt 


i 18 


Seq. No. 


. 37228 








Seq. ID 


OJ990518 


JM.9C17. 


C58 


_Qene„,No^. _ 


., . 76457 








Strand 


+ 






Start -—- - ... 


93.3 2_ 








.End.. 


_..9X65. 






Name 


OJ990518 04. 


9C17 . 


, C58 . o4 . 


an 


Method 


AAT /GAP 






Start 


9332 ~~ 








End 


9765 






GI 


none 








Score 


797 






LpJ \*s X 1 w 


9332 . . 9765 
















Seq. No. 


37228 








Seq. ID 


OJ990518 


_04.9C17. 


C58 


Gene No. 


76458 








Strand 








Start 


1 








End 


200 






Name 


OJ990518 04. 


9C17 . 


C58. ol. 




Method 


AAT/GAP 






Start 


1 ~~ 








End 


200 






GI 


4715772 








Score 


370 






Exons 


1 . . 200 
















Seq. No. 


37228 








Seq. ID 


OJ990518 


_04 .9C17. 


C58 


Gene No. 


76459 








Strand 








Start 


213 








End 


810 






Name 


OJ990518 04. 


9C17. 


C58.ol. 


as 


Method 


GENSCAN 






Start 


213 








End 


810 






GI 


■ none 








Score 


. . 74 ■= 






Exons 


• , 213. - ? 334,./ 399:. 519, 599. 


. 810 










' SeqT'NbT' ^ 


' " "37228"" '•" 








'Seq. ID 


■OJ9"90'5T8; 


"CT4:B"C17TC5"8 t ' 


■ Gene No..'. 


: . -7 64 5 9 : . 








"Strand 








Start • 


• *213 








•End 


810 






Name 


OJ990518 04. 


9C17. 


C58.o2. 


an 


Met h or! 


AAT /GAP 






Start 


240 








End 


690 






GI 


1632176 








Score 


715 






F 1 von q 


240. . 690 
















Seq. No. 


37228 








Seq. ID 


OJ990518 


_04 . 9C17. 


C58 


Gene No. 


76460 








Strand 








Start 


10195 








End 


14292 






Name 


OJ990518 04. 


9C17. 


C58.o3. 


tm 


Method 


TBLASTX : ] 


Maize 




Start 


380 








End 


666 







36815 




GI 


none 






Score 


184 


Exons 


380. .664, 499. .666 








Seq. No. 


37228 






Seq. ID 


OJ990518_04 . 9C17 .C58 


Gene No. 


76460 






Strand 




Start 


10195 






End 


14292 


Name 


OJ990518 04 


.9C17.C58.o2 


. tc 




TRT.A9TY 'PrpqQ 
i. DJjnO 1 /\ . LI coo 


Start 


509 






End 


666 


GI 


none 






Score 


116 


Exons 


509. .613, 511. .666 








Seq. No. 


37228 






Seq. ID 


OJ990518_04.9C17.C58 


Gene No. 


76460 






Strand 




Start 


10195 






End 


14292 


Name 


OJ990518 04 


.9C17.C58.o3 


. t s 


Mp» f~ Yi nH 


TRT.A9TY * ^nvhpan 


Start 


511 






End 


663 


GI 


none 






Score 


130 


Exons 


511. .663, 512. .658 








Seq. No. 


37228 






Seq. ID 


OJ990518_04 . 9C17 .C58 


Gene No. 


76460 






Strand 




J3tart„. _ _ _ 


101 95 


„ ^ 




End 


14292 


Name 




„.9C17.,CJ58...q.1. 






TRT AQfY 'Prp^Q 
_ 1 OJjnO .. „ A , 


Start 


7876 






End 


ft 1 71 ' 

OIL / 


GI 


none 










Exons 


7876. .8127, 


' 7881. .8120 








Sea No 


37228 






Seq. ID 


OJ990518_04 . 9C17 .C58 


Gene No. 


76460 






Strand 




Start 


10195 






End 


14292 


Name 


OJ990518 04 


. 9C17.C58.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


7876 






End 


8643 


GI 


none 






Score 


440 


Exons 


7876. .8145, 


7876. .8145, 


7881 . 


.8147, 8271. .8477, 8272. .8475, 




8275. .8514, 


8277. .8510, 


8565 . 


.8639, 8566. .8643 


Seq. No. 


37228 






Seq. ID 


OJ990518_04 . 9C17.C58 


Gene No. 


76460. 






Strand 




Start 


10195 






End 


14292 


Name 


OJ990518 04, 


.9C17.C58.o2. 


t s 


Method 


TBLASTX : Soybean 


Start 


7876 






End 


8121 


GI 


none 






Score 


286 


Exons * 


• 7876-. .8121, 


7881. .8120 








Seq 1 No T 


"" "' ""37228 ' - 




r ■_ - — 


Seq".' " I'D"'" 


~OJ99'05T8_0~4v 9CI 7YC5 : 8 


Gene No. ■ 


• 76460 ' " . \ 






Strand • 




Start. 


10195 






End 


14292 


Name 


OJ990518 04. 


.9C17.C58.ol. 


ts 


Method 


TBLASTX: Soybean ' 


Start 


" 8272" 






End 


9463 


GI 


none 






Score 


90 


Exons 


8272. .8397, 


8344. .8475, 


834 4. 


.8508, 8565. .8714, 8566. .8748, 




9190. . 9462, 


9191. .9463 








Seq. No. 


37228 






Seq. ID 


OJ990518JD4 . 9C17.C58 


Gene No. 


76460 






Strand 




Start 


,10195 






End 


14292 


Name 


OJ990518 04, 


. 9C17.C58.o2. 


tm 


Method 


TBLASTX: Maize 



36816 




Start 


8643 




End 


94 63 






GI 


none 




Score 


167 






Exons 


8643. .8729, 8644. .8754, 


9147 


..9341, 9151. .9453, 


9176. .9463, 




9176. .9463 












Seq. No. 


37228 




Seq. ID 


OJ990518 


_04.9C17 


.C58 


Gene No. 


76460 




Strand 








Start 


10195 




End 


14292 






Name 


OJ990518 04.9C17.C58.o4. 


gs 


Method 


GEN SCAN 






Start 


10195 




End 


14292 






GI 


none 




Score 


.64 






Exons 


10195. .10811, 11986. .12178, 


13341. .14091, 14220 


. . 14292 




Seq. No. 


37229 




Seq. ID 


OJ990518_ 


_04 . 9C17 


.C60 


Gene No. 


76461 




Strand 


+ 






Start 


793 




End 


857 






Name 


OJ990518_04 . 9C17 . C60 . ol . 


gs 


Method 


GENSCAN 






Start 


793 




End 


857 






GI 


none 




Score 


.58 






Exons 


793. .857 












Seq. No. 


37230 




Seq. ID 


■OJ9205JL8 


04 . 9C17 


.C62 


..G.eJxe„..N,o.... 


.16.4.6 2....: - I'.„VL _ 




Str_a,nd_ 


.„+_; t " 






Start 


462 




End 


1052 






Name 


.OJ990518 04.9CL7.C62.ol. 


np 


Method 


AAT/NAP 






Start 


. 462 




End 


1052 






GI 


6539588 




Score 


225 






Exons 


462. .771, 1031. .1052 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


37230 




Seq. ID 


OJ990518_ 


_04 . 9C17 


.C62 


Gene No. 


76462 




Strand 


+ 






Start 


462 




End 


1052 






Name 


OJ990518 04 . 9C17 .C62 . ol . 


gs 


Method 


GENSCAN 






Start 


489 




End 


715 






GI 


none 




Score 


.62 






Exons 


489. .715 












Seq. No. 


37231 • 




Seq. ID 


OJ990518_ 


04 . 9C17 


.C67 


Gene No. 


76463 




Strand 








Start 


1 




End 


195 






Name 


OJ990518 04.9C17.C67.ol. 


np 


Method 


AAT/NAP 






Start 


• 1 ' 




" End' " 


195 - - ■ 


. > ~" . . .V 




GI . 


2586082 




Score 


149 






Exons " * ~"*~' : 










.--.-V .-.-f--* • - 




GI --Descrip.. 


- -(U7272-5) -retrofit [Oryza 


longis'taminata]. 




- 


Seq. No. 


37232 




Seq-. ID 


OJ990518_ 


04 . 9C17 


.C70 


Gene No. 


76464. 




Strand 








Start 


140 




End 


458 






Name 


OJ990518 04.9C17.C70.ol. 


gs 


Method 


GENSCAN 






Start 


140 




End 


458 






GI 


none 




Score 


.98 






Exons 


140. .258, 449;. 458 












Seq. No. 


37233 




Seq. ID 


OJ990518_ 


_04.9C17 


.C72 


Gene No. 


76465 




Strand 


+ 







36817 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



96 



End 

Method 
End 
Score 



776 

AAT/GAP 
776 
990 



OJ990518_04 . 9C17.C72.ol . gp 
96 

13412_1.R1084 
96. .553, 650. .776 

1 4 996842/dbj I BAA78580 . 1 | 2 . Oe-32 (AB027501) Dcarg-1 [Daucus 
carota] 1 



37233 
76465 
96 

OJ990518_04. 9C17.C72.ol.gs 

197 

none 

197. .553 



Seq. ID OJ990518_04.9C17.C72 

Strand + 

End 776 

Method GENSCAN 

End 553 

Score .99 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 



.Exons..., 



37233 
76465 
96 

OJ990518_04 . 9C17.C72.ol.tm 

200 

.^none„. ; _ 



Seq. ID OJ990518_04.9C17.C72 
Strand + 

776 

TBLASTX: Maize 
772 

__39 : 



End 

Method 

End 

Score 



20 0 23.%... 2 ..5-&. -..A5.9.:,_2£JX. ....,4 6&,_ .420. .._._5 5.6 , „ A7.5^,l5.55.,_ <5 6a.., .21 Z,„. 

676. .771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37233 
76465 
96 

OJ990518_04 . 9C17.C72.ol.tw 

212 

none 

212. .460, 238. .459 



Seq. ID OJ990518_04.9C17.C72 

Strand + 

End 776 

Method TBLASTX : Wheat 

End 4 60 

Score 278 



37233 
76465 
96 

" OJ990518_04 . 9C17 .C72.ol.np 
224 

4914340 
224. .599 

(AC005489) F14N23.26 [Arabidopsis thaliana] 



Seq. ID OJ990518_04.9C17.C72 

Strand + 

End 776 

Method AAT/NAP 

End 599 

Score 312 



Seq. No. : 


: "37233"' 








.Seq'.*' ID' - 


OJ990518 


_04'."9Cl-7' 


;C72* 


Gene No . 


76465 








Strand 


+ 






Staff 


9'6 "■"** 








'End 


7T6 






Name - 


- QJ990518- 


04 . 9C17.C72 


.ol. 


tc :■ .. 


■ -Method- - 


TBLASTX : 


Cress 




Start 


239 ' 








End 


5'53 






GI 


none 








Score 


259 






Exons 


239. .469, 


'448. .549, 


470. 


.553, 


482. .553 








Seq. No. 


37233 








Seq. ID 


OJ990518 


_04 .9C17 


C72 


Gene No. 


76465 








Strand 


+ 






Start 


96 








End 


776 






Name 


OJ990518 


04.9C17.C72 


.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


239 








End 


568 




GI 


none 








Score 


240 






Exons 


239. .469, 


244. .462, 


448. 


.552, 


473. .568 









36818 



Seq. No. 


37234 


Seq. ID 


OJ990518 


_04.9C17.C75 


Gene No . 


76466 


Strand 


+ 




Start 


430 


End 


1500 




Name 


OJ990518 04 . 9C17 .C7 5.ol.gs 


Method 


GENS CAN 




Start 


430 ~~ 


End 


1500 




GI 


none 


Score 


. 91 




Exons 


430 . . 813, 846 . . 1500 








Seq. No. 


37235 


Seq. ID 


OJ990518 


_04.9C17.C79 


Gene No . 


764 67 


Strand 






Start 


274 


End 


459 




Name 


OJ990518 04 . 9C17 . C7 9 . ol . gs 


Method 


GENSCAN 




Start 


274 ~~ 


End 


459 




GI 


none 


Score 


. 91 




Exons 


274 . . 300, 367 . .459 








Seq. No. 


37236 


Seq. ID 


OJ990518 


_04.9C17.C81 


Gene No . 


76468 


Strand 


+ 




Start 


135 


End 


417 




Name 


OJ990518 04 . 9C17 .C81 . ol as 


Mpf hod 


GENSCAN 




_Start 


_135 ~ 


End 


417 


~ 1 


_;gi;. 


none _„ . „ ■ _ 


Score ^ 






Exons 


135.. 239,y 335. .417 








Seq. No. 


37237 ' 


Seq. ID 


OJ990428 


_07.9C10.C1 




764 69 


Strand 






Start 


134 


End 


898 




Name 


OJ9904 28 07. 9C10 . CI . ol . gs 


Met hod 


GENSCAN 

V-J J_J L^r h*J Villi 




Start 


134 ~~ 


End 


898 




GI 


none 


Score 


. 93 




Exons 


134. .229, 313. .474, 566. .898 








Seq. No. 


37238 


Seq. ID 


OJ990428_ 


_07.9C10.C2 


Gene No. 


76470 


Strand 


+ 




Start 


2170 


End 


8924 




Name 


OJ990428 07.9C10.C2 ol no 


Method 


AAT/NAP 




Start 


2155 ~~ 


End 


5444 




GI 


2586083 


Score 


1842 




Exons 


2155. .2567, 2640. .3889, 3962. 


.4921, 5068. .5444 




GI Descrip. 


(U72725) receDtor kinasp- likp 


protein 


[Oryza longistaminata] 


SeqV "No": ; 


37238 ' - • 


Seq. ID 


' OJ990428_ 


_07.9C10;;C2 ; 


Gene No. ' • : 


76470 - • • . 


Strand 


+ 




"Start""*" ' ,T 


"2*170"""' '""'~'* ■ 


End ". " 


8 924" 




Name- - 


• OJ990428 0-7- 9C10 C2 o2 as 


Method. 


. GENSCAN - 




Start 


2170 . ~ 


End 


8924 




GI 


none 


Score 


.76 




Exons 


2170 " 4921. 5068 5438 6149 


.6539, 6643. .6712, 


6731. . 6854, 




•7493 7727. 8845 8924 








Seq. No. 


37238 


Seq. ID 


OJ990428_ 


_07.9C10.C2 


Gene No. 


76471 


Strand 


+ 




Start 


11814 


End 


14288 




Name 


OJ990428 07.9C10.C2.o3.np 


Method 


AAT/NAP 




Start 


11814 


End 


14288 




GI 


6522592 


Score 


1363 





36819 



Exons 11814. .13561, 13634.. 14288 

GI Descrip. (AL133292) receptor protein kinase-like protein [Arabidopsis 
thaliana] 

Seq. No. 37238 Seq. ID OJ990428_07 . 9C10 . C2 

Gene No. 76472 Strand 

Start 582 End 1443 

Name OJ990428J37 . 9C10 . C2 . ol . gp Method AAT/GAP 

Start 582 End 1443 

GI 17718_1.R1084 Score 821 

Exons 582.. 788, 1167.. 1443 

GI Descrip. ' 6015437/dbj | AB008112 . 1 | AB008112 8.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No. 37238 Seq. ID 

Gene No. 76473 Strand 

Start 9890 End 10438 

Name OJ990428_07 . 9C10 . C2 . o2 . gp Method AAT/GAP 

Start 9672 End 10438 

GI 705_7.R10.84 Score 1323 

Exons . 9672.. 10438 



OJ990428 07.9C10.C2 



wheat 



.>gi^31036_.db.j_BMQ.7.1.5£_ . (J53.7..942J. protein ..H2B-.&..[Jxi.t.ipu5i,. .,, 
aestivum] 1 ^ ' 



Seq. No. 37238 Seq. ID 

Gene No. 76473 Strand 

Start 9890 End. 

Name OJ990428_07 . 9C10 . C2 . o3 . gs Method 

Start 9890 End 

GI none Score 

Exons 9890.. 10351 



OJ990428_07.9C10.C2 

10438 
GENSCAN 
10351 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37238 



Seq. No. 

* Gene ' No~ 
"Start- 
Name 
Start 
GI ' 
Exons 



76473 Strand 

9890 End 

OJ990428_07 . 9C10 . C2 . o2 . np Method 

9893 End 

3913804 Score 
9893. .10351 

HISTONE H2B.3 gi | 57 782 5 | emb | CAA4 958 4 | 
mays] 



Seq. ID OJ990428_07.9C10.C2 



37238 
76474 ' 
13004 
OJ9904 
2371 
none 
2371. . 
2389. . 
2524 . . 
2715. . 
2914 . . 
2989. . 
3271. . 
3325. . 



• 10438 
AAT/NAP 
10351 
683 . 

(X69960) H2B histone [Zea 



OJ990428 07.9C10.C2' 



28 07.9C10.C2.o2.tc 



2646, 
2643, 
2574, 
2948, 
3135, 
3141, 
3618, 
3636, 



2380. 
2392. 
2664. 
2716. 
2965. 
3007. 
3274 . 
3334. 



,2481, 2380, 

,2562, 2392. 

,2882, 2701. 

,2973, 2722. 

,3141, 2980. 

,3141, 3145, 

,3618, 3274. 

,3501, 3409. 



Seq'. ID 

Strand ■*■■"•'■." 

End ' .1.4 288-- . 

Method ' TBLASTX; 

End • 14286 

Score 118 
.2652, 2380.. 2583, 
.2652, 2392.. 2523, 
.2946, 2710. .2883, 
.2946, 2746. .2826, 
.3150, 2980. .3138, 
.3555, 3160. .3435, 
,3627, 3274. .3645, 
,3603, 3409.. 3648, 



Cress 



2383, 
2494 . 
2710. 
2910. 
2 980. 
3256. 
3298, 
3436. 



.2652, 
.2646, 
.2946, 
.3113, 
.3150, 
.3339, 
.3558, 
.3645, 



36820 



3447. , 

3643. . 

3646. , 

3666. . 

3769. . 

4672. . 

6347. . 

6443. . 

6657. . 

7295. . 

7696. . 

12063. 

12156. 

12405, 

12636. 

12651. 

12816. 

12939. 

12969. 

13188. 

13192. 
,11315:, 
,1331.8. 

13318. 

13372. 

13513. 



3635, 3474.. 3617, 3520. .3693 

3912, 3643.. 4050, 3645.. 3683 

3996, 3646. .4044, 3646. .3846 

3899, 3700.. 4044, 3732 

3960, 3841.. 4044, 3853 

4839, 4890.. 4922, 5067 

6550, 6347.. 6553, 6347 

6675, 6639 



6538, 6574, 
6845, 6660.. 6686, 6660. 
7375, 7387.. 7434, 7394, 



4043 
3915 
5177 
6547 
6839, 
6836, 
7432, 
7999, 



7728, 7868. .7957, 7979 
.12326, 12063. .12329, 12063. 
.12260, 12168. .12296, 12375. 



.12602, 12489. 

.12836, 12636. 

.12812, 12678. 

.12929, 12849. 

.13010, 12942. 

.13154, 12977. 



.12623, 12561. 

.12806, 12651. 

.12812, 12795. 

,12938, 12849. 

,12998, 12942. 

,13165, 13005. 



.13298, 13189. .13308, 13189. 

.13275, 13192. .13278, 13234. 

.13722, 13315. .13374;,, 13315. 

, 13.5 18.,,, 1 3.3 1.8 , 1 3.6 6.8.,.. .1.33.1 8 . 

.13722, 13322. . 13348, 13336. 

.13560, 13420. .13740, 13441. 

.13716, 14155. .14229, 14254. 



3525. 

3646. 

3648. 

'3732. 

4486. 

5176., 

6347. , 

6639. 

6696. . 

7487. , 

12054, 
12329, 
12617, 
12806, 
12812, 
13106, 
13166, 
13085, 
13148, 
13290, 
13290, 

13.722 , . 
13581, " 
13632, 
14286 



3684, 
3813, 
4044, 
4044, 
4638, 
6547, 
6550, 
6815, 
6833, 
7635, 
.12329 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37238 
76474 
13004 

OJ990428JD7. 

2377 

none 

2377. .2583, 
3108. .3518, 
6574. .6633, 
12260. .12589 
12633. .12806 
12824. .13165 
13453. . 13698 



9C10.C2.ol. tw 



Seq. ID OJ990428_07. 9C10.C2 
Strand 

End 14288 
Method TBLASTX : Wheat 
End 13719 
Score 92 

2746. .2991, 2977. .3066, 3094. .3519, 3094. .3348, 
3541. .3858, 3652. .3810, 3685. .3771, 3685. .3954, 
6671. .6841, 12165. .12254, 12237. .12587, 
, 12372. . 12518, 12417 .. 12620, 12624 .. 12734 , 
, 12763. . 13014, 12765. . 13163, 127 91 13150, 
, 12945. .13118, 12974. .13117, 13213 .. 13530 , 
, 13488. .13679, 13597. .13719 



Seq. No. 

Gene "No . 

Start 

Name 

Start 

GI 

Exons 



37238 
'76474 " - 
13004 
"0*J 99042 8^07-; 
2377 ' ' .. 
none 
2377. 
2392. 
2706. 
2710. 
2956. 
3214. 
3381. 
3646. 
4686. 
6341. 



9C10:C2;62.t^- 



Soybean" "~ 



.2646, 
.2451, 
.2951, 
.2937, 
.3141, 
.3636, 
.3608, 
.4044, 
.4826, 
.6553, 



2377. 

2548. 

2710. 

2716. 

2965. 

3271. 

3388. 

4366. , 

4873. , 

6347. , 



2646, 
2652, 
2949, 
2835, 
3141, 
3423, 
3519, 
4467, 
4920, 
6538, 



2380. 
2694, 
2710. 
2740. 
2965. 
3274 . 
3532. 
4492. 
4905. 
6347. 



Seq. ID OJ990428 
Strand 

End ' 14288. 

Method" 'TBLASTX*: 

End , ■ 14286 

Score' * 128 
,2646, 2383.. 2652, 2383. 
.'2876, 2704.. '3135, 2704. 
.2865, "2710. .2949, 2710. 
.2952, 2767. .2952, 2788. 
.3066, 3007. .3129, 3196. 
.3618, 3274. .3636, 3274. 
.4044, 3645. .4043, 3646. 
.4560, 4576. .4644, 4672. 
.4922, 5067. .5189, 6285. 
.6547, 6371. .6553, 6574. 



07.9C10.C2 



.2646, 
.2952, 
.2946, 
.2910, 
.3636, 
.4107, 
.4044, 
.4842, 
.6347, 
.6675, 



36821 



6645-. 6785, 6645. .6845, 6647. .6757, 6651. .6845, 6651. .6842, 
6660. .6839, 6774. .6851, 7277. .7369, 7385. .7453, 7493. .7657, 
7705. .7728, 7868. .7969, 12042 12326, 12063 .. 12326, 
12153. .12326, 12156 .. 12617 , 12162 .. 12329, 12222 .. 1232 9, 
12240. .12608, 12278 .. 12328 , 12350 .. 12391 , 12365 .. 12622 , 
12372. .12608, 1237-5 .. 12617 , 12378 .. 12806, 12624 .. 12812, 
12625. .12681, 12627 12812, 12659 .. 12790, 12668 .. 12754 , 
12678. .12797, 12702 12809, 12816 .. 12947 , 128 67 .. 13166, 
12939. .13163, 12945 13166, 12951 .. 13163, 12954 .. 13163, 
12969. .13145, 13058 13162, 13059 .. 13163, 1317 1 .. 13290, 
13180. .13308, 13188. .13283, 13191 .. 13574 , 131 91 .. 13280, 
13192. .13779, 13192 .. 13308 , 13204 137 16, 13315 .. 1371 6, 
13318. .13731, 13318. .13716, 13318 .. 13626, 134 77 .. 13722 , 
13488. .13787, 13560 .. 137 15 , 13680 13778 , 14035 14145, 
14137. .14229, 1424 8. . 14 286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

J3I_; „ 

_Exons.„_i. 



37238 
76474 
13004 

OJ990428JD7. 
2377 

np.ne_ * 



9C10.C2.o3.tm 



Seq. ID OJ990428_07.9C10.C2 
Strand 

End 14288 

Method TBLASTX: Maize 

End 13722 

.J3.co.re. 1J>J__ „ : , 



.2377;... 26.4 6^ 
2598. .2657, 
2710. .2949, 
3034. .3141, 
3355. .3636, 
3520. .3627, 
3646. .4050, 
6356. .6550, 
12227. .12340 
12377. .12565 
12515. .12619 
12659. .12766 
12954. .13163 
13023. .13157 
13189. .13314 
13315. .13722 
13534. .13722 



.23.8.9 265.2; ..2.4.13. 
2704. .2946, 2704 
2710.. 2946, 2751 
3250.. 3645, 3268 
3381. .3626, 3381 
3574.. 3618, 3643 
3861.. 3992, 3967 
6645.. 6845, 6660 
, 12362. .12391, 
, 12378. . 12617, 
, 12623. .12754, 
, 12660. .12815, 



12954. 
13168. 
13192. 
13318. 
13548. 



,13154, 
,13260, 
13299, 
13698, 
13721 



, ,2553^.25.3.6., , 26.4 6,.._ 2.5,3 9.. ...258. 3_, 

..2946, 2706. .2879, 2710. .2940, 
..2948, 2962. .3141, 2980. .3141, 
..3588, 3283. .3609, 3309. .3398, 
..3614, 3381. .3608, 3427. .3645, 
..4050, 3646. .4026, 3646. .4044, 
..4044, 6326. .6544, 6356. .6562, 
. .6851, 12051. .12329, 12063. .12326, 
12375. .12 620, 12375. .12416, 
12378. .12617, 12426. . 12623, 
12651. .12812, 12651. .12812, 
12921. .13163, 12 939. . 13163, 
12960. .13106, 12 969. . 13163, 
13168. .13308, 13183. . 13314, 
13198. .13281, 13315. .13551, 
13318. .13716, 13318. .13722, 



Seq. No. 37238 

Gene No. , 76474 . 
Start " . ; 13004." " . - ' " \ ••' \ ' 

Name ~ " OJ990428_07 . 9C10 . C2 . ol . tm 

Start"""" 4 4.65 ' - ; "\ "* r "' " 

GI- none ' ' [ 

Exons . ... 



Seq. ID OJ990428_07.9C10.C2 

Strand - 
/End "; ' J14288 " : ■ " 

Method ' TBLASTX: Maize 
"End 14288' ~ - ----- 

-Score 524 * " -■ 



4 4 65. .4 875/ 44 67. .4841, 4495. .4923, 4523'. . 4891,*' 4581/*. 4895; 
7276. .7440, 7277. .7450, 7292. .7447, 7470 .. 7568 , 74 90 7681, 
"7501. .7716, 14134 . .14286, 14136. .14288 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



37238 Seq. ID 

76474 Strand 

13004 End 

OJ990428JD7 . 9C10 . C2 . o4 . tm Method 

5066 End 

none Score 



OJ990428_07.9C10.C2 
14288 

TBLASTX: Maize 

8230 

165 



5066. .5239, 5067. .5249, 5307. .5426, 7867. .7959, 7868. .7957, 



36822 




8108. .8230 



<_J C VJ • i 


37238 


Seq. ID 


OJ990428 07 9C10 


P2 


UCilC INU • 


7 6474 


OLI Cti 1U 






Start 


13004 


End 


14288 




Nam© 


OJ990428 07 9C10 C2 o2 tw 


Met hod 


TBLASTX • Wheat 




Start 


9741 ~ 


End 


.10166 




(IT 


none 




4 ^ 




Exons 


9741. .9797, 9896. .10165, 9897 


. . 10166, 


10026. .10166, 100 


51. 


Seq. No. 


37238 


Seq. ID 


OJ990428 07 9C10 


. C2 




7 6474 


O LlOl 1U 






Start 


13004 


End 


1 4 Pfifl 




Name 


OJ990428 07 . 9C10 . C2 . ol . ts 


Met hod 


TBLASTX * Sovbean 




Start 


9884 ~~ 


End 


10166 




GI 


none 


O V— J_ c 


j j. \j 




Exons 


9884. .10165, 9894. .10166 








uC^j • IN \J . 


37238 


O C- ^ • JL U 


O.TQQ049R D7 QP1 D 


CO 


UC11C LN W • 


7 6474 


Of- -r^nH 

OLi ell 1U. 








1 ^004 


FnH 


1 4 ?R R 


- 


Name * ' - 


O.TQQfU D7 QP1 0 P? o?" tm 




- TRT a^TY • M^i i *7*=i 

1 DLino 1 A • L Jd -L Ztr ■ 




.Star.t 


t _9jB8.7... V. -.',L.U,-L."."^ M 


FnH' 


_ J..Q..Q, . ■ . , «: „ 




(IT 


none 




■3 Zf f 




Exons 


9887. .10165, 9888. .10166 








Sea No 


37238 


Seq. ID 


O.TQ t 5ri4?R 01 QP1 D 


CO 


VJCHC IMU • 


76474 


Oil cli Id 






Start 


13004 


FnH 

EjI 1U 






Name 


OJQ904?R 07 QP1 f) P? ol 1-r 




TRT A^TY • Pr-P q c 




Start 


98 90 ~ 


FnH 


± \J ± \J\J 




PT 


none 


Score 






V. von 


9R90 lOlfiS 98Q4 1 01 fifi 

(J V/ • . JL. U X U *J , ^ O ^ *i . ■ J. \J J- \J \J 








Seq. No. 


37238 


Seq. ID 


OJ990428_07.9C10, 


C2 


Gene No.. 


76474 


Strand 






Start ' 


13004 


End 


14288 




Name 


OJ990428 07.9C10.C2.o3.gp 


Method 


AAT/GAP 




Start 


13004 


End 


13421 




GI 


2310095 


Score 


770 




pvnn 


13004. .13421 








pT np cpr-j n 

VJ J- C O v -L -L k> • 


4115373 2.0e-17 (AC005967) receptor-like protein kinase 






[Arabidopsrs - thalianap ; ; . "V" : 








Sea"* "No" 


'■ 37239 ' "v* ■ - ~ ' 


"Seq. ID' 


■ OJ990'4'282'07T9"CT0': 


P ^ 




- 76475. '•' 


Strand 


' + - . " 




Start ' - 


• 257 * : ; 


End 


592 • 




Name 


OJ990428 07.9C10.C3.ol.gs 


Method ■ 


GENSCAN 




Start 


257 


End 


592 




GI 


none 


Score 


.76 




Exons 


257. .283, 349. .492, 577. .592 








Seq. No. 


37239 


Seq. ID 


OJ990428_07. 9C10. 


C3 


Gene No. 


76475 


Strand 


+ 




Start 


257 


End 


592 




Name 


OJ990428 07.9C10.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


353 


End 


522 





36823 



m 



P T 


none 


Score 


146 




Exons 


dft7 4 Q1 


355. .519, 502. .522 




D S CJ - IN U • 


^7940 


Seq. ID 


OJ990428_07. 


qp in CA 


Gene No. 


76476 


Strand 


- 




Start 


208 


End 


730 




Name 


D.TQQD4PR 07 Qfl fl P4 nl no 


Method 


AAT/NAP 








End 


730 




PT 


JUt JO / u 


Score 


354 




Exons 


90ft 7^0 








o± UcoCIip. 


Incujj / uoj i ljjuooiudi protein 


oft [uryza 


sat i va ] 




Seq. No. 


37241 


Seq. ID 


OJ990428_07 . 


9C10.C6 


Gene No. 


76477 


Strand 


+ 




O Lai t 


1 7 


End 


677 




Name 


OJyyU4zo u / . yciu . Co . oi . gs 


Method 


GENSCAN 




otdl L 


1 7 


End 


677 




fl T 


none 


Score 


.71 




Exons 


17 7 4 667 677 








Seq. No. 


37241 


Seq. ID 


O.J990428_07 . 


9C10.C6 


£ene„Nj^. _ 


. Z£4 7 8„ _ _ . 


_Strand_; 






qtar.L- , — ^ 


1 " " 


.,EncL „. 


.97. 




Name 




Method 


AAT/GAP 






1 
J. 


End 


97 




P T 


none 


Score 


161 




rjXons 


1 Q7 








Q a /t Ma 

oeq. in o . 


^7 94 9 


Seq. ID 


OJ990428_07. 


qpi n P7 


Gene No. 


76479 


Strand 






Start 


410 


End 


688 




Name 


Pj,TQQ049ft D7 QP1 fl P7 ol no 


Method 


AAT/NAP 






9D9 ~~ 


End 


688 




P T 


O c: o £p| p o 
ZjODUDj 


Score 


143 




Hi A (J I lb 


9D9 fi?7 fifift 












procein 


[Oryza longistaminata 


Seq. No. 


37242 


Seq. I'D 


OJ990428_07. 


9C10.C7 


Gene No. 


76479 


Strand 






^ r-t- 
jlal L 


4 1 n 


End 


688 




Name 


PiTQQfl/19P H7 QP1 H n a1 /-to 


Method 


GENSCAN 




Of a -»-+- 

O L aire 


4 1 n ~~ 


End 


532 . 




P, T 


none 


Score ■ 


.62 _ \ 




Exons 


4 1 H "3 9 " 










•279 n' ' 


Seq. ID' 


OJ990428-_07. 


9C10.C9 


Gene No. 


76480 ' 


Strand- 


+ '- 




Start 


1 


End 


233 




Name 


P)7QQPM9Q m QPIfl PQ a! nr> 


Method 


AAT/NAP 




o i_ air u 


± 


End 


233 




PT 


jUZ jo / U 


Score 


248 




Exons 


1..233 








GI Descrip. 


(AF055706) ribosomal protein 


S4 [Oryza 


sativa] 




Seq. No. 


37244 


Seq. ID 


OJ990428 07.' 


9C10.C10 


Gene No. 


76481 


Strand 


+ 




Start 


244 


End 


450 





36824 



Name 

Start 

G-I 

Exons 



OJ990428_07.9C10.C10.ol. 

244 

none 

244 . . 450 



gs 



Method 

End 

.Score 



GENSCAN 

450 

.72 



Seq. No. 37245 

Gene No. 76482 

Start. 1 

Name OJ990428 J)7 . 9C10 . C18 . ol . 

Start 1 

GI 2982431 

Exons 1. . 687 

GI Descrip. (AL022224) leucine rich 
thaliana] 



np 



Seq. ID OJ990428_07.9C10.C18 

Strand + 

End 687 

Method AAT/NAP 

End 687 

Score 248 



repeat-like protein [Arabidopsis 



beq. no. 


O / Z H 0 








beq . i u 


OJ990428 


_07. 9C10 


O 1 O 

. Clef 


Gene No. 


76482 








Strand 


+ 






Start 


1 








End 


687 






Name 


r\ TQQ A A o Q 


U / . yuiU .Lib 


. Ol 


. gs 


Method 


GENSCAN 






Start 


4z 








bna 


639 






f T 

GI 


none 






- 


Score . 


.65 






_Exg_ns_ :,...;....;_.„ 


A O T Q A - 


A QQ ■ con 

4 o o . . bjy 














beq . JNo . 


*Z "7 0 A C 
O I Z 4 D 






— - — 


O n n T P 

beq. iu 


OJ990428 


jti'l. 9ClcT 


. ci y 


Gene No. 


76483 • 








Strand 








Start 


246 








End 


459 






Name 


uj y y u 4 z o 


u / . yci u . u i y 


. Ol , 


. tc 


Method 


TBLASTX: 


Cress 




Start 


Z 4 b 








hind 


459 ■ 






bl 


none 








Score 


143 






Exons 


Z4 b . . JOD/ 


zoo. .4 Iz , 


ZOO, 


/! C *3 

. . 4 OO, 


z by . .440 


, 271. .459 




Seq. No. 


j / z4o 








Seq. ID 


OJ990428 


_07.9C10, 


. ciy 


Gene No. 


76483 








Strand 








Start 


246 








End 


459 






Name 


ud y y U4 z o 


ft t Qr"i n r 1 1 q 
u / . y^i u .Liy 


. Ol . 


. tin 


Method 


TBLASTX: 


Maize 




Start 


zoo 








End 


450 






GI 


none 








Score 


244 






Exons 


265. .450, 


272. .445 














Seq. No. 


37246 








Seq. ID 


OJ990428 


__07. 9C10. 


.C19 


Gene No. 


76483 








Strand 








Start 


■ 246 








End. 


459 . 






Name - / ; 


■"OJ990428- 


07. 9C10.C19 


.Ol,. 


■ts; : ; " 


; Method 


' TBLASTX : 


Soybean 




Start' " • "'" 


' 265 ' .' 








End 


453 






GI" ' ' 


r riorie 








"Score " : 


10 4 rr " 






Exons " 


. " 265.'. 453, 


~ 27'2.. 445 














Seq. No. 


37247 








Seq. ID 


OJ990428 


_07 . 9C10. 


C22 


Gene No. 


76484 








Strand 


+ 






Start 


175 








End 


4 65- 






Name 


OJ990428 


07. 9C10.C22 


.Ol. 


gs 


Method 


GENSCAN 






Start 


175 








End. 


465 






GI 


none 








Score 


.44 






Exons 


175. .465 
















Seq. No. 


37248 








Seq. ID 


OJ990428 


_07.9C10. 


C24 


Gene No. 


76485 








Strand 









36825 . 






Start 


56 




End 


510 




Name 


OJ990428 07.9C10.C24.ol 


.gp 


Method 


AAT/GAP 




Start 


56 




.End 


510 




GI 


705 7 R1084 




Score 


799 




R vnn Q 


56.7510 










PT Dp9pri n 

X L/C \-» J. X • 


' 1362183/nir 1 1 S56684 1 


Oe-39 


histone 


H2B-6 - wheat 






>ai 531056 dbi BAA07156 


(D37942) protein H2B-6 [Triticum 






apct" i vnm 1 1 












3724 8 




oeq . iu 






Gene No. 


76485 










Start 


56 




End 


510 




Naine 


OJ990428 07 9C10 C24 ol 


. tw 


Method 


TBLASTX: Wheat 




o Lai t 


63 ~ 




CjIICI 






pt 


none 




Score 






Exons 


63. . 119, 218 . . 502, 219. 


snn 

. OUU, 


jio . . Duy 


*5/ip Rnn 'iQ'? /iqq 






387 509 










Seq. No. 


37248 




oeq . i u 






Gene No. 


76485 




Strand 






Start 


56 




End 


510 ' .. . 




Name 


O,T9904?P. 07 QPIO C9A ol* 


i. Jr. 




1 D-Urio 1 A . oOyucan 






206 ~ 




U 1 H 




f ^ 


PT 


none 




Score 




"-=? 


R von q 


?0fi SOS ?1 4 Q4 










Seq. No. 


37248 




oeq . i u 






Gene No. 


76485 




Strand- 






Start 


56 




End 


510 




Name 


O l T9 n -04?8 07 QP1 0 P?4 r>1 




IXifcr LI10Q 


TRT Zi CTY • Ma i ?d 
1 DLt±\0 1 A . iYld. IZc 




OLul L 


909 ~ 






DUD 


rLJ 


GI 


none 




Score 


/inn 

4i u y 


s 


Ex on ^ 


209 505. 210 503 










Seq. No. 


37248 




oeq. iu 




"J 


Gene No. 


76485 




Strand 




f ^ 


Start 


56 




End 


510 




Name 


O t T9904?ft 07 QP1 0 P?4 ol 


.gs 




oCjL\oOiiN 




Start 


212 _ 






A c; 7 - 
41 D / 


iU 


GI 


none 




Score 


Q Q 
. O 0 




R v o n ^ 


919 4 S7 










Seq. • No .' ; . 


3724 8 : * ™- ' • J - 




oeq . x u 


O T Q Q n A O Q- m Q/^ 1 1 n " ^ O i1~ 

uj yyu^io u / . yciu . 4 




Gene No . ... 


76485 




btrana 






Start """ "' ' 


-"56 - • ■ * 




End 


'510 ■ ' ■ " 




Name 


0.79904 ?8 " 07 QP'1 0 P9 4 ol 


. tc 


'Method 


. TBLASTX: Cress "." 




u Lai. L 


91 9 . - . - ~ . • 




End 


496 




GI 


none 




Score 


• 292 




RynnQ 


91? 4 Qfi 9 1 4 Q4 










Oc^ji LNvJ • 


^7 0 4 ft 




Seq. ID 


OJ990428_07.9C10.C24 




Gene No. 


76485 




Strand 






Start 


56 




End 


510 




Name . 


OJ990428 07.9C10.C24.ol 


np 


Method 


AAT/NAP 




Start 


215 




End 


510 




GI 


1362183 




Score 


447 




Exons 


215. .510 









36826 




GI Descrip. histone H2B-6 - wheat gi I 531056 | dbj | BAA07156 | (D37942) protein 
H2B-6 [Triticum aestivum] 



Seq. No. 


37249 






Seq. ID 


OJ990428 


07. 9C10 


.C26 


Gene No. 


76486 






Strand 


+ 






Start 


162 






End 


480 






Name 


OJ990428 07.9C10.C26 


.ol. 


QS 


Method 


GENSCAN 






Start 


162 






End 


480 






GI 


none 






Score 


.49 






Exons 


162. .268, 336. .480 














Seq. No. 


37249 






Seq. ID 


OJ990428 


07 . 9C10 


.C26 


Gene No . 


76487 






Strand 








Start 


1 






End 


857 






Name 


OJ990428 07.9C10.C26 


.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


857 






GI 


4914318 






Score 


203 






Exons 


1. .857 














GI Descrip. 


(AC005489) F14N23.4 


[Arabidopsis thaliana] 






Seq. No. 


37249 






Seq. ID 


OJ990428 


07. 9C10 


..C2 6 


Gje n e„ .No A . w 


76.487 „ 






. Strand 








Start . .... .. 


- ..".".".7.7. ...7 \*.ZJ. 






.End .. . ... 








Name 


OJ990428 07.9C10.C26 


.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


79 






End 


373 






GI 


none 






Score 


187 






Exons 


79. .372,. 80. .373 














Seq. No. 


37250 






Seq. ID 


OJ990428 


07 . 9C10 


.C27 


Gene No . 


76488 






Strand 


+ 






Start 


48 






End 


625 






Name 


OJ990428 07.9C10.C27 


.ol. 


gs 


Method 


GENSCAN 






Start 


48 






End 


625 






GI . 


none 






Score 


.42 






Exons 


48. .220, 603. .625 














Seq. No. 


37250 






Seq. ID 


OJ990428 


_07. 9C10 


.C27 


Gene No. 


76489 






Strand 








Start 


1 " " 






End 


365 






Name 


OJ990428 07.9C10.C27 


.ol. 


np 


Method 


AAT/NAP 






Start 


1 ~ 






End 


365 






GI 


3236237 . . 






Score 


124 






"Exons 


" i;vi4 4,-; 252.; .365 r 














GI Descrip. 


* (AC004 684) putative 


oxidoreductase [Arabidopsis 


thaliana] 


Seq . * No. 


37250 "-' 






Seq.-' ID ' 


OJ990428 


_07.'9C10 


.C2T 


Gene No . • 


'76489 ■ • - 






Strand 








Start 


1 






End 


365 






Name 


OJ990428 07.9C10.C27 


.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1 






End 


147 






GI 


none 






Score 


170 






Exons 


1..147, 8. .145 














Seq. No. 


37251 






Seq. ID 


OJ990428 


_07.9C10 


.C28 


Gene No. 


76490 






Strand 








Start 


9 






End 


135 






Name 


OJ990428 07.9C10.C28 


.ol. 


gs 


Method 


GENSCAN 







36827 



Start 


9 


GI 


none 


Exons 


9. . 135 


Seq. No. 


37252 


Gene No. 


76491 


Start 


136 


Name 


OJ990428 07.- 


Start 


136 ~~ 


GI 


none 


Exons 


136. .269, 32 


Seq. No. 


37253 


Gene No. 


76492 


Start 


471 


Name 


OJ990428 07. 


Start 


471 ~~ 


GI 


none 


Exons 


471 . . 1808 


Seq.. No. 


37253 


.,G^ne_Np_._ 




Start 


.47.1 


Name 


OJ990428 07. 


Start 


507 ~~ 


GI 


428253 


Exons 


507 . . 831 


Seq. No. 


37253 


Gene No. 


76492 


Start 


471 


Name 


OJ990428 07. 


Start 


1584 ~ 


GI 


none 


Exons 


1584 . .1724, 


Seq. No. 


37254 . 


Gene No. 


76493' 


Start 


234 


Name 


OJ990428 07 . 


Start 


234 ~~ 


GI 


3762464 


Exons 


**" 234 .''.'304* ■" " 


Seq /•No'.'* ' 


Y "37254 • 


-Gene - No..- 


... ."-76494 - - ' 


Start 


437 


Name 


• OJ990428 07 


Start 


'437 — 


GI 


none 


Exons 


437 556 10 


Seq. No. 


37254 


Gene No. 


76495 


Start 


5490 


Name 


OJ990428 07. < 


Start 


1154 



,545 



9C10.C30~.ol.gp 



End 135 
Score .54 



Seq. ID OJ990428_07.9C10.C29 

Strand + 

End 545 

Method GENSCAN 

End 545 

Score .59 



Seq. ID OJ990428_07.9C10.C30 
Strand 

End 1808 

Method GENSCAN 

End 1808 

Score .85 



Seq. ID OJ990428_07.9C10.C30 

..~S.tr a ngL, „ 

...En.d„ 18A8. 

Method AAT/GAP 

End 831 

Score '635 



Seq. ID OJ990428_07.9C10.C30 
Strand 

End 1808 

Method TBLASTX : Maize 

End 1785 

Score 220 



Seq. ID OJ990428_07.9C10.C31 

Strand + 

End 304 

Method AAT/GAP 

End 304 

Score 81 . 



Seq. ID 

Strand • 
.End . 
Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 
End 



'OJ990428_07.9C10.C31' 

'+ . . \\ 

.2689 • 

GENSCAN 

2689 ' 

.74 
. .2689 

OJ99042'8__07. 9C10.C31 
7037 

TBLASTX: Maize 
1323 



36828 




bl 


none 






Score 


146 


U" von Q 


1154 1294. 


1154 1288. 


1156. 


.1320, 1303.. 1323 


Seq. No. 


37254 






Seq. ID 


OJ990428_07.9C10.C31 


Gene No. 


76495 






Strand 




Of a y+- 


54 90 






End 


7037 


Name 


OJ990428 07 


9C10 C31 o2 




Method 


GENSCAN 


DLdl L 


54 90 ~~ 






End 


6816 


CI 


none 






Score 


.52 




5490 5579 


5624 5812 


6126 . 


.6190, 6351. .6816 


Qorr Mo 
O ci t-J . IN o . 


17254 






Seq. ID 


OJ990428_07.9C10.C31 




76495 






Strand 




Start 


5490 






End 


7037 


Name 


OJ990428 07. 


9C10.C31.o2 


.gp 


Method 


AAT/GAP 


Start 


5836 






End 


7037 


\j x 


1742 1.R1084 






Score 


2066 


LjAUi 15 


5836. .6190, * 


6277. .7037 








fl T Do cpri n 

O J. UCOUi • 


'2144098/pir | (156573 4. 


Oe-40 


SC2 - rat 


>gi 256994 bbs 115268 




\ O 1 J U U J / O 


=synaptic glycoprotein [rats, brain, Peptide, 30 






sp. ] 1 








Corr Mo 


„3_725.4. . 






....Seq.. ..ID... 


OJ.9a0.42.a_QZ. 9C.ia..C.31. . 


Gene No. 


76495 






Strand 




Start- 


5490 






End 


7037 


In aiuc 


OJ990428 07. 


9C10.C31.ol 


,tm 


Method 


TBLASTX: Maize 


j Lai L 


6113 






.End 


7031 


OX 


none 






Score 


116 




6113. . 6181, 


6114. .6191, 


6275. 


.6439, 6277. .7029, 6277. .7023, 




6279. .7031 










Qci/T Mo 


37254 






Seq. ID 


OJ990428_07.9C10.C31 


Gene No. 


76495 






Strand 




Start 


5490 






End 


7037 


Name 


OJ990428 07. 


9C10.C31.o2 


. tc 


Method 


TBLASTX: Cress 


JLQ1 L 


6122 






End 


6510 


ox 


none 






Score 


40 




6122. .6151, 


6122. .6157, 


6149. 


.6181, 6156. .6188, 6277. .6369, 




6278. .6376, 


6373. .6474, 


6374. 


.6439, 6457. .6510 


Q pi pr Mo 


37254 






Seq. ID 


OJ990428_07.9C10.C31 


Hpnp Mo 


76495 . 






Strand 




Start f 


;5490 






. End ; . 


'T637 : - v * : -; r ":';VV*": : r"r"-.'' 


Name. 


OJ990428 07. 


9C10.C31 .'oi 


*. np 


Method 


AAT/NAP " * ' " "* 


Start ' 


■ .6125 ■* . " 






End \ 


'6894 • ' ' ' 


-\3 X~. - ..... 


.:.--2 14.4 098- - ~" ■■■ 






• • Score ' — 


3$3 ...... - - ■ 


Exons 


6125. .6175, 


6277. .6894 








f2 T Ho c p t i o 
ox UcoLiip. 


SC2 - rat gi | 256994 | bbs | 115268 (S45663) 


SC2=synaptic 




glycoprotein 


[rats, brain, Peptide, '30E 


i aa] [Rattus sp.] 


Seq. No. 


37254 






Seq. ID 


OJ990428_07.9C10.C31 


Gene No. 


76495 






Strand 




Start 


5490 






End 


7037 


Name 


OJ990428 07. 


9C10.C31.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


6247 






End 


6442 


GI 


none 






Score 


160 


Exons 


6247. . 6441, 


6259. .6441, 


6278. 


.6442 





36829 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37254 Seq. ID 

76495 Strand 

54 90 End 
OJ990428_07 . 9C10 . C31 . ol . ts Method 

6442 End 

none Score 

6442. .6708, 6448. .6693, 6485. .6706 



OJ990428_07.9C10.C31 
7037 

TBLASTX: Soybean 

6708 

157 



Seq. No. 37254 Seq. ID 

Gene No. 76495 Strand 

Start 54 90 End 

Name OJ990428_07 . 9C10 . C31 . ol . tc Method 

Start 6724 End 

GI none Score 

Exons 6724.. 6909, 6731.. 7021, 6733.. 7023 



OJ990428_07.9C10.C31 
7037 

TBLASTX: Cress 

7023 

106 



Seq. No. 


37254 








Seq. ID 


OJ990428_07.9C10.C31 


Gene No. 


76495 








Strand 




Start 


5490 








End 


7037 


Name 


OJ990428 07. 


9C10 


.C31.o3 


. ts 


Method 


TBLASTX :.Soybean 


Start 


. JS&OJSl 








^End : 


7020 


GI._. . 


. .„ .none. „ : 








, : Score, 


...111... ... . 


Exons 


6805. .7020, 


6806 


. .6907', 


6932. 


.7018 




Seq. No. 


37255 








Seq. ID 


OJ990428_07.9C10;C32 


Gene No. 


76496 








Strand 


+ 


Start 


4003 








End 


6552 


Name 


OJ990428 07. 


9C10 


.C32.o2 


.gs 


Method 


GEN SCAN 


Start 


4003 








End 


6441 


GI 


none 








Score 


.83 


Exons 


4003. .4068, 


4820 


. .5119, 


5226. 


.5357, 6206. .6281, 6383. .6441 



Seq. No. 37255 Seq. ID OJ990428_07.9C10.C32 

Gene No. 76496 Strand + 

Start 4003 End 6552 

Name OJ990428_07 . 9C10 . C32 . o2 . np Method AAT/NAP 

Start .4877 End 6552 

GI 3355484 Score 160 

Exons 4877.. 5119, 6206. .6281, 6383.. 6552 

GI Descrip. (AC004218) putative geranylgeranyl transferase type I beta 
subunit . [Arabidopsis thaliana] . .... . 



Seq. No. " 
Gene No..' 
Start .-. 
Name 
Start 
GI 

Exons 

GI Descrip, 



37255. ; • \ ' ' ' ~' ; .... Seq. ID 

7 64 97. " *" * ...... strand ■ 

-67 , . . ' / , . .-End- - 

OJ990428_07 . 9C10 .C32 ..ol . gp >" Method 
67 . End 
1742_1.R1084 Score . 

67. .367, 2557. .2596, 2811. .3000 

'2144098/pir | | 156573 4.0e-40 SC2 - rat >gi_256994_bbs_1152 68 
(S45663) SC2=synaptic glycoprotein [rats, brain, Peptide, 308 
aa] ' [Rattus sp. ] 1 



0 J9 9 0'4 2 8_0 7 . 9C TO . C 3 2 

3000 ~ : / ,. : . 

AAT/GAP . 

3000 

891 



Seq. No. 
Gene No. 
Start 



37255 
76497 
67 



Seq. ID 

Strand 

End 



OJ990428 07.9C10.C32 



3000 



36830 




Name 


OJ990428 


07 


9C10. 


C32. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


67 










End 


2601 


GI 


none 










Score 


422 


Exons 


67. .366,- 


69 


.368, 


69. 


.365, 


2536. .2601 




Seq. No. 


37255 










Seq. ID 


OJ990428_07.9C10 


Gene No. 


76497 










Strand 




Start 


67 










End 


3000 


Name 


OJ990428 


_07. 


9C10. 


C32. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


67 










End 


369 


GI 


none 










Score 


255 


Exons 


67. .369, 


69. 


.365 











Seq. No. 37255 Seq. ID 

Gene No. 76497 Strand 

Start 67 End 

Name OJ990428_07 . 9C10 . C32 . ol . np Method 

Start 120 End 

GI 1078828 Score 

Exons 120. .394 

GI Descrip. SC2 protein - Caenorhabditis briggsae (fragments) 



OJ990428 07.9C10.C32 



3000 
AAT/NAP 
394 
102 



Seq. No..:, _ 3.7.2.55-... ... . . . 

Gene No. 76497 

Start 67 

Name OJ990428_07 . 9C10 . C32 . ol . ts 

Start 141 

GI none 

Exons 141. .362, 142. .252, 268.-354 



; ^Seq.. ID ...QJ9904.28_07, ,.9C10,^C32- 
Strand 

End 3000 
Method TBLASTX : Soybean 
End 362 
Score 112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
"Name" ' 
Start • - 
GI . 
Exons 



37256 
76498 
1 

OJ990428_07 . 9C10 . C33 . ol . np 
1 

3355484 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..42, 348. .423, 525. .583, 694. .833, 1375. .1430, 1517. .1593, 
1692.. 1737, 1906.. 2030, 2388.. 2455, 2550.. 2637, 2730.. 2880 
(AC004218) putative geranylgeranyl transferase type I beta 
subunit [Arabidopsis thaliana] 



OJ990428_07.9C10.C33 
+ 

16395 
AAT/NAP 
2880 
720 



37256 
764'98; 
1 " 

OJ9904 

348 

none 
348. .4 
1692. . 
3951. . 
7233. . 
9998. . 
13142. 
14777. 



Seq. ID OJ990428 07 . 9.C10 ..C33 . 



28_07.9C10\C33;.ol.gs 



■ Strand +*• 

End ■ . ' 16395, , 
Method ' GENSCAN " 

End 16270 - • ••. ' . • 

■ " — - Score '.66 

23, 525. .583, 694. .833, 1375. .1430, 1517. .1593, 
1737, 1933.. 2020, 2550.. 2728, '3300 . . 354 8 , 3733.. 3859, 
4062, 5682. .5735, 5886. .5956, 6060. .6141, 6246. .6342, 
7377, 8343. .8471, 8513. .8624, 9499. .9552, 9762. .9871, 
10079, 11702. .11844, 1184 9 .. 11 992 , 12181 .. 12313, 
.13225, 13482. .13507, 138 13 .. 138 90, 14 155 .. 14324 , 
.14807, 16189. .16270 



Seq. No, 
Gene No. 



37256 
76498 



Seq. ID OJ990428_07.9C10.C33 
Strand + 



36831 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
.S-tar±._ . 
.Name _ 

Start 

GI 

Exons 



OJ990428_07 . 9C10 . C33 . ol . gp 
1682 

16788 1.R1084 



End 

Method 

End 

Score 



16395 
AAT/GAP 
3112 
1339 



1682. .1737, 1898. .2030, 2388. .2455, 2550. .2637, 2730. .3112 
'3355484 2.0e-40 (AC004218) putative geranylgeranyl transferase 
type I beta subunit [Arabidopsis thaliana] 1 



37256 Seq. ID 

76498 Strand 

1 End 

OJ990428_07 . 9C10 . C33 . o2 . np Method 

3428 End 

6851207 Score 



OJ990428_07.9C10.C33 
+ 

16395 
AAT/NAP 
10493 
175 



3428. .3531, 7266. .7373, 8369. .8420, 8513. .8624, 9044. .9166, 

9762. .9871, 9998. .10079, 10178 10274 , 10412. .10493 

(AF162707) protein tyrosine phosphatase-like protein PTPLA [Ovis 

aries] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



37256 

76498 

;JL : 

.jOa9.9Q428_j07.. 

3786 ' 

none 

3786. 

5203. 

6058. 



Seq. ID OJ990428_07.9C10.C33 
Strand +. 
End . . .: . 1 6JJ9.5 



,3860, 
.5301, 
.6153, 
8347. .8442, 
9768. .9854, 
10175. .10276 
15101. .15199 



9C.10 ..C3:3',„o..l ...tc JMethod ^ ...TBLAST.X:.Cr.es.S-.~ 

End 16048 
Score 87 
4065, 5200.. 5292, 5201.. 5293, 5202 
5738, 5858.. 5956, 5886.. 5957, 6057 
6350, 6243.. 6344, 6251.. 6349, 6456 
8627, 9061.. 9159, 9062.. 9160, 9496 
10090, 9996.. 10085, 10175 .. 10279, 
13817. . 13894, 14154 14255, 14 156 .. 14272 , 
15102. .15200, 15992. .1604 8 



3952 
5679 
6240 
8514 
9968 



5300, 
6155, 
6500, 
9555, 



37256 
76498 
1 

OJ990428_07. 9C10 . C33 . ol . tm 

3786 

none 

3786. .3860, 3788. .3859, 3931. 
5202. .5288, 5202. .5300, 5203. 
5840. .5956, 5883. .5957, 5886. 
■6226; .6300', '6240 ~ 
6460. .6546, 8346 
8514.'. 8627,' 
-9768. ..'9854-,. , 
9977... 10081,- 
13816. .13890 
15098. .15181 
15992. .16048 
16189. . 16272 



Seq. ID OJ990428 
Strand + 
End 16395 
Method TBLASTX: 
End 16395 
Score 124 

.4065, 3952.. 4065, 

.5301, 5676 

.5957, 6057 



07. 9C10.C33 



Maize 



.5735, 
.6161, 
.6349, 
.8623, 



6350, 62-40. /6338', -6245 
8420/ 8347-. .8424,- 8504 
90'61 ;■; 9165, '9062T. 9166, 9066 . .' 9176; 
9799... 9873, . 9803 .. 9874,- 9803 .-. 9871, 
9996. .100a5, .101.75. : 1027 9, 10175. . 
, 13817. . 13894, 14150 ... 14269, 14156 
, 15099. . 15191, 15101. .15199, 15102 
, 15997. .16068, 15997 .. 16065, 16159 
, 16196. .16276, 16360.. 16395 



5173. . 

5679. . 

6058. . 
*- 6455 : 

8-508. . 

'94 96V.- 
•9968. . 
1027.6, 
. . 14272- 
. . 15200 
. . 16293 



5292, 
5738, 
614 7, 
6547"; • 
8 627/ 
9555," ■ 
10078,. 



37256 Seq. ID 

76498 Strand 

1 End 

OJ990428_07.9C10.C33.ol.tw Method 

3804 End 



OJ990428_07.9C10.C33 
+ 

16395 

TBLASTX: Wheat 
15196 



36832 



GI 

Exons 



none Score 92 

3804. .3860, 3806. .3859, 3931. .4065, 3952. .4065, 5196. .5291, 
5202. .5291, 5203. .5307, 8347. .8424, 8383. .8421, 8514. .8627, 
8540. .8623, 9044. .9151, 9061. .9156, 9062. .9151, 13817 .. 13894 , 
13925. .13966, 14 150 14272, 14156 .. 14272, 15083 .. 15196, 
15102. .15191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37256 Seq. ID 

76498 Strand 

1 End 

OJ990428_07. 9C10 . C33 . o2 . gp Method 

4031 End 

4151 1.R1084 - Score 



OJ990428_07.9C10.C33 
+ 



16395 
AAT/GAP 
6764 
1249 
5886. .5956', 



4031. .4062, 5204. .5292, 5682. .5735, 
6246. . 6342, 6463. . 6764 

'2384956 2.0e-30 (AF022985) No definition line found 
[Caenorhabditis elegans] ' 



6060. .6141, 



Seq. No. 
Gene No. 
Start 
Name* 



Start , 

GI 

Exons 



37256 
76498 
1 

J)J5„a04 
.519.4 _ 

none 

5194. . 

5679. . 

6240. . 

9061. . 

9803. . 

10175. 

15992. 

16360. 



Seq. ID 

Strand 

End 

28 07 . 9C10.C33.ol :,ts „Metho<l_ 



OJ990428_07.9C10.C33 
+ 

16.395 

TBLASTX: Soybe an 



. End - ^.....„I,63.a5_ 



5292, 

5738, 

6371, 

9159, 

9874, 

.10279 

.16048 

.16395 



5196. . 
5885. . 
6254. . 
9061. . 
9812. . 
, 1017 
, 1600 



67 

5203. .5307, 5207. .5314, 
6057. . 6137, 6058. . 6147, 
6456. .6500, 9044. .9151, 
9496. .9555, 9768. .9854, 
9871, 9977. .10075, 9996. .10085, 10170 .. 10277 , 
5. .10276, 15083. . 15199, 15102 .. 15200, 
6. .16065, 16168. . 16293, 16196 .. 16276, 



Score 

5288, 5196. .5300, 
5956, 5886. .5957, 
6349, 6455. .6535, 
9159, 9062. .9160, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37257 
76499 
55 

OJ990428_07. 9C10 . C34 . ol . tm 
25 

none 



Seq. ID OJ990428 07.9C10.C34 



Strand 
End 

Method 

End 

Score 



+ 

330 

TBLASTX: Maize 

330 

68 



25. .159, 55. .138, 62. .142, 226. .330, 226. .327 



Seq. No. 


37257 




Seq. ID 


OJ99042.S 


J_07-. 


9C10 


.C34 


Gene No : : : ' : " 


•764 99-" 7 ; \ " • • 




Strand" 


• V • ""' ■ 








Start"" 


"55 . -', ' ' 




End . ■ • "" 


- '330 ' 








Name •"■ 


v OJ990428" 07;9'C10:C34" 


. ol". gs 


Method' 


"GEN SCAN 








Start ■' 


55 ... . • ■ : 




End 


325- : 








GI ...... 


. none 




Score * 


. .53 








Exons 


55. .136, 229. .325 














Seq. No. 


37258 




Seq. ID 


OJ99042S 


i_07. 


9C10 


C35 


Gene No. 


76500 




Strand 


+ 








Start 


1 




End 


1695 








Name 


OJ990428 07.9C10.C35 


ol . np 


Method 


AAT/NAP 








Start 


1 




End 


1695 








GI 


5777623 




Score 


1012 








Exons 


1. .675, 1464. .1695 














GI Descrip. 


(AJ245900) CAA303711 


1 protein [Oryza 


sativa] 









36833 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37258 
76501 
2038 

OJ990428JD7 
1832 
5295955 
1832. . 1861, 
5989. . 6286, 



9C10.C35.o2.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4423, 
.7017 



3040. .3146, 4284. 
6366.. 6416, 6456. 
(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ990428_ 
+ 

7017 
AAT/NAP 
7017 
932 
4966. .5080, 



07.9C10.C35 



5761. .5900, 



(EBV) genome. (V01555) 



Seq. No. 


37258 




Seq. ID 


OJ990428 


_07 


9C10. 


C35 


Gene No. 


76501 




Strand 


+ 








Start 


2038 




End 


7017 








Name 


OJ990428 07.9C10.C35.o2. 


gs 


Method 


GENSCAN 








Start 


2038 




End 


2529 








GI 


none 




Score 


.6 








Exons 


2038. .2047, 2456. .2529 














Seq. No.. 


37258 




Seq. ID 


OJ990428_ 


_07. 


9C10. 


C35 




7.65fl2™-;_ ; _ 




„§£.r„anjd„. 










Star J:,, 


.J6... . ...L 




...-End- . . ,. r 


..7..11 








Name 


OJ990428 07';9C10.C35:ol. 


gs 


Method 


GENSCAN 








Start 


46 




End 


711 








GI 


none 




Score 


.54 








Exons 


46. .382, 497. .711 















Seq. No. 37258 

Gene No. 76503 

Start 2812 

Name OJ9904 28_07 . 9C10 . C35 . o3 . gs 

Start 2812 

GI none 

Exons 2812.. 3954, 4005.. 4200, 4384, 
6448. .6538 



Seq. ID OJ990428_07.9C10.C35 
Strand 

End 6538 

Method GENSCAN 

End 6538 

Score . 5 

.4420, 5899. .5990, 6204. .6287, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' * ■-■ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37259 
76504 
1066 

OJ990428_07. 
1066. ; • 
none ''" 
1066. "."1128," 
4 052;. .4223 ' 



9C10.C36.ol.gs 



1401*. .1769,' 2951. 



37259 * 

76505 

5134 

OJ990428_07. 9C10.C36.ol. tc 

2936 

none 

2936. .3028, 5707. .5823, 5726. 
6604. .6726, 6632. .6715, 6807. 



Seq. ID OJ990428_07.9C10.C36 

Strand + 

End 4223 

Method GENSCAN 

End . . 4 223 

'Score - ~ . 57 '■ - -• 

.3015, 3151. . 3262,: 3733 . '. 37'55, " 

Seq. ID OJ990428_07.9C10'.C36 
Strand 

End 9330 

Method TBLASTX: Cress. 

End 6935 

Score 102 

.5824, 6165. .6224, 6444. .6518, 
,6935, 6807.. 6908 



Seq. No. 
Gene No. 



37259 
76505 



Seq. ID OJ990428_07.9C10.C36 
Strand 



36834 



Start 
Name 
Start 
GI 

Exons 



5134 End 
OJ990428_07 . 9C10 . C36. ol . tm Method 
2951 End 
none Score 
2951. .3028, 2966. .3016, 3122. 
3155.. 3265, 5722.. 5823, 5726. 
6449. .6520, 6449. .6517, 6604. 
6807.. 6935, 6807.. 6908, 6809. 



9330 

TBLASTX: Maize 
6935 
106 

.3265, 3144. .3266, 3151. .3261, 
.5824, 6444. .6518, 6445. .6519, 
.6717, 6604. .6714, 6612. .6719, 
.6910 



OJ990428 07.9C10.C36 



Seq. No. 37259 Seq. ID 

Gene No. 76505 Strand 

Start 5134 End 9330 

Name OJ990428_07 . 9C10 . C36 . o2 . gs Method GENSCAN 

Start 5134 End 9330 

GI none Score .59 

Exons 5134.. 5293, 5711.. 5810, 6260.. 6329, 8853.. 8934, 9034.. 9102, 
9143. .9330 



Seq. No. 
Gene No. 
Start 

..JS&me 

..Starts ... 
GI 

Exons 



37259 
76505 
5134 

J.57LQ7. . 

none 



Seq. ID OJ990428_07.9C10.C36 
Strand 

End 9330 . ' . 
Jleihojd^T^^ 



.69A1._ 

128 



End., • 

Score 

5707. .5823, 5726. .5824, 6165. .6224, 6444. .6518, 6458. .6517, 
6613. .6711, 6632. .6715, 6807. .6935, 6807. .6941 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37260 Seq. ID 

76506 Strand 

1386 End 

OJ990428_07.9C10.C37.ol.gp Method 

1386 End 

63142_1.R1084 Score 
1386.. 1562, 2067.. 2178 

V4 176420/dbj | BAA371 67 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



OJ990428_07 . 9C10.C37 
+ 

2178 
AAT/GAP 
2178 
559 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons. " 



37260 ' Seq. ID 

76507 Strand 

1364 End 
OJ990428_07 . 9C10 . C37 . ol . gs Method 

1364 End 
none ; *" * : v ~ : - ' ' " ■ "'"Score * 

13.64. .14 8 6, 297.9.-. 3161. : ' : ' ' / 



OJ990428_07.9C10.C37 

3161 

GENSCAN 

3161 



Seq-.- No < 37261 - . ." ."" ...Seq..- ID 

Gene No.- 76508 ■' " Strand 

Start ' 216 End 

Name OJ990428_07 . 9C10 . C38 .' ol . gs Method 

Start 216 End 

GI none Score 

Exons 216.. 422 



-OJ990'428_07 . 9C10.C38 

+ - ' 

422 

GENSCAN 

422 

.72 



Seq. No. 37262 Seq. ID 

Gene No. 76509 Strand 

Start 107 End 

Name OJ990428_07 . 9C10 . C4 1 . ol . gs Method 



OJ990428_07.9C10.C41 
+ 

789 

GENSCAN 



36835 



Start 107 End 789 

GI none Score .86 

Exons 107.. 162, 617.. 789 

Seq. No. 37262 Seq. ID OJ990428_07.9C10.C41 

Gene No. 76510 Strand 

Start 1 End 934 

Name OJ990428_07 . 9C10 . C4 1 . ol . np Method AAT/NAP 

Start 1 End 934 

GI 3236237 Score 464 

Exons 1..182, 278. .357, 478. .713, 821. .934 

GI Descrip. (AC004684) putative oxidoreductase [Arabidopsis thaliana] 

Seq. No. 37262 Seq. ID OJ990428_07.9C10.C41 

Gene No. 76510 Strand 

Start 1 End 934 

Name OJ990428_07 . 9C10 . C4 1 . ol . gp Method AAT/GAP 

Start 55 End 302 

GI 4879983 Score 256 

Exons 55.. 182, 278.. 302 

GI Descrip. 629592/pir | | S42651 5". 0e-25 hypothetical protein - rape . 

„ >gi_606.575.2_emb_CAB,58.175. 1_ (X74225),, putative pod-specific • 

..... _ dehydrp.gejias.e.,. SAC25,:XBrassi,c : a ...napus ].„ _ 

Seq. No. 37262 Seq. ID OJ990428_07.9C10.C41 

Gene No. 76510 Strand 

Start 1 End 934 

Name O J9904 28_07 . 9C10 . C4 1 . ol . tm Method TBLASTX : Mai ze 

s§ Start 55 End 716 

GI none Score 17 9 

%2 Exons 55. .183, 56. .184, 56. .190, 276. .356, 277. .360, 474. .713, 

fy 475. .714, 478. .714, 510. .716 

l~ Seq. No. 37262 Seq. ID OJ990428_07.9C10.C41 

H Gene No. 76510 Strand 

"y Start 1 End 934 

I s = Name OJ990428_07 . 9C10 . C4 1 . ol . tc Method TBLASTX : Cress ' 

O Start 55 , End 754 

fj GI none Score 93 

li Exons 55. .180, 55. .183, 83. .18*4, 276. .356, 277. .360, 474. .713, 

^ 475. .714, 510. .716, 620. .754 



'"-Seq,- Nbv* : ;": " 37*2 62 ;\" ' V "' ' ' Seq.' ID OJ9904~28^07v9C 

Gene No: ' 7 6510 '• * . • ; ' ' Strand - '" ' " " ' 

Start" - ' ". 'T " " " : '' *• v / 'End -934" 

•Name . - - --OJ990428_07 .-9C10 . C4 1 .pi .-ts ■ Method - . TBLASTX : Soybean ■ 

•'Start ■ 58- : * ' End- '716. ' 

• GI ■ none Score 104 
Exons ' 58. .183," 59. .184, 275. .340, 276. .356, 276 356,' 277 360, 
468. .713, 475. .714, 484. .714, 510. .716 

Seq. No. 37263 Seq. ID OJ990428_07.9C10.C42 

Gene No. 76511 Strand + 

Start 845 End 1066 

Name OJ990428_07 . 9C10 . C42 . ol . gs Method GENSCAN 

Start 845 End 1066 

GI none Score .71 



36836 



Exons 



845. .1066 



O /-•> s~i XI «-\ 

DcQ. INO . 


J / tOJ 




oeq. iu 


r\ TQ QO A OQ 

u j y y u h z 0 


bene ino . 






btrano 


+ 


C -1 > v- -f- 


n i i c 
iiiij 






1 1 / Q Q 

1 1 4 0 y 


Name 


r>TQQ0d9ft 07 Qr*1 0 C AO 


. oo.gp 


4~ V*\ /^J 

rJetfiOQ 


A A T /p7\D 


oiart 


1111c; — 

XlXlj 




ona 


I 1 A Q Q 

I I ft 0 y 


bl 


none 




Score 


TOO 
/ Z Z 


Exons 


11115. . 11489 










J ' ZOO 




oeq. lu 


C\ TQ QO 4 9 Q 

uu y y u 4 z o 


bene wo. 


7 £ R 1 "3 
/ DDI j 




O f- -\ r\ /~i 

otrana 






DODO 




bna 




Name 


0,7990498 07 QP1 0 C AO 


01 . gp 


Mot - H r\r^ 


a at /r-ap 




0000 




r nr i 
j^no 


DZ O 4 


r* t 
bl 


none 




Score 


boo 


Exons 


5868. .6284 








OcCJ. IN O . 


37263 




oeq . id 


u j y y u 4 z 0 


Gene No . 


76513 




Strand 




o tart 


6363 






1 U 4 D U 


. Na me^„„, 


OJ990428 07.3C10.C42, 




_ . M e.t ho d 


„,AA i . / r 


jbtart, . . 


.53.24 . ...... ^ 




- Lna„ , _ , 


.. / u./ i..„,. . . 


bl 


4879981 




Score 


c; 0 n 
DO 1 


Exons 


6324. .6544, 6965. .7071 






Seq. No. 


37263 




Seq. ID 


OJ990428 


Gene No . 


76513 




otrana 




otart 


6363 




hna 


1 U4 D(J 


Name 


OJ990428 07.9C10.C42. 


o2 . gs 


Method 


bbNobAN 


bLdrt 


6363 






1 A j| CO 

1U4 DU 


PT 


none 




Score 


7 R 


Exons 


6363. .6544, 7207. .7270, 8681 


QTQ1 Q / 

. . 0 / ts 1 , y 4 


/o . . yblo, 




10390. .10450 








Seq. No. 


37263 




Seq. ID 


OJ990428_ 


bene no . 


76514 




Dtrana 




o tar t 


10941 






Z U / Oo 


Name 


OJ990428 07.9C10.C42. 


o3.gs * 


Method 


bhNoLAN 


otaiL 


10941 






1 QCTO 

Ioj / z 


H T 
bl 


none 




Score 


/I c 
. 4 D 


Exons 


• 10941. .11039, 11290.. 


11502, 


izu yo . . izz 


oa 1 0 /i c n 
ZU , lz4 DU 




.12687. . 12922, 1-3012... 


13530, 


18111- . : i85 


72 ";:;*_• 


"Seq. - Mb". " 


372*63 • ; ' 




*'"Seq. ID' 


OJ9904'28_ 


Gene No. * 


- 76514 ". - '.' - - - - - 




- -Strand 




Start 


10941-.' 




End 


20758 - 


Name 


OJ990428 07.9C10.C42. 


ol . np 


Method 


AAT/NAP 


Start 


11251 




End 


20748 


GI 


3080433 




Score 


1274 


Exons 


11251. .11502, 12083. . 


12220, 


12322. .12592, 12687 




. 13012. .13530, 18096. . 


18353, 


20665. .20748 



12592, 



GI Descrip. 



12922, 

(AL022605) putative gamma-glutamyltransf erase [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



37263 
76514 



Seq. ID 
Strand 



OJ990428 07.9C10.C42 



36837 



Start 
Name 
Start 
GI 

Exons 



10941 End 20758 

OJ990428_07. 9C10.C42 .o6.gp Method AAT/GAP 

20021 End 20272 

4715034 Score 409 
20021. .20272 



Seq. No. 37263 Seq. ID 

Gene No. 76514 Strand 

Start- 10941 End 

Name OJ990428_07 . 9C10 . C42 . o4 . gs Method 

Start 20348 End 

GI none Score 

Exons 20348. .20758 



OJ990428_07.9C10.C42 

20758 
GENSCAN 
20758 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

.Seq... No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



37263 
76515 
21117 

OJ990428_07. 9C10 . C42 . o3 . tm 

6332 

none 



Seq. ID OJ990428_07.9C10.C42 
Strand 
End 

Method 
End 
Score 



26463 

TBLASTX: Maize 

7000 

219 



6332. .6544, 6333. .6542, 6344... 6544, 6962. .7000 



37263 .. .... ., 

76515 
21117 

OJ990428_07. 9C10.C4 2.o4 .ts 

6450 

none 



Seq. ID ...OJ 1 99Q428_0J..9Cl(3,. J ..a42 . 
Strand 
End 

Method 
End 
Score 



26463 

TBLASTX : Soybean 

7253 

109 



6450. .6545, 6452. .6544, 6959. .7099, 6962. .7120, 6963. .7121, 
7187. .7252, 7206. .7253 



Seq. No. 37263 Seq. ID OJ990428_07.9C10.C42 

Gene No. 76515 Strand 

Start 21117 End 26463 

Name OJ990428_07 . 9C10 . C42 . o3 . tc Method TBLASTX : Cress 

Start 6497 End 9638 

GI none Score 167 

Exons 6497.. 6544, 7397.. 7450, 7534.. 7587, 7677.. 7736, 7786.. 7872, 

8012. .8119, 8560. .8700, 8577. .8726, 8579 .. 8782, ' 8583 .. 8792, 
9521. .9568, 9621. .9638 

Seq. No. 37263 Seq.- ID OJ9904 28_07.9C10._C42 

• 'Gene No. 7 6515 " " "Strand ■ : ' "■ ' 

Start " -21117 *" * * ' '" : End' ~ " 264 63 ' """" " 

' Name ~ ■ " ~OJ990428_07 : 9"CT0 .'C4'27o27tc " Method ■ TBLASTX f Cress " 

.Start ' - .'6921 • - - ' • ... .End-/ -7396- V ~ - 

- GI . none ' . Score 140 

Exons 6921.. 7100, 6951.. 7100, 6958.. 7107, 6959.. 7120, 7187.. 7273, 

7200. .7286, 7355. .7396 

Seq. No. 37263 Seq. ID OJ990428_07.9C10.C42 

Gene No. 76515 Strand 

Start 21117 End 26463 

Name OJ990428_07 . 9C10 . C42 . ol . tm Method TBLASTX : Maize 

Start 7001 End 8764 

GI none Score 137 

Exons 7001. .7099, 7005. .7100, 7018. .7104, 7187. .7273, 7206. .7286, 



36838 



7355. .7459, 7374. .7460, 7513. .7587, 7530 .. 7589, ' 7553 .. 7591 , 

7665. .7754, 7677. .7772, 7678. .7764, 7828. .7872, 7832. .7873, 

7840. .7875, 8012. .8101, 8013. .8090, 8018. .8098, 8579. .8764, 
8586. .8762 



Seq. No. 37263 

Gene No. 76515 

Start 21117 

Name OJ990428_07 . 9C10 . C42 . o3 . ts 

Start 7819 

GI none 

Exons 7819.. 7872, 8012.. 8119, 8579. 
9521. .9613 



Seq. ID OJ990428_07.9C10.C42 
Strand 

End 26463 

Method TBLASTX : Soybean 

End 9613 

Score 125 

.8782, 8586. .8792, 9498..9599, 



Seq. No. 37263 
Gene No. 76515 
Start 21117 
Name OJ990428_07.9C10.C42 
Start 11254 
GI none 

Exons 11254. .11337, 11350. 

izzzz^xzssx^izmo^ 

_ .. ^ „ . , . X 3 0 4 8 , . 1.33,8 0 .1.3 38 4...., 

18172. .18210, 18183., 

21360. .21437, 21362. . 

21721. .21897, 21776.. 

22404 . .22553, 22405., 



ol.tc 



.11514, 

J 2 8X1/ 
.13533,, 
.18356, 
.21436, 
.21898, 
.22548 



Seq. ID OJ990428_07.9C10.C42 
Strand 

End 26463 

Method TBLASTX : Cress 

End 22553 

Score 166 
12083. . 12226, 12314 .. 12595 , 

X21S£ M 1 2fi72 1 30 1JL_ .JL 3,14J^ ™, 

J 33 8 5. .....1 35 2.8 .18114 ... 182 0Q,_ 

18199. . 18333, 21140 .. 21283, 
214.22. .21625, 21423 .. 21629, 
21945. .22400, 21985 .. 22314 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37263 
76515 
21117 

OJ990428_07. 9C10 . C42 . o5 . tm 
11344 



none 
11344 . 
.12083. 
21140. 



Seq. ID OJ990428_07.9C10.C42 
Strand 

End 26463 
_ Method TBLASTX: Maize 

End 21281 
Score 151 

.11514, 11347. .11514, 12078 .. 1217 6, 12083 .. 12223 , 
.12223, 20546. .20704, 2054 8 .. 20706, 21135 .. 21281 , 
.21280 



Seq. No. 37263 ' Seq. ID 

Gene No. 76515 Strand 

Start 21117 End 

Name OJ9904 28_07 . 9C10 . C4 2 . : o2 . ts . Method 

Start ■ 12322;'' "\" : ' 'End 

GI ' ' " none • ' ' ' Score . 
Exons 



OJ990428_07.9C10.C42 
26463 

TBLASTX: Soybean 
21571-' - v ' 
62 - - ■ " • • 



12322; .T2378;* 12'42r:-. v 12537 / 124 34"." . 12535, "213607V21569", 
.21362.. .21571 - ' ■ ' . -■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37263 
76515 
21117 

OJ990428_07. 9C10 . C42 . ol . ts 

12538 

none 



Seq. ID OJ990428_07.9C10.C42 
Strand 

End 2.64 63 

Method TBLASTX : Soybean 

End , 22331 

Score 52 



12538. .12594, 12539 .. 12601, 12680 .. 12922, 12705 .. 12878 , 
13010. . 13165, 13048. .13311, 21572 21628, 21573 .. 21 629, 
21721. .21954, 21731 .. 21904 , 22029 22331, 22030. .22311 



36839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37263 
76515 
21117 

OJ990428_07. 
12743 
none 
12743. 
13048. 
22029. 
22197. 



9C10.C42.o2.tm 



. 12922, 
. 13173, 
.22193, 
,22226 



12744, 
21769, 
22029, 



.12923, 
.21948, 
,22193, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 07.9C10.C42 



26463 

TBLASTX: Maize 
22226 
192 

12817. .12924, 13016 13165, 
21770. .21946, 21843 .. 21953, 
22036. .22194, 22197 22226, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37263 
76515 
21117 

OJ990428_07. 
13174 
none 
13174. 
13385. 



9C10.C42.o4.tm 



.13374, 13177. . 13407, 
.13474, 22233..22394, 
22404. .22493, 22405.. 22494 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13214 

22234 



OJ990428 07.9C10.C42 



26463 

TBLASTX: Maize 
22494 
87 

13411, 13384. .13491, 
22311, 22236. .22340, 



. Se„q._Np„. 
Gene ,No.. 
Start 
Name 
Start 
GI 

Exons 



37263. 



™ „ Seq;, . J .D_jQ JJ 904 2SJ)J^M.lSi^2^ 



76515 , ..... ... 

21117 

OJ990428_07. 9C10 . C42 . o5 . ts 

13381 

none 

13381. .13533, 13382 
18177. .18338, 22401 



. Strand^ 
End' 
Method 
End 
Score 



26463 

TBLASTX : Soybean 

22563 

109 



13564, 18114. .18200, 18160 .. 18339, 
22553, 22402.. 22563 



Seq. No. 37263 

Gene No. 76515 

Start 21117 

Name OJ990428_07 . 9C10 . C42 . o5 . gs 

Start 21117 

GI none 

Exons 21117. .21596, 21754. 

25025. .25060, 25339. 



Seq. ID 
Strand 

End 264 63 

Method GENSCAN 
End 26463 
Score .81 
21948, 22032. .22550, 24195 
25387, 2628S..26463 



OJ990428 07.9C10.C42 



.24701, 



Seq. No. 37263 Seq. ID 

Gene No. 76515 Strand 

Start 21117 End 
Name "-' : 7 ■ OJ9904 28_07 9C10 ; C'4'2 ;o7 : g'p'~' 1 " Method" 

Start ' • 24399" ' End 

GI ' ' ■ '4715033 " Score 

-Exons '- • . 24399. .24736 .,.1, . 



OJ990428_07.9C10.C42 
26463 

*AAT/GAP" : : " ' ' ' : 

24736 ' • " " ' ' 

664 ; ; ■ 



Seq. No. 37264 Seq. ID 

Gene No. 76516 Strand 

Start 72 End 

Name OJ990428_07 . 9C10 . C43 . ol . gs Method 

Start 72 End 

GI none Score 

Exons 72 . . 194 



OJ990428_07.9C10.C43 

+ 

194 

GENSCAN 

194 

.86 



Seq. No. 
Gene No. 



37264 
76517 



Seq. ID 
Strand 



OJ990428 07.9C10.C43 



36840 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



800 End 4671 

OJ990428_07 . 9C10 . C4 3 . ol . gp Method AAT/GAP 

800 End 1993 

13573JL.R1084 Score 1497 

800. .1201, 1367. .1509, 1661. .1784, 1859. .1993 

■2231046/emb|CAA73179| 1.0e-15 (Y12618) PPF-1 protein [Pisum 

sativum] 1 



Seq. No. 37264 

Gene No. 76517 

Start 800 

Name OJ990428_07 . 9C10 . C4 3 . 62 . gs 

Start 1408 

GI none 
Exons 



Seq. ID OJ990428_07.9C10.C43 
Strand 

End 4 671 

Method GENSCAN 

End 4 652 

Score .84 



1408. .1512, 1661. .1784, 1859. .2008, 2163. .2266, 2365. .2397, 
3021. .3094, 3321. .3381, 3589. .3663, 3755. .3865, 4287. .4652 



Seq. No. 
Gene No. 
Start 
Name 

.Start 

GI . . . . 
Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990428 07.9C10.C43 



Seq. No. 

'Gene No 

Start-. 

Name 

Start 

GI 

Exons 



4671 
AAT/NAP 

1.4.67.3... ™ ~ 

r 1.141. _\ .. . 



37264 Seq. ID 

76517 Strand 

800 End 

OJ990428_07 . 9C10 . C4 3 . ol . np Method 

.141-4 _ „ _End . 

.2209.3.32 Score. ... 

1414.. 1505, 1657.. 1784, 1859.'. 2008, 2 1 63 . . 22 66, ' 2365 1 . 24 72 , 

2839. .2943, 3021. .3094, 3321. .3381, 3589. .3663, 3755. .3865, 

4287. .4360, 4394. .4671 

(U89272) chloroplast membrane protein ALBIN03 [Arabidopsis 
thaliana] gi | 3927828 | gb | AAC7 9585 . 1 | (AC005727 ) chloroplast 
membrane protein (ALBIN03) [Arabidopsis thaliana] 



37264 
76517 
800 

OJ990428JD7. 9C10 . C43 . ol . tc 

1739 

none 

1739.. 1786, 1856.. 2008, 1858. 

2163.. 2267, 2205.. 2273, 2210. 

2369. .2473, 2837. .2944, 2837. 

2922.. 2975, 2965.. 3096, 2976. 

3319.. 3381, 3587.. 3664, 3588. 

3740.. 3883, 3753.. 3860,. 4284. 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990428 07.9C10.C43 



4671 

TBLASTX: Cress 
4352 
132 

.2004, 1861. .2010, 2162. .2269, 
.2275, 2311.. 2472, 2369.. 2473, 
.2944, 2839. .2946, 2839.. 2955, 
.3101, 3021.. 3104, 3314.. 3385, 
.3659, 3589.. 3666, 3589.. 3663, 
.4352 

' Seq.' ID OJ990428_07 . 9C10.C4 3 

Strand ' - ' ' ' 

- End 4671- - - - .. •.• 

Method ' * TBLASTX: Soybean ... . 
End 2491 
Score 135 



37264 - ■ ' 
.76517 . '• " ' ' ' ' 
800 - ..... • - - /• • 
OJ990428_07 . 9C10 . C4-3 : ol . ts 
1739 
none 

1739. .1786, 1856. .2008, 1857. .2009, 1858. .2010, .1858. .2007, 
2153. .2260, 2163. .2261, 2365. .2481, 2365. .2481, 2369. .2491 



Seq. No. 37264 Seq. ID 

Gene No.' 76517 Strand 

Start 800 End 

Name OJ990428_07 . 9C10 . C4 3 . ol . tm Method 

Start 1760 End 



OJ990428_07.9C10.C43 
4671 

TBLASTX: Maize 
3802 



36841 



GI 


none 










Score 188 




Exons 


1760. 


.1786, 


1873, 


. .2007, 


1874. 


.2008, 1877.. 2008, 


1878. .2009, 




91 Rl 


996Q 


X U — > > 


, .2267 , 


990Q 


99fift 91fiR 9479 


9 1 Q 9471 




9 1 fiQ 


9 4 71 




.24 74, 


9ft 17 


9Q44 9ftlft 9Q4R 


9 ft 1 Q 9 04 £ 




00-3Q 


9 Q R ^ 


9 Q7 


11 01 


9 Q77 


1109 1090 11 1 £ 


1114 11QO 




3319. , 


.3381, 




lift 9 


1191 


HQft IRftQ 1££1 


"3 ROC 1 




3740. , 


.3802, 


17 R 1 


1ft 0 0 








oeq. in v . 


37264 














belle INU > 


76517 










ourana 




Start 


800 










End 4671 




Name 


OJ990428 07 


.9C10. 


,C43.o2, 


.gp 


Method AAT/GAP 




Start 


2412 










End 4375 




GI 


uC-osroM202021b01bl 




Score 978 




Exons 


2412. . 


.2472, 


2839. 


, .2943, 


3021. 


.3094, 3321. .3381, 


3589. .3663, 




3755. . 


.3865, 


4287. 


, .4375 








GI Descrip. 


'2209332 6. 


Oe-76 


(U89272) chloroplast membrane 


protein ALBi: 



[Arabidopsis thaliana] >gi_3927828 (AC005727) chloroplast 
membrane protein ALBIN03 [Arabidopsis thaliana] 1 



Seq. No. . 37264 

„Gene Np.__. ..76.51.L_ _ „ „. 

.Start, • _.....„ ..8.0Q .*;„.... ... ... : 

Name OJ990428_07 . 9C10 . C43 . o3 . ts 

Start 2837 
GI none 

Exons 2837.. 2944, 2837.. 2944, 2839, 

3319. .3378 



Seq. ID 

_Strand^,.. 
End...,_ 
Method 
End 
Score 



OJ990428 07.9C10..C43 



4 671. ... ....... . ,. . , 

TBLASTX: Soybean 
3378 
149 

2955, 2976.. 3101, 2977.. 3096, 



Seq. No. 37264 

Gene No. 76517 

Start 800 

Name OJ990428_07 . 9C10 . C43 . o2 . ts 

Start 3592 

GI none 

Exons 3592.. 3663, 3596.. 3664, 3740. 
4284..4352 



Seq. ID OJ990428_07.9C10.C43 
Strand 

End 4 671 

Method TBLASTX : Soybean 

End 4352 

Score 79 

.3883, 3753.-3866, 3785.-3883, 



Seq. No. 37264 Seq. ID 

Gene No. 76517 Strand 

Start 800 End 

Name OJ990428_07 . 9C10 . C43 . o3 . gp Method 

Start " ..4 436 ; - * ' " ' r .' End' , ; 

GI " none ■ ■■ Score • 

Exons - "44 36 . ."4 671" 



OJ990428_07.9C10.C43 

4671 
AAT/GAP 

4 671' * ' v ' : - 
440 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37265 . Seq. ID 

76518 Strand 

1501 End 
OJ990428_07 . 9C10 . C4 4 . ol . gs Method 

1501 End 

none Score 

1501. .2155, 2303. .2435, 2463. .3114 



OJ990428_07.9C10.C44 

3114 
GENSCAN 
3114 
.49 



Seq. No. 
Gene No. 
Start 



37265 
76518 
1501 



Seq. ID 

Strand 

End 



OJ990428 07.9C10.C44 



3114 



36842 



Name OJ990428_07 . 9C10 . C4 4 . ol . ts Method TBLASTX : Soybean 

Start 1501 End 2817 

GI none Score 393 

Exons 1501.. 1536, 1537.. 2106, 1538.. 2098, 2122.. 2160, 2143.. 2625, 
2197. .2607, 2225. .2617, 2620. .2736, 2621. .2734, 2776. .2817 

Seq. No. 37265 Seq. ID OJ990428_07.9C10.C44 

Gene No. 76518 Strand 

Start 1501 End 3114 

Name OJ990428_07 . 9C10 . C44 . ol . np Method AAT/NAP 

Start 1504 End 3108 

GI 3236240 Score 1565 

Exons 1504.. 2766, 2797.. 2957, 3033.. 3108 

GI Descrip. (AC004684) unknown protein [Arabidopsis thaliana] 

Seq. No. 37265 Seq. ID OJ990428_07.9C10.C44 

Gene No. 76518 Strand 

Start 1501 End 3114 

Name OJ990428_07 . 9C10 . C44 . o2 . tm Method TBLASTX : Maize 

Start 1534 End 1845 

GI none . Score 273 

Exons 15 34 , .1845/ 1535, .1843 ; • . - , 



Seq. No. 37265 ' Seq. ID OJ990428__07.9C10.C44 

Gene No. 76518 Strand 

Start 1501 End 3114 

Name OJ990428_07 . 9C10 . C4 4 . o2 . tc Method TBLASTX : Cress 

Start 1537 End 1929 

GI none Score 53 

Exons 1537. .1581, 1538.. 1582, 1562. .1924, 1573.. 1929, 1574.. 1918 

Seq. No. 37265 Seq. ID OJ990428_07.9C10.C44 

Gene No. 76518 Strand 

Start 1501 End. 3114 

Name OJ9904 28_07 . 9C10.C4 4 .ol. tm Method TBLASTX : Maize 

Start 1848 End 2873 

GI none Score 66 

Exons 1848. .1904, 1849.. 2163, 1850. .2149, 1944.. 2168, 2172.. 2768, 

2174. .2770, 2176. .2805, 2225.-2734, 2740. .2859, 2743. .2859,' 
2759. .2872, 2760. .2873 

Seq. No. 37265 ■ . - Seq. ID OJ9904 28_07 . 9C10.. C4 4 

Gene No: 76518" ■ ' * '• " - - Strand ' - " • * 

Start "1501"- ; " ••' ' ' : " " "- ' End ."3114* 

'Name * *OJ990428_"07". 9C10 . C44 . ol ;'tw ' 'Method' TBLASTX': Wheat' " " " 

'.Start'' • - 2122 .. - ,. ■ ... . " - End ' -.2527- . V v :■. 

GI ' - - none • • Score . 99 - r 

Exons 2122.. 2151, 2175.. 2519, 2178.. 2195, 2187.. 2303, 2194.. 2523, 

2194. .2523, 2231. .2527 

Seq. No. 37265 Seq. ID -OJ990428_07.9C10.C44 

Gene No. 76518 Strand 

Start 1501 . End 3114 

Name OJ990428_07 . 9C10 . C44 . ol . tc Method TBLASTX : Cress 

Start 2228 End 2841 

GI none Score 52 

Exons 2228.. 2281, 2233.-2283, 2275.. 2361, 2285.. 2335, 2338.. 2622, 



36843 



2339. .2623, 2608. .2739, 2609. .2734, 2797. .2841 



Seq. No. 37266 - 

Gene No. 76519 

Start 686 

Name 0 J990428_07 . 9C10 . C45 . ol . gs 

Start 686 

GI none 
Exons 



Seq. ID OJ990428__07.9C10.C45 

Strand + 

End 3908 

Method GENSCAN 

End 3908 

Score .55 



686. .804, 1711. .1789, 1894. .1926, 2928. .3186, 3640. .3804, 
3880. .3908 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37266 



76520 
3903 

OJ990428_07.9C10.C4 5.ol.np 
3903 
6069646 

3903.. 3933, 5746.. 5810, 6364 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6658, 



OJ990428 07.9C10.C45 



9103 
AAT/NAP 
9103 
159 
9057. .9103 

transcriptase 
11 (AP001129) 



Arabidopsis thaliana chromosome II BAC F9013 genomic 
ipjAt^iJLy^jxq LDr LTR . ret roe lenient , r e v erg e_t_r a n sc,r ip tase 
[Oryza . sativa] ... .. , t . ... „ ... . . . , „. „ ^ 



(AC005315) 
Similar to 
sequence, 
(ACp0g248). 



Seq. No. 


37266 








Seq. ID 


OJ990428 


_07.9C10.C4 5 


Gene No. 


76520 








Strand 






Start 


3903 








End 


9103 




Name 


OJ990428 07 


.9C10. 


C45.ol. 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6357 








End 


6829 




GI 


none 








Score 


96 




Exons 


6357. .6410, 


6418. 


. 6663, 


6500. 


.6661, 6691.. 6828, 


6719. . 6829 


Seq. No. 


37266 








Seq. ID 


OJ990428 


_07.9C10.C45 


Gene No. 


76520 








Strand 






Start 


3903 








End 


9103 




Name 


OJ990428 07 


.9C10. 


C45.o2. 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7490 








End 


7753 




GI 


none 








Score 


77 




Exons 


7490. .7591, 


7589. 


.7753, 


7608. 


.7736 






Seq. No. 


37267 








Seq. ID 


OJ990428 


_07.9C10.C46 


Gene No. 


76521 








Strand 






Start . ' " 


• " 18 4 ; "- 








End' 


474 " V * 




Name 


' ' * OJ990428* 07 


~9C10. 


■C46.ol. 


.gs V 


Method .- 


GENSCAN" 




Start 


' .' 184 . 








End 


474" 




GI - 


- none 








Score . - 


. .6- ' 




Exons » ■ 


184. .474 ' 















Seq. No. 37267 Seq. ID OJ990428_07 . 9C10 . C4 6 

Gene No. 76522 Strand 

Start 1307 End 1786 

Name OJ990428_07 . 9C10 . C46 . ol . gp Method AAT/GAP 

Start 1307 End 1786 

GI 63142JL.R1084 Score 182 

Exons 1307.. 1333, 1696.. 1786 

GI Descrip. 1 4 17 6420 /dbj | BAA37 167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



36844 



Seq. No. 


37268 


Seq. ID 


OJ990428_07.9C10.C47 


Gene No. 


76523 


Strand 




Start 


85 


End 


"665 


Name 


OJ990428 07.9C10.C47.ol.gs 


Method 


GENSCAN 


Start 


85 ~ 


End 


665 


GI 


- none 


Score 


.8 


Exons 


85. .211, 278. .665 






Seq. No. 


37269 


Seq. ID 


OJ990428_07.9C10.C49 


Gene No . 


76524 


Strand 


+ 


Start 


154 


End 


219 


Name 


OJ990428 07.9C10.C49.ol.gs 


Method 


GENSCAN 


Start 


154 ~ 


End 


219 




ti r\ n o 




7 7 


Exons 


154 . .219 






Seq. No. 


37270 


Seq. ID 


OJ990428 07 . 9C10 .C50 


Gene No. 


76525 


Strand 


+ ~~ 


Start 


1 


End 


1561 


Name 


OJ990428 07.9C10.C50.ol.np 


Method . 


AAT/NAP 


Start 


1 . . 


-End 


1-558 


G.F.J.. - 


., ; 3236237,.,.;„ . 


Scor.e 


..67 8.__ ; .., 


Exons 


1. .211, 332. .411, 507. .660, 


745. .823, 


990. .1074, 1211. .1257 




1391. .1558 






GI Descrip. 


(AC004684) putative oxidoreductase [Arabidopsis thaliana] 


Seq. No. 


37270 


Seq. ID 


OJ990428_07.9C10.C50 


Gene No . 


76525 


Strand 


+ 


Start 


1 


End 


1561 


Name 


OJ990428 07. 9C10 . C50 . ol . tm 


Method 


TBLASTX: Maize 


Start 


74 


End 


1548 


GI 


none 


Score 


128 


Exons 


74. .214, 77. .211, 84. .215, 329. .412, 333. .413, 500. .664, 




505. .672, 506. .664, 742. .828, 746. .823 


, 747. .824, 957. .1073 




987. .1073, 989. .1075, 1198.. 


1257, 1211 


. .1258, 1212. .1259, 




1213.. 1260, 1388.. 1522, 1390 


..1548, 1390. .1548 


Seq. No. 


37270 


Seq. ID 


OJ990428_07.9C10.C50 


Gene No. 


76525 


Strand 


+ 


Start 


1 


End 


1561 


Name. 


OJ990428. 07.9C10.C50.ol.ts 


. Method 


TBLASTX : Soybean 


Start - - - - 


.. -7 4 ; \ • . - • • \ 


' End- 


1073 - 


GI" ." 


none 


Score' 


.139 


Exons ' 


74". ."214;- 329.7412, ' 333. .413;' 


505 . :65?,' 


'506: .664,' -74 6". .823, 




■754. .810," ,9"86. .1072,.. 987,-. 1073 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37270 
76525 
1 

OJ990428_07.9C10.C50.ol.tc 

101 

none 



Seq. ID OJ990428_07.9C10.C50 

Strand + 

End 1561 

Method TBLASTX : Cress 

End 823 

Score 122 



101. .214, 329. .412, 333. .413, 505. .672, 506. .664, 745. .810, 
746. .823 



Seq. No. 



37270 



Seq. ID OJ990428_07.9C10.C50 



36845 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



76525 



Strand 



1 End 1561 

OJ990428_07 . 9C10 . C50 . ol . gs Method GENSCAN 
332 End 1561 

none Score .66 

332. .411, 507. .660, 1211. .1257, 1416. .1561 



37270 
76525 
1 

OJ990428_07. 9C10 . C50 . ol . gp 
387 

4879983 

387. .411, 507. .660, 745 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.823, 990. .1074 
629592/pir M S42651 5.0e-25 hypothetical protein - rape 
>gi_6065752_emb_CAB58175. 1_ (X74225) putative pod-specific 
dehydrogenase SAC25 [Brassica napus] 



OJ990428_07.9C10.C50 
+ 

1561 
AAT/GAP 
1074 
576 



Seq. No. 


37270 


Seq. ID 


OJ990428 


_07.9C10 


.C50 




7 6^9 R 


Strand 


+ 








1 


End 


1561 . 










^..Method 


.TBLASTX : 


Wheat 




Of h r f ' 


C C Q ■ ~~ ~ ' 

*J.^ -7 ~ . . f ....... t r-..^.. ■ -t— 


.. End; 


J*4 9,9_ 




: ■*'* ** 


CI 


none 


Score 


147 






uAUl lo 


SSQ 679 SfiO 664 749 R40 


746. .823 


, 957. .1091, 987. 


107^ 
. ± U I o f 




1 1 Qfl 19S7 1 ^ftft 149ft 1 ^QO 


.1491, 1404. .1496 






Seq. No. 


37271 


Seq. ID 


OJ990428 


_07.9C10' 


: .C51 


Gene No. 


76526 


Strand 


+ 






O Lai L 


9^9 


End 


582 






ln dilit; 




Method 


GENSCAN 






OLail. 


9^9 ~~ 

O 


End 


582 






GI 


none 


Score 


. 95 






Exons 


232. .278, 412. .582 










Seq. No. 


37271 


Seq. ID 


OJ990428 


_07.9C10 


.C51 


Gene No. 


76527 


Strand'" 


+ 






Start 


2751- 


End 


4569 






Name 


OJ990428 07. 9C10 . C51 . o3 . gs 


Method 


GENSCAN 






Start 


2751 


End 


4569 






GI 


none 


Score 


. 93 






Exons 


• 2751. .2814, 3029. . 4569 










Seq. No. 


. 37271- ' • ' " ' ^ •. '" 


Seq. ID 


OJ990428 


_07 .9C10 


.'C51 


Gehe~No"."~~ , ; 




Strand 








Start ■ 


- 6931-. - - • . ... . • -.. ■ 


End- ... 


6991 • - 






Name 


.OJ990428 07. 9C10 . C51 . ol . gp 


Method ' . 


AAT/GAP 






Start 


6931 


End . 


6991 






GI 


2312838 


Score 


67 






Exons 


6931. .6991 










GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial 


sequence 




Seq. No. 


37271 


Seq. ID 


OJ990428 


_07.9C10 


.C51 


Gene No. 


76529 


Strand 


+ 






Start 


8482 


End 


12476 






Name 


OJ990428 07. 9C10 . C51 . ol . np 


Method 


AAT/NAP 







36846 




Start 8482 End 12476 

GI 6522590 Score 1799 

Exons .8482. .10145, 10221 .. 11230 , 11331 11678 , 12454. .12476 

GI Descrip. (AL133292) receptor kinase-like protein [Arabidopsis thaliana] 



Seq. No. 


37271 








Seq. ID 


OJ990428 07 9C10 C51 


Gene No . 


76530 








Strand 




Start 


1563 








End 


1955 


Name 


OJ990428 07 


. 9C10 . 


C51.o2 


. as 


Method 


GENSCAN 


Start 


1563 








End 


1955 


GI 


none 








Score 


.69 


Exons 


1563. .1955 












Seq. No. 


37271 








Seq. ID 


OJ990428 07 9C10 CS1 


Gene No . 


76531 








Strand 




Start 


12292 








End 


15233 


Name 


OJ990428 07 


. 9C10 . 


C51 .06 


. tm 


Method 


TBLASTX * Maize 


Start 


62 








End 


569 


GI 


none 








Score 


51 


Exons 


62 . .94, 219 


. .278, 


232 . . 


279, 


233. .280, 


409. .543, 411. .569, 




411 . . 569 












Seq.. ...Nq.„ 


.~3 7.2,71 *™T7~ 








„..S,eq.. . ID.. 


, 0.J.9 904.2 8_0 


Gene No . 


7653l" 








Strand • 




Start 


12292 








End 


15233 


Name 


OJ990428 07. 


. 9CiO. 


C51.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3115 








End 


3528 


GI 


none 








Score 


42 


Exons 


3115. .3186, 


3250 . 


. 3528, 


3251 


. .3409, 3321. .3527 


Seq. No. 


37271 








Seq. ID 


OJ9904 28_07.9C10.C51 


Gene No . 


76531 








Strand 




Start 


12292 








End 


15233 


Name 


OJ990428 07. 


. 9C10 . 


C51 . o3 


. t s 


Method 


TBLASTX : Soybean 


Start 


3520 








End 


4161 


GI 


none 








Score 


72 


Exons 


3520. .3705, 


3667 . 


.4128, 


3751 


..4161, 3844. .4161 


Seq. No. 


37271 








Seq. ID 


OJ990428_07 . 9C10.C51 


Gene No . 


76531 








Strand 




Start 


12292 








End 


15233 


Name 


OJ990428 07 . 


, 9C10 . 


C51 . o5 


. tm 


Method 


TBLASTX : Maize ... 


'Start ■ 


• '3712 : ~ 








•' End'' 


• 4 356 


GI ' 


none 








Score • 


148 ■ - 


Exoris 


3712.. 4047/ 


3751. 


4152,' 


"'3859 


:~. 4164V '3961.'.416r, : ~4042."r41T3, ' 




. 4195 4356 












Seq. No. 


37271 








Seq. ID 


OJ990428_07.9C10.C51 


Gene No. 


76531 








Strand 




Start 


12292 








End 


15233 


Name 


OJ990428 07. 


9C10. 


C51.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


3724 








End 


4389 


GI 


none 








Score 


161 


Exons 


3724. .4071, 


3778. 


.4350, 


3859 


..4164, 3901. .4113, 4189. .4389 


Seq. No. 


37271 








Seq. ID 


OJ990428_07.9C10.C51 


Gene No. 


76531 








Strand 





36847 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12292 End 

OJ990428_07 . 9C10 . C51 . ol . tm Method 

4 682 End 

none Score 



15233 

TBLASTX: Maize 

11223 

114 



4682. .4798, 4683. .4802, 4878. .4997, 4882. .5004, 4885. .4998, 
5033.. 5077, 5041.. 5076, 10774 .. 11223, 10775 .. 1 114 9, 10776.. 11222 



Seq. No. 37271 

Gene No. 76531 

Start 12292 

Name OJ990428_07 . 9C10 . C51 . o3 . tc 

Start 4 682 

GI none 
Exons 



Seq. ID OJ990428_07.9C10.C51 



Strand 
End 

Method 

End 

Score 



15233 

TBLASTX: Cress 

10920 

95 



4682. .4798, 4683. .4802, 10639 10920, 10644. .10901 



Seq.. No. 37271 

Gene No. 76531 

Start 12292 

Name OJ990428JD7 . 9C10 .C51.ol.ts 

Start 4683 

GI none 

Exons ; 



Seq. ID OJ990428_07.9C10.C51 
Strand 

End 15233 

Method TBLASTX : Soybean 

End 11713 

Score 89 



.X18j3.^..X8^ A,^^^^J>S>X9^X93A^X0JX3^ „1 074,6^1 0JL4 0 . 

.107 4 7 ..,1 Q 94.4 , ... 10 9.7 5;.... 1.1.1,9,6 J. Q 98 6L ..1 11.3.5.,. J 1.1,6.4 . . 11 2.2 9,_ 

11329. . 11427, 11330. . 11512, 11567.. 11713 



37271 
76531 
12292 
OJ9904 
4870 
none 
4870. . 
8686. . 
8695. . 
8839. . 
8977. . 
9124. . 
9556. . 
9580. . 
9600. . 
9636. . 
9930. . 
' 9997. / 
10006. 
10087. 
-10933. 



Seq. ID OJ990428_ 
Strand 



07.9C10.C51 



28 07.9C10.C51.ol.tc 



End 

Method 

End 

Score 



15233 
TBLASTX: 
11428 
78 



Cress 



5004, 

8880, 

8958, 

8964, 

9111, 

9252, 

9945, 

9774, 

9914, 

9923, 

10061, 

10356/ 

. 10401 

V 10350 

.11199 



8635. .8670 
8686. .'8964 
8695. .8886 
8865. .8966 
9097. .9258 



9133, 
9574. 



,9240 
,9912 



9583. .9942 
9600. .9914 



9658 . , 
. 9994 , 



9942 
.102 



' 9997. . 103 
, 10024.. 1 
/" 10168 1 
, .1.1330... -1 



8665 
8692 
8710 
8968 
, 9109 
, 9294 
, 9577 
, 9589 
, 9603 
, 9750 
99, 99 
4-7™, "99 
0350, 
0356, " 
1428 



..8949, 8683. .8961, 8686 
..8985, 8695. .8958, 8695 
..8823, 8767.. 8964, 8774 
..9111, 8976.. 9095, 8977 
..9240, 9112.. 9258, 9115 
..9389, 9481.. 9570, 9553 
..9924, 9580.. 9933, 9580 
..9924, 9589. .9948, 9600 
..9845, 9603.. 9833, 9609 
..9923, 9760.'. 9948, 9769 
94.. 10350, 9994.. 10353, 9994 
97 . / 10 35 3 / .9 9 97; : ; 103 : 98,' c: 
1002 4 . .10353, 10066. . 10134, * 
10194. .'10349," 10285. . 10413, " 



8958, 
8964, 
8824, 
9111, 
9252, 
9924, 
9942, 
9797, 
9767, 
9915, 

10350, 



Seq. No. 37271 
Gene No. " 76531 
Start 12292 

Name OJ990428_07 . 9C10 . C51 . o2 . ts 

Start 8662 
GI none 
Exons 8662.. 8952, 8686 

8968. .9111, 8977 

9097.. 9258, 9109 

9574.. 9942, 9580 



Seq. ID OJ990428_07.9C10.C51 
Strand 

End 15233 
Method TBLASTX : Soybean 
End 10398 
Score 155 
8964, 8692. .8985, 8695. .8958, 8749. .9003, 
9111, 8977. .9111, 9000. .9107, 9091. .9246, 
9249, 9124. .9240, 9133. .9258, 9568. .9945, 
9933, 9580. .9840, 9580. .9774, 9583. .9942, 



36848 



9589.. 9948, 9594.. 9914, 9600.. 9920, 9603.. 9779, 9687.. 9920, 
9994.. 10356, 9997.. 10356, 10003 .. 10398 , 10006 .. 10350, 
10122. .10361, 10149. .10292, 10231 .. 10356, 10279. .10398 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37271 
76531 
12292 

OJ9904 2 8_07 . 9C10 . C5 1 . o3 . tm 
8683 



none 
8683. . 
8767. . 
9574 . . 
9601. . 
9966. . 
10006. 



8961, 8686. 
8973, 8842. 
9825, 9577. 
9897, 9658. 
10061, 9994, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8964, 8695.. 8958, 8707 
8886, 8977. .9111, 9115 



OJ990428 07.9C10.C51 



15233 

TBLASTX: Maize 
10356 
177 

8985, 8710. 
9252, 9556. 



9924, 9583.. 9924, 9589.. 9924, 9589. 
9942, 9687.. 9920, 9687.. 9920, 9804. 



.8856, 
,9945, 
,9948, 
,9884, 



10356, 9997. .10329, 9997.. 10356, 9997. .10353, 



,10260, 10024 .. 10350, 10168 .. 10356, 10182.. 10355 



Seq. No. 37271 
Gene No. 76531 
Start 12292 

Name OJ990428_07 . 9C10 . C51 . ol . tw 

. .s t a rL;„ _ , .-I.-" A 1 52__ , 

J3I , „ ,_none_ .. 

Exons 



Seq. ID OJ990428_07.9C10.C51 
Strand 

End 15233 

Method TBLASTX: Wheat 

,.__EncL J.QJ3.5JL. „ 

__Sc.or.e 1CL4_ , 



8752.. 9003, 8899.. 8934, 8971.. 9048, 9097.. 9222, 94 00 . . 98'25 , 
9400. .9651, 9411. .9785, 9609. .9752, 9652 .. 9873, ■ 9760 .. 9924 , 
9772. .9942, 9997. .10071, 9997. .10077, 10063 .. 10134 , 
10087. . 10308, 10122. .10277, 10231. .10350 



Seq. No. 37271 

Gene No. 76531 

Start 12292 

Name OJ990428_07 . 9C10 . C51 . o4 . tm 

Start 11329 

GI none 
Exons 



Seq. ID OJ990428__07.9C10.C51 
Strand 
End 

Method 
End 
Score 



15233 

TBLASTX: Maize 

11668 

181 



11329. .11538, 11330. .11512, 11537 .. 11668 , 11572.. 11667 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons V " " 



37271 
76531 
12292 

OJ990428__07 . 9C10 . C51 . o5 . gs 
12292 
. none . 



Seq. ID OJ990428_07.9C10.C51 
Strand 

End 15233 

Method GENSCAN 

End 15233 

Score ..58 . 



12292 .;. 13221,* 13281 .. 13685,. 147 93 . 15233 



Seq." No. 


37272 *" 








"Seq. "I'D 


" OJ'9904 r 2'8_ 


;oi 


;-9cro". 


"C52 


Gene No . - 


7 6532 








Strand 










Start 


287 








• End 


2027 








Name 


OJ990428 


_07.9C10.C52 


.ol 


.gs 


Method 


GENSCAN 








Start 


287 








End 


1117 








GI 


none 








Score 


.44 








Exons 


287. .548 


, 834. .1117 
















Seq. No. 


' 37272 








Seq. ID 


OJ990428_ 


07 


9C10. 


C52 


Gene No. 


76532 








Strand 


+ 








Start 


287 








End 


2027 








Name 


OJ990428 


_07.9C10.C52 


ol 


np 


Method 


AAT/NAP 








Start 


792 








End 


2027 









36849 



GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



6522541 Score 148 

792.. 1106, 2008.. 2027 

(AL132955) receptor-kinase like protein [Arabidopsis thaliana] 



37272 Seq. ID 

76533 Strand 
1870 End 
OJ990428_07. 9C10 . C52 . ol . gp Method 
1770 End 
705_1.R1084 Score 
1770. .2364 

' 1362184/pir | IS56685 2.0e-37 histone H2B-8 - wheat 
>gi_531058_dbj_BAA07157_ (D37943) protein H2B-8 [Triticum 
aestivum] f 



OJ990428_07.9C10.C52 

2627 
AAT/GAP 
2364 
892 



Seq. No. 37272 Seq. ID 

Gene No. 76533 Strand 

Start 1870 End 

Name OJ990428_07 . 9C10 . C52 . o2 . gs Method 

Start 1870 End 

GI none Score 

Exp.as_j.___,; 18.7.0, ,2M?^„2 4 91.^,2627 



OJ990428_07.9C10.C52 

2627 
GENS CAN 
2627 
.88 



Seq. No. 37272 Seq. ID 

Gene No. 76533 Strand 

Start 1870 End 

Name OJ990428_07 . 9C10 . C52 . o2 . np Method 

Start 1873 End 

GI 3913804 Score 

Exons 1873.. 2331 

GI Descrip. HISTONE H2B.3 gi | 577825 | emb | CAA4 9584 | 
mays ] 



OJ9904 28_07. 9C10.C52 

2627 
AAT/NAP 
2331 
676 

(X69960) H2B histone [Zea 



Seq. No. 37272 . .Seq. ID 

Gene No. 76534 Strand 

Start 4813 * End 

Name OJ990428_07 . 9C10 . C52 . ol . tc Method 

Start 184 9 End 

GI none Score 

Exons 1849. .2145, 1880. .2146 



OJ990428_07.9C10.C52 
9156 

TBLASTX: Cress 

2146 

294 



Seq. No. 37272 . . . ' 

Gene No. ~ ; • 7 65\34 ~ ~" ~ ' " ' ' : 

Start 4813 " " 

"Name""" * "' ' OJ99"CF428_07 '/9C10 ,'C5'2. ol /tm ' 
Start ■ . • . . 18 64 : : .. . 

GI none v 

Exons 1864.. 2145, 1865.. 2146 

Seq. No. • 37272 

Gene No. 76534 

Start 4813 

Name OJ990428_07 . 9C10 . C52 . ol . ts 

Start 1867 

GI none 

Exons 1867.. 2145, 1880.. 2146 



Seq. ID 

Strand ' 
End 

Method 
End ; - - 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_07 . 9C10.C52 

9156' ' • ' " " • ' ' 
TBLASTX: Maize " 

2146 • . 

410 • 



OJ990428_07.9C10.C52 
9156 

TBLASTX: Soybean 

2146 

340 



36850 





Seq. No. 


37272 






Seq. ID 


OJ990428_07 


.9C10.C52 




Gene No. 


76534 






Strand 








Start 


4813 






End 


9156 






Name 


OJ990428 07 


. 9C10'/C52.ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


1876 






End 


2146 






GI 


none 






Score 


411 






Exons 


1876. ^2145, 


1877. .2146, 


2006. 


.2146, 2041. .2145 






Seq. No. 


37272 






Seq. ID 


OJ990428_07, 


.9C10.C52 




Gene No. 


76534 






Strand 








Start 


4813 






End 


9156 






Name 


OJ990428 07 


. 9C10.C52.o3 


. np 


Method 


AAT/NAP 






Start 


4813 






End 


8696 






GI 


3885341 






Score 


64 






Exons 


4813. .4843, 


8035. . 8365, 


8626. 


.8696 










V \s \J *J \J £~ -J ) \ 


Mi ifafnT-l "i \e& 

LiUUQLUL J L jS. " 


transposase [Arabidopsis thaliana] 




Seq. No. 


37272 






Seq. ID 


OJ990428 07 


9C10 C52 




Gene No. 


76534 






Strand 








Start 


4813 






End 


9156 






Name 


OJ990428 07 


.9C10.C52.o4 


.gs 


Method 


GENSCAN 






Start 


6654 






End 


7091 






_GI 


..none , 






S.cpre 


■...7.5. 






Exons 


6654 . . 674'6,' 


6843. .7091 










c'n 


Seq. No. 


37272 






Seq. ID 


OJ990428 07 


9C10 C52 




Gene No. 


76534 






Strand 






f LI 


Start 


4 813- 






End 


9156 




^K? 


Name 


OJ990428 07 


. 9C10.C52.o5 


. gs 


Method 


GENSCAN 




S~ ~ 


Start 


7751 






End 


9156 




as. 


GI 


none 






Score 


.65 




^ cr 

ry 


Exons 


7751. .8365, 


8626. . 9156 










H 


Seq. No. 


37273 






Seq. ID 


OJ990428_07. 


,9C10.C53 




Gene No. 


7 6535 ■ 






Strand 








Start 


111 






End 


359 




F ™ 


Name 


OJ990428 07 


. 9C10.C53.ol 


.gs 


Method 


GENSCAN 






Start 


111 ~ 






End 


359 






GI 


none 






Score 


.61 




h a? 
f 1 


Exons 


111. .359 














Seq. No. 


37274 






Seq. ID 


CJ990428_07. 


, 9C10..C54 




Gene No."; 


-76536 






- Strand. 


+ * - • - — - 






Start 


. 241 


- • " 




End' " 


363' ' ' : 






Name 


"OJ9904'28 07 


. 9C'10.C54'loT, 


.gs 


Method " 


GENSCAN *' 






. Start . - . 


241 ' L" 






: End • 


363 - 






GI 


none 






Score 


•46. 






Exons 


241. .363 


■ 












Seq. No. 


37275 






Seq. ID 


OJ990428_07. 


9C10.C55 




Gene No. 


76537 






Strand 








Start 


1 






End . 


746 






Name 


OJ990428 07 


.9C10.-C55.ol, 


.np 


Method 


AAT/NAP 






Start 


1 






End 


746 






GI 


2130082 






Score 


495 






Exons 


1. .746 














GI Descrip. 


protein kinase Xa21 (EC 


2.7.1 


.-) - rice 


s gi|1122443 


(U37133) 



36851 




receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gil 1586408 Iprf | I2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. 37275 Seq. ID OJ990428_07.9C10.C55 

Gene No. 76537 Strand 

Start 1 End 746 

Name OJ990428_07 . 9C10 . C55 . ol . tc Method TBLASTX : Cress 

Start 47 End 706 

GI none Score 56 

Exons 47. .352, 50. .154, 50. .289, 164. .697, 179. .415, 180. .293, 
327. .653, 470. .604, 539. .706 

Seq. No. 37275 Seq. ID OJ990428_07.9C10.C55 

Gene No. 76537 Strand 

Start 1 End 746 

Name OJ990428_07 . 9C10 . C55 . ol . ts Method TBLASTX: Soybean 

Start 47 End 700 

GI none Score 59 

Exons 47. .292, 47. .292, 47. .217, 50. .289, 50. .289, 50. .289, 50. .343, 

^_5&.^2 8 3.,„ 63 2 6 3^_1J79^._2 8$, 287. -.559, 296.. 700, 296. .664, 

;_..306:.. 6iA/.J3U....6jSly.:jn^^^ .327,;,iJL3,„, 

398. .661 

Seq. No. 37275' Seq. ID OJ990428_07.9C10.C55 

Gene No. 76537 ■ Strand 

Start 1 End 746 

Name OJ990428_07 . 9C10 . C55 . ol . tm Method TBLASTX : Maize 

Start 47 End 685 

GI none Score 63 

Exons 47. .289, 47. .289, 50. .292, 290. .685, 290. .508, 299. .580, 

308. .415, 309. .554, 317. .361, 321. .554, 326.-652, 327. .554, 

347. .667, 537. .626 

Seq. No. 37275 Seq. ID OJ990428_07.9C10.C55 

Gene No. 76537 - Strand 

Start 1 End 746 

Name OJ990428_07 . 9C10 . C55 . ol . tw Method TBLASTX : Wheat 

Start 77 End 746 

GI none Score 230 

Exons 77. .394, 125 .. 283, . 164 .. 250/ 416 . . 70.9, 417. .731, 702. .746, 

: '7'7. 703Y:>4 4; V 7^ 7 7 ' "// '77 7 „" : "7 7 .7 7 ~V ' : " : 7 

SeqT No/ : 37276 '" ' ' "". ""'Seq.' ID; O"J99W2 : 8_0T. 9~CTQ\C5'6 

Gene No . 76538 - ' • • . - /Strand ' .:. .... ' 

Start .1 ' * End . " • 478 - 

Name OJ990428_07 . 9C10 . C56 . ol . np Method AAT/NAP 

Start 1 End 478 

GI 5295955 Score 117 
Exons 1..62, 360.. 478 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 

Seq. No. 37277 Seq. ID OJ990428_07.9C10.C59 

Gene No. 76539 Strand + 

Start 1 End 424 



36852 



Name OJ990428JD7 . 9C10 . C59 . ol . np Method AAT/NAP 

Start 1 End 424 

GI 3355484 Score 165 

Exons 1..104, 215.. 424 

GI Descrip. (AC004218) putative geranylgeranyl transferase type I beta 
subunit [Arabidopsis thaliana] 



Seq. No. 37277 

Gene No. 76539 

Start 1 

Name OJ990428_07 . 9C10 . C59 . ol . gs 

Start 99 

GI none 

Exons 99.. 104, 215.. 354 



Seq. ID OJ990428_07.9C10.C59 

Strand + 

End 424 

Method GEN SCAN 

End 354 

Score .99 





Seq . No . 


37278 




Seq. ID 


OJ990428_07.9C10. 


C61 






76540 




Strand 


+ 






Start 


341 




End 


482 






Name 


OJ990428 07.9C10.C61.ol 


.gs 


Method 


GENSCAN 






Start 


341 




End 


482 






GI 


none 




Score 


.43 




*— — 


_ ..M^S-i. 1 J-w.,., ~, 


_..341^ 4.8 2 „„ , _™ 










f ^ 


^prr No 

O ~ ^ • IN \J . 


~ 5727 8 ' -.■*■"•' - 




: " ' Seq. -ID" 


OJ990428_07 . 9ClB '. 




i _J 


UC11C Vi\J m 


76541 




Strand 










291 




End 


473 






Name 


OJ990428 07.9C10.C61.ol 


. np 


Method 


AAT/NAP 




ru 


Start 


291 




End 


473 






GI 


4680492 




Score 


99 




v ~£ 


Kxon ^ 


291. .473 










%J 




(AF119222) putative reverse 


transcriptase [Oryza sativa] 




ry 


Sea No 


37279 




Seq. ID 


OJ990428_07.9C10. 


C62 


= 


f^pnp No 


76542 




Strand 


+ 






Start 


504 




End 


682 






Name 


OJ990428 07. 9C10.C62.ol 


.gs 


Method 


GENSCAN 






Start 


504 




End 


682 






GI 


none • - 




Score 


.44 




%3 


Exons 


504. .682 












Seq. No. 


37280 




Seq. ID 


OJ990428_07.9C10. 


C63 




Gene No. 


.76543 " - \ . ; 




Strand • 








* Start;" : ' 


• "•"i '• -~ r '"~" '•■ " • 




/. ; •End ' v '-y\ 


62 * ' • - - 






Name 


. OJ990428 07.9C10.C63.ol 


: gp; 


Method' " 


AAT/GAP' " : 






Start "■" 


1 




' End 


'62 " 






GI ■ 


37 60640 - 




Score- - 


-104 ... " - 






Exons . 


1. . 62 ■ . # . 












GI Descrip 


. 4176420/dbj IBAA37167 | 2 


.0e- 


11 (AB008097) cytochrome P450 








[Arabidopsis thaliana] 












Seq. No. 


37281 




Seq. ID 


OJ990428_07.9C10. 


C64 




Gene No. 


76544 




Strand 


+ 






Start 


290 




End 


512 






Name 


OJ990428 07.9C10.C64.ol 


.gp 


Method 


AAT/GAP 






Start 


290 




End 


512 






GI 


17718 1.R1084 




Score 


386 






Exons 


290. .512 











36853 



GI Descrip. ' 60154 37/dbj | AB008112 . 1 | AB008112 8.0e-10 Homo sapiens PEX1 mRNA, 
complete cds ' 



Ocy. in l# . 


37281 


q prr jn 

OdJ . 1 U 




O Ci 1 G I'W a 


76544 


U Li ul ILL 


-f 


Qfart 

o l. d x l. 


290 


End 


512 


in dill" 


OJQQCMPR 07 QPIO Tfi4 ol as 

W Zf \J <-x \J \J f . _?v^XV.V^Ut ■ U X • ^ O 


L it; L, 1 1UU 


UCj LN O Lyrt IN 


Qf art 

j Lai L. 


321 ~~ 


End 


512 


CJ 


none 


Score 


. 57 


P v on s 

Lj A \s 1 1 »3 


321 . .512 






Seq. No. 


37282 -. r „. 


Seq. ID 


OJ990428_07.9C10.C65 


Gene No. 


76545 


Strand 


+ 


Start 


406 


End 


599 


Ma mo 
IN dlllC 


OJ990428 07.9C10.C65.ol.gp 


Method 


AAT/GAP 


Gj-a rt 


406 


End 


599 


O X 


1742 1.R1084 


Score 


255 


F von 9 


406. .599 






fi T np^rri n 

OX UCOLl. 1U • 


, 2144098/pir| | 156573 4.0e-40 


SC2 - rat 


>gi 256994 bbs 115268 




(S45663) SC2-synaptic glycoprotein [rats, brain, Peptide, 308 




aa] [Rattus sp. ] 1 










. _~P-e q .iu,,. 




/tan p T\l O 


H d C.' A £T 


btrana 




c r 3 rt* 

O Lai L 


u 




D 1 U 


iNdiiic 


ujyyu^zo u / . ^L-i u . udd . o i . gs 


Method 


oblNbv^/iJN 


OL.di.L- 


jZ u 




n 

olU 


PT 

O X 


none 


Score 


. / D 


Exons 


320. . 610 






J C . IN L^ . 


37283 


Seq. ID 


OJ9904 28 07.9C10.C67 


UC1IC LNt_^ • 


76547 


Strand 




O Lai L 


56 


End 


422 


Name 


OJ990428 07.9C10.C67.ol.np 


Method 


AAT/NAP 


Start 


56 


End 


422 


ox 


3025870 


Score 


301 


Exons 


56. .422 






GI Descrip. 


(AF055706) ribosomal protein 


S4 [Oryza 


sativa] 


kJ C V_J ■ '^J • 


37284 


Seq. ID 


OJ990428_07.9C10.C68 




76548 


Strand 




Start 


161 • 


End . 


396 . . .. 


Name 


' : - 0"J9 904*28 '07 r . 9C10'. C68 f ol". gs 


Method 


GENSCAN ' : " : 


Start' 


161 " • • 


End 


396. "■ 


rzr : --- -- - 

O X 


"none —r- .••---:->-.-. 


'Score 


. 76 . " * "" ' • " 


Exons- 


.-161. .. 219, 321. .396- - 






• 

Seq. No. 


37285 


Seq. ID- 


OJ990618_07..9C01.C2 


Gene No. 


76549 


Strand 


-f 


Start 


2143 


End 


2840 


Name 


OJ990618 07. 9C01.C2.ol.np 


Method 


AAT/NAP 


Start 


2143 


.End 


2840 . 


GI 


4262237 


Score 


207 


Exons 


■ 2143. .2297, 2522. .2840 






GI Descrip. 


(AC006200) unknown protein [Arabidopsis 


; thaliana] 


Seq. No. 


37286 


Seq. ID 


OJ990618_07. 9C01.C3 



36854 



Gene No. 


76550 






Strand 




Start 


1 






End 


197 


Name 


OJ990618 07.9C01 


.C3.ol. 


np 


Method 


AAT/NAP 


C f ~~f 

btart 


1 






End 


197 


bl 


4262239 






Score 


110 


Exons 


1..107, 168. .197 










GI Descrip. 


(AC006200) putative ABC transporter [Arabidopsis thaliana] 


beq . wo . 


37287 






Seq. ID 


OJ990618_07.9C01.C7 


bene lno . 


76551 






Strand 


+ 


Start 


117 






End 


3555 


Name 


OJ990618 07.9C01 


C7.ol. 


gp 


Method 


AAT/GAP 




117 






End 


306 


bl 


2310235 






Score 


254 


Exons 


117. .306 










Vjl UcoCIip. 


5852182/emb ICAB55420.il 


9.0e 


-13 (AL117265) zhb0012.1 [Oryza 




sativa] 










beq. no. 


o h o o n 






Seq. ID 


OJ990618_07.9C01.C7 


Gene No. 


/ bool 






Strand 


+ 


Start 


1 1 "7 

11/ 






End 


3555 


Name 


_Q J 9$ 06 1 8 ... 0 7_,.9.C OX 


-C 7„.jo 1 


,g.s 


_._.Mejthod 


„.GENS.CAN 


S.tar.t . .. . 


.ii9_ : . . 






/ End//,!.... 


.35.55. , . 


GI 


none 






Score 


.77 


Exons 


liy . . llOO, 1 OOl . 


1492, 


1618. 


.1763, 1765. .2450, 2560. .2733, 




2830 . .2940, 3025 , 


.3097, 


3192 


..3290, 3370.. 3555 


beq. no. 


J /zo / 






Seq. ID 


OJ990618_07. 9C01.C7 


oclltr LNO • 


*7 E E O 

/ OD02 






Strand 


+ 


Start 


3922 






End 


4072 


Name 


OJ990618_07.9C01. 


C7.o2. 


gp 


Method 


AAT/GAP 


Of vf 

btart 








End 


4072 


bl 


21474 1.R1084 






Score 


237 


Exons 


3922 . .40/2 










GI Descrip. 


1 3894 1 S9 ? 0e-l 0 


(AC005312) 


hypothetical protein [Arabidops 




thaliana] ' 










Seq. No. 


37287 






Seq. ID 


OJ990618 07.9C01.C7 


Gene No. 


76553 






Strand 


+ 


Of -I y~4- 


6924 






End 


8728 


Name 


OJ990618 07.9C01. 


C7.o2. 


gs 


Method 


GENSCAN 


btari: 


6924 • . - . . 






End . 


8728 .. . . . • 


bl 


none'* " : * ~ : 






■ Score ' 


.91 • '; " /; / ■;■ 


Exons 


. 6924 ... 7315, 8221. 


.8728 








Seq. No. 


37287. - 






- Seq. -ID 


OJ990618_07 -. 9C01;C7. 


Gene No. 


76554 ' 






Strand 




Of 2 rf 


10538 






End 


11001 


Name 


OJ990618 07.9C01. 


C7.o4 . 


gp 


Method 


' AAT/GAP 


Of -1 v~f 

otart 


10538 






End 


11001 • 


GI 


none 






Score 


900 


Exons 


10538.. 11001 . 










Seq. No. 


37287 






Seq. ID 


OJ990618_07. 9C01.C7 


Gene No. 


76555 






Strand 


+ 


Start ■ 


13628 






End 


15055 


Name 


OJ990618 07.9C01. 


C7.o2. 


np 


Method 


AAT/NAP 



36855 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13604 End 15052 

6850873 Score 1088 

13604.. 15052 

(AL132959) putative protein [Arabidopsis thaliana] 



37287 Seq. ID 

76555 Strand 

13628 End 

OJ990618JD7. 9C01 . C7 . o5 . gs Method 

13628 End 

none Score 
13628. .15055 



OJ990618_07.9C01.C7 
+ 

15055 
GENSCAN 
15055 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.Seq. ..No. . .... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37287 
76556 
20726 

OJ990618_07.9C01.C7.o8.gs 

20726 

none 

20726. .20742, 23012 .. 23056, 
24235. .24409, 24644. .24976 



Seq. ID OJ990618_07.9C01.C7 

Strand + 

End 25010 

Method GENSCAN 

End 24976 

Score . 67 
23210. .23489, 23740 .. 24125, 



'. 37 287 -..Seq.. ID 

76556 Strand 
20726 End 
OJ990618_07. 9C01.C7.o4 . np Method 
23683 End 
6539553 Score 
23683. .25010 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



. 0 J 9 9 .0 6 1 8„ 0 7 9 C 0.1 . C 7. 
+ 

25010 
AAT/NAP 
25010 
2152 



37287 Seq. ID 

76557 Strand 

8571 End 

OJ990618_07 . 9C01 . C7 . o3 . gp Method 

8571 End 

none Score 
8571. .8969 



OJ990618_07.9C01.C7 

8969 
AAT/GAP 
8969 
711 



.Seq. No'. - . - 37287" '"^ ■ \, ."' \ ' / 

Gene-No:-'^ 76558' ' 
Start ' " ' ' 90'00 v ~ ' ' " ' • 

Name OJ990618_07 . 9C01. C7 . o3 . gs 

Start • 9000 

GI none 

Exons 9000.. '9031', 9536.. 9941 

Seq. No. 37287 

Gene No. 76559 

Start 10223 

Name OJ990618_07 . 9C01 . C7 . o4 . gs 

Start 10223 

GI none 
Exons 



Seq. ID 
Strand 
"End"' " * 
Method - 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



0 J 9 90 6 1 8_6T/ 9C0 1.~. C7 - 
'9941 ■ 

" GENSCAN- -' 

9941 
. 47 



OJ990618_07.9C01.C7 

12831 
GENSCAN 
12618 
.8 



10223. .10357, 10793 11134, 11257. .12618 



36856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.,.JiQ,. 

.Gene. .No . 

Start 

Name 

Start 

GI 

Exons 



37287 
7 6559 
10223 

OJ990618_07 . 9C01 . C7 . ol , np 
10805 
4415931 
10805. .11173, 11257. .12609 

(AC006418) putative ubiquitin [Arabidopsis thaliana] 



Seq. ID OJ990618_07.9C01.C7 
Strand 

End 12831 

Method AAT/NAP 

End 12609 

Score 1535 



Seq. ID OJ990618_07.9C01.C7 
Strand 

End 12831 

Method AAT/GAP 

End 11788 

Score 896 



37287 
76559 
10223 

OJ990618_07 . 9C01 . C7 . o5 . gp 
11331 

uC-osflM202095a02bl 
11331. .11788 

, 4415931/gb|AAD20161| 4.0e-51 (AC006418) unknown protein 
[Arabidopsis thaliana] >gi_4 5593 93_gb_AAD2 3053 . 1_AC00 652 6_1* 
(AC006526) unknown protein [Arabidopsis thaliana] 1 



_3.72.87_ . , 

7j655sL „..„ „ . .... 

10223' 

OJ990618_07 . 9C01.C7.o6.gp 

12323 

none 

12323. .12831 



_Se.q, „ID„O^9?06;l^^^ 

. .Strand._ , 



End 

Method 

End 

Score 



12831. 
AAT/GAP 
12831 
937 



Seq. No. 37287 

Gene No. 76560 

Start 16703 

Name OJ990618_07 . 9C01 . C7 . 06 . gs 

Start 16703 

GI none 

Exons 16703. .16788, 16854.. 16965 



Seq. ID OJ990618_07.9C01.C7 
Strand 

End 16965 

Method GENSCAN 

End 16965 

Score 148 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI : \ ; 
Exons " 



37287 
76561 
18088 

OJ990618_07 . 9C01 . C7 . o2 . tw 
483 . 

hone" •■ ' ' - ' 



Seq. ID OJ990618_07.9C01.C7 
Strand 

End 20495 

Method TBLASTX : Wheat 

End. 886 

Score " ■'■ 62 " " * r v "' 



'483.-623, 483'. .593, 48'5. .721, ' 485. . 634, 586.-753,. 716. .886," 
' 791. V886 ' * •' " '• •" " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37287 
76561 
18088 

OJ990618_07. 9C01.C7.o4 .tw 

2377 

none 



Seq. ID OJ9906J.8_07.9C01.C7 
Strand 

End 20495 

Method TBLASTX : Wheat 

End 2899 

Score 60 



2377. .2457, 2546. .2728, 2596. .2721, 2828. .2899 



Seq. No. 
Gene No. 
Start 



37287 
76561 
18088 



Seq. ID OJ990618_07. 9C01.C7 
Strand 

End 20495 



36857 



Name 

Start 

GI 

Exons 



OJ990618_07.9C01.C7.o6.tc 

7005 
none 

7005. .7118, 7010. .7117, 7158, 



Method TBLASTX : Cress 
End 7325 
Score 136 

.7190, 7229. .7321, 7251. .7325 



Seq. No. 37287 

Gene No. 76561 

Start 18088 

Name OJ990618_07 . 9C01 . C7 . 06 . ts 

Start 7005 

GI none 

Exons 7005.. 7118, 7010.. 7117, 7229, 
8390. .8560, 8564. .8644 



OJ990618_07.9C01.C7 

20495 

TBLASTX": Soybean 

8644 

129 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7324, 7251. .7325, 8231. .8329, 



Seq. No. 37287 Seq. ID 

Gene No. 76561 Strand 

Start 18088 End 

Name OJ990618_07 . 9C01 . C7 . o2 . tc Method 

Start 10816 End 

GI none Score 
Exons 



OJ990618_07.9C01.C7 
20495 

TBLASTX: Cress 

11412 

97 



10816. .108 39, 10922. .11122, 10923. .11099, 11105. .11173, 



Seq. No. 37287 
Gene No. 76561 
Start 18088 

Name OJ990618_07 . 9C01 . C7 . ol . tm 

Start 10922 
GI none 

Exons 10922. . 11179, 10923, 

11261. . 11476, 11389. 
11599. . 11919, 11618. 
12203. .12514 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990618 07.9C01.C7 



11141, 10937. 
11502, 11521. 
11920, 12149. 



20495 

TBLASTX: Maize 
12514 
199 

11179, 11260. .11478, 
11568, 11599. .11850, 
12163, 12160. .12507, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene 'No". 

Start 

Name 

Start 

GI 

Exons 



37287 
76561 
18088 

OJ990618_07 . 9C01 . C7 . o3 . ts 

10922 

none 

10922. . 11173, 10935. . 11132, 
11257. . 112 95, 11258. .112 96. 



37287 ' •" . 

76561. • " ' • ••" ' - ' 

18088 • • • 

OJ990618_07 . 9C01 . C7 . o3 . tw 

11039 

none 

11039. . 11143, 14473. .14721, 
14636. . 14749 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990618_07.9C01.C7 

20495 

TBLASTX : Soybean 

11296 

121 



10940. .11173, 11044 .. 11193, 



Seq. ID 
Strand 

End : - 
Method 
End, 
Score 



OJ990618_07 . 9C01.C7 

■20495 .... ' ■ 

TBLASTX: Wheat 
14752 
60 



14482. . 14712, 14 54 6 .. 14752 , 



Seq. No. 37287 Seq. ID 

Gene No. 76561 Strand 

Start 18088 End < : 

Name OJ990618_07 . 9C01 . C7 . o2 . ts Method 

Start 11311 End 



OJ990618_07.9C01.C7 
20495 

TBLASTX : Soybean 
11962 



36858 



GI none Score 107 

Exons 11311. .11475, 11318.-11491, 11506 .. 11568, 11590 .. 11 961 , 
11591. .11962 

Seq. No. 37287 Seq. ID OJ990618_07 . 9C01 . C7 

Gene No. 76561 Strand 

Start 18088 End 20495 

Name OJ990618_07 . 9C01 . C7 . o4 . tc Method TBLASTX : Cress 

Start 11620 End 11934 

GI none Score 78 

Exons 11620. .11895, 11620 .. 11934 , 11624.. 11929 

Seq. No. 37287 Seq. ID OJ990618_07 . 9C01 . C7 

Gene No. 76561 Strand 

Start 18088 End 20495 

Name OJ990618_07 . 9C01 . C7 . o5 . tc Method TBLASTX : Cress 

Start 11998 End 12369 

GI none Score 82 

Exons 11998. .12162, 11999 .. 12133, 12175.. 12369 

Seq. No. 37287 Seq. ID OJ990618_07 . 9C01 . C7 

_Gene_Np.._. ._7,65 61^ _ _ „ Strand , 

. Start _ 1.8 0 8L8 I. _ End . . . . 2.0 4 95.. ... ,* . . _ * 1.7 

Name OJ990618_07 . 9C01 . C7 . o5 . ts ■ Method TBLASTX: Soybean 

Start 12262 End 12462 

GI none Score 105 
Exons 12262. .12462, 12308.. 12442 

Seq. No. 37287 Seq. ID OJ990618_07 . 9C01 . C7 

Gene No. 76561 Strand 

Start 18088 End 20495 

Name OJ990618_07 . 9C01 . C7 . o2 . tm Method TBLASTX : Maize 

Start 13691 End 14659 

GI none Score 4 4 

Exons 13691. . 13747, 137 90 .. 1384 3, 1394 3 144 4 6, 13960 .. 14 4 63, 
14536. .14658, 14546. .14659 

Seq. No. 37287 Seq. ID OJ990618_07.9C01.C7 

Gene No. 76561 Strand - 

Start 18088 End 204.95 

Name OJ990618_07 . 9C01 . C7 . ol . tc Method TBLASTX: Cress 

Start. 13940 ... .... End 14353 

GI ' - ■* " none - - : score''' 463 " " ' -~..:v 

Exons 13940. .14293, 13960 . '. 142.92 , 142 90 .. 14 34 9/ 142*91". . 14353* ~ 

Seq.- No. - .37287 -' .-.-Seq.', ID -OJ990618_07 . 9C01 . C7 

Gene. No. 76561 " Strand - . . 

Start 18088 End -2.0495 

Name OJ990618_07 . 9C01 . C7 . ol . ts Method TBLASTX : Soybean 

Start 13943 End 14737 

GI none Score 423 

Exons 13943. .14299, 13960 .. 14298 , 14291 .. 14326, 14 330.. . 14 4 4 6, 

14332. .14478, 14 542 .. 14 652 , 14 54 6 .. 14 683, 14 660 .. 14737, 

14662. . 14721 

Seq. No. 37287 Seq. ID OJ990618_07 . 9C01 . C7 

Gene No. 76561 Strand 



36859 






Start 


18088 


End' 


20495 








Name 


OJ990618 07 9C01 C7 o3 tc 


Method 


TBLASTX: 


W JL G O O 






O Lai L 


14662 ~~ 


End 


15052 








rij 


none 


Score 


128 








£jAUI10 


1466? 14791 14666 147ft? 


14789. .14869, 14791 


1 A ft 6ft 
. . . 1 *i O D 0 , 








14869 15042 14870 15052 












Seq. No. 


37287 


OfcrLj . J. U 


D.TQQ061 ft 


!_07.9C01. 


■ C7 




Gene No. 


76561 


uLi a LlKjl 










Start 


18088 


EjIIU. 


9 fi A Q R 








Name 


OJ99061ft f)7 QP01 CI o^ rm 


Method 


TBLASTX: 


Mar ze 






O Lai L 


14 774 ~ 


End 


15055 








GI 


none 


Score 


428 








P von s 


14774 15055 14776 15051 












Seq. No. 


37287 


Seq. ID 


OJ990618 


_07.9C01. 


C7 




Gene No. 


76561 


Strand 










Start 


18088 


End 


20495 










OJ99061R 07 9P01 Cl o4 t<z 


Method 


TBLASTX: 


ovjyijticiii 






O LCI J_ L 


1 4 7 ft ft ~~ 
1 1 / o o 


End . 


15052 










none 


Score 


99 








, £j ^>.Lil lij^, „.„,„ 


147ftft 14ft6ft 1d7ftQ 14ft6Q 


.14 .869. .....1.50 42 ,., JL 4 81 0 


i 1 Rfi ^9 





"fi 


q^rr Mo 


^72ft7 


Seq. ID 


OJ990618 


07 Qpfil 






C^cinp 1 No 


76561 


Strand 










Start 


18088 


End 


20495 






pig 


Name 


OJ990618 07.9C01.C7.o3.np 


Method 


AAT/NAP 








Start 


18088 


End 


20495 








GI 


1063684 


Score 


96 








uAUll o 


18088. .18152, 19058. .19298, 


20402. .20495 








f^T Flo c o r~ i o 
W X UCOLJ *-t~ ' 


(U39072) AtGRP2b [Arabidopsis thaliana] 








r u 




gi 1 4803937 | gb | AAD29810 . 1 IAC006264 18 (AC006264) 


rt 1 \rt~* i no- 
y ±y L-Xilfer 


■ r i < 






protein (AtGRP2) [Arabidopsis thaliana] 










Seq. No. 


37287 


Seq. ID 


OJ990618 


_07.9C01. 


C7 




Gene No. 


76562 


Strand 










J Lai L 


23677 


End 


24125 








ln alLlt; 


OJ990618 07. 9C01.C7.ol.tw 


Method 


TBLASTX: 


rvTU q a +■ 

wneat 




S3 


Start 


23677 


End 


24063 








GI 


none 


Score 


342 








P. von 


23677. .24063, 23688.. 24062 












Seq.' "No." 


'• "37287 " * *"■."*- : : - - "■' " 


'"" Seq/ ID ' 


'OJ990618 


_07 .?c6l;. 


C7 




Gene No. 


' -7 6562 " ' ; 


Strand 










Start "' '." 


V 23677 " " ; " ' " ~ 


' End'' ' 


24125 ' " 








- - - lncliuc* ■ - ■ - • ..- 


OJ.99-0.6-r8 07 . -9C01-. 07.. 65 . tm- ■ 


- -Method 


TBLASTX: 


Ma lze - - 






Start 


23812 


• End ' 


24125 










none 


Score 


358 








P. v on c; 


23812. .24123,' 23820.. 24125 












Seq. No. 


37287 


Seq. ID 


OJ990618 


07 . 9C01 . 


C7 




Gene No. 


76563 


Strand 










Start 


24622 


End 


24944 








Name 


OJ990618 07.9C01.C7.o4.tm 


Method 


TBLASTX: 


Maize 






Start 


24622 


End 


^'4 94 4 








GI 


none 


Score 


251 








Exons 


24622. .24876, 24 629 24 94 3, 


24649. .24942, 24777 


. .24944 





36860 



Seq. No. 37288 Seq. ID OJ990618_07 . 9C01 . C8 

Gene No. 76564 Strand + 

Start 1 End 1971 

Name OJ990618_07 . 9C01 . C8 . ol . np Method AAT/NAP 

Start 1 End 1971 

GI 6539553 Score 3222 

Exons 1. . 1971 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



uc(^. LN U . 


O / c. O 0 






Seq. ID 


OJ990618 


_07.9C01 


pp. 




/ O J D 'i 






Strand 


+ 








1 






End 


1971 






Name 




07 Qrni rft 


.ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


2 






End 


557 






GI 


none 






Score 


180 






EjAUIIo 




■ ■ t O .7 , O • • 


557, 24. .557 
















,Se^JD_ 




Q7...SC01 


PP. 


(~1 ono NT o 


7 R64 


* - "■ 


. 


. at rand, 


. . 









i 

X 






End 


197i 






Name 




07 arm r*p 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


477 ' 






End 


939 






GI 


5509260 






Score 


259 






TT von q 


477 7Q7 


S7ft 646 


695. .817, 


799. .939 


, 861.. 920 






















J / too 






Seq. ID 


OJ990618 


_07.9C01 




UCllC IN (J. 


7 6^64 






Strand 


+ 






Of- a 

O Ldl L 


1 






End 


1971 






Name 


OJ990618 


07. 9C01.C8 


.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


570 






End 


797 








none 






Score 


2 4'8 






CjAUJIo 

' e. 


R7D 7Q7 

D f \J • . / -// 














Seq. No. 


37288 






Seq. ID 


OJ990618 


_07.9C01 


.C8 


Gene No. 


76564 






Strand 


+ 






Start 


1 






End 


1971 






Name 


OJ990618 


07. 9C01.C8 


. ol . tm 


. Method 


TBLASTX: 


Maize . 




Start" 


'6'ii ' v 






'.End : ' 


1074 






GI 


none 






" .Score 


181 " 






Exons" 


611";; 817V 


612': .7 97,' 


'799.'. 1074 


; 861.V971 * 






-Seq. No. 


37288 






Seq. : ID 


OJ990618 


_07.9C01 


.C8 


Gene No. 


76564 






Strand 


+ 






Start 


1 






End 


1971 






Name 


OJ990618 


07. 9C01.C8 


. o3.tw 


Method 


TBLASTX: 


Wheat 




Start 


612 






End 


1155 






GI 


none 






Score 


185 






Exons 


612. .818, 


692. .817, 


799. . 954, 


946. .1155, 1014.. 


1145 




Seq. No. 


37288 






Seq. ID 


OJ990618 


_07.9C01 


.08 


Gene No. 


76564 






Strand 


+ 






Start 


1 






End 


1971 







36861 



Name 

Start 

GI 

Exons 



OJ990618_07 .9C01.C8.o2. ts Method 

1008 End 

none Score 
1008; .1253, 1009. .1353 



TBLASTX : Soybean 

1353 

308 



Seq. No. 37288 

Gene No. 76564 

Start 1 

Name OJ990618_07 . 9C01 . C8 . o2 . tm 

Start 1164 

GI none 

Exons 1164.. 1502, 1165.. 1503 



Seq. ID OJ990618_07.9C01.C8 

Strand + 

End 1971 

Method TBLASTX : Mai ze 

End 1503 

Score 304 



Seq. No. 37288 

Gene No. 76564 

Start 1 

Name OJ990618_07 . 9C01 . C8 . o3 . ts 

Start 1354 

GI none 

Exons 1354.. 1479, 1498.. 1722 



Seq. ID OJ990618JD7. 9C01.C8 

Strand + 

End 1971 

Method TBLASTX : Soybean 

End 1722 

Score 101 



W 

LI § 



, Gene .No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



372J3 J 8_ ; ■ . _ 

J.65M,._._ 

1 

OJ990618_07 . 9C01 . C8 . o2 . tw 

1359 

none 



Seq,.; ID ..„.,OJ99'06,1.8_P7 . 9C01„..C,8„ 

„.__Str.and. _ _ 

End ' 1971 

Method TBLASTX : Wheat 

End 1835 

Score 93 



1359. .1430, 1360. .1434, 1448. .1552, 1449. .1835, 1450. .1797 



37289 
76565 
139 

OJ990618_07. 9C01.C9.ol.gs 

139 

none 

139.. 222, 420.. 664 



Seq. ID OJ990618_07.9C01.C9 

Strand + 

End 6923 

Method GENSCAN 

End 664 

Score .42 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI y 
Exons 

GI- De scrip-. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



37289 
76565 ' 
139 

OJ990618_07 .9C01.C9.ol.np 
436 

-5734709 ": * * : ' - 



Seq. ID OJ990618_07.9C01.C9 

Strand + 

End 6923 

Method AAT/NAP 

End • 6923 : 

Score " 602 : " " * ■ " : " ~ '"■ 



4 36. .458, 3571.. 3947, 4348 .. 4505, "4773 .. 4'84 9, 4 94 4 . . 5091 ," ■ 
"5373';'.'5'515r 6882. .6923 " ' ' " " ' ~ 

-/ (AC008075)- "Contains PF| 00069 ,-Eukaryotic protein. -kinase . domain* 
[Arabidopsis thali-ana] " » 



37289 
76565 
139 

OJ990618_07. 9C01.C9.o3.gs 

2158' 

none 



Seq. ID OJ990618JD7. 9C01.C9 

Strand + 

End 6923 

Method GENSCAN 

End 6396 

Score .59 



2158. .2335, 2476. .2615, 2736. .2827, 2929. .3947, 4345. .4431, 
4711. .4849, 4944. .5091, 5373. .5775, 5925. .6006, 6243. .6396 



.36862 



Seq. No. 37289 Seq. ID 

Gene No. 76566 Strand 

Start 11828 End 

Name OJ990618_07 . 9C01 . C9 . o3 . np Method 

Start 11828 End 

GI 6539553 Score 

Exons 11828.. 14370 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990618_07.9C01.C9 
+ 

14370 
AAT/NAP 
14370 
4324 



Seq. No. 37289 Seq. ID 

Gene No. 76567 Strand 

Start 1107 End 

Name OJ990618_07 . 9C01 . C9 . o2 . gs Method 

Start 1107 End 

GI none Score 

Exons 1107.. 1248, 1307.. 1425 



OJ990618_07.9C01.C9 

1425 
GENSCAN 
1425 
. 63 



Seq. No. 37289 Seq. ID 

„G.e ne .No.. . . „ 7.6 568^.. „ . _ _ S _t r_a nd 

.S.taxt .^bJJJo.:, ...... „. ,.'._End 

Name OJ990 618_07 . 9C01 . C9 . ol . gp Method 

Start 5776 End 

GI none Score 

Exons 5776. . 6166 



OJ990618_07.9C01.C9 

"616.6"" IZZTTZ.™™ 
AAT/GAP ' 
6166 
756 



Seq. No. 37289 

Gene No. 7 6569 

Start 6680 

Name OJ990618_07 . 9C01 . C9 . 06 . tm 

Start 3376 

GI none 

Exons 3376. .3606, 3377. .3610, 3455. .3610 



Seq. ID OJ990618_07.9C01.C9 



Strand 
End 

Method 
End 
Score 



10070 

TBLASTX: Maize 

3610 

281 



Seq. No. 


37289 










Seq. ID 


OJ990618 


_07.9C01.C9 


Gene No. 


76569 










Strand 






Start 


6680 










End 


10070 ' 




Name 


OJ990618 07 


.9C01. 


.C9.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3581 










End 


4442 




GI 


none 










Score.. .. 


310 




Exons ' " * 


" """ 3581.";. 


3952, 


364 6'; 


.'.39337 


■4 34 4*. 


,-; 4 44 2, r 4 3'85'v. 4441 




Seq. No." 


37289" 










SeqV" ID* 


""OJ990618 


_07':9"C0'1':C9"" 


Gene No. 


.-76569- 










"-•Strand 






Start 


6£80 










End 


10070 




Name * 


OJ9906 


;i8_07 


. 9C01. 


.C9.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3617 










End 


4968 




GI 


none 










Score . 


567 




Exons 


3617. . 


394 9, 


3622. 


. .3948, 


4343. 


.4507, 4344. .4508, 


4349. . 4531, 




4362. . 


4514, 


4408. 


. .4521, 


4734. 


.4850, 4771. .4848, 


4772. .4855, 




4772. . 


4849, 


4942. 


, .4968, 


4943. 


.4966, 4945. .4968 




Seq. No. 


37289 










Seq. ID 


OJ990618 


_07.9C01.C9 


Gene No. 


76569 










Strand 






Start 


6680 










End 


10070 





36863 



Name 

Start 

GI 

Exons 



OJ990618_07 ( 

3632 

none 

3632. .3712, 
4950. .5090, 



9C01.C9.o3.ts 



4758. .4850, 4772, 
5385. .5525 



Method TBLASTX : Soybean 
End 5525 
Score 67 

.4852, 4902.. 5042, 4945.. 5091, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37289 
76569 
6680 

OJ990618JD7. 

3661 

none 

3661. .3924, 



9C01.C9.o4 .tw 



3662. .3946 



Seq. ID OJ990618_07.9C01.C9 
Strand 

End 10070 

Method TBLASTX : Wheat 

End 3946 

Score 206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37289 
76569 
6680 

OJ990618_07. 

3713 

none 

3713. .3952, 



9C01.C9.ol.ts 



3715. .3951, 4331. 

,i396,^1506_ 



Seq. ID OJ990618_07.9C01.C9 
Strand 

End 10070 

Method TBLASTX : Soybean 

End 4506 

Score 399 

.4387, 4344. .4388, 4380. .4505, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37289 
76569 
6680 

OJ990618_07, 

4356 

none 

4356. .4424, 
4947. .5057 



Seq. ID OJ990'618_07. 9C01.C9 
Strand 

End 10070 

Method TBLASTX : Wheat 

End 5061 

Score 64 

4443. .4508, 4748. .4852, 4761. .4850, 4945. .5061, 



9C01.C9.o5.tw 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37289 
76569 
6680 

OJ990618_07. 

4764 

none 

4764. .4850, 



9C01.C9.o2.tc 



4772. .4849, 4944, 



Seq. ID OJ990618_07. 9C01.C9 
Strand 

End 10070 

Method TBLASTX : Cress 

End 5091..- 

Score 88 
.5036, 4945. .5091 



Seq. No. 
Gene No. 
"Start - 
Name 
Start*"" 
GI ■ 
Exons * 



37289 
76569 . 
'6680 "*"■• " ■*' ■" 
OJ990618_07, 
4929*" " 
none- . 

4929. .5093,' 
5441. .5524, 



9C01.C9.o5.tirT 



4968.. 5102, 4969. 
5622.. 5672, 5625. 



Seq. ID OJ990618_07.9C01.C9 
Strand - . . 

End" " - " 10070 ' ' - • ' *-" 
Method". TBLASTX : Maize ~" ' 
End' 577 6' ■ ' " - 
-Score-:' 165.-1-"-- -.'.■»-.-■- 
.5103, 5368.. 55.23, 5373*. 5525, 
.5675, 5684. .5731, 5732. .5776' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37289 
76569 
6680 

OJ990618_07. 

6680 

none 

6680. .6729, 
9170. .9526, 



9C01.C9.o4 ,gs 



7197.. 7383, 7490. 
9680. .9857 



Seq. ID OJ990618_07.9C01.C9- 
Strand 

End 10070 

Method GENSCAN 

End • 9857 

Score .89 

.7549, 7630. .7788, 8865. .8962, 



36864 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37289 Seq. ID OJ990618_07 . 9C01 . C9 

76569 Strand 

6680 End 10070 

OJ990618_07 . 9C01 . C9 . o2 . gp Method AAT/GAP 

6845 End 9317 

13257_1.R1084 Score 2081 

6845. .7383, 7490. .7549, 7630. .7788, 8865. .9009, 9115. .9317 

f 2104 681/emb | CAA66481 1 2.0e-12 (X97907) transcription factor 

[Vicia faba] ' 



37289 
76569 
6680 

OJ990618_07 .9C01.C9.o2. np 
7189 
2104681 
7189. .7383, 
9680. .9857 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990618_07.9C01.C9 

10070 
AAT/NAP 
9857 
678 



7490. .7549, 7630. .7788, 8865. .8981, 9093. .9526, 



GI Descrip. (X97907) transcription factor [Vicia faba] 



_&ejq,._Np„._^ 
G e:ne_ No . ....... 

Start 
Name 
Start 
GI 

Exons 



3.T2S'SL 



. 7.6 5.6.9./ J . ; . v . „ ; '.7- Stxancl 

"6680 End' 
OJ990618 07.9C01.C9.o7.tm Method 



10070 

TBLASTX : Maize 
9352 
38 



7198 End 
none Score 

7198. .7242, 7205. .7243, 7334. .7387, 7352. .7387, 7491. .7550, 

7510. .7551, 7616. .7690, 7624. .7701, 7629. .7790, 7629. .7790, 

7630. .7791, 7768. .7791, 8855. .8890, 8882. .8935, 8888. .8959, 

8922.. 9017, 9092.. 9337, 9094.. 9216, 9104 .. 9352 



Seq. No. 37289 Seq. ID 

Gene No. 76569 Strand 

Start 6680 End 

Name OJ990618_07 . 9C01 . C9 . o3 . gp Method 

Start 9752 - End 

GI none Score 

Exons 9752.. 10070 



OJ990618_07.9C01.C9 

10070 
AAT/GAP 
10070 
607 



Seq. No. 37289 
Gene No. 76570 

Start; ' • 11822 ■ " •• 

Name OJ990618 J07*. 9C01 . C9 . o2\ tw 

'Start 7. 11822 ' ' 

GI - - . • 7 • - /'none - : 7 ".. ' . 

Exons . 11822. .12208, 11833 . .12207' 



Seq. ID OJ990618_07 . 9C01 .C9 
Strand 

End ' "12270 "" ' ' * ' ■ :: 

Method " TBLASTX : Wheat " 

End 12208 ' * " * ' 

Score 355- - . • - . - .-. : 7 



Seq. No. 37289 

Gene No. 76570 

Start 11822 

Name OJ990618_07 . 9C01 . C9 . o3 . tm 

Start 11957 

GI none 

Exons 11957. .12268, 11965.. 12270 



Seq. ID "OJ990618_07.9C01.C9 
Strand 

End 12270 

Method TBLASTX: Maize 

End 12270 

Score 366 



Seq. No. 



37289 



Seq. ID OJ990618 07.9C01.C9 



36865 




Gene No. 


76571 




Strand 






Start 


12789 




End 


13111 




Name 


OJ990618 07 . 9C01 .C9. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12789 ~ 




End 


13111 




GI 


none 




Score 


260 




Exons 


12789. . 13043, 12796. 


. 13110, 


12816. .13109, 12944.. 13111 




Seq. No. 


37289 




Seq. ID 


OJ990618_07. 9C01 


.C9 


Gene No. 


76572 




Strand 






Start 


13144 




End 


14337 




Name 


OJ990618 07. 9C01.C9. 


o4 . t s 


Method 


TBLASTX: Soybean 




Start 


13144 ~ 




End 


13524 




GI 


none 




Score 


80 




Exons 


13144 . . 13269, 13300. 


. 13524 








o fc; q • l\u . 


O / £~ O .7 




Seq. ID 


OJ990618JD7. 9C01 


PQ 


Gene No. 


76572 




Strand 






Start 


13144 




End 


14337 




Name 


OJ990618 07 . 9C01 . C9 . 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


13312 ~~ 




End 


13746 




GI 


none 




Score 


296 




Exons 


13312 . . 13746, 13521 . 


^J3721_ 








Seq. No". 


37289** 


Seq. ID 


* OJ990 618JD7. 9C01 


C9" 


Gene No. 


76572 




Strand 






Start 


13144 




End 


14337 




Name 


OJ990618 07.9C01.C9. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13389 ~~ 




End 


13581 




GI 


none 




Score 


66 




Exons 


13389. . 13478, 13390. 


. 13581, 


13390. .13581 




Seq. No. 


37289 




Seq. ID 


OJ990618_07. 9C01. 


C9 


Gene No. 


76572 




Strand 






Start 


13144 




End 


14337 




Name 


OJ990618 07. 9C01.C9. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


13534 ~ 




End 


13932 




GI 


none 




Score 


190 




Exons 


13534 . . 13758, 13542. 


. 13712, 


13759. .13932, 13767.. 13805 




Seq. No. 


- 37289 




Seq. ID 


OJ990618_07. 9C01. 


C9 


Gene No. 


76572 




Strand 






Start 


13144 




End 


14337 




Name 


OJ990618 07 . 9C01 . C9. 


o3 . tc 


Method 


TBLASTX: Cress " "* 




Start 


1-3570 1 ~'- ' 




< End " 


-' 13956 '' • -" " 




GI ' ■ 


none 




" Score 


-111 ~ ■ " ' 




Exons 


13570. .1374 9-, -13762. 


. 139S6 








Seq. No. 


37289 




Seq. ID 


OJ990618/07. 9C01. 


C9 


Gene No. 


76572 




Strand 






Start 


13144 




End 


14337 




Name 


OJ990618 07 9C01 C9 


o 1 . t w 


Method 


TBLASTX: Wheat 




Start 


13582 




End 


14337 




GI 


none 




Score- 


960 




Exons 


13582. .14337, 13590. 


.14069, 


14120. .14317, 14178. .14 336 




Seq. No. 


37290 




Seq. ID 


OJ990618_07.9C01. 


C10 


Gene No. 


76573 




Strand 


+ 





36866 




Start 


261 




End 


454 






Maine 


OJ990618 07 . 9C01 .CIO 


. ol . gs 


Method 


GENSCAN 






Start 


261 ~ 




End 


454 






GI 


none 




Score 


. 97 






Exons 


261 . . 454 












Seq. No. 


37291 




Seq. ID 


OJ990618_ 


07 . 9C01 , 


,C11 


Gene No. 


76574 




Strand 


+ 






Start 


10455 




End 


18698 






Name 


OJ990618 07.9C01.C11 


. o2 . np 


Method 


AAT/NAP 






Start 


10455 




End 


18660 






GI 


2760839 




Score 


1472 






Exons 


10455. . 10498, 13428. 


. 14728, 


16743. . 17304, 18549. 


. 18660 




GI Descrip. 


(AC003105) putative 


receptor 


-like protein kinase 


\ [Arabidopsi 




thaliana] 












Seq. No. 


37291 




Seq. ID 


OJ990618 


07.9C01. 


pi 1 


Gene No. 


76574 




Strand 


+ 






Start 


10455 




End 


18698 - 






Name 


OJ990618 07.9C01.C11 


. o3 . gs 


Method 


GENSCAN 






Start 


13393 ~~ 




. End 


15732 






GI 


„ jtl one___, _ 




_ Score, 


.6 . 






Exons 


. .".1.3.3 93 T, ,. 1.4 128, Z. 1 .4 BA6. 


T. 15 024™ 


.15.62.1.^1573.2.. _ 




- — **• 


Seq. No. 


37291 




Seq. ID 


OJ990618_ 


07.9C01. 


pi 1 


Gene No. 


76574 




Strand 


+ 






Start 


10455 




End 


18698 






Name 


OJ990618 07 . 9C01 . Cll 


. o3 . np 


Method 


AAT/NAP 






Start 


16173 ~ 




End 


18678 






GI 


4584539 




Score 


109 






Exons 


16173. . 16197, 16843. 


.16968, 


18312. .18437, 18563. 


.18678 




GI Descrip. 


(AL04 9608 ) extensin- 


like protein [Arabidopsis thaliana] 




Seq. No. 


37291 




Seq. ID 


OJ990618_ 


07. 9C01. 


PI 1 


Gene No. 


76574 




Strand 


+ 






Start 


10455 




End 


18698 






Name 


OJ990618 07 . 9C01 .Cll 


. o4 . gs 


Method 


GENSCAN 






Start 


16769 ~ 


End 


17380 






GI 


none 




Score 


.97 






Exons 


16769. . 17380 












Seq. No. 


37291 




Seq. ID 


OJ990618_ 


07.9C01. 


Cll 


Gene' No*."* 


*' 7 6574 - ' ' 




Strand 


+■ 






Start ' 


10455 . ' ■ ' 




End' . " . 


18698 " 






Name 


OJ990618 07.9C01.C11 


165.gs 


'Method" 


' GENSCAN' * 






Start -•■ 


• : 18294 ~~ ...... . 


../End-- 


18698-- 






GI 


. none ■ 




Score 


1 ' ■ " 






-Exons 


18294 . .18698 












Seq. No. 


37291 




Seq. ID 


OJ990618_ 


07.9C01. 


Cll 


Gene No. 


76575 




Strand 








Start 


443 




End 


3253 






Name 


OJ990618 07.9C01.C11 


. ol . np 


Method 


AAT/NAP " 






Start 


443 




End 


3253 






GI 


5903036 




Score 


529 






Exons 


443. .537, 843. .977, : 


1232. .1336, 1478. . 


1547, 1753 


. .1789, 





3111. .3253 



36867 




GI Descrip. (AC008016) F6D8.5 [Arabidopsis thaliana] 

Seq. No. 37291 Seq. ID OJ990618_07.9C01.C11 

Gene No. 76576 Strand 

Start 7942 End 12042 

Name OJ990618_07 . 9C01 . Cll . o2 . gs Method GENSCAN 

Start 7942 End 12042 

GI none Score .53- 

Exons 7942.. 8091, 8562.. 8645, 10010 10070, 11984.. 12042 

Seq. No. 37291 Seq. ID OJ990618_07 . 9C01 . Cll 

Gene No. 76577 Strand 

Start 19424 End 19929 

Name OJ990618_07 . 9C01 . Cll . o4 . tm Method TBLASTX : Maize 

Start 298 End 1334 

GI none ' Score 59 

Exons 298. .366, 315. .362, 446. .556, 456. .539, 634. .732, 835. .987, 
888. .980, 956. .1024, 1233. .1334 

Seq. No. 37291 . Seq. ID OJ990618_07 . 9C01 . Cll 

.Gene No.. 76577 Strand 

jS&art 194 24„„ ■ . ' • End;; _ _ 19929 - - 

Name.. _ „ QJ9.9^1B_.Q.7 ; ..9C.01...Cil, o3....tm MejthqcL _.T.RLASTX.: Malze_ 

Start 1488 End 3372 

GI none Score 83 

Exons 1488. .1547, 1489 1551, . 1748 .. 1792, 1750. .1791, 3107. .3235, 
3111. .3227, 3115. .3255, 3334. .3372 

Seq. No. 37291 Seq. ID OJ990618_07 . 9C01 . Cll 

Gene No. 76577 Strand 

Start 19424 End 19929 

Name OJ990618_07 . 9C01 . Cll . o2 . tm Method TBLASTX : Maize 

Start 13465 End 14565 

GI none Score 273 

Exons 13465. .13782, 13723 13851, 13804 .. 14 106, 14431 .. 14565, 
14431. . 14556 

Seq. No. 37291 Seq. ID OJ990618_07 . 9C01 . Cll 

Gene No. 76577 Strand 

Start 19424 End 19929 

Name' OJ990618_07 . 9C01 . Cll . ol . tc Method TBLASTX : Cress 

Start . 13585 End 17236 

GI." none ' v " : " * •" "■ - "• Score ' '235 : ■ " 

Exons • - . 13585. . 13914, 13642 \ 13851, : ' 13951. .14022 ,' 14038 . .140557 *" " 

* ' ' , " *' ' 14436:'. T4729, 1444 9 14 730, '16727. . 16960 ," 1696"0 .' .17 1037 * " 

16961. ..17.098, -17081:. 17236 . - . . . ■ t .,, . 

Seq. No. ■ 37291 Seq. ID OJ990618_07 . 9C01 .Cll 

Gene No. 76577 Strand - 

Start 19424 End 19929 

Name OJ990618_07 . 9C01 . Cll . o2 . ts Method TBLASTX : Soybean 

Start 13585 End 14031 

GI none Score 315 

Exons 13585. .14031, 13827.. 14030 " 

Seq. No. 37291 Seq. ID OJ990618JD7 . 9C01 . Cll 

Gene No. 76577 Strand 



36868 



Start 
Name 
Start 
GI 

Exons 



19424 End 

OJ990618_07 . 9C01 . Cll . ol . tw Method 

14449 End 

none Score 



19929 

TBLASTX: Wheat 

14655 

201 



14449. . 14655, 1444 9 14526, 14490. .14648 



Seq. ..No.. 37291 

Gene 'No. 7 6577 

Start 19424 

Name OJ990618_07 . 9C01 . Cll . ol . ts 

Start 14461 

GI none 

Exons 14461. . 14730, 14461 
16966. .17097, 17086 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990618 07.9C01.C11 



14529, 14490. 
17136, 17090. 



19929 

TBLASTX: Soybean 
17236 
334 

14729, 16727. .17098, 
17170, 17195. .17236 



Seq. No. 37291 Seq. ID 

Gene No. 76577 Strand 

Start 19424 End 

Name OJ990618_07 . 9C01 . Cll . ol . tm Method 

Start 14568 End 

GI none Score 

Expns_ „ 



OJ990618_07. 9C01.C11 
19929 

TBLASTX: Maize 

17230 

217 



14568. , 1,4 72 9, , 14569. . 14730 , ., 16727 16.966 ;JL 674 1 .,1.6.9 98;,,,, 
1.6960. .J713.6.,,.,i696X. .172.3.0.. _ . 



Seq. No. 37291 Seq. ID 

Gene No. 76577 Strand 

Start 19424 End 

Name OJ990618JD7 . 9C01 . Cll . ol . gp Method 

Start 19306 End 

GI none Score 

Exons 19306. . 19555, 19711.. 19771 



OJ990618_07. 9C01.C11 

19929 
AAT/GAP 
19771 
470 



Seq. No. 37291 Seq. ID 

Gene No. 76577 Strand 

Start 19424 End 

Name OJ990618_07 . 9C01 . Cll . o4 . np Method 

Start 19371 End. 

GI 431154 Score 
Exons ' 19371. .19555, 19711.. 19929 
GI Descrip. (D21813) ORF [Lilium longiflorum] 



OJ990618_07. 9C01.C11 

19929 
AAT/NAP 
19929 
142 



Seq. No. 


37291 . . 


Seq. ID 


OJ990618_ 


_07. 


9C01. 


Gene No . ~ 


76577 ' "' '•" ■ ' ' ■"■ 


'Strands- 








Start 


19424 


End 


19929 ". 






Name * 


" OJ990618 07.9C0r.CllYo6;gs 


Method 


' GENS CAN ' 






Start' 


, •- 19424- .. - . .... . ' , ...... . . , - _ 


-End' 


..19830 






GI • 


none • 


Score - 


.74. 






Exons 


19424. .19555, 19711. .19830 










Seq. No. 


37292 


Seq. ID 


OJ990618_ 


_07. 


9C01. 


Gene No . 


76578 


Strand 


+ 






Start 


1105 


End 


3850 






Name 


OJ990618 07. 9C01.C12.ol.np 


Method 


AAT/NAP 






Start 


1105 


End 


3850 






GI 


6056201 . 


Score 


64 






Exons 


1105.. 1158, 2195.. 2294, 3828. 


.3850 









GI Descrip. (AC009400) hypothetical protein [Arabidopsis thaliana] 



36869 



Seq. No. 


37292 




Seq. ID 


OJ990618_07.9C01 


.C12 


Gene No . 


76578 




Strand 


+ 




Start 


1105 




End 


3850 




Name 


OJ990618 07.9C01 


C12 o3 as 


Mpt hod 


GENSCAN 




Start 


2189 ~~ 


End 


2677 




GI 


none 




Score 


. 73 




Exons 


2189 . .2677 










Seq. No. 


37292 




Seq. ID 


OJ990618_07.9C01 


-C12 


Gene No. 


76579 




Strand 






Start 


70 




End 


447 




Name 


OJ990618 07.9C01 


. C 1 2 . o 1 . gp 


Method 


AAT/GAP 




Start 


70 ~~ 




End 


447 




GI 


29536 1 R1084 




Score 


724 




Exons 


70 . . 4 47 










GI Descrip. 


'3513744 3.0e-22 


(AF080118) 


contains similarity to Medicago 




truncatula MtN3 


(GB • Y08726) 


[Arabidopsis thaliana] 1 




Seq. No. 


37292 




Seq. ID 


OJ990618_07.9C01, 


.C12 


Gene No . 


76579 




. Strand 


- 




Start " ' 


70 




„ • End 


447 




Name 


OJ990618 07 9C01 


C12 ol as 


. . .Method. 


. GENSCAN,., . 


. . - . . 


Start 


7 8 ~~ 




End 


123 




GI 


none 




Score 


.87 




Exons 


78 . . 123 










Seq. No. 


37292 




Seq. ID 


OJ990618_07.9C01. 


.C12 


Gene No . 


76580 




Strand 






Start 


675 




End 


1526 




Name 


OJ990618 07 9C01 


C12 o2 as 


Method 


GENSCAN 




Start 


675 ~~ 




End 


1526 




GI 


none 




Score 


.53 




Exons 


675 761. 1368 


1526 








Seq. No. 


37292 




Seq. ID 


OJ990618_07.9C01. 


.C12 


Gene No . 


76581 




Strand 






Start 


3532 




End 


3781 




Name 


OJ990618 07.9C01 


C12 o4 as 


Method 


GENSCAN 




Start 


3532 ~~ 




End 


3781 




GI 


none 




Score 


.79 




Exons 


3532 . . 3634 , 3681 


. . 3781 








Seq. No. 


37293 




Seq". ID 


OJ990618_07 . 9C0i~ 


,C±3 


'Gene "No . " 


7.6582 




™ Strand 






Start : - - . 


-245' • V - - — -■- 




End - - • • 


.5234 : . -. .: 




Name 


OJ990618 07.9C01 


. C13.ol.gs 


' Method ' 


GENSCAN 




Start 


245 


End 


5223 




GI 


none 




Score 


.88 




Exons 


245. .397, -513. .651, 1131. .1293, 1367., 


,1442, 1714. .2012, 






2120. .2380, 2474, 


..2580, 2697 


..2848, 2850. .3079, 5055.. 5223 


Seq. No. 


37293 




Seq. ID 


OJ990618_07.9C01. 


C13 


Gene No. 


76582 




Strand 






Start 


245 




End 


5234 




Name 


OJ990618 07.9C01, 


.C13.ol.np 


Method 


AAT/NAP 




Start 


1855 


End 


5234 





36870 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2194132 Score 264 

1855. .2063, 2104. .2380, 2474. .2580, 2697. .2873, 2912. .3044, 
5120. .5234 

(AC002062) No definition line found [Arabidopsis thaliana] 



37293 
76582 
245 

OJ990618_07.9C01.C13.ol.tm 

2092 

none 



Seq. ID OJ990618_07.9C01.C13 
Strand 

End ■ 5234 

Method TBLASTX : Maize 

End 2833 

Score 89 

2092. .2304, 2109. .2306, 2295. .2378, 2499. .2582, 2699. .2755, 
2759. .2833 



Seq. No. 37294 

Gene No. 76583 

Start 1865 

Name OJ990618_07 . 9C01 . C14 . ol . gp 

Start 1865 

GI LIB34 33-048-P1-K1-F6 

Exons 1865.. 2210 
£I.„ D.e.scrip^^^ 

. „. _ ... ■. chromosome.. 4_.„BAC q3037-20 J 7.FL„comp.lete„ genome..' 



Seq. ID OJ990618_07.9C01.C14 

Strand + 

End 2210 

Method AAT/GAP 

End 2210 

Score 457 



.Seq. No. 
Gene No. ■■ 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37294 
76584 
5037 

0J990618_07.9C0i.C14.ol.np 

5037 

4874284 



Seq. ID OJ990618_07.9C01.C14 
Strand 

End 9908 

Method AAT/NAP 

End 9899 

Score 1767 



5037. .5106, 5549. .5967, 6125. .6668, 6735. .7232, 8356. .8789, 
8928. .9899 

(AC007212) putative AAA-type ATPase [Arabidopsis thaliana] 



37294 
76584 
5037 

OJ990618_07.9C01.C14.o2.gs 

5545 

none 

5545. .5967, 6110. .7126 



Seq. ID OJ990618_07.9C01.C14 
Strand 

End 9908 

Method GENSCAN ■"' : 

End 7126 

Score .97 



Seq: No. 37294 • " ' " " - ' " 7 ' 

Gene No". 76584 

; st _- r -f 5Q37 - - — - ■ - — 

Name - OJ990618-O7 .-9C01 . C14.. ol .tc 

Start ' : 5578 # • 

GI none 
Exons 



Seq. ID ' 'QJ990.618_07'. 9C01 ;C1;4 
Strand - 

End" 7 " "9908 ' ' ~ ' 

Method- TBLASTX : Cress 

•End- * '.. 87 92 • - 
Score 174 



5578. .5703, -5590. .5970, 5725. .5967, 8391. .8792, 8500. .8535, 
8608. .8790 



Seq. No. 37294 

Gene No. ' 76584 

Start 5037 

Name OJ990618_07 . 9C01 . C14 . ol . tw 

Start 5596 

GI none 



Seq. ID OJ990618_07.9C01.C14 
Strand 

End 9908 

Method TBLASTX : Wheat 

End 8754 

Score 248 



36871 



Exons 5596.. 5925, 5608.. 5913, 8417.. 8512, 8418.. 8747, 8500.. 8535, 

8567. .8749, 8569. .8748, 8593. .8754 

Seq. No. 37294 Seq. ID OJ990618_07.9C01.C14 

Gene No. 76584 Strand 

Start 5037 End 9908 

Name OJ990618_07 . 9C01 . C14 . o2 . tm Method TBLASTX : Maize 

Start 5614 End 8673 

GI none Score 14 8 

Exons 5614.. 5847, 5626.. 5850, 5681.. 5851, 8430.. 8672, 8500.. 8673 

Seq. No. 37294 Seq. ID OJ990618_07.9C01.C14 

Gene No. 76584 Strand 

Start 5037 End 9908 

Name OJ990618_07 . 9C01 . C14 . ol . ts Method TBLASTX : Soybean 

Start 5701 End 9803 

GI none Score 129 

Exons 5701.. 5763, 5775.. 5867, 5776.. 5958, 5776.. 5970, 5813.. 5971, 
5822. .5971, 6143. .6484, 6158. .6517, 6465. .6503, 6528. .6641, 
6530.. 6661, 6534.. 6668, 6755.. 7042, 8523.-8582, 8598.. 8771, 
8598. .8792, 8608. .8793, 8928. .9314, 8956. .9183, 8970. .9302, 
„ „„_ 9 3,03 M M3AfJ^J3&^MSJ^^A &Gu • A5. Z 1 2 ^971 9 ^,„9j 6 12. . 9gp,3.. 

Seq". No. 37294 .Seq. "ID OJ990.618_07.9C01.C14 

Gene No. 76584 Strand 

Start 5037 End 9908 

Name OJ990618_07 . 9C01 . C14 . ol . tm Method TBLASTX :Maize 

Start 5851 End 9317 

GI none Score 77 

Exons 5851.. 5970, 5888.. 5998, 6179.. 6520, 6179.. 6520, 6450.. 6530, 

8673.-8795, 8674. .8790, 8908. .8931, 8934. .9317, 8980. .9183, 
9262. .9291 

Seq. No. .37294 Seq. ID OJ990618_07.9C01.C14 

Gene No. 76584 Strand 

Start 5037 End 9908 
Name OJ990618_07 . 9C01 . C14 . o2 . tc Method TBLASTX : Cress 

Start 6299 End 9293 

• GI none Score 81 

Exons 6299.. 6361, 6300.. 6368, 6362.-6496, 6368.-6484, 9096.. 9158, 

9097.. 9156, 9159.. 9293, 9165.. 9284 

Seq. : No. ' \ 37294. ; " ; • ~ " \ ~ '~ ' \ ; S e qV ID" 0 J 9906 1 8_0 7 \ 9_C 0 lyci 4 

Gene'No. 76584 " Strand - ' " 

' 'Start"'* 503T' ' " 7 ~ " : ""End"' 9908' - - 

- Name. - OJ99061-8_0-7..-9C0L..CL4 ..o-3 -to - -~ -'-Method -TBLASTX : Cress — . 

■ Start , ' 6521. ' - f End - .9896- -. '" 

GI " none Score 84 

Exons 6521. .6661, 9336. .9491, 9361. .9462, 9561. .9896" 

Seq. No. 37294 Seq. ID OJ990618_07.9C01.C14 

Gene No. 76584 Strand 

Start 5037 End 9908 

Name OJ990618_07 . 9C01 . C14 . o3 . tm Method TBLASTX : Maize 

Start 6531 End 9671 

GI none Score 60 

Exons 6531.. 6599, 6533.. 6598, 6749.. 6868, 6773.-6868, 9318.. 9398, 



36872 








zto^j. ,yoyy r 


y o £ z> ■ 


.9402, 9489.. 9671, 9507.. 9593, 














Seq. No. 


37294 






Seq. ID 


OJ990618_07.9C01.C14 


Gene No. 


76584 






Strand 




O LaL L. 


5037 






End 


9908 


Name 


O.TQQOfil ft 07 




LIll 


Method 


TBLASTX: Maize 




fiftfiQ — 

\) O O 






End 


9908 










Score 


163 




\J O U .7 . • D JJO / 


MA A 7 1 Dft 


y \> y • 


.9901, 9705.. 9908 


Seq. No. 


37294 






Seq. ID 


OJ990618 07.9C01.C14 


Gene No. 


76584 






Strand 


- 


o t- d -u L- 


*J V J / 






End 


9908 


Name 




QP01 P1 A rt^ 


gs 


Method 


GENSCAN 


Start 


O Q o o 






End 


9899 


GI 


none 






Score 


.83 


Hi a 1 1 o 


R??ft ft7ftQ 


o y\j / . ■ :? o y -7 








Qapf Kin 


37295 






Seq. ID 


OJ990618_07.9C01.C15 


Gene No . 


76585 






Strand 


+ 


Star.t__ 


„ -130 * 






.End. „ 


"5678 . , . , 


.Name ...... . 


.,.JQJ.a90,6,18 07. 


..9.C.0.1 ..C15...Q1, 


g.s/ ..... 


..Method, . 


_GENS,CAN 4 




130 






.End 


5171 


(IT 


none 






Score 


.86 


Exons 


130. .190, 404. .563, 2228 


..2636, 3324.. 


3438, 3531.. 3640, 




4569. .4694, 


5094 . .5171 








Seq. No. 


37295 






Seq. ID 


OJ990618_07.9C01.C15 


Gene No. 


76585 






Strand 


+ 


O U O.X. L. 


130 






End 


5678 


Name 


OJ990618 07 


.9C01.C15.ol. 


gp 


Method 


AAT/GAP 


q+- -a v~+- 
O let! L 


2379 






End 


3578 




none 






Score 


735 




2379. .2636, 


3324 . .3438, 


3531. 


.3578 




JCL|. LN (J . 


37295 






Seq. ID 


OJ990618_07.9C01.C15 


UCI1C L N . 


76585 






Strand 


+ ' *' 


Start 


130 






End 


5678 


Name 


OJ990618 07 


9C01.C15.ol. 


np 


Method 


AAT/NAP 


q-j- p r -(- 

O L. d i. L. 


2460 






End 


5678 


rij - 


.6957705 






Score . 


631 ... 


u AUUo 


■24 60'. -.2 6 36", 


3324". \ 34 47, ■ 


3549. 


: . 364-0, "'4 5 69". V 46 94, "4794 . . 4 914/ 




'5009. .5093, 


"5198. .5311, 


540'5. 


.5435, 5608. .5678 - : *" 


ox t; O I. _L £J . 


"TAC021640T unknown" protein"' [Afabidopsis " thaliana]* ' " " ' : " "* 


Seq . • Nd'. ■ 


372 95- 






Seq. : ID 


- OJ990618__07.9C01.C15 


Gene No. 


76585 






Strand 


+ 


Start 


130 






End 


5678 


Name 


OJ990618 07 


9C01.C15.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2481 






End 


5335 


GI 


none 






Score 


238 


Exons 


2481. .2636, 


2512. .2556, 


2534. 


.2638, 2605. .2643, 3328. .3438, 



3344. .3439, 3525. .3632, 3526. .3636, 3531. .3641, 3554. .3643, 
3S75..3643, 4569.-4694, 4571. .4693, 4793. .4915, 4794. .4913, 
4996. .5094, 5010. .5093, 5193. .5315, 5195. .5314, 5198. .5335 



36873 



Seq. No. 37295 Seq. ID OJ990618_07.9C01.C15 

Gene No. 76585 Strand + 

Start 130 End 5678 

Name OJ990618_07 . 9C01 . C15 . o2 . tc Method TBLASTX : Cress 

Start 2484 End 2638 

GI none Score 222 

Exons 2484.. 2636, 2513.. 2638, 2534.. 2638 

Seq. No. 37295 Seq. ID OJ990618_07.9C01.C15 

Gene No. 76585 Strand + 

Start 130 End 5678 

Name OJ990618_07 . 9C01 . C15 . o2 . ts Method TBLASTX : Soybean 

Start 2484 End 2636 

GI none Score 203 

Exons 2484..2636, 2534.. 2629 

Seq. No. 37295 Seq. ID OJ990618_07.9C01.C15 

Gene No. 76585 Strand + 

Start 130 End 5678 

Name OJ990618_07 . 9C01 . C15 . ol . tw Method TBLASTX : Wheat 

Start 3319 End 3643 

GJLj „„_npne„ _ i Score ; 113_ ._; _ . 

_ ..Exons.. .. .. . .3.31.9......343a / .. .3.3.22,. . 3.420.,. -.35.2 6L.....3 .642 ;.„.3_537 ... .". 3. 6.3.8. ,_3 5. 41... ..73A39., 

3572. .3643 

Seq. No. 37295 Seq. ID OJ990618_07.9C01.C15 

Gene No. 76585 Strand + 

Start 130 End 5678 

Name OJ990618_07 . 9C01 . C15 . ol . tc Method TBLASTX : Cress 

Start 3590 End 5315 

GI none Score 69 

Exons 3590. .3640, 4578. .4694, 4794. .4913, 4797. .4892, 4995. .5081, 
4996. .5094, 5193. .5315, 5204. .5314 

Seq. No. 37295 Seq. ID OJ990618_07.9C01.C15 

Gene No. 76585 Strand + 

Start 130 * End ' 5678 

Name OJ990618_07 . 9C01 . C15 . ol . ts Method TBLASTX: Soybean 

Start 4568 End 5315 

GI none Score 125 

Exons 4568. .4681, 4569. .4694, 4794. .4913, 4794. .4913, 4995. .5096, 

. . 4996.. 5094, 5193.. 5315, 5204'. .5314 . 



Seq. No. 37296 Seq. ID OJ990618_07 . 9C01 . Cl 6 

' Gerie" No : 7" "7658~6*'~ '. ' Strand " + " ' 7 

-St'ar-t- • 1. .... : -. ..„ _.: End 7 . .5887 

Name OJ990618_07 . 9C01 . C16 . ol . np Method" AAT/NAP; 

Start 1 End 825 

GI 6957705' Score 327 

Exons 1..126, 220.. 259, 676.. 825 

GI Descrip. (AC021640) unknown protein [Arabidopsis thaliana] 

Seq. No. 37296 Seq. ID OJ990618_07.9C01.C16 

Gene No. 76586 Strand + 

Start 1 End 5887 

Name OJ990618_07 . 9C01 . C16 . ol . gp Method AAT/GAP 

Start • 656 End 1171 



36874 






iiui ic 




968 






656 1171 








Seq. No. 


37296 


Seq. ID 


OJ990618 07 


9C01 .C16 


Gene No. 


76586 


Strand 


+ ~~ 




Start 


1 


End 


5887 




Name 


OJ990618 07;9C01.C16.ol.gs 


Method 


GEN SCAN 




Start 


676 


End 


5887 




GI 


none 


Score 


.86 




Exons 


676. .824, 1382. .1571, 1985. 


.2093, 2319 


.2459, 2608 


.2759, 



2833.-3387, 4747. .4974, 5063. .5203, 5293. .5493, 5606. .5887 



Seq. No. 37296 Seq. ID OJ990618_07.9C01.C16 

Gene No. 76586 Strand + 

Start 1 End 5887 

Name OJ990618J37 . 9C01 . C16 . o2 . np Method AAT/NAP 

Start 1506 End 5221 

GI 2353175 Score 286 

Exons 1506.. 1544, 2940.. 3390, 4750.. 4974, 5063.. 5221 

GI Descrip. (AF015544) sigma factor 3 [Arabidopsis thaliana] 

gi I 24 63554 |dbj |BAA22530| (D89994) SigC [Arabidopsis thaliana] 

( i„g i J„5J 7 S 5&5 J dbj. J „BAA82 4 5 0. ,^1,L J ABQ19 9 44) sigma factor, SigC, '_ „ 

.„ _ _ [Ar.abidops is..., thaliana] ^„ , v ' _ , - ; _ _u , 

Seq. No. 37296 Seq. ID Ocf990618_07 . 9C01 . C16 

Gene No. 76586 Strand + 

Start 1 End 5887 

Name OJ990618_07 . 9C01 . C16 . o2 . gp Method AAT/GAP 

Start 2810 End 4810 

GI none Score 1208 

Exons 2810.. 3387, 4747.. 4810 

Seq. No. 37296 Seq. ID OJ990618_07.9C01.C16 

Gene No. 76586 Strand + 

Start 1 End 5887 

Name OJ990618_07 . 9C01 . C16 . o3 . np Method AAT/NAP 

Start 4829 End 5881 

GI 1710683 Score 299 

Exons 4829.. 4974, 5063.. 5203, 5293.-5493, 5606.. 5881 

GI Descrip. RNA POLYMERASE SIGMA FACTOR RPOD gi 1149623 (M96579) RNA 
polymerase sigma-subunit [Leptospira borgpetersenii] 

Seq:' No.' " " 37296" ~„ :\".'~y'~ ' Seq/ ID OJ990618_07 ".9C01 : C'16 " '■ 

Gene No.' 76586 ". ■■. '* " Strand' + 

' Start ' 1 ' • '' "' ~ End' 5887 " ' ■ 

- Name- .". - OJ990618_0-7 . 9C0-1 ..-CI 6 .o3 .gp / • -:' Method AAT/GAP... - - ■ 

' Start 4912 •• . w ■• .* End' 5694 ' 

GI 5990_1.R1084 Score 887 

Exons 4912.. 4974, 5063.. 5203, 52 93 .'. 54 93 , 5606.. 5694 

GI Descrip. 1 2398853/dbj | BAA22215 | 6.0e-29 (AB004822) plastid RNA polymerase 
sigma-subunit [Arabidopsis thaliana] 1 

Seq. No. 37296 Seq. ID OJ990618_07.9C01.C16 

Gene No. 76587 Strand 

Start 6801 ' End 8326 

Name OJ990618_07 . 9C01 . C16 . ol . tm Method TBLASTX : Maize 

Start 10 End 831 



36875 






none 








Score 


148 






J — 1 j\ W L I fcj 


10. . 129, 12 


. . 128, 


13. .150, 672. .827, 673. .831 








37296 








Seq. ID 


OJ990618 


_07. 9C01 


.C16 


Gene No. 


76587 








Strand 








Start 


6801 








End 


8326 






Name 


OJ990618 07 


. 9C01 . 


C16.ol. 


. tc 


Method 


TBLASTX: 


Cress 




Start 


4786 ~ 








End 


5869 






\j ±. 


none 








Score 


127 






IT vnn Q 
Hi aui io 


4786 4974 


4809 . 


.4970, 


5057 


..5203, 5062. .5202, 


5310. .5468, 




5317 . .5487, 


5606. 


. 5869 












Seq. No. 


37296 








Seq. ID 


OJ990618 


07 . 9C01 


.C16 


Gene No. 


76587 








Strand 








Start 


6801 








End 


8326 






Name 


OJ990618 07 


. 9C01. 


C16.o3. 


. tm 


Method 


TBLASTX: 


Mai ze 




Start 


4789 ~~ 








End 


5194 






(IT 


none 








Score 


120 






^ llu 


4789 . . 4974 , 


5057 . 


. 5194, 


5062 


. .5178 








Seq. No. 


37296 








Seq. ID 


OJ990618 


07 . 9C01 


.C16 


,Ge,n.e._No.. 


7 65,8 7 ; „ 


— 






Strand^. ' 








Starts ^ ^ 


6*801... 




.~, . - 




_End . 


..832.6.7*.. .„., 








OJ990618 07 


. 9C01 . 


C16.o2. 


. tm 


Method 


TBLASTX : 


Mai ze 




Start 


5292 _ 








End 


5707 






VJ -L 


none 








Score 


254 








5292 5495 


5293 . 


. 5490, 


5564 


..5707, 55! 


38. .5701 






Seq. No. 


37296 








Seq. ID 


OJ990618 


07 . 9C01 


.C16 


Gene No. 


76587 








Strand 








Start 


6801 








End 


8326 






Name 


OJ990618 07 


. 9C01 . 


C16.o2. 


.gs 


Method 


GENSCAN 






Start 


6801 ~~ 








End 


8326 






GI 


none 








Score 


. 48 






Ex on 


6801 . . 6900, 


7933. 


.8128, 


8191 


. . 8326 








•Seq. No. 


37297 








Seq. ID 


OJ990618 


^07.9C01 


.C17 


Gene No. 


76588 








Strand 








Start 


94 








End 


270 






Name 


OJ990618 07 


. 9C01 . 


C17.ol. 


.gs 


Method 


GENSCAN 






Start 


94 ~~ 








End 


270 






GI 


none 








. . Score . 


.72 








94'/ . 270 
















Sea No 


' 37298 








Seq. ID 


"OJ990618 


_07.9C01 


.'CI 8' ' 


Gene No . - - * 


* ,7 658-9 .» 








Strand. - 








Start ' ;■■ 


•102 . - 








• End ■■ 


•252 






Name 


OJ990618 07 


. 9C01 . 


C18.ol. 


.gp 


Method 


AAT/GAP 






Start 


102 








End 


252 






GI 


21474 1.R1084 






Score 


250 






DAUllO 


102. .252 
















GI Descrip. 


'3894159 2. 


0e-10 


(AC005312) 


hypothetical protein [Arabidopsis 




thaliana] 1 
















Seq. No. 


37299 








Seq. ID 


OJ990618 


_07.9C01 


.C21 


Gene No. 


76590 








Strand 








Start 


316 








End 


426 







36876 




Name 


fhTQQOfil ft 07 Qrm ro*\ 


ol 

. ox 


. gs 


ftAe^i 4- V*» s~\ /"A 






O Lai U 


J1U 






£jna 


AO £, 
ft Z D 






n on ^ 






Score 


7ft 






316 4?6 












Seq. No. 


37300 






Seq. ID 


OJ990618_07. 


9C01.C22 


Gene No. 


76591 






Strand 


+ 




JLuI U 


205 






FnH 


R7 0 




Name 


n.TQQOfiift 07*qpoi coo 


o1 
O X 


. gs 


rjeunoa 






OLaiL 


90S _ 






una 


R7 0 




ox 








Score 


ft ^ 




P von q 


90S 94^ ^fift S70 












Seq. No. 


37301 






Seq. ID 


OJ990618_07. 


9C01.C23 


Gene No. 


76592 






Strand 






Start 


390 






End 


4 44 

*i 'a *4 




Name 


n.TQQfifii ft D7 Qrm P9^ 


ol 
O X 


. gs 








O Lai L. 










yi >i >i 
ft fi H 




r" t 


none 






Score 


Q ^ 




rvAn c? 
i_j i i o 


^QO 4 4 4 












_S i eq._.No. 


37.302- _ 






Seq. ID 


„ 0 LJa^O^l 8J17 . 


9C01.C26 


.Gene. _No . i.... . 


. . 765.93 ,;. . ■.. 






Strand.... 


, +„..,.. . ... i 




C-j- -a r 4- ' 
OI.C11 L 


9 64 








cop 
DUO 




Name 


O.TQQOfilft 07 QPOI P9£ 


ol 
O X 


. gs 


\A s~\ 4— 






O Ldl L 


9 64 _ 






r nr 3 
tinu 


OUo 




\j x 


none 






Score 


Q R 
. O D 






964 ^^0 ^Q^ SOft 












Seq. No. 


37303 






Seq. ID 


OJ990618_07. 


9C01.C27 


Gene No. 


76594 






Strand 


+ 




Qf a rt 


4ft7 






FnH 


O jo 




Name 


Pi. TQQ061 ft 07 Qrm P97 


ol 
O ± 


. gs 


Kyf ^ 4- V\ A/i 

L v jer.noa 


\j hi IN o U AW 




O Lai L. 


4 ft 7 _ 






Hina 






TT 
O X 


none 






Score 






T* 1 YAH Q 


4ft7 fi^ft 












Seq. No. 


37304 






Seq. ID 


OJ990618_07. 


9C01.C29 


Gene No. 


76595 






Strand 


+ 




o u d x u 










9 00 
z u u 




Name 


Pi.TQQOfil ft 07 QP01 P9Q 


ol 

0 X , 


. gs 


4- V\ /^n ^ 

LYiecnoa 






O'L. al L 








Hjna 






O X 


none 






Score * 




: "■ 


Exons 












■ . -„.-■■- 




- ■ J / jUj - -* • - - ■ - - - 






— oeq.- iu- 






Gene * No . 


•7 6596 






Strand 


+ ■ 




Start 


1 






End 


569 




Name 


OJ990618 07.9C01.C31. 


Ol. 


.np 


Method 


AAT/NAP 




Start 


1 






End 


569 




GI 


137511 






Score 


172 




Exons 


1. .23, 408. .569 












GI Descrip. 


RECOMBINATION PROTEIN 


BET 'gi| 75978 I pir I IQBBPL recombination 



protein bet - phage lambda gi 1215138 (J02459) bet 
(recombination; 2 61 ) [Bacteriophage lambda] 



Seq. No. 37305 Seq. ID OJ990618_07.9C01.C31 



36877 



Gene No. 76596 Strand + 

Start 1 End 569 

Name OJ990618_07 . 9C01 . C31 . ol . gs Method GENSCAN 

Start 65 End 536 

GI none Score . 68 

Exons 65 . . 536 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37306 
76597 
84 

OJ990618_07. 9C01 
84 

29536_1.R1084 
84. .364 

'3513744 3.0e-22 
truncatula MtN3 



C33.ol . gp 



(AF080118) 
(GB: Y08726) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990618_ 
+ 

364 

AAT/GAP 

364 

527 



07.9C01.C33 



contains similarity to Medicago 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 

_Start_.^_ 

Gi::_. 

Exons 

GI Descrip. 



37306 Seq. ID 

76598 Strand 

1 End 

O.J990618_07 . 9C01 . C33 . ol . np Method 

1- . ■-■ . ■ . _ . End .• . ■ 



OJ990618_07.9C01.C33 
361 

AAT/NAP 

.J3U„;„_ 



..35.1 V 37-4A- 
1. .341 
(AF080118) 



-„.„.>..j_.JS.c.Qr.e 2.617 _ 

contains similarity to Medicago truncatula MtN3 





(GB: Y08726) 


[Arabidopsis thaliana] 








Seq. No. 


37306 




Seq. ID 


OJ990618 


_07.9C01 


.C33 


Gene No. 


76598 




Strand 








Start 


1 




End 


361 






Name 


OJ990618 07. 


9C01.C33.ol.gs 


Method 


GENSCAN 






Start 


48 




End 


361 






GI 


none 




Score 


.98 






Exons 


48. .361 












Seq. No. 


37306 




Seq. ID 


OJ990618 


_07.9C01 


.C33 


Gene No. 


76599 




Strand 








Start 


407 




End 


499 






Name 


■OJ990618 07. 


9C01.C33.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


96 




End 


389 






GI 


none 




Score 


95 






Exons 


96.. 389, 139 


..261, 231... 308, 


322. .369 








Seq/ No. 


' 37306 ' 




Seq. ID 


OJ990618 


"_07. 9C01 


.C33 


Gene "No."' 


■ 7"6599 ' ' ■' 




Strand *' 








Start ' . 


407- 




. End ' 


4-99 . . . . 






•Name 


OJ990618 07. 


9C01.C33.ol.tc 


Method 


TBLASTX: 


Cress' ■: 




Start 


99 




End 


368 






GI 


none ■ 




Score 


134 






Exons 


99.. 368, 118 


. .363 










Seq. No. 


37306 




Seq. ID 


OJ990618 


_07.9C01 


.C33 


Gene No. 


76599 




Strand 








Start 


407 




End 


499 






Name 


OJ990618 07. 


9C01.C33.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


108 




End 


368 






GI 


none 




Score 


133 







36878 



Exons 



108. .368, 109. .264, 231. .308 



Seq. No. 37306 
Gene No. 76599 
Start 407 

Name OJ990618_07 . 9C01 . C33 . o2 . gp 

Start 407 

GI LIB3477-003-P1-K1-E9 
Exons 407.. 499 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990618_07.9C01.C33 

Strand 

End 499 

Method AAT/GAP 

End 4 99 

Score 164 



beq. no. 


j / jU / 


Seq. ID 


OJ990618_07.9C01.C36 


Gene No . 


/ DDUU 


Strand 


+ 


btart: 


1 


End 


409 


Name 


ujyyuoio u / . yuui . l Jo . 01 . np 


Method 


AAT/NAP 


Start 


1 


End 


409 


GI 


6714316 


Score 


168 


Exons 


1 1*30 Ol /I /iflQ 






GI Descrip. 


(ALUiby/z) unknown protein 


[Arabidopsis thaliana] 


C 1 jf-n "Kl j"< 

o.eq_.._..JNo.. _ 


... J. 1 OK),! ...... .... .„ ^ ^ . 


„..._S.eq^. ID. . 


... Q J 95 CL6.1 BJXZ 9.C QJUC.3.6.: 


Gene No. 


/ obUU 


Strand 


+ 


Start 


1 


End 


409 


Name 


n tqqh^i q m Qpni roc ^1 

ujyyuoio u / . ytui .ljd.oi. tm 


Method 


TBLASTX: Maize 


o uar l 


3D 


End 


37'3 


r* t 
ox 


none 


Score 


144 


Exons 


55. .132, 56. .133, 215. .373, 


217. .339, 


218. .370 


Seq. No. 


37307 


Seq. ID 


OJ990618_07.9C01.C36 


Gene No . 


76600 


Strand 


+ 


Start 


1 


End 


409 


Name 


OJ990618 07.9C01.C36.ol.ts 


Method 


TBLASTX: Soybean 


Start 


56 


End 


'331 


C T 


none 


Score 


115 


Exons 


56. .133, 56. .133, 67. .153, 


215. .331, 215. .328, 220. .330 


Seq. No. 


37308 


Seq. ID 


OJ990618_07.9C01.C37 


Gene No. 


76601 


Strand 




Start 


1 


End 


600 


Name 


OJ990618 07.9C01.C37.ol.np 


Method 


AAT/NAP 


Start: 


• 1 "• • • ' • • 


' End ' 


600 


GI 


. 6539553 


Score 


910 


Exons " '" 


I V. 600' ' " ' : 






GI Descrip. 


-(AP000836). Similar "to Oryza 


.australiensis retrotransposon RIRE1 




..:(D85597)' [Oryza sativa] - gi | 6539590 | dbj 


IBAA88206. 1 | (AP000837) 




Similar to Oryza. australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


37308 


Seq. ID 


OJ990618_07.9C01.C37 


Gene No. 


76601 


Strand 




Start 


1 


End ' 


600 


Name 


OJ990618 07.9C01.C37.ol.tw 


Method 


TBLASTX: Wheat 


Start 


46 


End 


519 


GI 


none 


Score 


52 


Exons 


46. .108, 50. .109, 90. .428, 


114. .428, 115. .429, 444. .518, 



36879 



446. .517, 448. .519 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 



37308 
76601 
1 

OJ990618_07. 9C01.C37.ol. ts 

171 
none 



Seq. ID OJ990618_07.9C01.C37 
Strand 

End 600 

Method TBLASTX : Soybean 

End 512 

Score 73 



171. .386, 192. .386, 250. .387, 399. .512, 406. .486 



37308 
76601 
1 

OJ990618J37 . 9C01 . C37 . ol . tm 

376 

none 

376. .597, 387. .590, 502. .597 



Seq. ID OJ990618_07.9C01.C37 

Strand 

End 600 

Method TBLASTX : Maize 

End 597 

Score 173 



Seq. No. 

Gene No. 

Start. 

-Name : ; ; _ 

.Start, 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37309 
76602 
1 

258 6082""" ~" 
1. .282 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990618_07.9C01.C40 
Strand + 

282 



End 

,_Me±hpil;„_MTZNAP, 
.....End...,:.-,.. . 282.. _ 
. Score 263 



37309 
76602 
1 

OJ990 618_07 . 9C01 . C4 0 . ol . tw 
2 

none 



Seq. ID OJ990618_07.9C01.C40 

Strand + 

End 282 

Method TBLASTX : Wheat 

End 199 

Score 65 



2. ..76, 2. .112, 3. .110, 88. .171, 89. .199 



37.310 
7 6603 
14 

OJ990618_07 . 9C01 . C4 1 . ol . gs 
14 

none 

14. .222 „ . 



Seq. ID OJ990618_07.9C01.C41 

Strand + 

End 222 

Method GENSCAN 

End 222 

Score .87 



Seq'.. No. 37311 

Gene" No.* 76604 ' " " - 

Start - '. - -48 - \ - . ' : 

Name * OJ990618_07.9C01.C42.ol.gs 

Start . -, 4 8 • - . 

GI none 

Exons 4 8. . 91 



Seq. ID. OJ990618_07.9C01.C42 
Strand "" 

End,- 91- ' . . - - " - 

Method GENSCAN* 

End 91 

Score " .99 



Seq. No. . 37312 
Gene No. 76605 
Start 1 

Name OJ990318_08 . 9C23 . CI . ol . np 

Start 1 

GI 5295971 



Seq. ID OJ990318_08.9C23.C1 

Strand + ■'• 

End ' 812 

Method AAT/NAP 

End 812 

Score 773 



36880 



Exons 1..812 

GI Descrip. (AB026295) EST D24315 (R1718) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 37312 Seq. ID 

Gene No. 76606 Strand 

Start 13 End 

Name OJ990318_08 . 9C23 . CI . ol . gs Method 

Start 13 End 

GI none Score 

Exons 13. .337, 436. .516, 536. .717, 742. .810 



OJ990318_08.9C23.C1 
810 

GENSCAN 

810 

.71 



Seq. No. 37312 Seq. ID 

Gene No. 76606 Strand 

Start 13 End 

Name OJ990318_08 . 9C23 . CI . o2 . ts Method 

Start 52 End 

GI none Score 

Exons 52 . . 339 



OJ990318_08.9C23.C1 
810 

TBLASTX: Soybean 

339 

190 



Sei^._Na. ^J3 : 7JUJ2__^„_ ™. 

:.Ge.ne„N.6.._.. .7.6.6,0. 6_„ .„ 

Start 13 

Name OJ990318_08 . 9C23 . CI . ol . tw 

Start 160 
GI none 

Exons 160.. 606, 360.. 599, 610.. 705 



JSe.q . I D_. 0 J9 9 0 3 1£. JD.8, ? .9„C23*CJ_ 

Strand _ _ - : „ , 

End 810 

Method TBLASTX : Wheat 

End 705 

Score .338 



Seq. No. 37312 Seq. ID 

Gene No. 76606 Strand 

Start 13 End 

Name OJ990318_08 . 9C23 . CI . ol . tm Method 

Start 352 End 

GI none Score 

Exons 352.. 693, 360.. 683, 706.. 777 



OJ990318_08. 9C23.C1 
810 

TBLASTX: Maize 

777 

384 



Seq. No. 37312 Seq. ID 

Gene No. 76606 Strand 

Start 13 End 

Name OJ990318_08 . 9C23 . CI . ol . ts Method 

Start .379. . . . . . End 

GI none' " ' ' " ~ Scare ' 

Exons'' " 379.. 789., 387.. 680.- * . ' 



OJ990318_08. 9C23.C1 
810 

TBLASTX: Soybean 
789 

357 '•' ' " " '•" " • ' 



-Seq.. No 37312 - : Seq. ID 

Gene No. • 7 660*6 . * Strand 

Start 13 - End 

Name OJ990318_08 . 9C23 . CI . ol . tc Method 

Start 394 End 

GI none Score 

Exons 394.. 789, 396.. 479, 504 .. 677 



OJ9-9 03-1-8 _-0 8-. 9C23. C1 
810 

TBLASTX: Cress 

789 

251 



Seq. No. • 37313 Seq. ID 

Gene No. 76607 Strand 

Start 68 End 

Name OJ990318_08 . 9C23 . C2 . ol . gs Method 



OJ990318_08.9C23.C2 
64 9 

GENSCAN 



36881 



Start 68 

GI none 

Exons 68.. 243, 570.. 649 

Seq. No. 37314 

Gene No. 76608 

Start 622 

Name OJ990318_08 . 9C23 . C3 . ol . gs 

Start 622 

GI none 

Exons 622.. 737 



End 64 9 

Score .96 



Seq. ID OJ990318_08. 9C23.C3 

Strand + 

End 737 

Method GENSCAN 

End 737 

Score .95 



Seq. No. 37314 Seq. ID 

Gene No. 76609 ' Strand 

Start 1388 End 

Name OJ990318_08 . 9C23 . C3 . o2 . gs Method 

Start 1388 End 

GI none Score 

Exons 1388.. 1669 



OJ990318_08.9C23.C3 

1669 
GENSCAN 
1669 
.76 



Seq. No. 

^G.e_ne_No^ 
.S.tar.t_.. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



37315 

. 1 6610 _ „ „ w 

A4.__. „ 

OJ990318_08. 9C23.C4.ol.gs 
44 

none 

44. .151, 515. .694 

37316 
76611 
1064 

OJ990318_08. 9C23.C7.ol.gs 

1064 

none 

1064. .1289, 1470. .1600 

37316 
76612 
1821 

OJ990318_08. 9C23.C7.o2.gs 

1821 

none . 

'182T. i 19.12, '2147 ; .2429. ~ ' "\ 

"37 316 ' ■ - •'- " 

■ 7.66-13 - 

2315 . , - • 

OJ990318_08 . 9C23 . C7 . ol . tm 
2292 - 
none 

2292.. 2402, 2299.. 2445, 2598. 
2626.. 2700, 2680.. 2847, 2695. 

37316 
76613 
2315 

OJ990318_08.9C23.C7.ol.np 



1 Seq. ID 
_ Strand_„ 
...End.... , .. 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318 08.9C2.3.C4 



.6.9.4 . 

GENSCAN 

694 

.97 



OJ990318_08.9C23.C7 
+ 

1600 
GENSCAN 
1600 
.96 



Seq. ID OJ990318_08 . 9C23.C7 

Strand + 

End ' 2429 

Method GENSCAN 

End 2429 

Score . . 58 . 



Seq. ID 'O*J9"9"0318^08 . 9C23 :C7 ' 

Strand- - ' - . . '. 

End 2858 

Method TBLASTX: Maize 

End 2847 

Score 106 

.2678, 2600. .2710, 2604. .2699, 
.2844 

Seq. ID OJ990318_08.9C23.C7 
Strand 

End 2858 

Method AAT/NAP 



36882 




Start 2315 End 2845 

GI 4884932 Score 207 

Exons 2315.. 2389, 2600.. 2845 

GI Descrip. (AF141659) AtHVA22a [Arabidopsis thaliana] 

gi | 4884 94 4 | gb | AAD31885 . 1 1 AF14 1977_1 (AF141977) AtHVA22a 
[Arabidopsis thaliana] gi | 6539254 | gb | AAF15924 . 1 1 AC011765__20 
(AC011765) AtHVA22a [Arabidopsis thaliana] 



Seq. No. 37316 

Gene No. 76613 

Start 2315 

Name OJ990318JD8 . 9C23 . C7 . ol . tc 

Start 2585 

GI none 

Exons 2585.. 2743, 2686. .2844, 2705. 

Seq. No. 37316 
Gene No. 76613 
Start 2315 

Name OJ99Q318JD8 . 9C23 . C7 . ol . t s 

Start 2589 

_Gl.i . none., „ _ . „ . _ . . 

...Exons 25.8.9.. ..2.7.32.,.. 260.0 ... '.2X4.0.,. .2,6.8.7.. 

2745. .2858 



Seq. ID OJ990318_08.9C23.C7 
Strand 

End 2858 

Method TBLASTX : Cress 

End 2846 

Score 84 
.2827, 2739. .2846 

Seq. ID OJ990318_08.9C23.C7 
Strand 

End 2858 

Method TBLASTX: Soybean 

End 2858 

JS c.o r e„ j„ J?iL„__ ■ 



,284.2., 2.69.5. . ..2.8;4.4 / „...2.7.07. ...,2.8,53,,.. 



Seq. No. 37316 

Gene No. 76613 

Start 2315 

Name OJ990318_08 . 9C23 . C7 . ol . tw 

Start 2607 

GI none 

Exons 2607.. 2657, 2689.. 2844, 2707. 



Seq. ID OJ990318_08.9C23.C7 
Strand 

End 2858 

Method TBLASTX : Wheat 

End 2853 

Score 44 
.2853 



Seq. No. 37317 Seq. ID 

Gene No. 7 6614 Strand 

Start 201 End 

Name OJ990318_08 . 9C23 . C8 . ol . gs Method 

Start 201 ■* End 

GI none Score 

Exons 201.. 348 



OJ990318_08. 9C23.C8 
+ 

348 

GENSCAN 

348 

.85 



Seq. No. 


37318. \ . .Seq. ID 


OJ990318 


_08 


.9C23 


C9 


Gene. No.' " • * 


76615. ' ' : ' '■" ' Strand 










Start 


1 ' ' -End 


184' ; 








Name ~ 


OJ990318 0*8. 9C23.C'9761Vhp- "' Method"' 


AAT/NA'P" 








Start ' 


1 • •, End 


184 








GI 


5257259 ■ -Score 


107 ' ' 








Exons 


1. .184 










GI Descrip. 


(AP000364) hypothetical protein [Oryza 


sativa] 








Seq. No. 


37318 Seq. ID 


OJ990318 


_08 


9C23 


C9 


Gene No. 


76616 Strand 


+ 








Start 


225 End 


311 








Name 


OJ990318 08. 9C23.C9.ol.gs Method 


GENSCAN 








Start 


225 ' End 


311 








GI 


none Score 


.96 








Exons 


225. .311 











36883 



Seq. No. 


37319 




Seq. ID 


OJ990318_08.9C23 


.C10 


Gene No . 


76617 




Strand 


+ 




Start 


106 




End 


198 




Name 


OJ990318 08 9C23.C10 ol 


y •=> 


Met hod 


GENSCAN 




Start 


106 ~~ 




End 


198 




GI 


none 




Score 


, 4 




\*s 1 X hj 


106. . 198 










Seq. No. 


37319 




Seq. ID 


OJ990318JD8.9C23 


.C10 


Gene No. 


76618 




Strand 






Start 


248 




End 


930 




Name 


OJ990318 08 9C23 CIO ol 


np 


Method 


AAT /NAP 




Start 


248 ~~ 




End 


930 




GI 


6815099 




Score 


88 




Exons 


248 . . 356, 734 . . 930 










VJ X I—' O w J L . 


(AP001081) hvoothetical 


protein [Oryza 


cat- iva 1 




Seq. No. 


37320 




Seq. ID 


OJ990318_08.9C23 


.Cll 


Gene No. 


76619 




Strand 


+ 




Start 


347 




End 


667 




Name * * 


■ OJ990318 08"9C23 d-1 ol 


np__ 


..Method, 


AAT / NAP - 




Start . 


34 7 _ ,.-..7". ... 




..End. ,,. 


.667.. j. : 


, '"**~*~ ' w 


GI 


6440857 




Score 


301 




J_J £\\J 1U 


347 667 










\-J X l^^OV^J LL/ * 


fAUOfifiSPR) 40S ribosomal 

\ iiW u U U J U / " \y O J l_ Xy V-/ O W1LLC3. X 


, protein S9 [Chlamydomonas sp.] 




Seq. No. 


37320 




Seq. ID 


OJ990318_08.9C23 


.Cll 


GpriP No 


76619 




Strand 


+ 




Start 


347 




End 


667 




Name 


OJ990318 08 9C23 Cll ol 


tc 


Method 


TBLASTX: Cress 




Start 


353 ~ 




End 


624 




GI 


none 




Score 


369 




Exons 


353 622 356 622. 357 


.623, 


442. .624 






Seq. No. 


37320 




Seq. ID 


OJ990318JD8.9C23 


.Cll 


Gene No . 


76619 




Strand 


+ 




Start 


347 




End 


667 




Name 


OJ990318 08 9C23 Cll ol 


ts 


Method 


TBLASTX : Soybean 




Start 


357 ~~ 




End 


624 




GI 


none 




Score 


84 




Exons 


357 575 376 624 377 


.622 






;. : 


Seq; No." ' 


37320 . . ' 




Seq. ID.' 


OJ990318_08.9C23 


Veil 


Gene No ' ' ' 


7 6619 " " ' " * " 




"Strand 


+ ■ * • 




Start ■ 


.347 . . • 




End . - 


66? 




Name • * 


OJ990318 08 9C2 3 C*ll- ol 


tw. 


.Method 


TBLASTX: Wheat ■ 




Start 


361 ~ 




End 


622 - 




GI 


none 




Score 


241 








. 622 








Seq. No. 


37320 




Seq. ID 


OJ990318_08.9C23 


.Cll 


Gene No. 


76619 




Strand 


+ 




Start 


347 




End 


667 




Name 


OJ990318 08". 9C23.Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


374 




End 


624 




GI 


none 




Score 


417 





36884 



Exons 



374. .622, 376. .624, 377. .622 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37320 Seq. ID OJ990318_08 . 9C23 . Cll 

76619 Strand + 

347 * End 667 

OJ990318JD8. 9C23 . Cll . ol . gp Method AAT/GAP 

375 End 624 

5144_1.R1084 Score 433 

375. .624 

' 3426064/emb|CAA07575. 1 | 7 .0e-18 (AJ007588) monooxygenase 
[Arabidopsis thaliana] >gi_4 4 67141_emb_CAB37510_ (AL035540) 
monooxygenase 2 (M02) [Arabidopsis thaliana] ' 



Seq. No. 37320 Seq. ID 

Gene No. 76619 Strand 

Start 347 End 

Name OJ990318_08 . 9C2 3 . Cll . ol . gs Method 

Start 375 End 

GI none Score 

Exons 375.. 569 



OJ990318_08.9C23.C11 
+ 

667 

GENSCAN 

569 

.76 



.Seq,., No, „. ™. 

Gene vN.o.... ...7662.0 „. : 

Start ' 1 

Name OJ990318_08 . 9C23 . C12 . ol . np 

Start 1 
GI 3426064 
Exons 1..59, 216.. 417, 567.. 652 

GI Descrip. (AJ007588) monooxygenase [Arabidopsis thaliana] 

gi|4467141|emb|CAB37510| (AL035540) monooxygenase 2 (M02) 
[Arabidopsis thaliana] 



Seq s _ I-D_ 0 J9 9 0 3.1 8_0 8 .„9C2 3„ ; jC12_ 

Strand . _ 

End 673 

Method AAT/NAP 

End 652 

Score 125 



Seq. No. 37321 Seq. ID 

Gene No. 76620 Strand 

Start 1 End 

Name OJ990318_08 . 9C23 . C12 . ol . gs Method 

Start 271 End 

GI none Score 

Exons 271.. 417, 567.. 673 



OJ990318_08.9C23.C12 
673 

GENSCAN 

673 

.66 



Seq. No. 37321 Seq. ID 

Gene No.. .7.6620.. . - Strand. 

Start'* ' '• . 1" V / V'. . v: : ; ' End - - 

Name- OJ990318_08 . 9C23 . C12 . ol . tm Method 

Start' *■■*" 282"' ' '* Ehd ■ . 

GI - .- -none . ; - . ■ -'- . - ■ Score.- 

Exons ' ' 282. .419,' 298. .420' 



OJ990318_08.9C23.C12 

673 : "; : v ~ vV '-- : ■ 
TBLASTX: Maize 
'420" ' ' •■""*"■ = * " *"■ 
162 - V 



Seq. No. 37321 Seq. ID 

Gene No. 76620 Strand 

Start 1 End 

Name OJ990318_08 . 9C23 . C12 . ol . tw Method 

Start 282 End 

GI none Score 

Exons 282.. 419, 295.. 420' 



OJ990318_08.9C23.C12 
673 

TBLASTX: Wheat 

420 

157 



Seq. No, 



37322 



Seq. ID OJ990318_08.9C23.C13 



36885 



Gene No. 


76621 


Strand 


+ 




Start 


117 


End 


206 




Name 


OJ990318 08.9C23.C13.ol.gs 


Method 


GENSCAN 




Start 


117 


End 


206 




GI 


none 


Score 


. 66 




Exons 


117. .206 








Seq. No. 


37322 


Seq. ID 


OJ990318 08 9C23 


C13 


Gene No. 


76622 


Strand 






Start 


1 


End 


305 




Name 


OJ990318 08. 9C23.C13.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


305 




GI 


17795 1.R1084 


Score 


574 




Exons 


1. .305 








GI Descrip. 


'3426064/emb| CAA07575.il 7. 


Oe-18 (AJ007588) monooxygenase 




[Arabidopsis thaliana] >gi 


4467141 emb 


CAB37510 (AL035540) 




monooxygenase 2 (M02) [Arabidopsis thaliana] 1 




Seq. No. 


37322 


Seq. ID 


OJ990318_08.9C23. 


C13 


Gene No. . 


76623 


Strand 






Start 


648 


End 


711 




N£me__„ 


„ QJ9.9Q3.18_. PA- 9C23_. Q13 . o2 . gp 


: Met_hod_ 


AAT/GAP 




S.tar.t . 


...648..:;. „ „ 


......End" ..IT 


71.1.._\ _ 




GI 


28299 1.R1084 


Score 


128 




Exons 


648. .711 . 








GI Descrip. 


' 14 20932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene 


, intron 1, 


partial sequence 1 




Sea. No. 


37323 


Seq. ID 


OJ990318_08.9C23. 


C14 


Gene No. 


76624 


Strand 






Start 


86 


End 


207 




Name 


OJ990318 08.9C23.C14.ol.gs 


Method 


GENSCAN 




Start 


86 


End 


207 




GI 


none 


, Score 


.44 




Exons 


86.. 207 









Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37324 Seq. .ID OJ990318_08.9C23.C15 

76625 Strand + 

1 End 

OJ990318_08. 9C23.C15.ol.np Method 

1 End 

5803221 Score 

1.;. 505, : 612. : 638 "" ~ •■ ' * • - • • ~. ' - 

WD repeat "domain 3 gi | 5639663 | gb | AAD4 5865-..1 1 AF083217_1 

(AF083217) "WD repeat protein WDR3 ■ [Homo sapiens] " : 



OJ990318 
+ 
638 

AAT/NAP 

638 

260 



37324" Seq. ID" 

76625 . Strand 

1 • End 
OJ990318__08.9C23.C15.ol.tm Method 

2 End 
none Score 
2. .151, 3. .152 



O'J990318_08 . 9C23 .C15 
+ 

638 

TBLASTX: Maize 

152 

233 



Seq. No, 
Gene No. 
Start 



37324 
76625 
1 



Seq. ID 

Strand 

End 



OJ990318_ 
+ 

638 



08. 9C23.C15 



36886 



Name 

Start 

GI 

Exons 



OJ990318_08 . 9C23.C15.ol.tc Method 

3 End 

none Score 
3. .284, 28. .243, 29. .244 



TBLASTX: Cress 

284 

301 



Seq. No. 37324 Seq. ID 

Gene No. 76625 Strand 

Start 1 End 

Name OJ990318_08 . 9C23 . C15 . ol . ts Method 

Start 2 9 End 

GI none Score 

Exons 29. .247, 39. .278, 41. .280, 42. .278 



OJ990318_08 . 9C23.C15 

+ . 

638 

TBLASTX: Soybean 

280 

312 



Seq. No. 37324 Seq. ID 

Gene No. 76625 Strand 

Start 1 End 

Name OJ990318_08 . 9C23 . C15 . ol . gs Method 

Start 48 End 

GI none Score 

Exons 48.. .434 



OJ990318_08.9C23.C15 
+ 

638 

GENSCAN 

434 

.56 



„S-e.q^-Jip__ 37.32 4 m , Seq,_ I D 

._Ge.ne„No..... 7.6.625.. . ..„■„... .... Str.an.d_ . 

'Start 1 End 

Name OJ990318_08 . 9C23 . C15 . o2 . tm Method 

Start 320 End 

GI none Score 

Exons 320.. 436, 321.. 440, 322.. 438 



0 J9,3QJ3 1 8_fl 8„, 9C23 m ,„Ql 5_ 

.„+ _ . . 

638 

TBLASTX: Maize 

440 

176 



la 



Seq. No. 37325 Seq. ID 

Gene No. 76626 Strand 

Start 36 End 

Name OJ990318_08 . 9C23 . C16 . ol . gs Method 

Start 36 End 

GI none Score 

Exons 36 . . 661 

Seq. No. ' 37326 Seq. ID 

Gene No. 76627 Strand 

Start 260 End 

Name OJ990318_08 . 9C23 . C17 . ol . gs Method 

Start 260 .. End 

GI * ■** none " :: ' " " score 

Exons • " 260. :329, . 1179. .1291.' "* 

Seq. -No. 3-7327-. ■ - : :.: - Seq. - ID- 
Gene No. 76628. ... * " Strand 
Start - 439 ' End 
Name OJ990318_08 . 9C23 . C18 . ol . gs Method 
Start 439 End 
GI none Score 
Exons 439.. 624, 1448. .1540 



OJ990318_08.9C23.C16 
661 

GENSCAN 

661 

.5 



OJ990318_08.9C23.C17 
+ 

1291 

GENSCAN 

1291 

. 61 " " v • " : 



. O J 9 90,3-L8_0 8 .-9C23 . CI 8, : 

+ ' " ■ + 

1540 

GENSCAN 

1540 

.54 



Seq. No. 37327 Seq. ID 

Gene No. 76629 Strand 

Start 3350 End 

Name OJ990318_08 . 9C23 . C18 . ol . gp Method 



OJ990318_08.9C23.C18 
+ 

4472 
AAT/GAP 



36887 



Start 


3350 








End 


4471 


GI 


148 1.R1084 








Score 


800 


Rxons 

i—i *v 1 i w-> 


3350. .3542, 


4002 


. .4075, 


4172 . 


.4255, 4374. .4471 


GI DescriD. 


* 5931625/dbj | BAA84717 . 1 | 


1 . Oe 


-106 (AB032761) rab5B [Oryza 




sativa] 1 












Seq. No. 


37327 








Seq. ID 


OJ990318_08.9C23.C18 


Gene No. 


/ \J \J C. ZJ 








Strand 


+ 


Start 


33S0 








End 


4472 


Name 


OJ990318 08 

\J\J Zf Z? \J *J X vJ u u 


. 9C23 


. C18 . ol . 


np 


Method 


AAT/NAP 


Start 


3S18 _ 

~J *J X o 








End 


4472 


GI 


5931625 








Score 


348 


Evons 


3518. .3542, 


4002 


. .4075, 


4172. 


.4255, 4374.. 4472 


GI Descrip. 


( AB032761 ) 


rab5B 


[ Or y za 


sativa] 




Seq. No. 


37327 








Seq. ID 


OJ990318_08.9C23.C18 


Gene No. 


76630 

/ \J \J J u 








Strand 




Start 


1 701 

X f U X 








End 


3566 


Name 


O.TQ9031 ft Oft 




ri ft n? 


gs 


Method 


GENSCAN 


Start 


1 701 _ 

X / U X 








End 


3566 


GI 


none 








Score 


.43 


Exons 


_1701^ .19_69,;. 


.3281 


? .3 36.8, „ 


. 3.4.92,,. 


..35„6.6, 




Sea No 


37327 




„ 




Seq^ ID 


0 J 9 9 0 3 1 8_0 8 9C 2 3 Tci 8 




7 6631 

f V O J X 








Strand 




Start 


34 99 

J *i .7 








End 


4475 


Name 


O.T99031 ft Oft 




Pi ft n1 


tm 


Method 


TBLASTX: Maize 


Start 


34 9? ~~ 

J *i .7 £. 








End 


4472 


GI 


1 1^1 IC 








Score 


70 


Exons 


3492. .3545, 


3494 


. .3544, 


3997. 


.4044, 3998. .4045, 4054. .4074, 




4120. .4278, 


4170 


. .4265, 


4170. 


.4280, 4184. .4279, 4371. .4472, 




4373 4471 












Seq. No. 


37 397 








Seq. ID 


OJ990318_08.9C23.C18 


Gene No. 


76631 








Strand 




Start 


34 92 








End 


4475 


Name 


OJ990318 08 


. 9C23 


PI ft nl 


tc 


Method 


TBLASTX: Cress • 


Start 


4120 








End 


4475 


GI 


none 








Score 


125 / 


Exons 


4120 4260 


4184 


4279 


4184 . 


.4276, 4371. .4475, 4373. .4471 


Seq. No. 


37327 








Seq. ID 


OJ990318_08.9C23.C18 


Gene" No." " '" 


"76631 ■ ' : • : 

f U U J X 








Strand ' 




Start 


34 92 








End 


4475 


Name 


O.TQ9031 ft Oft 


QP9 3 


Tift nl 


ts 


Method ' 


TBLASTX: Soybean 


Start : - 


-4152 . ~ -.- 








End 


4472 , ..• . -.' - 


GI 


. none '. *' 








Score 


• 133 • \., . 


Exons 


4152. .4244, 


4159 


. .4278, 


4184. , 


.4279, 4371. .4472, 4373. .4471 


Seq. No. 


37328 








Seq. ID 


OJ990318_08.9C23.C19 


Gene No. 


76632 . 








Strand 




Start 


119 








End 


600 


Name 


OJ990318 08 


. 9C23 


.C19.ol. 


gs 


Method 


GENSCAN 


Start 


119 








End 


600 


GI 


none 








Score 


.88 


Exons 


119. .232, 501. .600 









36888 



Seq. No. 


37329 






Seq. ID 


OJ990318_08.9C23 


.C21 


Gene No. 


76633 






Strand 






Start 


198 






End 


474 




IN dine 


OJ990318 08 9C23 C21 


. ol 










OLdi L 


198 ~~ 






End 


474 




O X 


none 






Score 


.93 




DAU1ID 


198 474 














37330 






Seq. ID 


OJ990318 08 9P23 


P22 


Gene No. 


76634 






Strand 






Start 


191 






End 


421 




Name 


OJ990318 08 9C23 C22 


.ol 


np 


Method 


AAT/NAP 




OLai. l 


191 ~~ 






End 


415 




rir 
ui 


37 57 52? 






Score 


84 




D AUl ID 


191 251 347 415 














(AP005167} nutativp 


splicing 


factor [Arabidopsis thaliana] 


Seq. No. 


37330 






oeq . 1 u 






Gene No. 


76634 






Strand 






Start 


191 






End 


421 




Name 


OJ990318 08 9C23 C22 


.ol 


tm 


Method 


TBLASTX: Maize 






193 — 







End 


421 












Scor e. 


98. , 




P von 


193 252 195 254 


195 


.254, 


344. .421, 


3.47. . 421 




Seq. No. 


37330 






oeq. iu 




POO 


Gene No. 


76634 






Strand 






Start 


191 






End 


421 




IN CtiUC 


n.TQQmiR or qp?^ p?? 


.ol. 


gs 


Method 


GENSCAN 






268 _ 






End 


419 




GI 


none 






Score 


.46 




Fvnn S 

i_j \y 1 1 ^ 


268 . .419 












Seq. No. 


37331 






Seq. ID 


OJ990318_08.9C23. 


C23 


Gene No. 


■ 76635 






Strand 


+ 




Start 


268 






End 


399 




Name 


OJ990318 08 9C23 C23 


.ol. 


gs 


Method 


GENSCAN 




Start 


268 _ 






End 


399 




GI 


none 






Score 


.95 




W 1 1 0 


268 399 












Seq. No. 


. 37332 






Seq. ID- 


OJ990318 08.9C23. 


C25 


Gene No . 


'76636 • ' ' ' " ' •' 






'S t rand - 


•+ 




Start 


.63 






End 


269 ' 




Name 


' OTTQQO^VR 08 3 P?5 
Z? z> \j j xo wo * z>\^^~j • \^ u 


.ol. 


gs. ". 


Method 


GENSCAN ' 




O L. Cl'X- L. - - - 


63 _ • 

- * V J ■ - ■ ......... — . 






End 


269 ... ..- - 




pt ■ * ' 

ox 


* - none * • 






Score. .. 


;55 




F.xnns 


63 . . 269 












O c CJ • IN (J . 


J / J J J 






Seq. ID 


OJ990318_08. 9C23. 


C26 


Gene No. 


76637 






Strand 






Start 


380 






End 


464 




Name 


OJ990318 08.9C23.C26 


.ol. 


gs 


Method 


GENSCAN 




Start 


380 






End 


464 




GI 


none 






Score 


.7 




Exons 


380. .464 













36889 




Seq. No. 


37334 


Seq. ID 


OJ990318_08.9C23.C29 


Gene No. 


76638 


Strand 


+ 


Start ■_• 


274 


End 


420 


INcllUC 




Lit; LiiUU 


\J Ej IN O V^rALN 




274 ~~ 


EjI 1U 


4 20 




none 






T* 1 von q 


274 420 








37 




O.TQQO^l ft Oft qp?^ r^n 


Gene No. 


76639 


Strand 




Start 


1 


End 


206 


Name 


OJ990318 08.9C23.C30.ol.np 


Method 


AAT /NAP 


Qf art 


1 


End 


\J O 




6006359 


Score 




DAUllO 


1..26, 109. .206 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sat lva] 


Seq. No. 


37336 


Seq. ID 


OJ990318_08.9C23.C31 


Gene No. 


76640 


Strand 


+ 


Start 


298 


End 


809 


in diuc 


OJ990318 08. 9C23.C31 .ol.gs 


Method 


VjHi IN O ^/rtLN 


q+- rr - 
O Lai L 


_2 9.8. , 


_End 


O \J y 


. . o.X, .. ^ — . . ... „ . 


,,no.ne.... „ 


. .Sjcor.e_ . .. 


,11 


Ej 1 1 0 


298. .430, 626. .672, 718. .8' 


09 




Carr Ma 
Otr^-J • LN(J . 


37337 


Seq. ID 


HTQQO?! ft Oft Qr97 


f!Jp-np Ho 


76641 


Strand 


+ ~~ 


Start 


1 


End 


334 


Name 


OJ990318 08. 9C23.C33.ol.gp 


Method 


AAT /GAP 


Start 


1 


End 


334 


GI 


36037 1.R1084 


Score 


652 


DAUllO 


1. .334 








, 3426064/emb|CAA07575.1| 7 


. Oe-18 (AJ007588) monooxygenase 




[Arabidopsis thaliana] >gi 


4467141 emb 


CAB37510 (AL035540) 




monooxygenase 2 (M02) [Arabidopsis thaliana] ' 


Seq. No. 


37337 ... 


Seq. ID 


OJ990318_08. 9C23.C33 


Gene No. 


76641 


Strand 


+ 


Start 


1 


End 


334 


Name 


OJ990318 08. 9C23.C33. ol.gs 


Method 


GENSCAN 


OLQI L 


196 


End 


328 


GI 


none 


Score 


.72 




196. ;. 328 . 






Qpn Kin 


37338 " • 


Seq . ID 


OJ9'903i8_08;9C23.C37 


Genp Mo - 


-7 664-2 ---- - - 


.-■ - Strand.-- 




Start - 


82 • •' . 


*vEnd 


5'08 . . 


Name 


OJ990318 08.9C23.C37.ol.gp 


Method 


AAT /GAP 


Start 


82 


End 


4 91 


GI 


4715556 ■ 


Score 


558 




82. .231, 345. .491 






GI Descrip. 


3426064/emb|CAA07575.1| 7.( 


De-18 (AJ007588) monooxygenase 




[Arabidopsis thaliana] >gi 


4467141 emb 


CAB37510 (AL035540) 




monooxygenase 2 (M02) [Arabidopsis thaliana] 


Seq. No. 


37338 


Seq. ID 


OJ990318_08.9C23.C37 


Gene No. 


76642 


Strand 


+ 



36890 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



82 End ' 508 

OJ990318_08 . 9C23 . C37 . ol . gs Method GENSCAN 

152 End 491 

none Score . 98 
152. .231, 345. .491 



37338 
76642 
82 

OJ990318_08 . 9C23.C37 .ol.np 
152 

3426064 
152. .231, 345. .478 

(AJ007588) monooxygenase [Arabidopsis thaliana] 
gi|4467141|emb|CAB37510| (AL035540) monooxygenase 2 (M02) 
[Arabidopsis thaliana] 



Seq. ID OJ990318_08.9C23.C37 

Strand +. 

End 508 

Method AAT/NAP 

End 478 

Score 180 



Seq. No. 
Gene No. 
Start 
Name 

Start_„ 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

. Seq'. No/ 
Gene No . 
Start 

- Name 

Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



37338 
76642 
82 

OJ990318_08 . 9C23.C37.ol.tm 

.323,; - , „ - _ 

..none ..... . . ... . 



Seq. ID OJ990318_08.9C23.C37 

Strand + 

End 508 

Method' TBLASTX: Maize 

End .508 



Score.. _._6.0 



323. .370, 342. .503, 343. .504, 422 . . 508 , ' 4 30 . . 507 



37338 
76642 
82 

OJ990318_08. 9C23.C37.ol.tw 

338 

none 



Seq. ID OJ990318_08.9C23.C37 

Strand + 

End 508 

Method TBLASTX : Wheat 

End 506 

Score 68 



338. .370, 342. .455, 343. .492, 408. .506 



37339 
76643 
1 

OJ990318_08 .9C23.C38. ol.np 
1 

3402691 
1..69, 549. .606 

(AC004697) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990318_08.9C23.C38 

Strand + 

End 606 

Method AAT/NAP 

End 606 

Score 75 



• 37340 • - '_ ' ' Seq. ID OJ990318_08.9C23.C40 

76644 " ' ' * Strand + " ' 

'836 * " ' ' 'End 736'1 

. OJ9-90318_08-. 9C23.C4 0. ol.np--.-. Method-- AAT/NAP. 

836 .- • ^ * < - . ' . . End ' . '5487:. ■ - 
893294 Score 804 

836. .1903, 327 8. .34 70, 3808. .3950, 4 68 2. . 474 9, 4888. .4 990; 
5380.. 5487 

(L43362) 4-coumarate : CoA ligase isoform 2 [Oryza sativa] 



37340 
76644 
836 

OJ990318_08 . 9C23 . C4 0 . ol . gs 
869 



Seq. ID, OJ990318_08.9C23.C40 

Strand + 

End 7361 

Method GENSCAN 

End 7361 



36891 





GI 


none 




Score 


.78 




i— i rf\ W 1 i »— > 


869. . 1903, 3278 


3470, 3808 


.3950, 4682. .4749, 4888. .4990, 






5344 . . 5475, 6951 


. 7361 








Seq. No. 


37340 




Seq. ID 


OJ990318_08.9C23.C40 




Gene No. 


76644 




Strand 


+ 




Start 


836 




End 


7361 




Name 


OJ990318 08.9C23. 


C40.ol.gp 


Method 


AAT /GAP 




Start 


4680 




End 


5710 




GI 


2769 1.R1084 




Score 


932 




Exons 


4680. .4749, 4888. 


.4990, 5380 


. .5710 






GI Descrip. 


! 1663724 3.0e-26 


(U50846) 4- 


coumarat e : 


coenzvme A liaase 






[Nicotiana tabacum] 1 








Seq. No. 


37340 




Seq. ID 


OJ990318_08.9C23.C40 




Gene No. 


76645 




Strand 


+ 




Start 


7922 




End 


8478 




Name 


OJ990318 08.9C23. 


C4 0.o2.gp 


Method 


AAT /GAP 




Start 


7922 




End 


8478 




GI 


36037 1.R1084 




Score 


1089 




Rynn^ 

J 1 A llkJ 


7922. .8478 












_L3A2JLPJL4/ejn]^ 0 7 5 8 8J mpnooxygenase 






. /{Arabidopsis;_Wialiar 1 a.L; : >gi.J.4,671.4;L emb_CAB3.75.1£L //. (AL03..55AQ L 


- 




monooxygenase 2 ( 


M02) [Arabidopsis thaliana] • 


s=f 


Seq. No. 


37340 




Seq. ID 


OJ990318_08.9C23.C40 


% ' = 


Gene No. 


76646 




Strand 




fl 5 


Start 


8318 




End 


9893 


in 

~ ~ 


Name 


OJ990318 08.9C23. 


C40.o2.tm " 


Method 


TBLASTX: Maize 




Start 


1069 




End 


1684 




GI 


none 




Score 


267 


i y 


Exons 


1069.. 1335, 1112. 


.1333, 1384 


..1665, 1385. .1684, 1496. .1684 




Seq. No. 


37340 




Seq. ID 


OJ990318_08.9C23.C40 


f 1 


Gene No . 


76646 




Strand 






Start 


8318 




End 


9893 




Name 


OJ990318 08.9C23. 


C40.ol. ts 


Method 


TBLASTX: Soybean 




Start 


1093 




End 


5487a* 




GI 


none 




Score 


131 




Exons 


1093. .1305, 1112. 


.1309, 1394 


..1531, 1480. .1536, 1589. .1903, 






1663.. 1884, 3266. 


.3316, 3350 


..3472, 3849. .3953, 4894. .4992, 






4895. .4993, .5377.. 


.5487, 5379 


. .5477 






Sea No 


37340 




Seq. ID 


OJ990318_08 . 9C23*. C40 




Genp Nri 


' 76646 * 




' Strand 






Start 


8318 




-End 


- 9893 




Name 


• 'OJ990318 08. 9C23. 


CA 0 ,62 it'c 


' Method 


TBLASTX: Cress 




Start 


1108 




End 


5478 




GI 


none 




Score 


140 




Exons 


1108. .1317, 1112. 


.1321, 1448 


..1543, 1589. .1903, 1663. .1884, 






3269.. 3316, 3308. 


.3472, 3816 


..3953, 3855. .3953, 4894. .4992, 






4904. .4993, 5377. 


.5478 







Seq. No. 37340 Seq. ID 

Gene No. 76646 Strand 

Start 8318 End 

Name OJ990318 08 . 9C23 . C4 0 . o3 . tm Method 



OJ990318_08.9C23.C40 
9893 

TBLASTX: Maize 



36892 



Start 1685 End 3872 

GI none Score 257 

Exons 1685. .1903, 1687. .1905, 1687. .1884, 3266. .3472, 3275. .3469, 

3277. .3495, 3805. .3870, 3806. .3871, 3807. .3872 

Seq. No. 37340 Seq. ID OJ990318_08.9C23.C40 

Gene No. 76646 Strand 

Start 8318 End 9893 

Name OJ990318_08 . 9C23 . C40 . o2 . gs Method GENSCAN 

Start 8318 End 9881 

GI none Score .96 

Exons 8318.. 9562, 9759.. 9881 

Seq. No. 37340 Seq. ID OJ990318_08.9C23.C40 

Gene No. 76646 Strand 

Start 8318 End 9893 

Name OJ990318_08 . 9C23 .C40 . ol . tm Method TBLASTX : Maize 

Start 8744 End 9804 

GI none Score 225 

Exons 8744. .9097, 8751 .. 9020, . 8762 .. 9040 , 9101. .9562, 9102. .9566, 

9649. .9804, 9666. .9794 



Gene No. 7 664 6 Strand 

Start 8318 End 9893 

Name OJ990318_08 . 9C23 . C4 0 . ol . tc ' Method TBLASTX : Cress 

Start 8831 End 9707 

GI none Score 55 

Exons 8831.. 9079, 9179.. 9301, 9186.. 9296, 9317.. 9562, 9321.. 9563, 

9672. . 9707 

Seq. No. 37340 Seq. ID OJ990318_08.9C23.C4 0 

Gene No. 76646 Strand 

Start 8318 End 9893 

Name OJ990318_08 . 9C23 . C4 0 . o2 . np Method AAT/NAP 

Start 8831 End 9869 

GI 4538930 Score 563 

Exons 8831.. 9579, 9656.. 9869 

GI Descrip. (AL049483) putative peroxidase [Arabidopsis thaliana] 

Seq. No. 37340 Seq. ID OJ990318_08.9C23.C4 0 

Gene No. 7 664 6 ' Strand 

Start. ' ; . 8318. . ; " 'End* * : .- 9893 ■ • 

Name " OJ990318_08.9C23.C4 0~.o2.ts Method' TBLASTX : Soybean 

Start' ' ' -8"834" ' ■ End . 9794 ' - • - 

GI" ---none' ■ - - . ..." ---Score-- -90 ....... 

Exons ' 8834. .9100, 9179. .9223, 9299. .94 90,. 94 94 . .'9562, 9666. .9794 

Seq. No.' 37340 Seq. ID OJ990318_08.9C23.C4 0 

Gene No. 76646 Strand 

Start 8318 End 9893 

Name OJ990318_08 . 9C23 . C40 . ol . tw . Method TBLASTX : Wheat 

Start "" 9107 End 9457 

GI none Score 177 

Exons 9107.. 9322, 9108.. 9314, 9302.. 9457, 9303.. 9437 

Seq. No. 37340 Seq. ID OJ990318_08.9C23.C4 0 



36893 



Gene No. 7664 6 Strand 

Start 8318 End 9893 

Name OJ990318_08 . 9C23 . C4 0 . o3 . gp Method AAT/GAP 

Start 9253 End 9893 

GI 33020_1.R1084 Score 997 

Exons 9253.. 9562, 9666.-9893 

GI Descrip. ' 6091756/gb | AAF034 66 . 1 1 AC009327_5 2.0e-42 (AC009327) putative 
peroxidase [Arabidopsis thaliana] T 



Seq. No. 37341 Seq. ID 

Gene No. 76647 Strand 

Start 1453 End 

Name OJ990318_08 . 9C23 . C4 1 . ol . tm Method 

Start 1453 End 

GI none Score 
Exons 



OJ990318_08.9C23.C41 
3481 

TBLASTX: Maize 

3481 

44 



1453. .1500, 1454. .1501, 1564. .1881, 1592. .1879, 1626. .1883, 
1630. .1905, 3430. .3480, 3431. .3481, 3431. .3481 



Seq. No. 
Gene No. 
Start 

Name _ 

.Start.. 
GI ■ 
Exons 

GI Descrip. 



37342 
76648 
1 

.5454112 """" 



Seq. ID OJ990318_08.9C23.C42 
Strand 

End 4130 
_Method„ AAT/NAP ; „;„ 

Score ' ' 214 



1..75, 1617. .1746, 1911. .1966, 2054. .2213, 2305. .2364, 
3076. .3119, 3229. .3295, 3966. .4130 

transcription factor Dp-2 (E2F dimerization partner 2) gi I 604479 
(U18422) DP2 [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37342 
76648 
1 

OJ990318_08.9C23.C42.ol.ts 
1471 



OJ990318 08.9C23.C42 



none 

1471. 

1887. 

2338. 

3921. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1542, 1472. .1552, 1472. .1549, 1639. .1740, 1643. .1738, 
1985, 1915. .1980, 2049. .2216, 2055. .2216, 2305. .2367, 
2370, 307(3\ ; .3129, 3074.. 3121, 3219.. 3308, 3230.. 3289, 
3986 



4130 

TBLASTX: Soybean 

3986 

110 



Seq. No. 37342 
Gene No. . 7 6648 

Start' ' ' 1 ' --- -- -- . . - . 

Name ' OJ990318_08 . 9C23 . C4 2 . o2 . tm ' 

Start " ' 1471 " ' ~ 

'GI • ' ~ none ' - 

•Exons-. 1471. .1542, 1472. .1546, 1472, 

1640. .1756 



OJ990318_08.9C23.C42 

. 4130 . - . \ . . 

TBLASTX: Maize 
175*6 ' ' ' 1 ' ' 

■ 82 -/ ' - 



Seq. ID 
Strand 
End " . 
Method 
End 

Score- . 

.1549, 1638.. "1748, 1639'. . 1752,. 



Seq. No: 37342 

Gene No. 76648 

Start 1 

Name OJ990318_08 . 9C23 . C42 . ol . tc 

Start 1472 

GI none 

Exons 1472 
1643 



OJ990318 08.9C23.C42 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1543, 1472. .1549, 1613. .1738, 1639. .1740, 1639. .1740, 
1768, 1887. .1985, 2055. .2183, 2076. .2177 



4130 

TBLASTX: Cress 
2183 
75 



3*& • 



36894 



Seq. No. 


37342 




Seq. ID 


OJ990318J38. 9C23 


C42 


Gene No. . 


76648 




Strand 






Start 


1 




End 


4130 






OJ990318 08 9P23 C42 ol 


• Ulll 


Method 


TBLASTX: Maize 




J Lai L 


1887 ~ 

X U O ' 




End 


2214 




(IT 
\J X 


none 




Score 


79 




pynn q 

ill A \JL 1 O 


1887 1985 1911 1967 


1915 . 


.1980, 2067. .2213, 2067. .2213, 




207 4 2214 










Seq. No. 


37343 




Seq. ID 


OJ990318_08. 9C23. 


C43 


("IpnP Mrs 


7664 9 




Strand 






Start 


24 




End 


2 59 

-J Z? 




Name 


DJ990318 08 9P2^ P4? nl 


. y t> 








Start 


24 ~~ 




FnH 

£jI 1U 


2 S Q 

U 13 




GI 


none 




S core 






Fynn Q 

LAUilJ 


24 259 










Seq. No. 


37344 




Seq. ID 


OJ990318_08.9C23. 


C44 




76650 




Strand 






C-|- o r -f- 
J Lai L. 


2^5 




FnH 


5 Q4 




,lNcllllC. m 


. O.TQQO^I R OR QP9^ P44 nl 




, _ ! v Jp_C 110,(4 


PFKlQr'ZiKl ■• 
_ JoEj LN p\^jr\ IN ^ _ r n 











FnH 


S Q 4 




rzr 
\j x 




• ■**■-;* .." 


Score 


7 R 


-..-.»- 


LAUl 1 o 


2^5 594 










Seq. No. 


37345 




Seq. ID 


OJ990318__08.9C23. 


C45 


pone^ No 


76651 




Strand 






O L- a. J_ L 


217 




FnH 

J_il 1U 


597 






P.TQQO^IR OR QP2^ P45 o1 


L. W 




TRT Zi QTV • Mhoaf 

1 dxjm.o 1 a . wneai 




OLoI L 


214 ~~ 

X *i 




FnH 

EjX 1U 


^R 5 




PT 

O X 


n on o 




S core 


111 

XXX 






214 ^R 1 215 ^RR 










Seq. No. 


37345 




Seq. ID 


OJ990318_08.9C23. 


C45 




76651 




Strand 






O L. a. J_ L- 


217 

X / 




FnH 


527 




Name 


OJ990^1fl OR QP2^ P45 nl 


gs 


Mo ■(" h Arl 
l v lc LIIOU 


0 Hi LN 0 k-/r\lN 




Start 


217 ~ 


FnH 


5 9 7 




GI 


none 




Score 






Cj A \J L I O 


217 4 1 45Q R27 










Seq, No.* • 


'3734 6 "." ' ; • 




Seq : . \ID" 


• OJ99031-8J08': 9C?y. 


C4 6 


Cpnp' ]\]n 


76652 " 




Strand 






Start 




■ - . 


End 


- 1222 •• 




■Name •■ 


0,7990 ^ 1 R OR QP2 ^ P46 nl 


gs- 


Method 


GENSCAN- - 




Cf art 1 


one 




■ End . 


1222 - •.*"-. 




GI 


none 




Score 


• 42 




F V On Q 


295 401 11RQ 1999 










Seq. No. 


37347 




Seq. ID 


OJ990318_08.9C23. 


C48 


Gene No. 


76653 




Strand 


+ 




Start 


1180 




End 


1786 




Name 


OJ990318 08..9C23.C48.O1. 


tm 


Method 


TBLASTX: Maize 




Start 


843 




End 


1673 




GI 


none 




Score 


64 




Exons 


843. .917, 844. .915, 851. 


.940, 


1172. .1396, 1172. .1396, 





36895 







1174 1 44 ^ 

X X / *i . • X *i *i J f 


1 R^Q 1 an'k 








Seq. No. 


37347 




Seq. ID 


OJ990318_08. 9C23.C4 8 




Gene No. 


76653 




Strand 


+ 




O L.CLX L. 


1180 




End 


1786 




Name 


D.TQQO^I R Off 


QP9? P4R nl +■ q 


Method 


TBLASTX: Soybean 




O Lai. l. 


116^ ~~ 
x x u o 




End 


1396 




(1 T 


none 




Score 


190 




Hi AU11D 


116? 1 9Q7 

X X U J . . X / , 


1 1 RO 1 9QQ 11R1 
x x 0 u . • x z .7 _? , x x 0 x 


.1303, 1337. .1396, 1339. .1377 




Seq. No. 


37347 




Seq. ID 


OJ990318 08.9C23.C48 




Gene No. 


76653 




Strand 


+ 




O L a L L 


1 1 RO 

X X u u 




End 


1786 






D.TQQD^I R Oft 


QP9? P4R ol rr«; 


Method 


GENS CAN 






1 1 an — 




End 


1328 




• GI 


none 




Score 


.41 




P von q 


1 1 RO 1 ?9R 












?7 ?4 7 




Seq. ID 


OJ990318_08.9C23.C48 




Gene No. 


. 76653 




Strand 


+ 




Start 


' 1180 




End 


1786 




Name 


D.TQQO^I R OR 


- QP9? P4R nl no 


. .Method. 


_ AAT/NAP _ „ 


L._£ .... 




1 1 ftfl ~~ 


... . . ...... . .„ ... * . . : ^ , 


_End _ „ 


, .1186 




OX 


O / O / JZZ 




Score 


312 


in 


P 1 v on c 


11RD 1 

X X O U . . IJ^J/ 


1 ^^4 1 6R9 1 71 R 

X .J O *i . . X O O Z , X / X O . 


.1786 




t\ i 




( arnn ri £7 \ 


jutdLivc opiicxiiy 


factor [Arabidopsis thaliana] 


ri 


q^rr Mo 


?7 ?4 R 




Seq. ID 


OJ990318_08.9C23.C49 


§T§ 


f^^n^ Tslo 

OCilC Vi\J , 


7 66S4 




Strand 


+ 


lh 


Start 


1 




End 


4977 




Name 


OJ990318 08 


■9C23-C49.ol.np 


Method 


AAT/NAP 


z cr 


O Lai L 


1 

X 




End 


4734 


S 


(IT 

\J X 


07 c 7 coo 




Score 


652 


r=l 


F von c 


1 4 1 99 ? 


.435, 596.-724, 760. .834, 937. .1020, 1216. .1293, 






Z. / U U • • c.z>\jZ} f 


3105. .3193, 4495. 


.4609, 4690. .4734 




PIT rip<;rri n 


( AP00S1 67 ^ 


putative splicing 


factor [Arabidopsis thaliana] 


^ J 


C pn KJo 


37348 




Seq. ID 


OJ990318__08 . 9C23.C49 


Q 


Gene No . 


76654 




Strand 


+ 




Start 


1 




End 


4977 




Name 


OJ990318 08 


. 9C23.C49.ol.gs 


Method 


GENSCAN 




Start 


222 




End 


4778 




*Gi'-' ■ 


none * 




Score 


. .79 • ~ " : ■ * 




Exons 


'222.. 435/ 937. .1020, 1654. .1718, 2750. 


.2969, 3105.. 3193, 






3'6~6I. .37 73, 


'3778. ;3933," 4022'. 


.4170, 4 531. .4 609, '4 690. .'4 778 ■* 



Seq.' No. 


• 37348 


* ■* 


• Seq. ID 


OJ990318 


Gene No. 


76654 




Strand 


+ 


Start 


1 




End 


4977 


Name 


OJ990318 08 


.9C23.C4 9.ol.gp 


Method 


AAT/GAP 


Start 


4571 




End 


4977 


GI 


3759173 




Score 


586 


Exons 


4571. .4609, 


4690. .4977 






Seq. No. 


37348 




Seq. ID 


OJ990318 


Gene No. 


76655 




Strand 




Start 


5139 




End 


14235 



36896 



Name 

Start 

GI 

Exons 



OJ990318_08 . 9C23 . C4 9 . o2 . gs Method GENSCAN 
5139 End 13820 

none Score . 94 

5139.. 5281, 5400.. 5528, 6083.. 6226, 6986.. 7111, 7445.. 7570, 
7908. .8000, 8087. .8216, -8297. .8422, 8526. .8633, 8997. .9176, 
9323. .9457, 9793. .10005, 10659 10747 , 10914 .. 1 1063, 
11149. .11302, 11389. .11610, 12304 .. 124 17 , 12732 .. 128 96, 
12990. .13080, 13561. .13729, 13754. .13820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

.Se.q.._No. ..: , 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990318 08.9C23.C49 



37348 
76655 
5139 

OJ990318_08 . 9C23.C4 9.o2.np 
5151 
5541717 

5151.. 5281, 5400.. 5528, 6083 
7908. .8000, 8087. .8192, 8270 
9793. .10005, 10659. .10747, 10914 11059, 11145 11285, 
11386. .11610, 12232. . 12416, 12773 .. 12896, 12 990 13104 , 
13413. .13495, 13961. .14235 . 

(AL049655) kinesin-like protein [Arabidopsis thaliana] 



14235 
AAT/NAP 
14235 
1891 

6226, 6986. .7111, 7445. .7570, 
8658, 8945. .9176, 9323. .9457, 



3734 8 „ ... 

76656 
15710 

OJ990318_08. 9C23.C4 9.ol.ts 

205 

none 



f .Se.q,...JD . 0J.99.Q31 8.^0.8... 9.C23-..CL4.9.. 
Strand ' - 
End 

Method 
End 
Score 



20128 

TBLASTX : Soybean 

438 

190 



205. .339, 222. .341, 223. .345, 379. .438, 381. .419 



37348 
76656 
15710 

OJ990318_08.9C23.C4 9.o3.tm 

210 

none 



Seq. ID OJ990318_08.9C23.C49 



Strand 
End 

Method 

End 

Score 



20128 

TBLASTX: Maize 

3774 

274 



210. .437, 214. .438, 216. .437, 581. .715, 3661. .3774 



Seq. No. 37348 

Gene No. 76656 

Start 15710 

Name .. .. OJ990318_08 . 9C23 . C49 . o5 . tm 

Start-- " .'744 '\ . ' 

GI . none; . . 
Exons" 



OJ990318 0&.9C23.C49 



Seq. ID 
Strand 
End 

Method 
End ; 
Score 

744 . \83'6,'- 75*8. .'820, 759.. 833, 760 . .'840, " 936 . . 10'22,' 1653. .1724 
1-65-4.-. 171.6,.- 2663-. '.2695, -2789 . -.28-78, 27 9-0. .'28 7 9-,-- 27 97-.-. 2-901, - 
2864. .2*14, '2886.. 2969, 2920.. 2979, 2928.. '2981, 3096..31'91, 
3098. .3193, 3099. .3194, 3112 .. 3192, ■ 44 92 . 4 608 , 4 4 92. .4 608, 
4493. .4609, 4690. .4722 



20128 

TBLASTX: Maize 
■4722 : ' ' 
92 



Seq. No. 37348 

Gene No. 76656 

Start 15710 

Name ■ OJ990318_08 . 9C23 . C4 9 . 08 . tm 

Start 2280 

GI none 
Exons 



Seq. ID OJ990318_08.9C23.C49 



Strand 
End 

Method 

End 

Score 



20128 

TBLASTX: Maize 

2508 

193 



2280. .2444, 2281. .2445, 2306. .2458, 2460. .2507, 2461. .2508 



36897 




Seq. No. 


37348 


Seq. ID 


OJ990318_08.9C23 


.C49 


Gene No. 


76656 


Strand 








T S71 0 


End 


20128 




Name 


O.TQQfm ft OR QP?^ P49 nl 0 


Method 


TBLASTX: Maize 






ST ^6 ~~ 

Jl JO 


End 


5428 




VjX 


none 


Score 


81 




u 1 von q 


ST ^16 S?fi? ST^7 5283 ST 3fi 


..5281, 5139. .5282, 5401. .5427, 




S4D9 S49R 








Seq. No. 


37348 


Seq. ID 


OJ990318_08.9C23 


.C49 




7 fifiSfi 

/ UOJD 


Strand 






Of arf 


T S7 T n 

X «J / X u 


End 


20128 




Name 


Pj.TQQO^T ft Oft QP9^ P4Q n 4 1- c< 


Method 


TBLASTX : Soybean 




Start 




End 


6227 




rir 

ox 


none 


Score 


87 




Hi A (J H O 


ST49 S9ft? S40T SS?Q S40ft 


..5530, 6073.. 6198, 6081.. 6227 


Seq. No. 


37348 


Seq. ID 


OJ990318_08.9C23 


.C49 




/ U \J -J \J 


Strand 






olal L 


T S 7 T n 


End 


20128 




Name „ ^ 


Pj.TQQO^T ft Oft QP9^ P4Q oQ tm 


_; ; MeJ:hgd_. 


TBLASTX : Maize - • 




o J, aX.L„ .. 






..84.12, 




rir 
\j±. 


none 


Score 


153 




Exons 


ftDfil R91Q ft074 P9T7 ft^9fi 


..8412, 8327. .8401 




Seq. No. 


37348 


Seq. ID 


OJ990318_08.9C23 


.C49 


Gene No. 


76656 


Strand 






OLai t 


15710 


End 


20128 




Name 


OJ990318 08.9C23.C49.o4.tm 


Method 


TBLASTX: Maize 




O Lai L 


9819 


End 


10745 




PT 


none 


Score 


38 




P 1 v on c 

Ej a vj n o 


9819. .10004, 9820. .10008, 9877. .9927, 


9923. .10006, 10649. .10714, 




10659. . 10745, 10662 .. 10739, 


10663. .10740 




Seq. No. 


37348 


Seq. ID 


OJ990318J38.9C23 


.C49 


Gene No. 


76656 '/ - 


Strand 








15710 


End 


20128 




Name 


OJ990318 08.9C23.C49.oll.tm 


Method 


TBLASTX: Maize 




OLdlL 


10954 


End 


11222 




pt 


none 


Score 


88 




Exons 


10954 .. 11055, 10978. .11064, 


10979. .110.65, 11126. .11215, 






"iii.45 ■ . 11222,- 11157 , 1121& : • 








Seq. No. * : ' 


' 37J48' ■ - - ■■ * 


Seq. ID 


'OJ99031*8_08".9C23- 


.C49 ■ 


P o n o Mo* 


. 76656 ' .. '.: . • • - 


' Strand- 






O Lai L 


15710 ■ ; ' . 


End " 


•20128 /. 




Name 


OJ990318 08.9C23.C49.o2.ts 


Method 


TBLASTX : Soybean 






11386 


End 


11613 ' 




PT 


none 


Score 


159 • 




Exons 


11386. .11610, 11387. .11611, 


11395. .11613 




Seq. No. 


37 34 8 


. Seq. ID 


OJ990318_08.9C23' 


C49 


Gene No. 


76656 


Strand 






Start 


15710 


End 


20128 




Name 


OJ990318 08.9C23.C49.o2.gp 


Method 


AAT/GAP 




Start 


15221 


End 


15700 





36898 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17795_1.R1084 Score 908 

15221. .15700 

' 3426064 /emb | CAA07575 . 1 1 7.0e-18 (AJ007588) monooxygenase 
[Arabidopsis thaliana] >gi_4 4 6714 l_emb_CAB37 510_ (AL035540) 
monooxygenase 2 (M02) [Arabidopsis thaliana] 1 



37348 
76656 
15710 

OJ990318_08.9C23.C49, 

15643 

none 

15643. .15669, 15706., 
16021. .16125, 16349., 
16353. .16442, 16395., 
16725. .16898, 16734. , 
16947. .17162, 16957., 
17500. .17679, 17501. , 



ol . tm 



15783, 
16438, 
16658, 
16871, 
17163, 
17635 



Seq. ID OJ990318_08.9C23.C49 
Strand 

End 20128 

Method TBLASTX : Mai ze 

End 17679 

Score 95 
16007. .16123, 16020. .16124, 
16351. .164 4 0, 16351. .164 4 0, 
16427. .16639, 16447 16650, 
16738. .16872, 16738. .16971, 
16957. .17163, 16958 .. 1717 3, 



Seq. No. 37348 . . 

Gene No. 76656 

.Name. I QJ,.9903J..8 w 0.8 . 9C23 ..CA9 ..o3 . gjs 

Start ' 15710 

GI none 
Exons 15710. 

16956. 

18787. 



Seq. ID 
Strand 
„End„„i„ 

Method 

End 
Score 



OJ990318 08.9C23.C49 



-20128 



GENS CAN _ 

20128 
.89 

15780, 16021. .16124, 16354 1 6655 , 1 6737 .. 1687 0, 
17161, 17501. .17655, 1787 1 .. 18019, 18185 .. 18330, 
18967, 19017. .19445, 19519 .. 19596, 19841. .20128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI" " 
Exons 



37348 Seq. ID 

76656 Strand 

15710 End 

OJ990318_08. 9C23.C49.o3.gp Method 

16044 End 

28299 1.R1084 Score 



OJ990318_08.9C23.C49 

20128 
AAT/GAP 
16772 
783 



16044. .16123, 16352. .16655, 16737. .16772 
*1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene,'intron 1, partial sequence' 



37348 
76656 
15710 

O J 99 0 3 1 8 _0 8 ; 9C 2 3 . C 4 9 . o 3 t s 
16735 
'none" " 

16735. .16872,- 16737. . 168 68, " 16912 
17038. ...17163, 17123. .17173, ' 17500 



Seq. ID 
Strand 
End 

Method 
End 
Score" 



OJ990318 08.9C23.C49 



20128 .... 
TBLASTX : Soybean 
17658 
■ — ioi • • 
17013, 16958". .16999,- 
1T£58,. 17501. .17656 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37348 Seq. ID 

76656 Strand 

15710 End 
OJ990318_08 . 9C23.C4 9.o4 . gp Method 

16942 End 

none Score 
16942. 



OJ990318_08.9C23.C49 

20128 
AAT/GAP 
17654 
668 



,17161, 17501. .17654 



Seq. No. 



37348 



Seq., ID OJ990318_08.9C23.C49 



36899 




Gene No. 76656 Strand 

Start 15710 End 20128 

Name OJ990318_08 . 9C23 . C4 9 . 06 . tm Method TBLASTX : Maize 

Start ' 17736 ' End 17862 

GI none Score 166 

Exons 17736. .17861, 17745 .. 1784 9, 17746.. 17862 

Seq. No. 37348 Seq. ID OJ990318_08.9C23.C49 

Gene No. 76656 Strand 

Start 15710 End 20128 

Name OJ990318_08 . 9C23 . C4 9 . o7 . tm Method TBLASTX : Maize 

Start 18249 End 18899 

GI none Score 92 

Exons 18249. .18335, 18252 .. 18335 , 18253 18336, 18753 18899, 
18755. .18898 

Seq. No. 37348 Seq. ID OJ990318_08 . 9C23 . C4 9 

Gene No. 76656 Strand 

Start 15710 End 20128 

Name OJ990318_08 . 9C23 . C4 9 . o2 . tm Method TBLASTX : Maize 

Start 18932 End 19597 

—QJ™ none „ _ . . Score__ ._,_5jP. ^ ^ ; j 

Exons, - i8M2,..r8i8i,^18.933,.X9F6l, .1 8934 ... 19502', . 1A 937^.-19005^ - 

18939. . 19028, 18982 .. 19116, 18982 .. 1 911 6, 1 9005 . . 19130-, 

19011. . 19127, 19114. .19167, 19228 .. 19431, 192 92 .. 1942 9, 

19294. .19431, 19515 .. 1 9595, 19520 .. 1 9591 , 19522 .. 19596, 
19523. .19597 

Seq. No. 37349 Seq. ID OJ990318_08.9C23.C50 

Gene No. 76657 Strand 

Start 732 End 961 

Name OJ9'90318_08 . 9C23 . C50 . ol . gp Method AAT/GAP 

Start 732 End 961 

GI 5005358 Score 392 

Exons 732.. 961 

Seq. No. 37350 Seq. ID OJ990318_08.9C23.C51 

Gene No. 76658 Strand 

Start 1 End 3429 

Name OJ990318_08 . 9C23 . C51 . ol . np Method AAT/NAP 

Start 1 End 1694 

GI 3402691 Score 149 

'Exons v ; 1. .39,. 852. :908, 1608.: 1694 ' ■ '\ ■ / *. " \ . ' ' 

GI Descrip. (AC004 697) unknown protein [Arabidopsis thaliana] ' 

-Seq. No. 37350 . . .: .. . Seq.- ID OJ990318_08.9C23.C51-. 

.Gene No. 7665:8 > ■ • * ■ Strand 

Start 1 End 3429 

Name OJ990318_08 . 9C23 . C51 . ol . gs Method GENSCAN 

Start 524 End 3353 

GI none Score .88 
. Exons 524. .577, 852. .908, 1608. .1758, 2129. .2177, .2263. .2356, 
2470.. 2536, 2653.. 2753, 3015.. 3094, 3224.. 3353 

Seq. No. 37350 Seq. ID OJ990318_08.9C23.C51 

Gene No. 76658 Strand 

Start 1 End 3429 



36900 



Name 


OJ990318 08 


.9C23 


.C51.ol 


.tc 




Method 


TBLASTX: Cress 


Start 


1614 










End 


3074 


GI 


none 










Score 


90 


Exons 


1614 . . 1757, 


1642 


. . 1758, 


2126. 


.2179, 2128.. 2190, 2255.. 2356, 




2256. .2354, 


2470 


. . 2517, 


2652. 


.2753, 2653.-2754, 2654. .2788, 




2655. .2756, 


3015 


. . 3074 










Seq. No. 


37350 










Seq. ID 


OJ990318_08.9C23.C51 


Gene No-. 


76658 










Strand 




Start 


1 










End 


3429 


Name 


OJ990318 08 


.9C23, 


.C51.o2 


.np 




Method 


AAT/NAP 


Start 


2128 










End 


3429 


GI 


3402689 










Score 


488 


Exons 


2128 . .2177, 


2263, 


. .2356, 


2470. 


.2536, 2653. .2753, 3015. .3094, 




3224 . . 3429 














GI Descrip. 


(AC004697) 


unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


37351 










Seq. ID 


OJ990318_08.9C23.C52 


Gene No. 


76659 










Strand 




Start 


138 










End 


687 


Name 


OJ990318 08 


.9C23. 


,C52.ol 


.gs 




Method 


GEN SCAN 


Start ■ „ _ _ 


_138„ 










..End™_._„_ 


„68 7_ 


GX . __. . ... 


none 










. S.co.r.e :. 


..#1 - _ : 


Ex on s 


138 687 














Seq. No. 


37351 










Seq. ID 


OJ990318_08.9C23.C52 


Gene No. 


76659 










Strand 




Start 


138 










End 


687 


Name 


OJ990318 08 


. 9C23, 


.C52.ol 


. np 




Method 


AAT/NAP 


Start 


138 ~~ 










End 


675 


GI 


3402689 










Score 


192 


Exons 


138 . . 675 














GI Descrip . 


(AC004697) 


unknown protein 


[Arabidopsis 


; thaliana] 


Seq. No. 


37352 










Seq. ID 


OJ990318_08.9C23.C53 


Gene No. 


76660 










Strand 


+ 


Start 


605 










End 


4953 


Name 


OJ990318 08 


. 9C23. 


.C53.ol 


.gs 




Method 


GENSCAN 


Start 


605 










End 


4953 


GI 


none 










Score 


.64 


Exons 


605. .679, 717. .1122, 1395.. 


1495, 2738.. 


2839, 4798.. 4953 


Seq. No. 


37352 ' 










Seq. ID ' r 


6 J9 9 03 18_0 8 : . 9C2 3;7 C 5 3" 


Gene No. 


76661 










Strand . 




Start 


5865 ' ■ ' 










End' 


9628 " 


Name - 


OJ990318.-08 


. 9C23. 


.C53.01 


. tm 




Method 


TBLASTX: Maize . 


Start 


2*527 • 










End 


3447- ^ 


GI 


none 










Score 


172 


Exoh s 


2527. .2664, 


2546. 


.2665, 


2546. 


.2665, 2735.. 2851, 2738.. 2842, 




3229-. .3405, 


3251. 


.3445, 


3268. 


.3447, 3270. .3446 


Seq. No. 


37352 










Seq. ID 


OJ990318_08.9C23.C53 


Gene No. 


76661 










Strand 




Start 


5865 










End 


9628 


Name 


OJ990318 08 


. 9C23. 


C53.o2 


.gs 




Method 


GENSCAN 


Start 


5865 










End 


9223 


GI 


none 










Score 


.68 



36901 



Exons 



5865. .5989, 7553. .7720, 7818. .7938, 7975. .8337, 8607. .8874, 
8967. . 9223 





Seq. No. 


37352 


Seq. ID 


OJ990318_08.9C23.C53 




Gene No. 


76661 


Strand 






Start 


5865 


End 


9628 




Name 


OJ990318 08.9C23.C53.ol.np 


Method 


AAT/NAP 




o La J. u 


7428 


End 


9628 




GI 


5441880 


Score 


186 




1 1 o 


7428..7672, 8081. .8337, 8640.. 


8860, 8959.. 9243, 9583.-9628 






(AP000367) EST C28952 (C62945) 


corresponds to a region of the 






predicted gene.; Similar to maize transposon MuDR mudrA protein 






(AC003981) [Oryza sativa] 








Seq. No. 


37353 


Seq. ID 


OJ990318_08.9C23.C54 




Cprip Mr) 


76662 


Strand 






Start 


96 


End 


1597 




Name 


OJ990318 08.9C23.C54.ol.gs 


Method 


GENSCAN 




Cf a rt 


96 


End 


921 




rir 


none 


Score 


.62 




Exons 


96. .346, 464. .698, 889. .921 . 








.Seq. No. 


z 37 "3L53.T" i rr.T™7ir.3Z' 


Seq . I bT 


OJ.9903.1.8_.Q8„..9C.2.3...jC5..4 ...... „ 




Gene No. 


76662 


Strand 






Start 


96 


End 


1597 


m 


Name 


OJ990318 08.9C23.C54.ol'.np 


Method 


AAT/NAP 


f) § 


Start 


252 


End 


1597 


= k£ 


GI 


5441880 


Score 


478 




Exons 


252. .548, 810. .859, 1301. .1597 






GI Descrip. 


(AP000367) EST C28952 '(C62945) 


corresponds to a region of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



37353 
76662 
96 

OJ990318_08 .9C23.C54 .ol.tw 

1062 * 

none 

1062.. 1259, 1139.. 1222, 1158. 
1299. .1448, 1300. .1449 



OJ990318_08.9C23.C54 
1597 

TBLASTX: Wheat 

1449 

66 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1247, 1204. .1251, 1272. .1448, 



Seq. No. 
Gene No. 
Start 
Name - ' 
Start 
GI" 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



"37353 ; ' " • ' - "- - ' • 

76662 • 

96 : " """ • ■ ' " 

OJ990318_08 . 9C23/C54 . ol . tm - 

1158 

none 

1158. .1238, 1210. .1236, 1278. 

37354 
76663 
1 " 

OJ990318_08.9C23.C56.ol.np 

1 

4335731 

1..374, 605. .678 



■■Seqy;ID " OJ990318_08 . 9C23..;C54; 
Strand 

End " 1597' ' 

■Method ' TBLASTX: Maize - 

End 1587. 

Score 4 4 
.1586, 1282. .1587 

Seq. ID OJ990318_08.9C23.C56 

Strand 

End 678 

Method AAT/NAP 

End 678 

Score 243 



36902 



GI Descrip. (AC00624 8) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 37354 

Gene No. 76663 

Start 1 

Name OJ990318_08 . 9C23 . C56 . ol . tm 

Start 2 

GI none 

Exons 2.. 178, 3.. 125 



Seq. ID OJ990318_08.9C23.C56 

Strand 

End 678 

Method • TBLASTX: Maize 

End' 178 

Score 112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
S,ta„rt__,._„. 

.Name 

Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37354 
76663 
1 

OJ990318_08.9C23.C56.ol.gs 
18 

none 

18. .339, 359. .485, 518. .571- 

37355 
76664 . 
1 - 



Seq. ID OJ990318_08.9C23.C56 

Strand 

End 678 

Method GENSCAN 

End 571 

Score .83 



Seq. ID OJ990318_08.9C23.C57 
Strand - 

End ■ 880 ■ " ■ _____ 



OJ.9a03.18_0.8 ..9C23...C57 ,.oJ . np, Method..... AAT./.NAP™...."- : _....„. 

1 * End 880 

6523547 Score 331 

1..880 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carter.i f. nagariensis] 



37355 
76664 
1 

OJ990318_08. 9C23.C57.ol.gs 
28 

none 

28. .383, 563. .709 



Seq. ID OJ990318__08.9C23.C57 
Strand 

End 880 

Method GENSCAN 

End 709 

Score .76 



Seq. No. 37356 

Gene No. 76665 

Start 54 

Name OJ990318_08 . 9C23 . C58 . ol . gs 

Start 54 

GI none ' - ■ - 

Exons - 54 . .201 ' 



Seq. ID OJ990318_08.9C23.C58 
Strand 

End 201 
Method GENSCAN 
End .- / 201 

Score ; ' .99" ">': - " ■* ~ v 



Seq. No. -37356 
.Gene«_Jo. 7 6666 * 

Start 174 

Name OJ990318_08 . 9C23 . C58 . ol . np 

Start 174 
GI 6635256 
Exons 174.. 203, 1496.. 1902 

GI Descrip. {AB036339) tRNA intron endonuclease [Arabidopsis thaliana] 

gi| 6635258 | dbj IBAA88628.il (AB036340) tRNA intron endonuclease 
[Arabidopsis thaliana] 



Seq. ID ' OJ990318_08.9C23.C58 

Strand - ' 

End 7 54 4 

Method AAT/NAP 

End 1902 

Score 162 



Seq. No. 



37356 



Seq. ID OJ990318_08.9C23.C58 



36903 




Gene No. 76666 Strand 

Start 174 End 7544 

Name OJ990318_08 . 9C23 . C58 . o2 . gs Method GENSCAN 

Start 433 End 4488 

GI none Score . 67 

Exons 433. .551, 994. .1033, 1426. .1938, 2448. .2887, 2976. .3204, 
3320. .3485, 3605. .3673, 4149. .4295, 4409. .4488 

Seq. No. 37356 Seq. ID OJ990318_08.9C23.C58 

Gene No. 76666 Strand 

Start 174 End 7544 

Name OJ990318_08 . 9C23 . C58 . o2 . np Method AAT/NAP 

Start 2355 End 7482 

GI 3426064 Score 825 

Exons 2355. .2898, 2993. .3204, 3320. .3482, 7108. .7319, 7403. .7482 

GI Descrip. (AJ007588) monooxygenase [Arabidopsis thaliana] 

gi| 4467141 | emb | CAB37510 | (AL035540) monooxygenase 2 (M02) 

[Arabidopsis thaliana] 

Seq.. No. 37356 Seq. ID OJ990318__08.9C23.C58 

Gene No. 76666. Strand 

StarjL.^ 111 - - - . - End , , ; . • . 15.H4-:__„ _ 

Name ^.^..;Q.j59.D31.8_JD!.8;. 9C23.. CS.8...6.1., gp., ^Method .„;lAflT7GAP.r„./ . .... 

Start 3022 End 4558 

GI 4715556 Score 1291 

Exons 3022.. 3204, 3320.. 3485, 3605.. 3673, 4149.. 4295, 4409.. 4558 

GI Descrip. 342 6064 /emb | CAA07575 . 1 | 7.0e-18 (AJ007588) monooxygenase 

[Arabidopsis thaliana] >gi_4 46714 l_emb_CAB37 51 0_ (AL035540) 
monooxygenase 2 (M02) [Arabidopsis thaliana] 

Seq. No. 37356 Seq. ID OJ990318_08.9C23.C58 

Gene No. 76666 Strand 

Start 174 End 7544 

Name OJ990318_08 . 9C23 . C58 . o3 . gs Method GENSCAN 

Start 5205 End 7488 

GI none Score .92 

Exons 5205. .5758, 5865 .. 6093, ■ 6170 .. 6335, 6418. .6486, 7173. .7319, 

7403. .7488 

Seq. No. 37356 Seq. ID OJ990318_08.9C23.C58 

Gene No. 76666 Strand 

Start . 174 _ End - 7544 : 

'Name- ■ / OJ990318_08 . 9C23 . C58 Vo2 . gp - ' " Method' AAT/GAP"" " • 
Start 5297 End 5653 

"GI" 7l705_r;R1084' Score': 673 " " " " ' "" 

Exons 5297.. 5653'- ... ' ' ■ " \": 

GI Descrip.. ■ ' 3426064 /'emb ICAA07575 . 1 1 " 1.0e-18 (AJ007588) monooxygenase . 

[Arabidopsis thaliana] >gi_44 67 141_emb_CAB37 510_"(AL035540 ) 
monooxygenase 2 (M02) [Arabidopsis thaliana] ' 

Seq. No. 37356 Seq. ID OJ990318_08.9C23.C58 

Gene No. 76666 Strand 

Start 174 End 7544 

Name OJ990318_08 . 9C23 . C58 . o3 . gp Method ' AAT/GAP 

Start 6196 End 7544 

GI 25992_1.R1084 Score 899 

Exons 6196. .6335, 6418. .6486, 7173. .7319, 7403. .7544 



36904 



Ft r. 



GI Descrip. 


•3426064/emb|CAA07575.1| 7 . Oe 


-18 (AJ007588) monooxygenase 




[Arabidopsis thaliana] 


>gi 4467141 emb 


CAB37510 


1 f AT.f) ?R S4 0 \ 




monooxygenase 2 


(M02) [Arabidopsis thaliana] 1 




Seq. No. 


37356 








Seq. ID 


OJ990318 


_08.9C23.C58 


Gene No. 


76667 








Strand 






Start 


9039 








End 


9677 




Name 


OJ990318 08 


. 9C23 


.C58.ol 


.tm 


Method 


TBLASTX : 


Ma i *7 a 
Lid i 


Start 


1495 








End 


1955 




GI 


none 








Score 


262 




Exons 


1495. .1911, 


1496 


. .1912, 


1763. 


.1915, 1776. .1955, 


1777 1 Q1 7 

J. / / f . • 1 / 


Seq. No. 


37356 








Seq. ID 


OJ990318 


or qc?^ rsfi 


Gene No. 


76667 








Strand 






Start 


9039 








End 


9677 




Name 


OJ990318 08 


. 9C23 


.C58.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2353 








End 


9425 




GI 


none 








Score 


211 




Exons 


2353. .2553, 


2358 


. .2552, 


2508. 


.2624, 2517. .2675, 


9^9d 




2625. .2753, 


2665 


. .2751, 


2754. 


.2783, 5226.. 5423, 


^991 S?fi4 




5229. .5423, 


5457 


. .5546, 


54 69. 


.5495, 5499. .5624, 


J JUU ... J U ^. .O , 




„_-3033_, . 9245,; 9043 




905 1^9233, 9300:.., 94 25, 




Seq. No. 


37356 






Seq. ID 


■OJ990318 




Gene .No . 


76667 








■ Strand 






Start 


9039 








End 


9677 




Name 


OJ990318 08, 


. 9C23 


.C58.ol 


. tc 


Method 


TBLASTX : 


Cress 


Start 


2361 








End 


9392 




GI 


none 








Score 


80 




Exons 


2361. .2570, 


2416 


. .2535, 


2586. , 


.2819, 2596.. 2769, 


oqqc. ^99? 

* 3 £ £ £ f 




3005. .3205, 


3317 


. .3487, 


3318. , 


.3476, 3341.. 3478, 


41 fi^ 49Q7 




4188. .4298, 


5226 


. .5435, 


5427. , 


.5693, 5485.. 5619, 


5713. .5787, 




5884. .6096, 


5885 


. .6106, 


6167. , 


.6328, 7145. .7321, 


7212 1199 




9042. .9239, 


9046 


. • Zs J- Z> *J f 


9294. , 


.9392 






Seq. No. 


37356 








Seq. ID 


OJ990318 


_08.9C23.C58 


Gene No. 


76667 








Strand 






Start 


9039 








End 


9677 




Name 


OJ990318 08. 


, 9C23 


.C58.o2 


. ts 


Method 


TBLASTX : 




Start 


2361 








End 


9392 


GI 


none 








Score 


75 




Exons 


2361. .2471, 


2571 


...2792,. 


.2665". . 


.2763, 5223.. 5336, 


-J r± _> W • . -J \J \J _> , . 




* 54 82-. .-566-4", 


-9042- 


Ql 4 9 

. . Z? X rx Z? f 


9294'?. 


.9392." 




... " ■.>-■■- 


Seq. No. 


'37356'*"' 








Seq. ID 


OJ99031B 


_08V9C23*.C58" - ' 


Gene No. • 


76667 








Strand .. 






'Start 


• 9039 








End * 


•9677 




Name 


' OJ9903-^8 -08. 


9C23, 


.C58.0-1 


. ts 


Method 


TBLASTX: 




Start 


2983 








End 


6211 




GI 


none 








Score 


170 




Exons 


2983. .3222, 


2987, 


. .3205, 


3317. . 


,3361, 5872.. 6096, 


5885. .5977, 




5996. .6100, 


6167, 


. . 6211 










Seq. No. 


37356 








Seq. ID 


OJ990318 


__08.9C23.C58 


Gene No. 


76667 








Strand 






Start 


9039 








End 


9677 




Name 


OJ990318 08. 


9C23, 


,C58.o4 


. tm 


Method 


TBLASTX : 1 


Maize 



36905 



Start 
GI 

Exons 



3004 End 6096 

none Score 152 

3004. .3207, 3005. .3205, 3034. .3207, 3087. .3245, 5886. .6011, 

5888.. 6094, 5890.. 6096 



Seq. No. 37356 

Gene No. 76667 

Start 9039 

Name OJ990318_08 . 9C23 . C58 . ol . tw 

Start 3140 

GI none 

Exons 3140.. 3205, 3141.. 3191, 3142. 

3317.. 3487, 6031.. 6093, 6032. 



Seq. ID OJ990318_08.9C23.C58 
Strand 

End 9677 
Method TBLASTX : Wheat 
End 6340 
Score 91 

.3207, 3142. .3204, 3312. .3488, 
.6094, 6167. .6340, 6168. .6338 



Seq. No. 37356 

Gene No. 76667 

Start 9039 

Name OJ990318_08 . 9C23 . C58 . o2 . tw 

Start 3594 

GI none 
Exons 



Seq. ID OJ990318_08.9C23.C58 
Strand 

End 9677 

Method TBLASTX : Wheat 

End 7 4 61 

Score 55 



3594. .3674, 3605. .3676, 3607. .3666, 3614. .3676, 4134. ,4232, 
11 4.8„._. J 2.97 ,...14JL8„5,„ % 42 98 A 2 1 0^J3 02 ,.„71 ,39.^ JMXr^J 1,97^.^73,22 
. 7 2DiSx322,^JA02 ...74 &LJ. _ , ; . _ 1_ 



Seq. No. 37356 

Gene No. 76667 

Start 9039 

Name OJ990318_08 . 9C23 . C58 . o3 . tm 

Start 4132 

GI none 
Exons 



Seq. ID OJ990318_08.9C23.C58 
Strand 
End 

Method 
End 
Score 



9677 

TBLASTX: Maize 

7461 

87 



4132. .4218, 4133. .4210, 4136. .4297, 4137. .4298, 4270. .4317, 
7154. .7321, 7172. .7321, 7200. .7355, 7206. .7322, 7402. .7461 



Seq. No. 37356 Seq. ID OJ990318_08.9C23.C58 

Gene No. 76667 Strand 

Start 9039 End 9677 

Name . OJ990318_08 . 9C23 . C58 . o3 . np . Method AAT/NAP 

Start 9036 ' End 9677 

GI 3426064 Score 375 

Exons 9036.. 9677 

GI Descrip. (AJ007588) monooxygenase [Arabidopsis thaliana] 

gi | 4467141 | emb | CAB37.510 I (AL03554.0) monooxygenase 2 (M02) 

' / ' " [Arabidopsis thaliana] 7 ; ; : * '* ""l_ r „ 



Seq.' No. 


' 37356' - ' 








Seq. ID 


' OJ9903T8_ 


08; 


.9C23. 


;CB8' 


Gene No. . 


- ' 76667 








Strand 










Start 


9039 








. End 


9677 ' • 








Name 


OJ990318 08.9C23 


.C58 


.o4, 


,gs 


. Method 


GENSCAN 








Start 


9039 








' End 


9565 








GI 


none 








Score 


.84 








Exons 


9039. .9565 


















Seq. No. 


37357 








Seq. ID 


OJ990318_ 


08. 


.9C23. 


.C59 


Gene No. 


76668 








Strand 


+ 








Start 


121 








End 


204 








Name 


OJ990318 08.9C23 


.C59 


.ol. 


,gs 


Method 


GENSCAN 








Start 


121 








End 


204 









36906 



GI 


none 


Exons 


1 O 1 O C\ A 


Seq. No. 


3 / JOo 


Gene No . 


/Dooy 


Start 


1 


Name 


OJ990318_ 


btart 


i 
i 


GI 


c o n o o o i 


Exons 


i . . yy , l / 


GI Descrip. 


WD repeat 




^ Ac Uoj^I / 


Seq. No. 


37358 


Gene No. 


76669 


otdit 


1 


Name 


A TQQn"51 Q i 

ujyyuoio 1 


Start 


1 /o 


GI 


none 


Exons 


1 1 <\ OQQ 

i / u . . z o y / 


_S^.q.:_Np;,. • 


_37358 


Gene.JSfo..„„; 




Start 


1 


Name 


OJyyOolo i 


Start 


1 / 0 


GI 


none 


Exons 


1 / D . . biy 


Seq. No. 


37358 


Gene No. 


76669 


o tart 


I 


Name 


ojyyujio i 


Start 


O O /T 


GI 


none 


Exons 


-3 9 (T fT qi 


oeq . no . 


J / JJO 


Gene No. 


76669 


Start 


1 


Name 


OJ990318 ( 


Start 


330 ... 


GI . ; " ' 


none " ■ 


Exons 


330. .569, 



Score 



.62 



,290 



End 

9C23 . C60 . ol . t s Method 
... End 

" ' Score 

330.. 569, 332. .568, .332. .571, 363.. 581 



Seq. ID OJ990318_08.9C23.C60 

Strand 

End 691 

Method AAT/NAP 

End 691 

Score 267 



Seq. ID OJ990318_08.9C23.C60 

Strand 

End 691 

Method TBLASTX: Maize 

End 290 

Score 166 



JSjLq A _ID_Jl^ 

.Strand ...... „■/, 

End '691 

Method GENSCAN. 

End 619 

Score . 6 



Seq. ID OJ990318_08.9C23.C60 

Strand 

End 691 

Method TBLASTX: Cress 

End 691 

Score 192 



Seq. ID OJ990318_08.9C23.C60 
Strand 

691 

TBLASTX : Soybean 
581 



Seq. No.- " - ' -37358 

Gene No. 76669 

Start : 1 

Name OJ990318_08 . 9C23 . C60 . ol . tm 

Start 458 

GI none 

Exons 458. .691, 459. .683, 460. .684, 605. .691 



Seq. -ID OJ990318_08. 9C23-. 
Strand - 
End . 691 
Method TBLASTX : Mai ze 
End 691 
Score 251 



C60 



Seq. No. 37359 

Gene No. 76670 

Start 67 

Name OJ990318_08 . 9C23 . C61 . ol . gs 



Seq. ID ' OJ990318_08 . 9C23 , 
Strand + 
End 122 
Method GENSCAN 



C61 



36907 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. £xpns 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
'Start 
GI 

Exons 

Seq. No. • 

Gene No . 

Start'""" 

Name 

Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



67 

none 
67. .122 



End 
Score 



122 
.62 



37360 Seq. ID 

76671 Strand 
1 End 
OJ990318_08 . 9C23 . C62 . ol . np Method 
1 . End 

3426064 - Score 

1..194, 782. .833 

(AJ007588) monooxygenase [Arabidopsis thaliana] 

gi | 4467141 | emb | CAB37510 | (AL035540) monooxygenase 2 (M02) 

[Arabidopsis thaliana] 



OJ990318_08.9C23.C62 
+ 

833 

AAT/NAP 
833 
64 



37360 Seq. ID 

76672 Strand 

2 End 
OJ990318_08 . 9C23.C62.ol.gs Method 

2 End 

none Score 

2 ....116.. ., .„ _ 



OJ990318_08.9C23.C62 
116 

GENSCAN 

116 

.59 



37361 Seq. ID 

76673 Strand 

1 End 

OJ990318JD8. 9C23 . C63 . ol . np Method 

1 End 

3757522 Score 
1..160, 241. .285 

(AC005167) putative splicing factor [Arabidopsis thaliana] 



OJ990318_08 . 9C23 .C63 
+ 

528 

AAT/NAP 
285 
134 



37361 Seq. ID 

76673 Strand 

1 End 

OJ990318_08. 9C23.C63.ol. tm Method 

34 End 

none - Score 

34. .159, 44. .160, 241. .282, 243. .284 

37361 Seq. ID 

76673 *. Strand 

1*" " **" : * ' ■ ' End : "T ; " 

OJ99031B_08 . 9C23 . C63 . ol . gs Method 

82 • * "End' 

none" * ... Score" - 

82. .160, 241". :329-, . .■ 

37361 Seq. ID 

76673 Strand 

1 End 

OJ990318_08 . 9C23 . C63 . ol . gp Method 

122 End 

3759173 Score 
122. .160, 241. .528 



OJ990318_08.9C23.C63 
+ 

528 

TBLASTX: Maize 

284 

184 



OJ990318_08.9C23.C63 

+ .... 

528:"-" 

GENSCAN 

329 • ' ' 

..65 - • 



OJ990318_08.9C23.C63 
+ 

528 

AAT/GAP 

528 

586 



Seq. No. 



37362 



Seq. ID OJ990318_08.9C23.C64 



36908 



Gene No. 76674 

Start 1 

Name OJ990318_08 . 9C23 . C64 . ol . np 

Start • 1 

GI 3757522 

Exons 1..83, 293.. 490, 627.. 693 
GI Descrip. (AC005167) putative splicing 

Seq. No. 37362 

Gene No. 76675 

Start 250 

Name OJ990318_08 . 9C23 . C64 . ol . gs 

Start 250 

GI none 

Exons 250.. 429 



Strand 
End 

Method 

End 

Score 



+ 

693 

AAT/NAP 

693 

117 



factor [Arabidopsis thaliana] 

Seq. ID OJ990318_08.9C23.C64 

Strand 

End 4 90 

Method GENSCAN 

End 429 

Score .93 



Seq. No. 37362 Seq. ID 

Gene No. 76675 Strand 

Start 250 End 

Name OJ990318_08 . 9C23 . C64 . ol . tm Method 

Start 299 ' End 

G I „ ^ „ . . n on e _ ■ . . „ _ . . Sep re 

, Exons. ^/„^*2.S»9,,^A90V l . 3.4QT. * 384.,.. SS^liSL - .*■'. .... 



OJ990318_08.9C23.C64 
490 

TBLASTX: Maize 
4 90 
177 



Seq. No. 37363 

Gene No. 76676 

Start 313 

Name OJ990318_08 . 9C23 . C65 . ol . tm 

Start 102 

GI none 

Exons 102. .239, 121. .240, 121. .240, 



Seq. ID OJ990318_08.9C23.C65 

Strand + 

End 426 

Method TBLASTX: Maize 

End 426 

Score 172 

310. .426, 313. .417 



Seq. No. 37363 Seq. ID 

Gene No. 76676 Strand 

Start 313 End 

Name OJ990318_08 . 9C23 . C65 . ol . gs Method 

Start 313 End 

GI none Score 

Exons 313.. 414 



OJ990318_08.9C23.C65 
+ 

426 

GENSCAN 

414 

.63 



Seq. No. 37364 Seq. ID 

Gene No.. 76677 Strand 
"Start v ; v 970" •'" 7 "'" ' ~ "- v - "End " * 

Name OJ990318_08 . 9C23 . C66 . ol . np Method 

Start ' " " * 970 Erld ■ 
GI . \ 3757522 . . Score 

Exons ■ ; 970. . 1248 * . ' : 
GI Descrip. (AC005167) putative splicing 

Seq. No. 37364 Seq. ID 

Gene No. 76678 Strand 

Start 990 End 

Name OJ990318_08 . 9C23 . C66 . ol . gs Method 

Start 990 End 

GI none Score 

Exons 990.. 1148 



OJ990318_08.9C23.C66 
+ 

1248 ■'■ ■■ ' ; • 

AAT/NAP 
1248 ■ '■' ' • 
157 . . . '-. 



factor [Arabidopsis t&a.liana] 



OJ990318_08.9C23.C66 

1148 
GENSCAN 
1148 
. 95 



36909 



Seq. No. 


37365 


Seq. ID 


OJ990318 08 9C23' 


C67 


Gene No. 


76679 


Strand 


+ _ 




Start 


1 


End 


148 




Name 


OJ990318 08. 9C23.C67.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


148 




GI 


6006359 


Score 


78 




R vnns 

J-J J\ \J 


1. .148 








GI Descrio. 


(AP000559) hypothetical protein [Oryza 


CA -L. V J 




Seq. No. 


37366 


Seq. ID 


OJ990318 08 9C23 


C68 


Gene No. 


76680 


Strand 


+ ~~ 




Start 


1 


End 


4516 




Name 


OJ990318 08.9C23.C68.ol.np 


Method ' 


AAT /NAP 




Start 


1 


End 


4516 




GI 


4206306 


Score 


1610 




Exons 


1..1832, 4441. .4516 








GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


37366 


Seq. ID 


OJ990318_08.9C23. 


C68 


Gene No. 


76680 


Strand 


+ 




Start 


1 


End 


4 516 




Name " 


_OJ9?J1318^^^^ 


,_Me.thod 


GENSCAN ■ 




.Start, ,1 




EncL .. 


1854 




GI 


none 


Score 


. 5 8 ' : 




F.xon 


127. .663, 867. .1053, 1295. .1854 






Seq. No. 


37366 


Seq. ID 


OJ990318_08.9C23. 


C68 


Gene No. 


76681 


Strand 






Start 


2095 


End 


5056 




Name 


OJ990318 08.9C23.C68.o4.tw 


Method 


TBLASTX • Wheat 

X J— ' JJiiU 2. a\. • rill <_2 




Start 


28 


End 


24 9 




GI 


none 


Score 


193 




Exons 


28. .249 








Seq. No. 


37366 


Seq. ID 


OJ990318_08.9C23. 


C68 


Gene No. 


76681 


Strand 






Start 


2095 


End 


5056 




Name 


OJ990318 08. 9C23.C68.ol.tw 


Method 


TBLASTX ■ Whpat 




Start 


472 


End 


911 




GI 


none 


Score 


175 




Exons 


472. .708, 705. .911, 710. .910 








Seq'. ' No 1 .. ; "/ 


"37366" • ■-- * : ' : - 


.Seq. ID 


6J9"903'l8~0"8V9C2 r 3" 


C'68" * 


Gene No . - 


76681 


Strand 






Start ' 


2095 " " 


End 


505"6 **" " 




Name 


0J9 9 031,8 08. 9C23.-C68.ol. tm 


Method- 


TRT.A^TX • Ms i 7f^ 




Start 


4 651 ... 


End 


941. r- 




GI 


none 


Score 


69 




Exons 


651. .707, 652. .708, 701. .940, 


702. . 941, 


705 . .941 




Seq. No. 


37366 


Seq. ID 


OJ990318_08.9C23. 


C68 


Gene No. 


76681 


Strand 






Start 


2095 


End 


5056 




Name 


OJ990318 08.9C23.C68.o2.tm 


Method 


TBLASTX: Maize 




Start 


969 


End 


1329 




GI 


none 


Score 


241 




Exons 


969. .1208, 1010. .1201, 1212.. 


1319, 1212 


..1316, 1213. .1329 



36910 



Seq. No. 37366 Seq. ID OJ990318_08.9C23.C68 

Gene No.. 76681 Strand 

Start 2095 End 5056 

Name OJ990318_08 . 9C23 . C68 . o2 . tw Method TBLASTX : Wheat 

Start 1026 End 1425 

GI none Score 200 

Exons 1026.. 1208, 1031.. 1201, 1213.. 1425, 1218.. 1316 

Seq. No. 37366 Seq. ID OJ990318_08.9C23.C68 

Gene No. 76681 Strand 

Start 2095 End 5056 

Name OJ990318_08 . 9C23 . C68 . ol . ts Method TBLASTX : Soybean 

Start 1104 End 1437 

GI none Score 126 

Exons 1104.. 1199, 1109.. 1201, 1186.. 1437 

Seq. No. 37366 Seq. ID OJ990318_08.9C23.C68 

Gene No. . 76681 Strand 

Start 2095 End 5056 

Name OJ990318_08 . 9C23 . C68 . o3 . tw Method TBLASTX : Wheat 

Start _:._150CL_ „ _ _ EngL . 174Q_ 

,GJ.. ....... .....none „ t ^ , ' .„..,:^~.Scoxe. . . 216.. 

Exons "1500. .1643, 1507.. 1740. ' - 

Seq. No. 37366 Seq. ID OJ990318_08.9C23.C68 

Gene No. 76681 Strand 

Start 2095 End 5056 

Name OJ990318_08 . 9C23 . C68 . o2 . gs Method GENSCAN 

Start 2095 End 5056 

GI none Score . 67 

Exons 2095. .2816, 2929. .3267, 4274. .4382, 4954. .5056 

Seq. No. 37367 Seq. ID OJ990318_08.9C23.C69 

Gene No. 76682 Strand 

Start 21 . .- End 1073 

Name OJ990318_08 . 9C23 . C69 . ol . gs Method GENSCAN 

Start 21V End 984 

GI none Score .86 

Exons 21. .116, 422.'. 554, 640. .756, 850. .984 

Seq. No. . 37367 Seq. ID .OJ990318_08.9C23.C_69 

'GenVNo. v 76682' : \ " ; ■* strand'"' - '■' ■" ' 

Start ' 21 " ;■ ' End ' '1073 " 

Name ' • OJ9'90318_08 . 9C23 . C69. ol: np "Method ' AAT/NAP ' ~ * " 

Start- 377- . . ....... . End .. .1073- •■■ 

GI 6523547 ' 'Score. 159 

Exons 377.. 1073 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 

Seq. No. 37368 Seq. ID OJ990318_08.9C23.C73 

Gene No. 76683 Strand 

Start 29 End 101 

Name OJ990318_08 . 9C23 . C73 . ol . gs Method GENSCAN 

Start 29 End 101 

GI none Score .47 



36911 




Exons 29.. 101 





Seq. No. 


37369 


Seq. ID 


OJ990318_08.9C23.C74 




Gene No . 


76684 


Strand 






Start 


83 


End 


559 




Name 


OJ990318 08 9C23 C74 ol tm 


Method 


TBLASTX • Ma i 7p 




Start 


82 _ 


End 


517 




GI 


none 


Score 


59 






82. 150. 83 145, 225 .311, 


235 .282, 


236. . 382. 243 383. 






356. .400, 473. .517 








Sea No 


37369 


Seq. ID 


OJ990318 08 9C23 C74 






76684 


St rand 






Start 


83 


End 


559 




Name 


OJ990318 08 . 9C23 . C74 . ol . gs 


Method 


GENSCAN 




Start 


83 ~~ 


End 


559 




GI 


none 


Score 


. 78 




Exons 


83. .151, 300. .414, 474. .559 








Sea No 


37369 


Seq. ID 


OJ990318 08 9C23 C74 




pi n pi Mo 


7 6684 


U 1,1 Ql 1 \JL 






Start 


83 


End 


559 






-OJ990318 08 9C23 C74 ol tw 


Mpi - hod 


TBLASTX - Wheat 




Start 


85 _ - 


End 


517 


=. 


GI 


none 


Score 


49 


y = 


F,yon 
i—i *± w 1 1 o 


85 162 89 154 209 382 


258 383 


473 517 


ru 


Seq. No. 


37369 


Seq. ID 


OJ990318_08.9C23.C74 


^3 


Gene No. 


76684 


Strand 






Start 


83 


End 


559 




Name 


OJ990318 08.9C23.C74.ol.np 


Method 


AAT/NAP 


i y 


Start 


230 


End 


553 




GI 


3426064 


Score 


161 


- 


Rxon ^ 

■LJ *V W llu 


230. .380, 474. .553 






f i 


CrT Dpcpri n 

v_i JL i-J \H O V— » J. -1. krf* . 


(AJ007588) monooxygenase [Arabidopsis 


thaliana] 






gi | 4467141 | emb | CAB37510 | (AL035540) monooxygenase 2 (M02) 






[Arabidopsis thaliana] 






r ^ 


Seq. No. 


37370 


Seq. ID 


OJ990318_08.9C23.C75 




Gene No . 


76685 


Strand 




£3 


Start 


1 


End 


574 




Name 


OJ990318 08.9C23.C75.ol.np 


Method 


AAT/NAP. .. 




r Start'* : 




^y'EndV'- * : 


574 r ■ * *" * 




GI 


; 1663724 ■ ' ." "■■ . 


Score 


95 ' 




F.xons 


1. .103, 226. .338/ "477.". 574 








vJ JL. J-' i_5 \_» -L J- k-/ . 


-(U5084 6) 4-coumarate : coenzyme A ligase 


[Nicotiana t aba cum-] 




Seq; No. ■ 


37370 


«■ 

Seq. ID 


OJ990318_08.9C23.C75 




Gene No. 


76685 


Strand 






. Start 


1 


End 


574 




Name 


OJ990318 08.9C23.C75.ol.gp 


Method 


AAT/GAP 




Start 


228 


End 


545 




GI 


2769 1.R1084 


Score 


285 




Exons 


228. .338, 477. .545 








GI Descrip. 


'1663724 3.0e-26 (U50846) 4- 


-coumarate : 


coenzyme A ligase 



[Nicotiana tabacum] 1 



36912 






Seq. No. 


37370 


Seq. ID 


OJ990318_08.9C23 


.C75 




Gene No. 


76685 


Strand 








Start 


1 


End 


574 






Name 


OJ990318 08 . 9C23.C75.ol .gs 


Method 


GENSCAN 






Start 


236 ~ 


End 


544 






GI 


none 


Score 


. 99 






Exons 


236. .338, 477. .544 










Seq. No. 


37371 


Seq. ID 


OJ990318_08.9C23 


.C77 




Gene No. 


76686 


Strand 


+ 






Start 


587 


End 


700 






Name 


OJ990318 08.9C23.C77.ol.tm 


Method 


TBLASTX: Maize 






Start 


397 


End 


700 






GI 


none 


Score 


144 






Exons 


397. .513, 397. .513, 425. .514 


, 425.. 514 


, 584. .700, 587.. 


691 




Seq. No. 


37371 


Seq. ID 


OJ990318JD8.9C23 


.C77 




Gene No. 


76686 


Strand 


+ 






Start 


587 


End 


700 






Name 


OJ990318 08.9C23.C77.ol.gs 


Method 


GENSCAN 






Start 


587 ~ 


End 


688 






.GI„; : 


jrione_ „ ... 


Score 


63L „ ,. 






Exo.ns ^ 


™^8?^.*6sa".". w.... ir~I./~71 




""""" 




'A 


Seq. No. 


37372 


Seq. ID 


OJ.990318_08.9C23 


.C80 


~ =~ 


Gene No. 


76687 


Strand 








Start 


823 


End 


1407 




f u 


Name 


OJ990318 08. 9C23.C80.ol.gs 


Method 


GENSCAN 






Start 


823 ~ 


End 


1407 




iTi 


GI 


none 


Score 


.73 






Exons 


823. . 1407 








ru 


Seq. No. 


37373 


Seq. ID 


OJ990318 08.9C23 


. C81 


: = 


Gene No. 


76688 


Strand 


+ ~ 




C J 


Start 


3465 


End 


6600 






Name 


OJ990318 08.9C23.C81.o2.np 


Method 


AAT/NAP 






Start 


3465 


End 


6600 






GI 


2982456 


Score 


182 






Exons 


3465.. 3508, 4800.. 5137, 6534 


. .6600 






f ^ 


GI Descrip. 


(AL022223) putative protein 


[Arabidopsis thaliana] 






Seq. No". 


37373 


Seq. ID 


OJ990318_08. 9C23 


• C81 




Gene No. 


76688 ' * " - " ■"" • 


"" Strand 


+ " ""-*.' - 






Start 


3465 


• End * 


6600 ' 






Name 


OJ990318 08 . 9C23 .C81 . ol . gp 


Method 


AAT/GAP 






Start- 


5025 . ■ ■.■ 


. End 


54 96 - . ' 






GI 


5004678.* 


Score 


868 






Exons 


5025 . . 5496 










Seq. No. 


37373 


Seq. ID 


OJ990318_08.9C23 


. C81 




Gene No. 


76689 


Strand 


+ 






Start 


10038 


End 


12557 






Name 


OJ990318 08.9C23.C81.o5.np 


Method ' 


AAT/NAP 






Start 


10038 


• End 


12557 






GI 


4263654 


Score 


160 






Exons 


10038. . 10130, 12260. .12557 










GI Descrip. 


(AC006136) putative retroelement pol polyprotein [Arabidopsis 



36913 



thaliana] 



Seq. No. 37373 

Gene No. 76689 

Start 10038 

Name OJ990318_08 . 9C23 . C81 . o4 . gs 

Start *■ 10772 

GI none 

Exons 10772.. 12454 



Seq. ID OJ990318_08.9C23.C81 

Strand + 

End 12557 

Method GENSCAN 

End 12454 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37373 Seq. ID 

76689 Strand 

10038 End 

OJ990318_08. 9C23.C81.o4 . np Method 

10775 End 

6957519 Score 



OJ990318_08.9C23.C81 
+ 

12557 
AAT/NAP 
12322 
689 



10775. .11368, 11435. .11569, 11612 11791, 11850. .12322 
(AC022288) putative gag-pol polyprotein [Arabidopsis thaliana] 



Seq. No. 
Gene No'. 

_Start 

Name 

Start 
GI 

Exons 

GI Descrip. 



37373 Seq. ID 

76690 Strand 

. 2 6„5 ... „„;_- ..End _ 

. QJ9 9 03.1.8 _0.8. 9.C2.3 ..C.8JL. ol ..np .....Method 
262 End 
3426064 Score 
262. .782, 875. .1103, 1181. .1406, 2853. 
(AJ007588) monooxygenase [Arabidopsis 



OJ990318 08.9C23.C81 



.„3310.;„ 



AAT./NAE 

3289 
793 

.2999, 3210. 
thaliana] 



3289 



gi I 44 67141 | emb|CAB37510 | 
[Arabidopsis thaliana] 



(AL035540) monooxygenase 2 (M02) 



Seq. No. 37373 

Gene No. 76690 

Start 265 

Name OJ990318_08 . 9C23 . C81 . ol . gs 

Start 265 

GI none 

■ Exons 265. .782, 875. .1103, 118 1 . . 137 9,. 14 35 . 
3210.. 3310 



Seq. ID OJ990318_08.9C23.C81 
Strand 

End 3310 

Method GENSCAN 

End 3310 

Score .81 

,1503, 2853. .2999, 



Seq. No. 37373 

Gene No. 76691 

Start 9605 ... 

Name v • 6J9903i 7 8_"0 : 8 ;9C2 : 3".C81'; o2~ 

Start 259 

Gl * ' none 

Exons -.- • 2.59.. 579,- 269.'. 442,- 277. 

9609.. 9782., 9617.. 9799,, 



tm 



.459., 
9869. 



Seq. ID OJ990318_08.9C23.C81 
Strand 
End 

Method 
End 
Score 
529. .624, 



10428 . . 
TBLASTX": Mai ze ' " ' 
9964 

115 ' *"■■'"■ ' ' ' ' 
529. .621, .-9599.- 99.ia,. 



9964, 9869. .9961 



Seq. No. . 37373 
Gene No. 76691 
Start 9605 

Name OJ990318JD8 . 9C23 . C8 1 . ol . tc 

Start 268 
GI none 
Exons 268 . . 

1178, 

9782, 



465, 272. .439, 442. 
.1336, 2855.. 3001, 
. 9961 



. 621, 
2892. 



Seq. ID OJ990318_08.9C23.C81 
Strand 
End 

Method 
End 
Score 

566. .622, 879. .1112, 895. .1110, 



10428 

TBLASTX: Cress 

9961 

69 

879. .1112, 895. 



3002, 3201. .3281, 9608. .9805, 



36914 



Seq. No. 37373 Seq. ID 

Gene No. 76691 Strand ■ 

Start 9605 End 

Name OJ990318_08 . 9C23 . C81 . o3 . ts Method 

Start 268 - End 

GI none Score 
Exons 



OJ990318_08.9C23.C81 
10428 

TBLASTX : Soybean 

9961 

69 



268.-354, 448. .621, 563. .697, 9608. .9694, 9788. .9961 



Seq. No. 37373 Seq. ID 

Gene No. 76691 Strand 

Start 9605 End 

Name OJ990318_08 . 9C23 . C81 . ol . ts Method 

Start 882 End 

GI none Score 
Exons 



882. .1112, 886. .987, 891. .1106, 1006. .1110, 1178 
10211. .10267 



OJ990318_08.9C23.C81 
10428 

TBLASTX: Soybean 

10267 

111 

1222, 





Seq. No. 


37373 






Gene No. 


76691 






Start 


9605 






....Name.. ,_„. 


. _ OJ990.318 08 


,JLC2J3 ; C8L.o3 




. .Start.-".. 


„.898._ 






GI 


none 






Exons 


898. .1104, 


900. .1133, 1 




Seq. No. 


37373 






Gene No. 


76691 






Start 


9605 






Name 


OJ990318 08 


.9C23.C81.ol 




Start 


1041 






GI 


none 






Exons 


1041. .1112, 


1042. .1143, 



Seq. ID OJ990318_08.9C23.C81 
Strand 

End 10428 

...tia. _\ Method T B L ASJ?JLLMai„ze ; 

End... _;i.02.l6_,._ 

Score 143 
0229.. 10276 

Seq. ID OJ990318_08.9C23.C81 
Strand 

End 10428 

.tw Method TBLASTX : Wheat 

End 1349 

Score 71 
1178. .1345, 1179. .1349 



f*3 



Seq. No. 37373 

Gene No. 76691 

Start 9605 

Name OJ990318_08 . 9C23 . C81 . o7 . tm 

Start :1232 

GI none 
Exons 



Seq. ID OJ990318_08.9C23.C81 
Strand 
End 

Method 
End 
Score 



10428 

TBLASTX: Maize 

3275 

147 



1232. .1345, 1260. .1349, 2864. .3001, 2880. .3002, 3210. .3275 



Seq; - No: ** 


*- v 37373 " ■ ' 








'Seq.' ID- 


'OJ9903T8 


_08 . 9C 2 37C 81 


Gene" No. 


76691 








Strand ' 






Start 


■ 9605 ' 








End' 


10428 




Name ■ 


."'OJ990318 08 


. 9C23 


.C81.-o4 


.tw ~ 


Method 


TBLASTX: 


Wheat "- . 


Start 


* 1437 • 








End* 


-3263" 




GI 


none 








Score 


151 




Exons 


1437. .1511, 


2864 


. .3001, 


2877.' 


.3002, 3210. .3263 




Seq. No. 


37373 








Seq. ID 


OJ990318 


_08 . 9C23.C81 


Gene No. 


76691 








Strand 






Start 


9605 








End 


10428 




Name 


OJ990318 08 


. 9C23 


C81.o2 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4813 








End 


5121 




GI 


none 








Score 


83 




Exons 


4813. .4890, 


4818 


.4889, 


4819. 


.4890, 4914. .5093, 


4918. .5121, 



36915 



4918. .5115 



Seq. No. . 37373 

Gene No. 76691 

Start 9605 

Name OJ990318_08 . 9C23 . C81 . o4 . tm 

Start 4962 

GI none 

Exons 4962. .5144, 4963.. 5121 



Seq. ID OJ990318J)8.9C23;C81 
Strand 

End 10428 

Method TBLASTX : Mai ze 

End 5144 

Score 206 



Seq. No. 37373 
Gene No. 76691 
Start 9605 

Name OJ990318_08 . 9C23 . C81 . o3 . np 

Start 9602 
GI 3426064 
Exons 9602.. 10122, 10204.. 10267 

GI Descrip. (AJ007588) monooxygenase [Arabidopsis thaliana] 

gi I 4467141 1 emb|CAB37510 | (AL035540) monooxygenase 2 (M02) 
[Arabidopsis thaliana] 



Seq. ID OJ990318_08.9C23.C81 
Strand 

End 10428 

Method AAT/NAP 

End 10267 

Score 364 



.Seq,. , No... . 


.37373, _ 






Seq., ID _ 


PJ99031S 


08 9C23 


. C8 1 


Ge.ne. No . 


6691 . r*_„. * 






.Strands _ 








Start 


9605 






End 


10428~ " 






Name 


OJ990318 08. 


9C23.C81 


. o3 . gs 


Method 


GENSCAN 






Start 


9605 






End 


10428 






GI 


none 






Score 


.97 






Exons 


9605. . 10122, 


10204 . . 


10339, 


10393. .10421 


3 






Seq. No. 


37373 






Seq. ID 


OJ990318 


08 9C23 


. C8 1 


Gene No. 


76692 






Strand 








Start 


10674 






End 


11455 






Name 


OJ990318 08. 


9C23.C81 


. 06 . tm 


Method 


TBLASTX: 


Maize 




Start 


10674 






End 


11052 






GI 


none 






Score 


47 






Exons 


10674. .10784 


, 10716. 


.10742, 


10814 . .11050, 10840 


. . 11052 




Seq. No. "' 


37373 






Seq. ID 


OJ990318 


_08.9C23 


.C81 


Gene No. 


76692 






Strand 








Start 


10674 






End 


11455 






Name 


OJ990318 08. 


9C23.C81 


. o2.tw 


Method 


TBLASTX : 


Wheat 




Start 


10.94 6 . 






End 


11341 






GI" " : ~ 


none ' "■* 






- " /Score ~ 


235 ' 






Exons 


10946.-.11341 


, 11048." 


.11284 










Seq. . No- 


- 37373 - 






- Seq. ID . 


OJ9-903:18 


-08.9C23 


.'C8L 


Gene No. 


76692 






•Strand . 








Start 


10674 






End 


11455 






Name 


OJ990318 08. 


9C23.C81 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


11066 






End 


11455 






GI 


none 






Score 


200 






Exons 


11066. .11269 


, 11071. 


. 11265, 


11281. .11337, 11282 


. . 11392, 






11372. .11455 














Seq. No. 


37373 






Seq. ID 


OJ990318 


_08.9C23 


.C81 


Gene No. 


76693 






Strand 








Start 


11872 






End 


12322 







36916 



Name 

Start 

GI 

Exons 



OJ990318_08 . 9C23 . C8 1 . o5 . tm 

11872 

none 

11872. .12048, 11873. .12091, 



Method TBLASTX : Mai ze 
End 12283 
Score 188 
12152. . 12283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37373 
76693 
11872 

OJ990318_08. 9C23.C81.o3.tw 

11893 

none 



Seq. ID OJ990318 08.9C23.C81 



Strand 
End 

Method 

End 

Score 



12322 

TBLASTX: Wheat 

12322 

169 



118 93. .12096, 11894. .12139, 12155. .122 62, 12263. .12322 



Seq. No. 37374 

Gene No. 76694 

Start 1 

Name OJ990318_08 . 9C23 . C82 . ol . np 

Start 1 

GI 5295971 

Exons 1 . . 1531 

GI Descrip. -(AB026295) EST D24 315 (R1718 ) 

... ; ,pr^edipjt;^d_g„e,ne^,„,\ ,..S„imi .lar^tp _ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_ 
+ 

1531 
AAT/NAP 
1531 
1477 



08.9C23.C82 



corresponds to 
Tobacco DNA for 



a region of the 
,re t r o v i ral-like 



_txans.po5,QJi ..Tnt. ..1 -.9.4 .. I X 1.37 7 7.) , .[Or y za, sa.t i va ], _ 



Seq. No. 37374 Seq. ID 

Gene No. 76694 Strand 

Start 1 End 

Name OJ990318_08 . 9C23 . C82 . ol . gs Method 

Start 44 End 

GI none Score 

Exons 44 . . 1525 



OJ990318_08.9C23.C82 
+ 

1531 
GENSCAN 
1525 
.52 



Seq. No. 37374 Seq. ID 

Gene No. 76695 Strand 

Start 1984 End 

Name OJ990318_08 . 9C23 . C82 . o2 . tm Method 

Start 14 End 

GI none Score 

Exons 14. .328, 32. .313 ' 



OJ990318_08 . 9C23 . C82 
2172 

TBLASTX: Maize 

328 

318 



Seq. No. 37374 Seq. ID 

Gene No. .76695 , ■ . Strand 

Start -" : 'V ; ' 19'8 4 : "\* — ■'■"- '- En ^ 

Name ' OJ99'03i8_08 . 9C23 . C82 o2 J ts Method " 

Start' 20 " " End 

GI - . . . 5509260 . - . ..... Score ■ 

.Exons . ; 20. .484, 61. .234, 319.V456 ' . > 
GI Descrip. 



OJ990318_08.9C23.C82 

2172 - : /' ; 

TBLASTX : Soybean 
484 - : ' ' 
-358 . - 



Seq. No. 37374 Seq. ID 

Gene No. 76695 Strand 

Start 1984 End 

Name OJ990318_08 . 9C23 . C82 . o2 . tc ' Method 

Start 103 End 

GI none Score 

Exons 103.. 234, 104.. 367 



OJ990318_08 . 9C23.C82 
2172 

TBLASTX: Cress 

367 

224 



36917 




Seq. No. 


37374 


Seq. ID 


OJ990318_08.9C23. 


C82 


Gene No. 


76695 


Strand 






Start 


1984 


End 


2172 




Name 


OJ990318 08.9C23.C82.ol.tw 


Method 


TBLASTX: Wheat 




Start 


148 


End 


703 




GI 


none 


Score 


253 




Exons 


148. .234, 149. .493, 149. .496, 479. .703 






Seq. No. 


37374 


Seq. ID 


OJ990318_08. 9C23. 


C82 


Gene No. 


76695 


Strand 






Start 


1984 


End 


2172 




Name 


OJ990318 08 . 9C23.C82.o3. tm 


Method 


TBLASTX: Maize 




Start 


530 


End 


793 




GI 


none 


Score 


245 




Exons 


530. .793, 530. .772, 532. .792 








Seq. No. 


37374 


Seq. ID 


OJ990318JD8.9C23. 


C82 


Gene No. 


76695 


Strand 






Start 


1984 


End 


2172 




Name 


OJ990318 08. 9C23.C82.ol.tm 


Method 


TBLASTX : Maize 




Start 


797 


End 


1249 




jGI_ ^ 


• _.,njQne_- 7™7_-/77 .7 "" ' 7„ 


■ Score 


425 • ' 




. Exons _ -7. 


,\..,.;£97;. .:12.4 9,....a32.,.7117„6.,_ J..0.4A..., 


JL 2.2.8 




^ ~~ 


Seq. No. 


37374 


Seq. ID 


OJ990318 08.9C23. 


C82 


Gene No. 


76695 - ■ 


Strand 






Start 


1984 


End 


2172 




Name 


OJ990318 08.9C23.C82.ol.tc 


Method 


TBLASTX : Cress 




Start 


835 


End 


1498 




GI 


none 


Score 


274 




Exons 


835. .1104, 836. .1129, 1133.. 


1249, 1247. 


. .1498, 1289. .1441 


■ t 




1300. .1446 








Seq. No. 


37374 


Seq. ID 


OJ990318_08.9C23. 


C82 


Gene No. 


76695 


Strand 






Start 


1984 


End 


2172 




Name 


OJ990318 08. 9C23.C82.ol.ts 


Method 


TBLASTX : Soybean 




Start 


857 


End 


1507 




GI 


none 


Score 


151 




Exons 


857. .1018, 886. .1023, 1031.. 


1507, 1318. 


. .1446 




Seq. No. 


37374 . 


Seq. ID 


OJ990318_08. 9C23. 


C82 


Gene" No . 


76695 " 


Strand 






Start" 


1984 7' 


End 


2172 ■ 




Name" 


" "OJ990318 08. 9C2'3.C82.62.tw ' 


Method 


TBLASTX: Wheat ' '" 




Start" 


- 1025 


' End - ■ 


14 68. . • - ■ 




GI 


none . * " * 


Score 


14 6 ' * ♦ ■ • 




Exons 


1025. .1252, 1274.. 1468, 1300 


. .1467 






Seq. No. 


37374 


Seq. ID 


OJ990318 08 . 9C23. 


C82 


Gene No. 


76695 


Strand 






Start 


1984 


End 


2172 




Name 


OJ990318 08.9C23.C82.o5.tm : 


Method 


TBLASTX: Maize 




Start 


1255 


End 


1474 




GI 


none 


Score 


186 




Exons 


1255. .1446, 1256. .1474 









36918 






Seq. No. 


37374 




Seq. ID 


OJ990318_08. 9C23 


.C82 




Gene No. 


76695 




Strand 










1 9R4 

J. O *i 




FnH 


2172 






Name 


0.799071 R Oft 9P27 PR? n9 


. gs 


Maf H oH 


VJ l_i IN fcj V/Iil^ 






OLdX L 


1 QQ4 ~~ 

X ^ Q *i 




Ej i ILi 


2169 






(Z T 


nono 
nunc 




OLUIC 


.86 






■ Ej AUilo 


1984 ?1 69 












Seq. No. 


37374 




Seq. ID 


OJ990318_08. 9C23 


.C82 




Gene No. 


76695 




Strand 








O Lai L 


1 QQ4 

X ^ O *3 




FnH 

Ej 1 1U 


2172 






M a Tin o 


O.TQQfHIfl OR 9P?7 PR? n7 


• l o 


Mat* hnH 








OLdi L 


x y D 




FnH 


2172 






PT 


none 




OLUIC 








F vnn o 


• 1 996 917? 1997 ?047 


2066 
t. \j \j \j t 


?1 64 








Seq. No. 


37374 




Seq. ID 


OJ990318_08. 9C23 


.C82 




Gene No. 


76695 




Strand 








O Lai t 


1 9R 4 

X _7 O *i 




FnH 

EjI lU 


2172 






Name 


P>,T99D71R OR 9P?7 PR? r>4 


. tm 


Mot - h nH 


TRT.A9TX • "i 7» 

X Diinu X /\ • L id X c 






Q+- ^ r-t- 
OLai L 


1 996 ~~ 
x .7 _/ v 




FnH 


2172 






PT - 


none 




CJ /~i /-\ ci 

o v^V.^t-*"' « 

" " . ■ — ■>■' 


111 




....... 

"is 3=.' 




.1996 -"917? 19 97 ?1 64 


— *-- 

... ..... 




-.„... — ^ 

* * "■ ** * * * 


Li 
- ar 


Seq. No. 


37375 




Seq. ID- 


OJ990318_08.9C23 


.C84 


L i 5 


Gene No. 


76696 




Strand . 






fli 


OLdl L 


71 0 




FnH 

EjI 1\JL 


4D9 

*3 VJ Zt 




p ==. 


Name 


n.TQQO^lft OR 9P97 PR4 n1 


. gs 


Mo *H orl 
I v Jc LilUU 


rjrvrqp am 

Ej IN O v-'rt.LN 






jLal L 


JIU 




FnH 

Ej 1 L\JL 


4 U J 




E : I 


OX 


none 










- ~ 




n /HQ 

O 1U ■ • *i VJ -7 










i y 


Can 1 TyJo 


77 77 S 




O "Lj . XL/ 


n.T9QD71R OR QP97 


PR4 


= 




76697 




Strand 






Si s=? 


Start 


622 




End 


683 




L 5 

"us 


Name 


OJ990318 08.9C23.C84.ol 


• gp 


Method 


AAT/GAP 




r 


q+- a r +- 
O L a. 1. L 


622 




End 


683 






OX 


LIB3431-004-P1-K1-G12 




Score 


80 






F von c 


622. .683 












PT riDQpr"i r^i 

O -L UCOLIipi 


M680203/gb|AAD27566. 1 IAF114171 7 1 . Oe 


-39 (AF114171) TNP2-like 






protein [Sorghum bicolor] ' 










"Seq. "".No; 


' 37376' : " • 




Seq. ;■ ID 


6J990318__08.9C"23. 


-C85 




Gene No. 


7 6698 




Strand 


+ 






Cf a r-f- 1 " 

OLQI L 


83' " ' 




"End "' 


2164 ' ■ ' 






Name • • 


OJ99 0 31 8.08. 9C2 3 ; C 8 5 . o 1 


:gs - 


- Method '-. 


:GENSCAN;w.t ' 






O Lai L 


.83 




End 


2164'. 






(IT 
ul 


none 




Score 


.86 






Exons 


83.. 176, 282.. 472, 686. 


.871, 


1005. .1267, 1380. .1458, 15J 


31. .216^ 




Can Kl r\ 
o c q . LM o . 


37376 




Seq. ID 


OJ9903.18_08.9C23 


.C85 




Gene No . 


76698 




Strand 


+ 






Start 


' 83 




End 


2164 






Name 


OJ990318 08. 9C23.C85.ol 


• gp 


Method 


AAT/GAP 






Start 


698 




End 


1066 






GI 


5038563 




Score 


729 






Exons 


698. . 1066 











36919 



Seq. No. 


37376 




Seq. ID 


OJ990318_08 


9C23. 


C85 


Gene No. 


76698 




Strand 


+ 






Start 


83 




End 


2164 






Name 


OJ990318 08 9C23 C85 ol tm 




Method 


TBLASTX: Maize 




Start 


793 ~ 




End 


1687 






GI 


none 




Score 


65 








793 873 1380 1460. 1383 




1457 156? 


..1687, 1563 


.1679, 




1574 1687 












Seq. No. 


37376 




Seq. ID 


OJ990318_08. 


9C23 . 


C85 


Gene No. 


76698 




Strand 


+ 






Start 


83 




End 


2164 






Name 


OJ990318 08.9C23.C85.ol.np 




Method 


AAT/NAP 






Start 


1136 




End 


2161 






GI 


4097571 




Score 


282 








1136. .1177, 1380. .1458, 1581 


. .1899, 1943. .2161 






CrT Dp ^pri n 


(U64916) GMFP5 [Glycine max] 










Seq. No. 


37377 




Seq. ID 


OJ990318_08. 




PR 


fipnp No 


76699 




Strand 








Start 


372 






67Q„ 






Name 


.DJ3.90.3 .1.8. _ .0.8 ...9.C23. ..C8.6...0.1.. gs ■ 




.-...Method...... 


.GENSCAN, 






Start 


372 




End 


670 






GI 


none 




Score 


.5 






Fvon c; 


372. .558, 612. .670 












Seq. No. 


37378 




Seq. ID 


OJ990318_08. 


9C23. 


C88 


Gene No. 


76700 




Strand 


+ 






Start 


1 




End 


1013 






Name 


OJ990318 08.9C23.C88.ol.gp 




Method 


AAT/GAP 






Start 


1 




End 


959 






GI 


148 1.R1084 




Score 


532 






1—1 S\ \J llu 


1..25, 222. .327, 696. .785, 


870. .959 








GT Dp qrri n 


, 5931625/dbj |BAA84 717.1| 1. 


Oe-106 (AB032761) rab5B 


[Oryza 




sativa] ' 












Seq. No. 


37378 




Seq. ID 


OJ990318JD8. 


9C23. 


C88 


Gene No. 


76700 




Strand 


+ 






Start 


1 




End . 


1013 






Name 


OJ990318 08.9C23.C88.ol.np 




Method 


AAT/NAP 






Start 


1 . .... 




End 


992 . 






GI " 


5931625 ' ' • ■"" - ' " 




■ .Score"' 


"417' \;.Y" 






Exons 


1. .25-,. 222. .327, 696. .785, 


870. .992 








C-iT Df^rri h 

> .1- I—' O -L. JL k> . 


(AB032761) r'abSB" [Oryza sativa] " " 








Seq. No. 


3.7378 4 , 




Seq. ID 


OJ990318_08. 


9C23. 


C88 


Gene No. 


76700 




Strand 


+ 






Start 


1 




End 


1013 






Name 


OJ990318 08.9C23.C88.ol.tc 




Method 


TBLASTX: Cress 




Start 


3 




End 


958 






GI 


none 




Score 


55 






Exons 


3. .32, 220.. 327, 279.. 329, 


690. .785, 693. .791, 694. 


.792, 






867. .956, 869. .958 












Seq. No. 


37378 




Seq. ID 


OJ990318_08. 


9C23. 


C88 


Gene No. 


76700 




Strand 


+ 







36920 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990318JD8 . 9C23 . C88 . ol . 

220 

none 

220. .327, 279. .329, 690, 
864. .956, 866. .958, 900. 

37378 
76700 
1 

OJ990318_08 . 9C23 . C88 . ol\ 

252 

none 

252. .327, 696. .785, 870. 

37378 
76700 
1 

OJ990318_08. 9C23.C88.ol. 

277 

none 

2 7 7^ : „3JL.2 6 62...,. 7 8.1 ,,_._6f &. 
.8.6.1.... 95.6.,. ...8.65 , r , .9-57.,, ; .8 69... 

37379 
76701 
1 

OJ990318_08.9C23.C8 9.ol. 
1 

5931625 

1..168, 253. .339, 1034.. 
(AB032761) rab5B [Oryza 



End 1013 

ts Method TBLASTX : Soybean 

■ End 965 

Score 153 
.785, 694. .795, 695. .775, 826. .957, 
.965 

Seq. ID OJ990318_08.9C23.C88 

Strand + 

End 1013 

gs Method GEN SCAN 

End 1013 

Score .73 

.1013 

Seq. ID OJ990318_08.9C23.C88 

Strand + 

End 1013 

tm Method TBLASTX : Maize 

End 958 

Score 61 . 
^7.8,5 ,_67 8 ...,785, 695 . J 8 7 , ,8 65 . -. 9 51 , 

..35BL- : . 

Seq. ID OJ990318_08.9C23.C89 
Strand + 

5977 
AAT/NAP 
1069 
269 



End 

np Method 
End 
Score 

1069 

sativa] 



37379 Seq. ID 

76701 Strand 
1 End 
OJ990318_08 . 9C23 . C8 9 . ol . gp Method 
74 End 
148JL.R1084 Score 
74. .168, 253. .339, 1034. .1334 

'5931625/dbj IBAA84717.il 1.0e-106 (AB032761) rab5B [Oryza 
sativa] 1 



OJ990318_08.9C23.C89 
+ 

5977 
AAT/GAP 
1334 
856 



Seq. No..-* 3737 9' " 
Gene No* " " "76701 

Start 1 -- . ~ .... . 

Name-. OJ£90318_08 . 9C23 . C89 . ol , 

Start 79 
GI none 

Exons 79.. 168, 253.. 339, 591.. 

3414. .4180, 4266. .4487, 
5543. .5839 



Seq. ID OJ990318_08.9C23.C89 

Strand + • 

-End: .~ 5977- - - .. .: . . 

gs- Method GENSCAN 

End 5839 

Score .89 
648, 1489. .1741, 2096. .2258, 2851. .3079, 
4580. .4651, 4723. .5004, 5088. .5447, 



Seq. No. 37379 

Gene No. 76701 

Start 1 

Name OJ990318 08 . 9C23 . C89 . o2 . 



gp 



Seq. ID OJ990318_08.9C23.C89 

Strand + 

End 5977 

Method AAT/GAP 



36921 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1820 

24991_1.R1084 

1820. .1972, 2096. .2258, 

' 1705678 /sp I P54774 ICC48 



End 
Score 

2851. .3053 

SOYBN 7.0e-6r 



3053 
986 

CELL DIVISION CYCLE 



PROTEIN 4 8 HOMOLOG (VALOSIN CONTAINING PROTEIN HOMOLOG) (VCP) 
>gi_862480 (U20213) valosin-containing protein [Glycine max] 1 



37379 
76701 
1 

OJ990318_08. 9C23.C89.o2.np 

1935 

6630743 

1935. .1972, 2102. .2258, 2851. 
4580. .4651, 4723. .5004, 5088. 



Seq. ID OJ990318_08.9C23.C89 

Strand + 

End 5977 

Method AAT/NAP 

End 5836 

Score 3542 

.3079, 3414. .4180, 4266. .4487, 
.5447, 5543. .5836 



GI Descrip. (AL132958) CDC48-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name . 

.Start 

.GI „ ...... 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name* " 

Start 
'GI - ' 
-Exons ■• 

GI* Descrip. 



37379 
76701 
1 

OJ990318_08. 9C23.C89.o3. gp 

. 4004. -„ „ 

..11.986_1,.rIo§I„ 

4004. .4180, 4266. .4487, 

'1705678/sp|P54774 ICC48 

PROTEIN 4 8 HOMOLOG 

>gi 862480 (U20213) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ990318_08.9C23.C89 
Strand + 
End 5977 
Method AAT/GAP 

. ...„™End .. .5.3.34i.._„., 

. .Score . • .... 1852 . . . . 

4580. .4 651, 4723. .5004, 5088. .5334' ' 
SOYBN 1.0e-176 CELL DIVISION CYCLE 
VALOSIN CONTAINING PROTEIN HOMOLOG) (VCP) 
valosin-containing protein [Glycine max] • 



37379 Seq. ID OJ990318_08 . 9C23 . C8 9 

76701 Strand + 

1 End 5977 

OJ990318_08 . 9C23.C89.o4 .gp Method AAT/GAP 

5345 End 5599 

uC-osflcyp092g03bl Score 199 

5345. .5447, 5543. .5599 

'5803221/ref |NP_006775.1|pWDR3| 6.0e-50 WD repeat domain 3 
>gi_5639663_gb_AAD45865. 1_AF083217_1> (AF083217) WD repeat 
protein WDR3 [Homo sapiens] 



37379 Seq. ID 

76701 Strand 
1 End 
6J990'318_08." 9C23*. C89 . o5 . v gp' ; : ' Method'-' 
5591 . • End 

5038606 ' ' * " Score '* 

••55-91... 597-7 . . :• - ., • ■ ■ - . - -" *. . .* ...:„.:.-.-: ' 

1705 677/sp | P54 609 | CC48_ARATH 9.0e-20 CELL DIVISION CYCLE PROTEIN 

48 HOMOLOG >gi_2118115__pir S60112 cell division control protein 

CDC 4 8 homolog - Arabidopsis thaliana >gi_1019904 (U37587) cell 
division cycle protein [Arabidopsis thaliana] 



OJ990318__08.9C23.C89 
+ 

5977 

AAT /GAP ■ ' : "~ " - 
5977 * ' ' "'- 
•718 ' - . 



37379 Seq. ID 

76702 Strand 

6921 End 

OJ990318_08 . 9C23.C89.o4 . tm Method 

4 5 End 

none Score 



OJ990318_08.9C23.C89 
12722 

TBLASTX: Maize 

1113 

151 



36922 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 

Star± 

Name.. _ 

Start 

GI 

Exons 



45. .164, 52. .168, 61. .168, 78. .170, 248. .340, 250. .339, 
252. .341, 1025. .1072, 1031. .1087, 1032. .1091, 1033. .1113 



Seq. No. 37379 Seq. ID 

Gene No. 7 6702 Strand 

Start 6921 End 
Name ' OJ990318_08 . 9C23 . C89 . o3 . tc Method 

Start 73 End 

GI none Score 
Exons 



OJ990318_08.9C23.C89 
12722 

TBLASTX: Cress 

341 

127 



73. .168, 76. .174, 77. .175, 250. .339, 252. .341 



37379 Seq. ID 

76702 Strand 

6921 End 

OJ990318JD8 . 9C23 . C89 . o4 . ts Method 

73 End 

none Score 



OJ990318_08.9C23.C89 
12722 

TBLASTX: Soybean 

348 

118 



73. .168, 77. .178, 78. .158, 247. .339, 249. .341, 283. .348 



37379 
76702 

, 6.921. 

OJ990318_08. 
2108 
none 
2108. 
2963. 
3953. 
4580. 
4734 . 
5133. 
5327. 



.2257, 
.3079, 
.4183, 
.4657, 
.4997, 
.5447, 
.5443, 



.9C23.Q8 9.ol ..tc 



2109.. 2258, 2848, 

3392.. 4207, 3395, 

3982.. 4101, 4254. 

4580.. 4651, 4720. 

5088. .5447, 5089. 

5141.. 5236, 5297. 

5338.-5457, 5540. 



Seq. ID OJ990318 

Strand 
..End ; 12722 

Method TBLASTX: 

End 5755' 

Score 226 
.3078, 2850. .3077, 
.4183, 3575. .3940, 
.4370, 4254. .4490, 
.5004, 4720. .4998, 
.5187, 5129. .5206, 
.5452, 5299. .5448, 
.5746, 5585.. 5755, 



08.9C23.C89 



Cress 



2904. 
3611. 
4291. 
4722. 
5133. 
5300, 
5661. 



.3080, 
.3940, 
.4488, 
.5000, 
.5450, 
.5449, 
.5750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37379 
76702 
6921 

OJ990318_08, 
2108 
none 
2108. 
2201. 
3406. 
3754'. 
3986. 
4580. 
47 67^. 
5145. 
5560. 



9C23.C89.ol. tm 



.2257, 
.2260, 
.3555, 
.4185, 
.4210, 
:4657, 
.4 997, ■ 
.5390, 
.5742, 



2109. 
2848. 
3416. 
3754 . 
4254. 
4580'. 
■5085. 
5285. 
5576. 



.2258, 
.3078, 
.4207, 

:39~57y 

.4.490, 

.4651, 

.54 4-7/. 

.5452, 

.5764, 



2148, 
2850, 
3416. 
3953 . 
4266. 
4720. 
•5133.. 
5327; 
5682. 



Seq. ID OJ990318 
Strand 

End 12722 
Method TBLASTX: 
End 5765 
Score 24 0 
.2258, 2170.. 2259, 
.3077, 2904.. 3080, 
.4183, 3575.. 3958, 
. 4183, '3972/. 4187, 
.4370, 4297. .4488, 
. 5004', 4720.' . 4998, 
.5444,-5133. .5447, 
.5443, 5540.. 5746-, 
.5765 



08.9C23.C89 



Maize 



2170. 

3406. 

3611. 
'3982. 

4579. 
' 4722 . 

51-41. 

5541. 



.2259, 
.4119, 
.3922, 
.4 10 i , 
.4.620, 
JSOO'O, 
.5 : 236,. 
.5735, 



Seq. No. 37379 

Gene No. ' 76702 

Start 6921 

Name OJ990318_08 . 9C23 . C89 . ol . ts 

Start 2108 

GI none 

Exons 2108.. 2257, 2109.. 2258, 2176. 

2904.. 3080, 3360.. 3737, 3416. 



Seq. ID OJ990318_08.9C23.C89 
Strand 

End 12722 

Method TBLASTX : Soybean 

End 5748 

Score 230 

.2259, 2848. .3078, 2850. .3077, 
.4207, 3416. .4168, 3575. .3958, 



36923 





3754. .3957, 


3754 


. .4182, 


3953. 


.4183, 3972. .4187, 3982. .4101, 




4208. .4249, 


4254 


. .4370, 


4254 . 


.4490, 4282. .4488, 4580. .4657, 




4580. .4651, 


4713 


. . 4997, 


4720 . 


.5004 4720 4998. 4722 5000 




5085. . 5447, 


5126 


. . 5224, 


5133. 


.5450 5133 5447. 5139 5303. 




5291 . . 5449, 


5297 


. . 5452, 


5336. 


.5443. 5535 5588. 5540. .5608, 




5558 . . 5746, 


5641 


. . 5748 






Seq. No. 


37379 








Sea ID OJ990318 08 9C23 C89 


Gene No. 


76702 








Strand - ~ 


Start 


6921 








End 12722 


Name 


OJ990318 08 


9C23 


.C89. o3 


. tw 


Method TBLASTX : Wheat 


Start 


2111 ~ 








End 3093 


GI 


none 








Score 215 


Exons 


2111 . . 2257, 


2115 


. . 2258, 


2170. 


2259. 2170 2259 2204 2260 




2848 . . 3039, 


2848 


. . 3093 






Seq. No. 


37379 








Seq. ID OJ990318 08.9C23.C89 


Gene No . 


76702 








Strand - 


Start 


6921 








End 12722 


Name 


OJ990318 08 


9C23 


.C89.ol 


. tw 


Method TBLASTX : Wheat 


Start 


3575 








End 5444 


_GI 


none 








Score 82 ■ - 


Exons. 


3575. ..3718., 


3377 


. , 4.201,' 


398.0^. 


•4183 4254 4490 4267 4488 




4554 . . 4616, 


4580 


. . 4657, 


4580 . 


4 651 472 0 47 8 5 4720 4779 




4722. .4784, 


5136 


. . 5444, 


5139. 


.5303 


Seq. No. 


37379 








Seq. ID OJ990318_08.9C23.C89 


Gene No. 


76702 








Strand 


Start 


6921 








End 12722 


Name 


OJ990318 08. 


9C23 


,C89.o2 


tw 


Method TBLASTX • Whpat 


Start 


3718 ~ 








End 4 998 


GI 


none 








Score 392 


Exons 


3718 . . 3957, 


3719 


. . 3958, 


4785 . 


4997, 4786 4998 


Seq. No. 


37379 








Sea ID OJ990318 08 9C23 C89 


Gene No . 


76702 








Strand - 


Start 


, 6921 








End 12722 


Name 


OJ990318 08. 


9C23 


C89.o2' 


gs 


Method GENSCAN 


Start 


6921 








End 12716 


GI 


none 








Score . 9 


Exons 


6921. . 6994, 


7046 


.7184, 


7278. 


.7328, 7412. .7534, 8038. .8106, 




8980. .,9108, 


9230 


.9439, 


9541. 


.9772, 9856.. 10037, 10175 . .10291, 




; ; -.10448. .10570,' 10979. .12070, 12153/. 12368; 12 64 8 . . 127 16/ . /■ • 


Seq. No . 


37379 








Seq. ID' OJ9'9031B_08.'9C23.C8 9 ■ 


- Gene No ; - - 


..-.76702 








-Strand -. - - - - ' - . . y 


Start 


6921 








End 12722 . ' .'. 


Name 


OJ990318 08. 


9C23. 


C89.o3. 


tm 


Method TBLASTX: Maize 


Start 


6999 








End 9649 ' 


GI 


none 








Score 74 


Exons 


6999. .7121, 


7000. 


.7095, 


7053. 


.7184, 7060. .7185, 7269. .7331, 




7278. .7328, 


7279. 


.7329, 


7406. 


.7543, 7410. .7499, 7411. .7536, 




8032. .8106, 


8036. 


.8104, 


8037. 


.8105, 8980. .9108, 8981. .9109, 




8987. .9112, 


8988. 


. 9110, 


9207. 


.9455, 9227. .9445, 9530. .9649, 




9541. . 9648 










Seq. No. 


37379 








Seq. ID OJ990318_08.9C23.C89 



36924 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



76702 Strand 
6921 End 12722 

OJ990318 JD8 . 9C23 . C89 . o3 . np Method AAT/NAP 
7511 End 12722 

5803221 Score 1144 

7511.. 7534, 8912.. 9093, 9207.. 9427, 9541.. 9772, 
10448. .10570, 10979. . 11530,. 11567 .. 12070, 12153 
12492. .12722 

WD repeat domain 3 gi I 5639663 | gb I AAD4 5865 . 1 1 AF083217_1 
(AF083217) WD repeat protein WDR3 [Homo sapiens] 



9856. .10037, 
. 12374, 



Seq. No. 37379 

Gene No. 76702 

Start 6921 

Name OJ990318_08 . 9C23 . C89 . o3 . ts 

Start 9359 

GI none 
Exons 



Seq. ID OJ990318 08.9C23.C89 



Strand 
End 

Method 

End 

Score 



12722 

TBLASTX: Soybean 

11959 

81 



9359.-9445, 9360.. 9455, 9530.. 9661, 9538.-9666, 9539.. 9661, 
9541. .9669, 9906. .10004, 11876. .11959 



Seq. No. 37379 Seq. ID OJ990318_08.9C23.C89 

£ene„Np\_ 767Q2. : Str.and_ -. _ „ _ 

Start _.69.2J '. .End ;....127.2 : 2. ... 

Name OJ990318_08 . 9C23 . C89 . 06. gp ' Method AAT/GAP 

Start 9387 End 10007 

GI 2428176 Score 801 

Exons. 9387.. 9439, 9541.. 9772, 9856.. 10007 

GI Descrip. 580 32 21/ re f I NP_0 06775 . 1 | pWDR3 | 6.0e-50 WD repeat domain 3 
>gi_5639663_gb_AAD45865. 1_AF083217_1 (AF083217) WD repeat 
protein WDR3 [Homo sapiens] 



Seq. No. 37379 

Gene No. 76702 

Start 6921 

Name OJ990318_08 . 9C23 . C89 . o5 . tm 

Start 9894 

GI. none 

Exons 9894". .10043, 9910.. 10038, 



Seq. ID OJ990318_08.9C23.C89 
Strand 
End 

Method 
End 
Score 
10443. .10571, 



12722 

TBLASTX: Maize 

12043 

141 

10443. .10568, 



10445. .10573, 10445. 
11864. .12043 



10570, 10973. . 11092, 10977 .. 11093 , 



Seq. No. .37379 

'Gene' No 7" ; :~76702' ' "' : " "■ " * 
Start 6921 

Name*' ' ' OJ990318_08 . 9C23 . C89\ o2 ."tc 

Start * • 11129 

GI none . 

Exons 



Seq. ID .OJ990318_08.9C23.jC89 

Strand'".' - " * " r " ■ V'" r -T" 
End 

Method 
• End-- - - - 
Score 



12722 

TBLASTX: Cress' 
11557- • 
192 ■ : 



11129. .11494, 11169. .11474, 11483. .11557 



Seq. No. 37379 

Gene No. 76702 

Start 6921 

Name OJ9903 18_08 . 9C23 . C8 9 . o2 . t s 

Start 11133 

GI none 
Exons 



Seq. ID OJ990318 08.9C23.C89 



Strand 
End 

Method 

End 

Score 



12722 

TBLASTX : Soybean 

11384 

149 



11133. .11372, 11135. .11371, 11135 .. 11374 , 11166. .11384 



36925 




Seq. No. 


37379 






Seq. ID 


OJ990318_08.9C23 


.C89 


Gene No. 


76702 






Strand 






OLdiL 


U -7 £ X 






End 


12722 




Name 


O.TQQO^I ft OR 


.9C23.C89.o2. 


tin 


Method 


TBLASTX: Maize 




oLalt 


1 1 961 ~~ 






End 


11790 




CT 








Score 


541 




TP \» /~*\ j~\ c? 


1 1 ?fi1 117ft 

X X U X . • x x / 0 


8, 11262. . 11750, 


11408. .11788, 11674 . . 1179.0 




Seq. No. 


37380 






Seq. ID 


OJ990318_08.9C23 


.C90 


Gene No. 


76703 






Strand 


+ 






7SS 






End 


1642 




Name 


n.TQQO? 1 ft DPI 


.9C23.C90.ol. 


gp 


Method 


AAT/GAP 




oLait 


7 ^ ^ ~~ 






End 


1054 




CT 
ox 


*i *i ^. H \J Zf 






Score 


539 




TP tr r"> o 


1 s s 1 n 














37380 






. Seq. ID 


OJ990318_08. 9C23 


. C90 


Gene No. 


76703 






Strand 


+ 




Start 


755 






End 


1642 




Name 


O.TQQD^I ft Oft 


. 9C23.C90.ol. 


np 


Method 


. AAT./NAP . 




OLdl L 


1 1 jL 






End 


1454 




GI . ■ * 


^Q9ftOft7 






..„_S,core_ ; .„ 


469 _ _ _ . 




T7 1 *r /~\ v^i 0 


77 9 1 A ' 










** • 


T /—i C ^ >~ T T\ 

\j± UcbCrip. 


(AC 00^770^ 


unknown protein 


[Arabidopsis thaliana] 




C £s NT 

oeq. in 0 . 


37380 






Seq. ID 


OJ990318_08.9C23 




Gene No. 


76703 






Strand 


+ 




Start 


755 






End 


1642 




Name 


OJ990318 08 


.9C23.C90.ol. 


tm 


Method 


TBLASTX: Maize 




C -I- -> 

O L. cLL L. 


797 






End 


1335 




CT 


none 






Score 


209 






797. .955, 798. .953, 1016 


S..1204, 1062.. 


1205, 1145.. 1333, 






1203. .1334, 


1288. . 1335 










Seq. No. 


37380 






Seq. ID 


OJ990318_08. 9C23 


C90 


Gene No. 


76703 






Strand 


+ 




OLdiL 


755 






End 


1642 




Name 


OJ990318 08 


.9C23.C90.ol. 


gs 


Method 


GENSCAN 




Of- a 
■jLdlL 


801 






End 


1484 




\J X 


none 






Score 


1 




Exons 


801. .1484 












Seq'.V*No": " 


• 37380 - • 






Seq. ■ I D 


.Oj990318^08'."9,C2T 


C90' 


Gene No. ' 


"76703 






Strand 


+ • 






755' 






End 


■*16"42* V " ' " " -" : 




Name - 


■OJ990318 -0B 


. 9C23.C90.ol. 


ts- 


- Method - 


. TBLASTX :-Soybean .- 




O Ld.IT U 


1145 ■ 






End ' 


1445* 




lax 


none 






Score 


355 




Exons 


1145. . 1429, 


1146. .1445 












37380 






Seq. ID 


OJ990318_08.9C23 


C90 


Gene No. 


76703 






Strand 


+ 




Start 


755 






End 


1642 




Name 


OJ990318 08 


. 9C23.C90'.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1337 






End 


1642 




GI 


none 






Score 


211 




Exons 


1337. .1489, 


1338. .1490, 


1531. . 1563, 1607 . .1642 





36926 



Seq. No. 37381 Seq. ID OJ990318_08.9C23.C91 

Gene No. 76704 Strand + 

Start 1 End 642 

Name OJ990318_08 . 9C23 . C91 . ol . np Method AAT/NAP 

Start 1 End 642 

GI ' 5852084 ' Score 95 

Exons 1. .51, 559. .642 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 

Seq. No. 37381 Seq. ID OJ990318_08.9C23.C91 

Gene No. 76705 Strand + 

Start 902 End 1779 

Name OJ990318_08 . 9C23 . C91 . ol . gs Method GENSCAN 

Start 902 End 1779 

GI none Score . 99 

Exons 902.. 981, 1308.. 1779 

Seq. No. 37381 Seq. ID OJ990318_08.9C23.C91 

Gene No. 76706 Strand . + 

Start 20'95 End 2857 . 

Name - ;• , OJ990318_0_8.9C23.C91-_.ol.gp,- Method- _AAT/54P _ 

. ...Start.'.:.. ...2.0.95- . ... .11 End [. 2857,. , ™. . . 

GI 45631_1.R1084 * Score ■ 1458 

Exons 2095.. 2857 

GI Descrip. 1 4 67 8345/emb | CAB4 1155 . 1 1 5.0e-34 (AL049659) putative zinc finger 
protein [Arabidopsis thaliana] ? 

Seq. No. 37381 Seq. ID OJ990318_08.9C23.C91 

Gene No. 76707 Strand 

Start 2486 End 5.380 

Name OJ990318JD8 . 9C23 . C91 . o2 . gs Method GENSCAN 

Start 2486 End 5380 

GI none Score . 6 

Exons 2486.. 4003, 4052.. 4656, 4961.. 5380 

Seq. No. 37381 Seq. ID OJ990318_08.9C23.C91 

Gene No. 76707 Strand 

Start 2486 End 5380 

Name OJ990318_08 . 9C23 . C91 . ol . tc Method TBLASTX : Cress 

Start 2489 End 2974 

GI. none . Score 205 

Exons : .24 8 9/; 28 18', : 2508 . 2795,; /;2 915/. 2974 ' " ' :;\ ' -*:•""" *1 / ~* " 

Seq. No. ' 37381 * " : " Seq. ID " OJ9903i8_08 . 9C23 . C91 ' 

Gene"' No. ■ 76707 - -. ' . Strand - - 

Start 2486 End 5380 

Name OJ990318_08 . 9C23 . C91 . ol . tm Method TBLASTX : Maize 

Start 2570 End 2827 

GI none Score 100 

Exons 2570.. 2659, 2574.. 2657, 2663.. 2827, 2700.. 2813 

Seq. No. 37381 Seq. ID OJ990318_08.9C23.C91 

Gene No. 76707 Strand 

Start 2486 End 5380 

Name OJ990318_08 . 9C23 . C91 . o2 . gp Method AAT/GAP 

Start 2906 End 3255 



36927 




GI 


2310851 




Score 


637 


Exons 


2906. .3255 








Seq. No. 


37381 




Seq. ID 


OJ990318_08.9C23.C91 


Gene No. 


76707 




Strand 




Start 


2486 




End 


5380 


Name 


OJ990318 08. 9C23.C91.o3. 


■ gp 


Method 


AAT/GAP 


Start 


3811 




End 


5010 


GI 


24575 1.R1084 




Score 


1709 


Exons 


3811. .4656, 4961. .5010 








GI Descrip. 


1 4 67834 5/emb|CAB4 1155. 1 | 


I l.Oe- 


-09 (AL049659) putative zinc fim 




protein [Arabidopsis thaliana^ 


] 1 




Seq. No. 


37382 




Seq. ID 


OJ990318 08.9C23.C93 


Gene No. 


76708 




Strand 




Start 


387 




End 


455 


Name 


OJ990318 08.9C23.C93.ol. 


,gs 


Method 


GENSCAN 


Start 


387 




End 


455 


GI 


none 




Score 


.84 


Exons 


387. .455 








S.&q.--N.cu, ...... 


...J2L13.8 3 _„ . 




^Sejq^. ._ID„.; 


O J9 9 03 18 J) 8^. 9C2 3 ,_C 9 5_ 


Gene. No. ._. 


....7 6.7.6.9;'. .... , ^„ .... ... 




.Strand. . . 




Start 


357 




End' 


964 "* ~ : 


Name 


OJ990318 08.9C23".C95.ol. 


,gs 


Method 


GENSCAN 


Start 


357 




End 


964 


GI 


none 




Score 


-97 


Exons 


357. .964 








Seq. No. 


37384 




Seq. ID 


OJ990318_08.9C23.C96 


Gene No. 


76710 




Strand 




Start 


642 




End 


2092 


Name 


OJ990318 08.9C23.C96.ol. 


np 


Method 


AAT/NAP 


Start 


642 




End 


2092 


GI 


4678345 




Score 


589 


Exons 


642. .7-67, 1482. .1549, 1626. .1704, 1791. 


..2092 


GI Descrip. 


(AL04 9659) putative zinc finger protein [Arabidopsis thaliana' 


Seq. No. 


37384 




Seq. ID 


OJ990318_08.9C23.C96 


Gene No. 


76710 




Strand 




Start 


642 




End 


2092 


Name ... 


OJ990318 08.9C23.C96.ol. 


gs 


Method 


GENSCAN 


Start V 


• -1251 " v . ; ; ;; ; . ; 




End ' 


'2007 ■ 


GI ' ' . _ 


none 




"Score 


.4 ' ^ * ' 


Exbhs 


1251. .1332, 1626. .1704, 


17 91. , 


.2007 




Seq. No. " 


37384 ' 




Seq. ID 


OJ990318_08. 9C2S.C96 


Gene No. 


76710 




Strand 




Start 


642 




End 


2092 


Name 


OJ990318 08. 9C23.C96.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1643 




End 


2073 


GI 


none 




Score 


38 


Exons 


1643. .1681, 1801. .2064, 


1813. , 


.2073 




Seq. No. 


37384 




Seq. ID 


OJ990318_08.9C23.C96 


Gene No. 


76710 




Strand 




Start 


642 




End 


2092 



36928 




Name 


OJ990318 08.9C23.C96.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1845 




End 


2073 




GI 


none 




Score 


68 




Exons 


1845*. .1985, 1845. . 1979, 


1849. 


.2073, 1850. .1993 




Seq. No. 


37385 




Seq. ID 


OJ990318_08.9C23. 


C97 


Gene No. 


76711 




Strand 






Start 


1 




End 


905 




Name 


OJ990318 08. 9C23.C97.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


875 




GI 


4678345 




Score 


481 




Exons 


1..233, 260. .875 










GI Descrip. 


(AL04 9659) putative zinc finger protein [Arabidopsis thaliana 


Seq. No. 


37385 




Seq. ID 


OJ990318_08.9C23. 


C97 


Gene No. 


76711 




Strand 


- 




Start 


1 




End 


905 




Name 


OJ990318 08 . 9C23 . C97 . o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


6 




End 


221 




GI 


none 




Score 


71 




Exons 


6. .221, 7. .138, 60. .212 










Seq. No. ; 


— , „ _ . .. „ 

..37.3.8 5.-..^ .... 


- - — 

-. . 


— 

Seq... ID., 


** O J 93031 fiTofi 790237 


C977" 


Gene No. 


76711 




Strand 






Start 


1 




End 


905 




Name 


OJ990318 08.9C23.C97.ol 


.gs 


Method 


GENSCAN 




Start 


21 




End 


905 




GI 


none 




Score 


.91 




Exons 


21. .905 










Seq. No. 


37385 




Seq. ID 


OJ990318_08.9C23. 


C97 


Gene No. 


76711 




Strand 






Start 


1 




End 


905 




Name 


OJ990318 08.9C23.C97.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


657 




End 


840 




GI 


none 




Score 


127 




Exons 


657. .839, 697. .840 










Seq. No. 


37386 




Seq. ID 


OJ990318 08.9C23.C98 


Gene No. 


76712 




Strand 


+ 




Start 


1 




End 


517 




Name 


OJ990318 .08.9C23.C98.ol 


n P ... 


Method 


AAT/NAP 




Start. - 


T ; " ' "-■ " • 




• End - . ' 


517 




GI '■ ; 


5541717 ' 




Score 


168 




Exons 


1. . 91, '425. .517 ' 










GI- Descrip. 


- (AL04 9655T kinesin-like 


protein- .[Arabidopsis thaliana-]- ■ 




Seq. No. 


37387 




Seq. ID 


OJ990.318__08.9C23. 


C99 


Gene No. 


76713 




Strand 


+ 




Start 


1 




End 


760 




Name 


OJ990318 08. 9C23.C99.ol 


np 


Method 


AAT/NAP 




Start 


1 




End 


760 




GI 


5441880 




Score 


429 




Exons 


1-. 550,- 661. .760 ■ 










GI Descrip. 


(AP000367) EST C28952 (C62945 ) 


corresponds to a region of 


the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



36929 




Seq. No. 


37387 




Seq. ID 


OJ990318_08 . 9C23.C99 


Gene No. 


76713 




Strand 


+ 


Start 


1 




End 


760 


Name 


OJ990318 


08.9C23.C99.ol.tm 


Method 


TBLASTX: Maize 


Start 


94 




End 


676 


GI 


none 




Score 


135 


Exons 


94. .216, 


95.-247, 247. .552, 


248. .556, 


596. . 676, 598 . . 624 


Seq. No. 


37387 




Seq. ID 


OJ9 90318 08 . 9C23 .C99 


Gene No. 


76713 




Strand 


+ ~~ 


Start 


1 




End 


760 


Name 


OJ990318 


08.9C23.C99.ol.tw 


Method 


TBLASTX: Wheat 


Start 


385 




End 


745 


GI 


none 




Score 


197 


Exons 


385. .534, 


386. .562, 386. .535 


, 575. .745 


, 583. .630, 587. .676, 




612. .695 









Seq. No. 37388 Seq. ID 

Gene No. 76714 Strand 

Start 45 End 

,Name _ . OJ9 [9031 8_0 8^9C2X C1,Q3^ pi . gs Method u 

Start. ... ., _ ..45'.. „ . End... ...... 

GI none Score 

Exons 45. .83, 161 258, '361 .. 562 



OJ990318JD8 . 9C23 .C103 
+ 

562 

^GENSCAN _ „. 

.5.6.2 . .. „ . 

.69 



Seq. No. 37389 Seq. ID 

Gene No. 76715 Strand 

Start 21 End 

Name OJ990318_08 . 9C23 . C104 . ol . gs Method 

Start 21 End 

GI none Score 

Exons 21.. 280 



OJ990318_08.9C23.C104 
280 

GENSCAN 

280 

.59 



Seq. No. 


37390 








Seq. ID 


OJ990318 


Gene No. 


76716 








Strand 




Start 


108 








End 


258 


Name 


OJ990318 Oi 


3.9C23. 


C105.ol. 


gs 


Method 


GENSCAN 


Start 


108 








End 


258 


GI 


none 








Score 


.73 


Exons 


108. .258 












Seq . No*. " 


• 37391 ' 








' v Seq'." r ID' 


OJ9903i"8_ 


Gene* No.' 


"76717 








Strand 


'4" 


Start 1 ' 


59 








" End •*■* 


■304 ' ' 


Name * 


OJ9903L8: 01 


3.9C23. 


C106..O1-. 


gp 


.-Method 


• AAT/.GAP . 


Start 


59 








End 


304 * 


GI 


10475 1.R1084 






Score 


418 


Exons 


59. .304 












GI Descrip. 


'1438883-9. 


,0e-93 


(U43840) 


GmCK3p [Glycine max] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



37391 
76718 
369 

OJ990318 

369 

none 



08.9C23.C106.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990318_08.9C23.C106 
623 

GENSCAN 

623 

.47 



36930 




Exons 369.. 445, 557.. 623 





Seq. No. 


37392 


Seq. ID 


OJ990318 08.9C23. 


C108 




Gene No. 


76719 


Strand 


+ 






Start 


535 


End 


721 






Name 


OJ990318 08. 9C23.C108.ol.gp 


Method 


AAT/GAP 






Start 


535 


End 


721 






GI 


LIB34 31-058 -P1-K1-D2 


Score 


334 






Exons 


.535. .721 










GI Descrip. 


f 15961/emb|CAA78267 | 3.0e-22 


(Z12621) 


precursor alliinase 






[Allium cepa] 1 










Seq. No. 


37392 


Seq. ID 


OJ990318 08.9C23. 


C108 . 




Gene No. 


76720 


Strand 








Start 


367 


End 


649 






Name 


OJ990318 08. 9C23.C108.ol.gs 


Method 


GENSCAN 






Start 


367 


End 


649 






GI 


none 


Score 


. 61 






Exons 


367. .505, 609. . 649 










Seq. No. 


37393 


Seq. ID 


OJ990318_08. 9C23. 


ciio 




. _ -iie ne „ N p w 


„1S12X 1 „ 


_.Strand_« 


+ 






'start.. 


* "88 - ~ - 


End 


.375. .. _ 




f I 
.„ 


Name 


OJ990318 08.9C23.C110.ol.gs • 


Method 


GENSCAN 






Start 


88 


End 


375 




l~ 


GI 


none 


Score 


.79 




[S 


Exons 


88. .375 










Seq. No. 


37394 


Seq. ID 


OJ990318_08. 9C23. 


cm 




Gene No. 


76722 


Strand 








Start 


1 


End 


636 






Name 


OJ990318 08.9C23.Clll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


636 






GI 


4512105 


Score 


377 






Exons 


1..238, 344. .636 








Vj 


GI Descrip. 


(AF121962) alliinase [Allium 


cepa] 








Seq. No. 


37394 


Seq. ID 


OJ990318_08.9C23. 


cm 


'lz 


Gene No. 


76722 


Strand 






il 


Start 


1 


End 


636 




£3 


Name 


OJ990318 08.9C23.Clll.ol.tm 


Method 


TBLASTX - Mai ze 






Start . 


2 


End 


546 






GI "" ' - 


■ none * . . ■• • - ' 


Score" 


- 113' ■ - - -v" 






Exons 


2.. 103, 3.. 104, 5.. 115, 100.. 


237, ■ 101. 


.241, 110.. 238, 30 


8. .463, 




• ■ " ' ■ - 


340.:'468, 436.'. 534, 461.. 535, 


"482. ."541 


, 4 "8 4. .546- 






Seq. No. 


37394 


Seq. I'D 


OJ990318_08-9C23. 


cm 




Gene No. 


76722 


Strand 








Start 


1 


End 


636 






Name 


OJ990318 08.9C23.Clll.ol.tw 


Method 


TBLASTX: Wheat 






Start 


2 


End 


192 






. .GI 


none 


Score 


128 






Exons 


2. .103, 3. .104, 5. .115, 7. .105, 101. .1 


84, 101. .184, 105. 


.191, 






106. .192 










Seq. No. 


37394 


Seq. ID 


OJ990318JD8.9C23. 


cm 




Gene No. 


76722 


Strand 







36931 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

G.L 

.Exons. 

GI Descrip. 



OJ990318_08.9C23.Clll.ol.gs 
30 

none 

30. .100, 127. .238, 344. .615 



End 

Method 

End 

Score 



636 

GENSCAN 

615 

.7 



37394 
76722 
1 

OJ990318_08. 9C23.Clll.ol.gp 

159 . 

97415JL.R1084 
159. .238, 344. .636 

1 166341 8.0e-37 (M98267) alliinase [Allium cepa] >gi_1044969 
(L48614) allinase [Allium cepa] 1 



Seq. ID OJ990318_08.9C23.C111 
Strand 

636 

AAT/GAP 
636 
656 



End 

Method 

End 

Score 



37395 
76723 
1 

OJ990318_08.9C23.C113.ol.gp 

1 . . 

-„72J7^1^.RJ.QL84_ w „.-..„.. ■ 

...I. .3.62.. _ , : - _ 

1 4204695 2.0e-38 (AF117062) putative inositol polyphosphate 

5-phosphatase At5Pl [Arabidopsis thaliana] ' 



Seq. ID OJ990318_08.9C23.C113 
Strand 

End 541 
Method AAT/GAP 
End 362 

Score. . ...687 _ ... ; 



Seq. No. 


37395 


Seq. ID 


OJ990318_08.9C23 


.CI 


Gene No. 


76723 


Strand 






Start 


1 


End 


541 




Name 


OJ990318 08.9C23.C113.ol.gs 


Method 


GENSCAN 




Start 


140 


End 


362 




GI 


none 


Score 


.62 




Exons 


140. .362 








Seq. No. 


37395 


Seq. ID 


OJ990318_08.9C23 


CI 


Gene No. 


76723 


Strand 






Start 


1 


End 


541 




Name 


OJ990318 08. 9C23.C113.ol.np ' 


Method 


AAT/NAP 




Start 


164 


End 


363 




GI 


6682606 


Score 


178 




Exons 


164 . .363 








GI Descrip. 


(AC016163) putative inositol 


polyphosphate phosphatase, 


5/ 




partial ' [Arabidopsrs 'thaiiana 









Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No: 
Gene No. 
Start 
Name 
Start 



37395 ' ' 

-76723;-. • - . . 

1 

OJ990318__08 . 9C23.C113.ol . ts 

185 

none 



Seq. ID OJ990318_08.9C23."CH3 

-Strand • - ' 

End " -541 

Method TBLASTX : Soybean 
End 374 
Score 56 



185. .361, 188. .289, 198. .374, 207. .362 



37395 
76723 
1 

OJ990318_08 . 9C23.C113.ol.tc 
191 



Seq. ID OJ990318_08:9C23.C113 

Strand 

End 541 

Method TBLASTX: Cress 

End 541 



36932 




GI 


none 


Score 


124 


Exons 


191. .361, 207. .362, 238. .372, 


428 . . 541 




Seq. No. 


37396 


Seq. ID 


OJ990318_08.9C23.C114 


Gene No. 


76724 


Strand 




Start 


27 


End 


354 


Name 


OJ990318 08 . 9C23 .CI 14 . ol . gs 


Method 


GENSCAN 


Start 


27 ~ 


End 


354 


GI 


none 


Score 


. 63 


Exons 


27 . . 354 






Seq. No. 


37397 


Seq. ID 


OJ990428_03.9C10.C1 


Gene No. 


76725 


Strand 




Start 


70 


End 


1009 


Name 


OJ9904 28 03 . 9C10 .CI .ol .gs 


Method 


GENSCAN . 


Start 


70 


End 


897 


GI 


none 


Score 


. 95 


Exons 


70 . .897 






Seq. No. 


37397 


Seq. ID 


OJ990428 03. 9C 10 .CI 


Gene No. 


76725 


Strand 




St art.... 




JEnd_ m 


1009 ■ ■ - ■ 


Name. _ 


.OJ 990 4 28 " 0.37.9.C 1 ~o7ci *. .ol .. rip. "77 


.Method- 


.AAT/NAP 


Start 


152 


End 


1009 


GI 


3449378 


Score 


351 


Exons 


152. .1009 






GI Descrip. 


(AF039681) plant resistance protein [Lycopersicon esculentum] 


Seq. No. 


37397 


Seq. ID 


OJ990428_03. 9C10.C1 


Gene No. 


76725 


Strand 




Start 


70 


End 


1009 


Name 


OJ990428 03. 9C10 . CI . ol . ts 


Method 


TBLASTX: Soybean 


Start 


361 


End 


927 


GI 


none 


Score 


63 


Exons 


361. .534, 574. .729, 715. .927, 


767. .868, 


799. . 903 


Seq. No. 


37397 


Seq. ID 


OJ990428_03.9_C10.C1 


Gene No. 


76725 


Strand 




Start 


70 


End 


1009 


Name 


OJ990428 03. 9C10 . CI . ol . tc 


Method 


TBLASTX: Cress 


Start 


367 


End 


936 


GI 


none 


Score . . 


4 6 - ..... . 


Exons 


: '3'67"; Spiv " 517 ./. 660, 67"9 ; '.' 810," 


.817. : 936' 




Seq. No. 


373 9 8^ ' • * ' ' ; • ' " 


Seq. ' ID ' 


OJ990428_03.'9Ci0'.C3 


Gene . No . ■ - • 


- 76726 ■ - ■ - - v • 


Strand - 




Start- 


- 1 


End 


760 . 


Name 


OJ990428 -03.9C10.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


760 


GI 


2507426 


Score 


130 


Exons 


1..265, 740. .760 






GI Descrip. 


ALANYL-TRNA SYNTHETASE, MITOCHONDRIAL PRECURSOR ( ALANINE- -TRNA 



LIGASE) (ALARS) gi | 1673365 | emb | CAA80380 | (Z22673) mitochondrial 
tRNA-Ala synthetase [Arabidopsis thaiiana] 



Seq. No. 37398 Seq. ID OJ990428_03 . 9C10 . C3 

Gene No. 76726 Strand 



36933 



Start 
Name 
Start 
GI 

Exons 



OJ990428_03.9C10.C3.ol.tc 
55 

none 

55. .204, 56. .205, 56. .205 



End 

Method 

End 

Score 



760 

TBLASTX: Cress 

205 

93 



Seq. No. 37398 Seq. ID 

Gene No. 76726 Strand 

Start 1 End 

Name OJ990428_03 . 9C10 . C3 . ol . tm Method 

Start 55 End 

GI none Score 

Exons 55.. 204, 56.. 202, 58.. 204 



OJ990428_03. 9C10.C3 
760 

TBLASTX: Maize 

204 

173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

„S.e.q.. No.. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



37398 
76726 
1 • 

OJ990428_03. 9C10 . C3 . ol . gs 
58 

none 
58. .201 



..313.9.9. ; _ _ 

76727 
454 

OJ990428_03. 9C10 . C8 . ol . gs 

454 

none 

454. .569 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.Se.q...„ JD_ 
Strand 
End 

Method 

End 

Score 



OJ990428_03. 9C10.C3 
760 

GENSCAN 

201 

.51 



.0. J 9 9.0 4 Z&J33. ._9.cm.~C8 
+ 

569 

GENSCAN 

569 

.83 



Seq. No. 37400 

Gene No. 76728 

Start 1 

Name OJ990428_03 . 9C10 . C9 . ol . np 

Start 1 

GI 2529685 

Exons 1 . . 598 

GI Descrip. (AC002535) putative dimethyladenosine transferase [Arabidopsis 
thaliana] 



Seq. ID OJ990428_03.9C10.C9 

Strand + 

End 601 

Method AAT/NAP 

End 5 98 

Score 505 



Seq. No. 


37400 




Seq. ID 


OJ990428 


_03. 9C10.C9 


Gene No. 


. 76728 




Strand 


4- -. 




Start, - '\ 


1 - • ' ' r ' 




Encf *' : 


"601 ; 




Name 


OJ990428 


03. 9C10.C9.ol.ts ' 


Method . 


TBLASTX : 


Soybean 


Start 


59 ' * 




"End 


310 - 


GI . - 


none— - - 




Score 


-335 




Exons 


59.. .310, 


70. .291, 93. .296" ' • 








Seq. No. 


37-4 00 




Seq. ID 


OJ990428 


_03. 9C10.C9 


Gene No. 


76728 




Strand 


+ 




Start 


1 




End 


601 




Name 


OJ990428 


03. 9C10.C9.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


210 




End 


601 




GI 


none 




Score 


164 




Exons 


210. .377, 


210. .365, 211. .366, 


212. . 409, 


450. .596, 466. .597 



467. .601 



36934 



Seq. No. 37401 Seq. ID 

Gene No. 76729 Strand 

Start 366 End 

Name OJ9904 28_03 . 9C10 .CIO . ol . gp Method 

Start 366 End 

GI LIB3431-027-P1-K1-D5 Score 

Exons 366.. 509 

GI Descrip. '2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb_Z27084). [Arabidopsis thaliana] 1 



OJ990428_03. 9C10.C10 
+ 

509 

AAT/GAP 
509 
235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37401 
76730 
547 

OJ990428 
547 
none 
547. .665 



03.9C10.C10.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428__03. 9C10.C10 
665 

GENSCAN 

665 

1 



Seq. No. 37402 
Gene No. 76731 
Start 11772 

Jfem§.__„- aJ9J.0J28_03_.3C10 . C12^o,3 . gs 

.Start,. ,117.72. 

GI none 

Exons 11772. .11787, 13031 .. 14784 , 

18521. .18646, 2 1088 .. 21123, 
22764 . .22959 



Seq. ID OJ990428_03.9C10.C12 
Strand + 
End 22959 

Met ho&_ GENSCAN / - : 

End 2 2.95.9 ; 

Score .42 
15900. .16043, 18237. .18510, 
22123. .22290, 2237 9.-22655, 



Seq. No. 37402 Seq. ID 

Gene No. 76732 Strand 

Start 271 End 

Name OJ990428_03 . 9C10 . C12 . ol . gs Method 

Start 271 End 

GI none Score 
Exons 



OJ990428_03.9C10.C12 

17217 
GENSCAN 
3043 
.44 



271. .877, 1564. .1609, 2908. .2974, 2979. .3043 



Seq. No. 


37402 


Seq. ID 


OJ990428_03.9C10. 


C12 


Gene No. 


76732 


Strand 






Start 


271 


. End 


17217 




Name 


OJ990428 03.9C10.C12.ol.np 


Method 


AAT/NAP 




Start 


1520 


End 


17217 




GI . .. 


. 4680183 


Score 


185 • : 




Exons" : V~ " 


" 1520. ?i"61lJ"22l>;;7228Yf 


94". : : i72ir ' 






GI Descrip. 


(AF111709). gag 7 poi protein 


[Oryza sativa subsp . . indica] 




Seq.. No.-,-- 


- 37 4 02.- - , 


' Seq. • ID 


■ OJ.99.0428_03.9C10.. 


CI 2- - - 


Gene "No. 


. 7.6732 


Strand 






Start 


271 


End 


17217 




Name 


OJ990428 03. 9C10 . C12 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


8212 


End 


.13324 




GI 


none 


Score 


188 




Exons 


8212. .8505, 8214. .8492, 8554. .8601, 12919 .. 1304 4 , 13060. 


. 13191, 




13111. .13215, 13264. .13311, 


13283. . 13324 




Seq. No. 


37402 


Seq. ID 


OJ990428_03. 9C10. 


C12 


Gene No. 


76733 


Strand 






Start 


18715 


End 


19137 





36935 




Name 


OJ990428 03.9C10.C12.ol.tm 


Method 


TBLASTX: 


Mai ze 




Start 


18715 


End 


19137 






GI 


none 


Score 


240 






Exons 


187 15. . 18 9 60, 187 35 . . 18 94 7, 


18952. .19011, 18987 


. . 19010, 






19021. .19137, 19026. .19136 










Seq. No. 


37402 - 


Seq. ID 


OJ990428 


_03.9C10 


.C12 


Gene No. 


76733 


Strand 








Start 


18715 


End 


19137 






Name 


OJ990428 03.9C10.C12.ol.tw ■ 


Method 


TBLASTX: 


Wheat 




Start 


18766 ~~ 


End 


19089 






GI 


none 


Score 


317 






Exons 


187 66. . 1908 9, 18774 . .1904 3 










Seq. No. 


37402 


Seq. ID 


OJ990428 


_03.9C10 


.C12 


Gene No. 


76734 


Strand 








Start 


19324 


End 


19701 






Name 


OJ990428 03 . 9C10 .CI 2 . o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


19324 ~ 


End 


19701 






GI 


none 


Score 


41 






Exons 


19324 .. 19371, 19387 .. 19701 , 


19387. .19533, 19620 


. .19685 




.Seq...„, No 


3 7".4,03 ~„„. '". ... " ~L.: .„I7Z7.-.™ m 


._S.e,q..; ID 


QJ33. 0.428 




Gene No. 


76735" " 


. Strand 








Start 


1407 


End 


1960 






Name 


OJ990428 03.9C10.C13.ol.np 


Method 


AAT/NAP 






Start 


1407 


End 


1960 






GI 


5091507 


Score 


90 






Exons 


1407. .1513, 1759. .1960 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


37403 


Seq. ID 


OJ990428 


_03.9C10 


.C13 


Gene No. 


76736 


Strand 








Start 


1982 


End 


2379 






Name 


OJ990428 03.9C10.C13.ol.tm,., 


Method 


TBLASTX: 


Maize 




Start 


1982 


End 


2379 






GI ' ' 


none 


Score 


90 






Exons 


1982. .2104, 1988. .2104, 1993 


..2106, 2034. .2105, 


2190. .2372, 




2193.. 2375, 2239.. 2379 










Seq. No. 


37404 


Seq. ID 


OJ990428 


_03. 9C10 


.C14 


Gene No. 


76737 


• Strand . 


■+ . 






Start;' : " : 


514 v " ' ". ' *"' ~" - 




: 8977; ; ~ ~ 






Name 


OJ990428 03. 9C10.C14 .o2. tm 


Method 


TBLASTX': 


Maize 




Start 


4S9' 


■"'.'End : " 


2625 






GI- . . - . 


'none - - - 


Score - 


39 • 






■Exons 


459.T494, 528:. 665, 529. .684, 2508. .2573, 2520, 


.2558, 






2552. .2590, 2552. .2581, 2587 


. .2625 








Seq. No. 


374'04 


Seq. ID 


OJ990428 


_03.9C10 


.C14 


Gene No. 


76737 


Strand 


+ 






Start 


514 


End 


8977 






Name 


OJ990428 03.9C10.C14.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


4 95 


End 


2558 






GI 


none 


Score 


227 






Exons 


495. .665, 508. .684, 1695. .1739, 2502. .2558 







36936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37404 
76737 
514 

OJ990428_03.9C10.C14.ol.np 
514 

4539327 - 



Seq. ID OJ990428_03.9C10.C14 

Strand + 

End 8977 

Method AAT/NAP 

End 8604 

Score 2761 



514. .666, 1695. .1739, 2514. .2633, 2715. .2822, 3645. .3752, 
3842. .4015, 4308. .4445, 4821. .4928, 5073. .5180, 5282. .5430, 
6536. .6689, 6922. .7082, 7163. .7389, 7472. .7700, 7788. .7871, 
7965. .8164, 8256. .8315, 8403. .8604 

(AL035679) putative proton pump [Arabidopsis thaliana] 



37404 
76737 
514 

OJ990428_03. 9C10 . C14 . ol . gs 
520 



none 
520. , 
3842, 
6536, 
7 965; 



Seq. ID 
Strand 
End 

Method 
End 
Score 

591, 658. .765, 1695. .1739, 2514. 
.4015, 4308. .4445, 4821. .4928, 5073 
.6689, 6922. .7082, 7163. .7369, 7517 
..JJjSJ. 4 0 3., ,_.;8 6 0 7_ _.. _ „. 



OJ990428_03.9C10.C14 
+ 

8977 
GENSCAN 
8607 
.85 

2633, 2715.. 2822, 

5180, 5282. .5430, 
7700, 7788. .7871,' 



Seq. No. 37404 Seq. ID 

Gene No. 76737 Strand 

Start 514 End 

Name OJ990428_03 . 9C10 . C14 . o5 . ts Method 

Start 534 End 

GI none Score 

Exons 534.. 665, 535.. 669 



OJ990428_03.9C10.C14 
+ 

8977 

TBLASTX: Soybean . 

669 

193 



Seq. No. 37404 
Gene No. 76737 
Start 514 

Name OJ990428_03 . 9C10 . C14 . o2 . tc 

Start 2769 
GI - none 

Exons 2769.. 2822, 3642.. 3752, 3644. 

4305. .4433, 4306. .4398, 4314. 
4821. .4931, 5027. .5176, 5059. 
5267. .5428, 5279. .5440, 5287. 
6906.. 7079, 6910.. 7080, 6917. 
". 7124 \ ;. 72827 '7 155 7298V '"7164". 



Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 



37404 

76737 - : * 

514 

OJ990428_03. 9C10 . C14 . o2 . ts 

3920 

none 

3920. .4015, 3922. .4014, 4305. 
4820. .4933, . 4821. .4931, 5072. 
5279. .5440, 5281. .5436 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3763, 3839 
.4448, 4316 
.5175, 5070 
.5436, 6537 
.7087, 6919 
.7*298 ' ' 



OJ990428_03.9C10.C14 
+ 

8977 

TBLASTX: Cress 
7298 
72 

.4015, 3841. .4014, 
.4447, 4820... 4921, 
.5183, 5072. .5188, 
. 6695, 6539. . 6682, 
.7089, 7118. .7297, 



Seq. ID 'OJ990'4 28_0'3'. 9C10';C14 

Strand - + - .. - - 

End 8977 

Method TBLASTX : Soybean 

End 5440 

Score 130 

.4445, 4314. .4448, 4316. .4447, 
.5176, 5073. .5183, 5085. .5180, 



Seq. No. 
Gene No. 
Start 



37404 
76737 
514 



Seq. ID OJ990428_03.9C10.C14 
Strand + 
End 8977 



36937 



5 b= 
3 

i : 



Name 


OJ990428 03 


. 9C10 


.C14 .o4 


. ts 


Method 


TBLASTX : So vbean 


Start 


6922 








End 


7096 


GI 


none 








Score 


211 


Exons 


6922. .7080, 


6938 


. .7096, 


6951 


. . 7076 




Seq. No. 


37404 








Seq. ID 


OJ990428 03.9C10.C14 


Gene No . 


76737 








Strand 


+ 


Start 


514 








End 


8977 


Name 


OJ990428 03 


. 9C10 


.C14 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6938 








End 


8606 


GI 


none 








Score 


119 


Exons 


6938. .7078, 


6939 


. .7079, 


.6940 


.7131, 6948. .7079, 7145. .7372, 




7152 . .7373, 


7164 


. .7370, 


7166 


.7372, 7510. .7698, 7515. .7700, 




7517. .7702, 


7518 


. .7703, 


7787 


.7864, 7787. .7870, 7812. .7871, 




7815. .7871, 


7959 


. .8015, 


7965 


.8015, 7966. .8025, 8016. .8162, 




8029 8076. 


8060 


8122, 


8091 


.8162, 8 


099. .8164, 8244. .8315, 




8254 . .8316, 


8255 


. .8317, 


8255 


.8317, 8 


404. .8583, 8406. .8588, 




8415. .8606, 


8417 


. .8605 








Seq. No. 


37404 








Seq. ID 


OJ990428_03.9C10.C14 


Gene No . 


76737 








Strand 


+ 


.Start„„, 


514 . - 








End 


8977 


Name ... 


„.O.J.9.90428.XI3, 


. 9CL0, 


..Cll.o.l 


-gp : .... 


Metho.cL 


„AAT/GAP../. 


Start 


7153 








End 


8977 


GI 


633 1.R1084 








Score 


2441 


Exons 


7153. .7369, 


7517 


.7700, 


7788. 


.7871, 7965. .8164, 8256. .8317, 




8404 . .8977 












GI Descrip. 


'4567273/gb|AAD23686.1|AC006841 14 1. 


0e-lll (AC006841) putative 




vacuolar proton ATPase subunit [Arabidopsis thaliana] ' 


Seq. No. 


37404 








Seq. ID 


OJ990428_03.9C10.C14 


Gene No. 


76737 








Strand 


+ 


Start 


514 








End 


8977 


Name 


OJ990428 03 


9C10 


C14 .o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


7163 








End 


7373 


GI 


none 








Score 


233 


Exons 


7163. .7348, 


7164 . 


.7367, 


7203. 


.7373 




Seq. No. 


37404 








Seq. ID 


OJ990428_03.9C10.C14 


Gene No. 


76737 








Strand 


+ 


Start 


514 








End 


8977 


Name 


OJ990428 03. 


9C10. 


C14 .ol 


tc 


Method 


' TBLASTX: Cress 


Start" : '/ r 


729'9 : ' \ - ; 








End" : ' 


• 8'4"66 " " • " "~ : *" 


GI ' 


.none 








Score 


105 " 


Exons 


7299. .7370, 


7304. 


.7351, 


7510. 


.7650, 7515. .7691, 75.18 i . 7703, ' " : 




7523. -.7702,. 


7787. 


.7867, 


7815. 


.7868, 7965. .8015, -8091. .8162, - 




8099. . 8164, . 


► 8253-. 


.8288, 


8254 . 


.8289, 8290-;. 8316, 8419,. 8466 


Seq. No'. 


37404 








Seq. ID 


OJ990428 03.9C10.C14 


Gene No. 


76737 








Strand 


+ 


Start 


514 








End 


8977 


Name 


OJ990428 03. 


9C10. 


C14 .ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7598 








End 


8602 


GI 


none 








Score 


151 ■ * 


Exons 


7598. .7702, 


7599. 


.7703, 


7787. 


.7891, 7815. .7868, 8005. .8082, 




8034. .8162, 


8091. 


.8162, 


8099. 


.8164, 8253. .8318, 8254. .8316, 




8403. .8564, 


8403. 


.8573, 


8404 . 


.8583, 8468.. 8602 



36938 



Seq. No. 


37404 






Seq. ID 


OJ990428 


_03. 9C10.C14 


Gene No. 


76737 






Strand 


+ 




Start 


514 






End 


8977 




Name 


OJ990428 03.9C10 


.C14 .o4 


. tc 


Method 


TBLASTX : 


Cress 


Start 


8467 






End 


8588 




GI 


none 






Score 


188 




Exons 


8467. .8580, 8469 


. .8588, 


8475. 


.8588 






Seq. No. 


37405 






Seq. ID 


OJ990428 


_03. 9C10.C15 


Gene No. 


76738 






Strand 






Start 


23 






End 


214 




Name 


OJ990428 03.9C10 


.CIS.ol 


.gs 


Method 


GENSCAN 




Start 


23 






End 


214 




GI 


none 






Score 


.78 




Exons 


23. .214 












Seq. No. 


37406 






Seq. ID 


OJ990428 


_03.'9C10.C16 


Gene No. 


76739 






Strand 






Start 


.1165 






End 


5608 




Name 


OJ990428 03.9C10 


C16.o2 


. gs. 


Method 


GENSCAN 




JS.fc3.r±_; 


_U£5„ 






End 


J52J1 „ • 




Jn 


...:..rione.„ .Jj.L l„o.. 






..Score 






Exons 


1165. .1301, 1338 


'.14737 


■17677 


.1835,. 2547. .2720, 


34 69. .3651," 




3773. .3862, 4091 


.4256, 


4279. 


.4454, 4557. .4699, 


4779. .4854, 




4934. .5005, 5098 


.'5241 










Seq. No. 


37406 






Seq. ID 


OJ990428 


_03.9C10.C16 


Gene No. 


76739 






Strand 






Start 


1165 






End 


5608 




Name 


OJ990428 03.9C10 


C16.ol 


,gp 


Method 


AAT/GAP 




Start 


2162 






End 


3870 




GI 


5471 1.R1084 






Score 


1340 




Exons 


2162. .2441, 2547. 


.2720, 


3469. 


.3651, 3773. .3870 




GI Descrip. 


'5734779/gb|AAD50044.1|AC007980 9 9.0e 


-40 (AC007980) 78688 




[Arabidopsis thaliana] 1 










Seq. No. 


37406 






Seq. ID 


OJ990428 


_03.9C10.C16 


Gene No. 


76739 






Strand 






Start 


1165 






End 


5608 




Name 


OJ990428 03.9C10. 


C16.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start . 


2362 






End 


3552 






~ 'none - * : 






Score " ' 


'65" 




Exons 


. 2362. ".2442, "2364. 


.2444, 


2377. 


.2442, 2538.. 2717," 


"' 2542. ."2721,". 




2546. .2722, 2596. 


.2718, 


3467. 


.'3547, 3469. .3552," 


3470.. 354*4 


Seq. No. 


37406 . 






Seq. ID 


OJ990428 


_03, 9C10..C16 


Gene No. 


76739 






Strand 






Start 


1165 






End 


5608 




Name 


OJ990428 03.9C10. 


C16.ol 


. np 


Method 


AAT/NAP 




Start 


2373 






End 


5608 




GI 


5734779 






Score 


1118 




Exons 


2373. .2441, 2547. 


.2720, 


3469. 


.3651, 3773. .3862, 


4091. .4278, 




4346. .4454, 4557. 


.4699, 


4 7.7 9. 


.4854, 4934. .5005, 


5098. .5244, 




5576. .5608 












GI Descrip. 


(AC007980) 78688 


[Arabidopsis 


thaliana 


1 





36939 



Seq. No. 37406 
Gene No. 76739 
Start 1165 

Name OJ990428_03 . 9C10 . CI 6 . ol . ts 

Start 2376 
GI none 
Exons 237 6. 

3470. 

4333. 



,2444, 2638. .2718, 2652. 
.3646, 3773. .3865, 4091. 
.4452, 4342. .4452, 4344. 



Seq. ID OJ990428_03.9C10.C16 
Strand 

End 5608 

Method TBLASTX : Soybean 

End 4846 

Score 61 

.2717, 3467. .3568, 3469. .3651, 
.4309, 4095. .4346, 4167. .4310, 
.4454, 4554. .4709, 4555. .4701, 



4775. .4846, 4777. .4845 



Seq. No. 37406 

Gene No. 76739 

Start 1165 

Name OJ990428_03 . 9C10 . C16 . o2 . tc 

Start 2376 

GI none 

Exons 2376.-2444, 2652.. 2717, 2653. 

3469. .3651, 3773.. 3859, 4065. 



Seq. ID OJ990428_03.9C10.C16 
Strand 

End 5608 

Method TBLASTX : Cress 

End 4310 

Score 67 

.2712, 3464. .3649, 3469. .3657, 
,4310, 4079. .4309 



Seq. No. 

. G ,e ine_N p_, 
..Start 

Name 

Start 

GI 

Exons 



37406 
J 67 3.9 , 

. i.i65..„.. ..... 

OJ990428_0.3.9C10.C16.ol.tw 
2577 
none 



Seq- ID OJ990428_03.9C10.C16 

^fcrand, 

..End. .5608 „„ . 

Method TBLASTX : Wheat 
End 3845 
Score 79 

2577. .2723, 2592. .2717, 2596. .2730, 3472. .3651, 3473. .3670, 
3479. .3670, 3771. .3845, 3773. .3838 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37406 
76739 
1165 

OJ990428_03.9C10.C16.ol.tm 
3559 



none 

3559. 

3791. 

4219. 

4554. 

4931. 



.3651, 3560. 

.3883, 404'2. 

.4320, 4340. 

.4709, 4557. 

.5020, 4934. 



.3670, 
.4131, 
.4453, 
.4697, 
,5005, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3561. .3653, 
4088. .4279, 
4342. .4455, 
4558. .470i, 
5095. .5244, 



OJ990428_03.9C10.C16 
5608 

TBLASTX: Maize 
5244 
119 

3771. .3860, 3773. .3859, 
4091,. 4309, 4092. .4310, 
4344.. 4454, 4547. .4696, 
4777. .4860, 4778. .4855, 
5096.. 5242, 5098.. 5244 



Seq. No. 37406 _ 

Gene No." "-7 6-7 39 

Start 1165' ' \ ' ' 

Name ' OJ990428_03 . 9C10 . C16 . 61 . tc 

-Start - - - 4431 - ... . : . . : .- 

GI none " » 

Exons 4431. .4454, 4554 4709,- 4555 . 

4934. .5005, 4938. .5012, 5095. 



Seq. ID 

"Strand " 
End 

Method 
-End- 
Score 
.4701, 4775 
.5244, 5096 



OJ990428 03.9C10.C16 



5608 

TBLASTX: Cress 
524 5 - '■ 
141 

4855, 4777. 



4860, 



.5245, 5096. .5245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37406 
7 67 39 
1165 

OJ990428_03. 9C10.C16.o2. ts 

4934 

none 



Seq. ID OJ990428_03.9C10.C16 
Strand 
End 

Method 
End 
Score 



5608 

TBLASTX : Soybean 

5245 

71 



4934. .5005, 4938. .5006, 5095. .5127, 5105. .5245, 5143. .5244 



36940 



Seq. No. 


37407 


Seq. ID 


OJ990428_03. 


9C10.C17 


Gene No. 


76740 


Strand 






Start 


■ 1 


End 


1051 




Name 


OJ990428 03.9C10.C17.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


1051 




GI 


1673366 


Score 


68 




Exons 


1..46, 169. .257, 867. .1051 








GI Descrip. 


(Z22673) cytosolic tRNA-Ala 


synthetase 


[Arabidopsis 


thaliana ] 


Seq. No. 


37407 


Seq. ID 


OJ990428JD3. 


9C10.C17 


Gene No. 


76740 


Strand 






Start 


1 


End 


1051 




Name 


OJ990428 03. 9C10 . C17 . ol . gp 


Method 


AAT/GAP 




Start 


155 


End 


903 




GI 


LIB34 34-062-P1-K1-E9 


Score 


202 




Exons 


155. .257, 867. .903 









GI Descrip. ' 421855/pir | | S32 67 1 3.0e-14 alanine — tRNA ligase (EC 6.1.1.7) 
Arabidopsis thaliana (fragment) ' 



Seq. No. 37407 . Seq. ID 

..iJe_ne,. Np,._ ,76740, , . , ,y StrajidL - 1 

.Start „ 1,_ „ ,„..... ....... -1 _End_ 1.051.^. . 

Name OJ9904 28_03 . 9C10 . Cl-7 . ol . gs Method GENSCAN 

Start 159 • ■ End 962 

GI none Score .97 

Exons 159.. 257, 867.. 962 



OJ990428 03.9C10.C17 



Seq. No. 37408 

Gene No. 76741 

Start 679 

Name OJ990428_03 . 9C10 . C18 . ol . gs 

Start 679 

GI none 

Exons 679.. 1617 



Seq. ID OJ990428_03.9C10.C18 

Strand + 

End 1617 

Method GENSCAN 

End 1617 

Score .61 



Seq. Nc-., 
Gene No. 
Start 
Name 
Start 

GI . . 

Exbns~ 

GI Descrip. 



37408 
76741 
679 

OJ990428_03. 9C10 . C18 . ol . np 



Seq. ID OJ990428__03. 9C10.C1* 

Strand +'■ 

End 1617 

Method AAT/NAP 

End 1614 

Score 1232 . 



745 

5042448 

745".'. 1614 : ' : " -~ v. v.. . -.. 

(AC007789J putative "ORFO protein of RIRE8B gypsy-type 
• retrotransposon * [Oryza sativa] ' ; ' 



Seq. No. 37408 . Seq. ID. 

Gene No. 76742 Strand 

Start 1869 End 

Name OJ990428_03 . 9C10 . C18 . o2 . gs Method 

Start 1869 End 

GI none Score 

Exons 1869.. 6185 



OJ990428_03. 9C10.C1* 
+ 

6247 
GENSCAN 
6185 
.54 



Seq. No. 
Gene No. 
Start 



37408 
76742 
1869 



Seq. ID OJ990428_03.9C10.C18 
Strand + 
End 624 7 



36941 




Name 


OJ990428 03 


.9C10 


.C18.o2 


.np 


Method 


AAT/NAP 




Start 


1869 








End 


6247 




GI 


4680179 








Score 


7532 




Exons 


1869. .6247 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


37408 








Seq. ID 


OJ990428JD3.9C10 


.C18 


Gene No. 


76742 








Strand 


+ 




Start 


1869 








End 


6247 




Name 


OJ990428 03 


. 9C10 


.CI8.06 


. tw 


Method 


TBLASTX: Wheat 




Start 


2136 








End 


2495 




GI 


none 








Score 


308 




Exons 


2136. .2495, 


2162 


. . 2236, 


2261. 


.2494 






Seq. No. 


37408 








Seq. ID 


OJ990428_03.9C10 


.C18 


Gene No . 


7 67 4 2. • 








Strand 


+ 




Start 


1869 ' 








End 


6247 




Name 


OJ990428 03 


. 9C10 


.C18 .06 


. tm 


Method 


TBLASTX: Maize 




Start 


2376 








End 


2672 




GI 


none 








Score 


210 




Exons 


2376. .2672, 


2393 


. .2563 










.Seq.. .N.O.... ... 


374,08:^;.;^ 




— - — 


, — 


r Seq;„.ID, 


. , ...q j.aao:4.2&„Q 3 ..ac uo 1 8 


Gene No. 


76742 








Strand 


+ 




Start 


1869 








End 


6247 




Name 


OJ990428 03 


. 9C10 


C18 .o7 


. tm 


Method 


TBLASTX: Maize 




Start 


3012 








End 


3332 




GI 


none 








Score 


189 




Exons 


3012. .3332, 


3065 


. 3157 










Seq. No. 


37408 








Seq. ID 


OJ990428_03. 9C10 


.C18 


Gene No. 


76742 








Strand 


+ 




Start 


1869 








End 


6247 




Name 


OJ990428 03 


. 9C10 


C18.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


3015 








End 


3437 




GI 


none 








Score 


152 




Exons 


' 3015. .3224/ 


3065 


.3163, 


3246. 


3437, 3275. .3433 




Seq. No. 


37408 








Seq. ID 


OJ990428_03. 9C10 


-C18 


Gene No. 


76742 








Strand 


+ 




Start 


1869 








End 


6247 




Name 


OJ990428 03 


. 9C10 . 


C18.o4 


tw 


Method 


TBLASTX: Wheat 




Start ' " • 


*' 35.94- '■■■"* 








End/' ' ' 


407 6- *' ' 




GI 


none 








Score' 


. 550 




Exons 


3594 .".4076, 


3698. 


.4033,' 


3720. 


"4067 






Seq. No. 


37408 








Seq. ID 


OJ990428 03.9C10 


.C18 


Gene No. 


76742 








Strand 


+ " *>* 




Start 


1869 








End 


6247 




Name 


OJ990428 03 


. 9C10. 


C18 .o5 


tm 


Method 


TBLASTX: Maize 




Start 


3606 








End 


3895 




GI 


none 








Score 


322 




Exons 


3606. .3893, 


3704 . 


.3895 










Seq. No. 


37408 








Seq. ID 


OJ990428_03. 9C10 


.C18 


Gene No. 


76742 








Strand 


+ 




Start 


1869 








End 


6247 





36942 




Name 


OJ990428 03 


. 9C10 


.C18.o4 


. ts 


Method 


TBLASTX : Sovbean 


Start 


■ 3630 








End 


3944 


GI 


none 








Score 


183 


Exons 


3630. .3944, 


3746 


. . 3943 








Seq. No. 


37408 








Seq. ID 


OJ990428 03.9C10.C18 


Gene No. 


76742 








Strand 


+ 


Start 


1869 








End 


6247 


Name 


OJ990428 03 


. 9C10 


.C18.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3963 








End 


4463 


GI 


none 








Score 


161 


Exons 


3963 . .4142, 


3971 


. .4096, 


4128 


..4463, 4214. .4345, 4215. .4418, 




4370. .4420 












Seq. No. 


37408 








Seq. ID 


OJ990428 03.9C10.C18 


UCilC IN \J • 










Strand 


+ 


Start 


1869 








End 


6247 


Name 


OJ990428 03 


. 9C10 


.C18.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4017 ~ 








End 


4412 


GI 


none 








Score 


57 


Exons 


4017 . . 4049, 


4017 


. . 4061, 


4053 


..4412, 4053. .4133, 4148. .4411 


_Seq".:-No... _ . 


3.7.4" Q8"..„_: 


: 


. , l_: „„ 







,.q.j.9.9.q.4:2,8_o^ .3£.m v ci a. 


Gene No . 


76742 








Strand 


'+ 


Start 


1869 








End 


6247 


Name 


OJ990428 03 


. 9C10 


.C18 . o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


4125 ~~ 








End 


4427 


GI 


none 








Score 


402 


Exons 


4125 . . 4427, 


4126 


. . 4227, 


4145 


. .4426 




Seq. No. 


37408 








Seq. ID 


OJ990428_03.9C10.C18 


Gene No. 


76742 








Strand 


+ 


Start 


1869 








End 


6247 


Name 


OJ990428 03 


. 9C10 


.C18.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


4428 








End 


4937 


GI 


none 








Score 


628 


Exons 


4428 . .4937, 


4460 


. .4771, 


4506 


..4853, 4814. .4936 


Seq. No. 


37408 








Seq. ID 


OJ990428_03.9C10.C18 


Gene No. 


76742 








Strand 


+ 


Start 


18-69 








End 


6247 


Name 


OJ990428 . 03 


. 9C10 


C18 . o3 


ts. 


Method 


TBLASTX: Soybean-. 


Start '"' 


' .4 4 34 " 








End 


4 679 " : " •"■ ' 


GI 


none " 








' Scoi;e 


202 ' 


Exons 


4434. .4679 












Seq. No., ' 


, 374 08 j 








Seq. ID 


OJ990428_03.9C10.C18. 


Gene No. 


76742 








Strand 


+ 


Start 


1869 








End 


6247 


Name 


OJ990428 03 


9C10. 


C18 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


4500 ~ 








End 


4865 


GI 


none 








Score 


488 


Exons 


4500. .4853, 


4502. 


.4768, 


4554 


.4865 




Seq. No. 


37408 








Seq. ID 


OJ990428_03.9C10.C18 


Gene No. 


76742 








Strand 




Start 


1869 








End 


6247 



36943 




Name 


OJ990428 03 


. 9C10 


.C18.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


4941 








End 


5420 






GI 


none 








Score 


588 






Exons 


4941. .5420, 


4974 


. .5387, 


5012. 


.5419 








Seq. No. 


37408 








Seq. ID 


OJ99042S 


_03.9C10 


C18 


Gene No. 


76742 








Strand 


+ 






Start 


1869 








End 


6247 






Name 


OJ990428 03 


. 9C10 


.C18.ol 


tc 


Method 


TBLASTX: 


Cress 




Start 


5127 








End 


5444 






GI 


none 








Score 


89 






Exons 


5127. .5300, 


5301 


. . 5444, 


5303. 


.5443 








Seq. No. 


37408 








Seq. ID 


OJ990428 


_03.9C10. 


C18 


Gene No. 


76742 








Strand 


+ 






Start 


1869 








End 


6247 






Name 


OJ990428 03 


.9C10 


.C18.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5208 








End 


5468 




GI 


none 








Score 


299 






Exons 


5208. .5468, 


5213 


. .5467, 


5277. 


. 5468 








.JS„e„q_._„N<2.._ 


37408 




• ■ 




Seq.. ID 


OJ9 9£i4 25 


03.9C10. 


C18 


._Ge.ne_,No ..... 






• — - <■ 




, JS.tr an.cL 


-.+.,- ." '■ _ 




■ — — 


Start 


1869 








End 


6247 






Name 


OJ990428 03 


9C10 


.C18 .o4 . 


.am*-*- 
tm 


Method 


TBLASTX: 


Mai ze 




Start 


5267 








End 


5558 






GI 


none 








Score 


386 






Exons 


5267. .5554, 


5268 


.5558 












Seq. No. 


37408 








Seq. ID 


OJ990428 


_03.9C10. 


C18 


Gene No. 


76742 








Strand 


+ 






Start 


1869 








End 


6247 






Name 


OJ990428 03. 


9C10 


C18 .ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5427 








End 


6053 






GI 


none 








Score 


728 






Exons 


5427. .6053, 


5429 


.6052 












Seq. No.. 


37408 








Seq. ID 


OJ990428 


_03.9C10. 


C.18 


Gene No. 


76742 








Strand 


+ 






Start 


1869 








End 


6247 






Name 


OJ990428 03. 


9C10. 


C18 .ol. 


tm 


Method 


TBLASTX: 


Mai ze 




Start . 


5607. 


.. . - 






End 


6206 ; 






' GI' ' v ■' * • 


' none * 








Score " " 


'226 






Exons 


5607; .5768, 


5615. 


. 5761, 


'5766. 


.6206, 5768. .6193 


■ ■ 




Seq. No. 


37408- 








Seq. ID- 


OJ990428 


_03-.9C10... 


C18 


Gene No. 


7 6742 






* 


Strand 


+ . 






Start 


1869 








End 


6247 






Name 


OJ990428 03. 


9C10. 


C18 .08. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


6053 








End 


6247 






GI 


none 








Score 


215 






Exons 


6053. .6247, 


6054 . 


.6242 












Seq. No. 


'37409 








Seq. ID 


OJ990428 


_03.9C10. 


C19 


Gene No. 


76743 








Strand 


+ 






Start 


161 








End 


238 






Name 


OJ990428 03. 


9C10. 


C19.ol. 


gp 


Method 


AAT/GAP 







36944 



Start 161 End 238 

GI LIB3477-003-P1-K1-E9 Score 134 

Exons 161. .238 

GI Descrip. 1 24 98586/sp I Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 







37410 




Seq. ID 


OJ990428_ 


03.9C10 


P9 1 




Gene No . 


n an a a 




Strand 










Start 


1 




End 


311 








Name 


OJ990428 03.9C10.C21 


. ol . np 


Method 


AAT/NAP 








Start 


1 




End 


311 








C1J 
\J± 


4 fifiOl 7Q 




Score 


491 








LAUllo 


1 ^11 
X . . Jll 














T P)OQr" , r""i o 
\j X UcouL • 


( AF1 1 1 70Q1 r^n 1 wnrrj-t- 

^rt.E XXX / U _7 J pUiypi U Lc 


in [Oryza sativa 


subsp. indica] 








^7410 




Seq. ID 


OJ990428_ 


_03.9C10 


CO 1 




Gene No. 


76744 




bcranu 










Start 


1 




End 


311 










O.TQQf)49fi 0^ Qfl fi P91 


.ol.gs 


Method 


GENSCAN 








cf art- 


91 _ 




End 


311 










none 


■ - • 


Score-. 


>88 . .. 








C 1 vAn c 


91 ^ii 

. .,/: i 1......jI1„ ..j, .. . „s~ 


: 


.''Li L-'J.~~ ... 










Con 


"37411 

O / 1 X X 




Seq. ID 


OJ990428_ 


_03.9C10 


PO A 
. ft 


E_ | ; 


Gene No. 


76745 




St rand 








: =? 


Start 


402 




End 


456 






~ ~ 


Name 


0,7990498 03 9P1 D P94 


. ol . gs 


Method 


GENSCAN 








Start 


402 ~~ 




End 


456 








OX 


none 




Score 


.82 






i y 


Hi AUi 1 O 


409 4 Sfi 












= 


O ci M • ln u . 


37419 




Seq. ID 


OJ990428_ 


03.9C10 


P9 £s 




Gene No. 


76746 




Strand 










Start 


45 




End 


568 








IN dillC 


n,TQQ049R 03 QP1 0 P96 


. ol . gs 


Method 


GENSCAN 








Cf ^-f 


4 c= _ 




End 


568 










none 




Score 


.76 






[j 




*i —J • . J u o 
















3741 3 




Seq. ID 


OJ990428_ 


03.9C10 


r30 




CoTi d Kin 


76747 




. Strand 










Start r : 


63 ■ -'■ • ....... 




• - End "/ ; ■ 


■ ri? 








Name 


OJ990428 03. 9C10.C30 


. ol . gs 


Method 


GENSCAN 








''Start ' 


63 ' 




End 


119' 








• GI 


none - - • ' 




Score 


■ .67 - 








Exons * . 


63. .119 














Seq. No. 


37414 




Seq. ID 


OJ990428_ 


03.9C10 


C31 




Gene No. 


76748 




Strand 


+ 








Start 


13195 




End 


17466 








Name 


OJ990428 03.9C10.C31 


. o3 . gs 


Method 


GENSCAN 








Start 


13195 




End 


17466 








GI 


none 




Score 


. 6 








Exons 


13195. .13281, 13477. 


.13503, 


13567. . 13656, 14043. 


.14135, 








14721. .14896, 15040. 


. 15672, 


15771. . 15938, 17271. 


.17466 





36945 



Seq. No. 37414 Seq. ID 

Gene No. 76749 Strand 

Start 18289 End 

Name OJ990428_03 . 9C10 . C31 . o4 . gs Method 

Start 18289 End 

GI none Score 

Exons 18289. .18411, 18454. .18843 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name ' y 

.SJtart.J...*. 95,3 ~ 

GI none 
Exons 953 . . 



37414 
76750 
1 

OJ990428_03. 9C10.C31.ol .np 

1 

3645898 

1..190, 1384. .1431 
(U68408) in-frame stop codon; 
mutation [Zea mays] 

37414 
76750 
1 

OJ990428 03.9C 10 .C31 .ol . gp, ,, , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_03.9C10.C31 
+ 

18843 
GENSCAN 
18843 
.45 



OJ990428_03.9C10.C31 

1431 
AAT/NAP 
1431 
113 



possibly a post-transposition 



Seq. ID 

Strand 

End 

J^ejfehpol 

End. , 

Score 



OJ990428_03.9C10.C31 
1431 

AAT/ GAP 

. 13 8.0. ..t „:.;™, _ 

676 



1380 



Seq. No. 37414 
Gene No. 76751 
Start 1432 

Name OJ990428_03 . 9C10 . C31 . o2 . gs 

Start 1432 
GI none 

Exons 1432.. 1568, 2009.. 2181, 2292 

8695.. 9333, 10692 .. 1077 9, 10879 
12016. .12062 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990428 03.9C10.C31 



12855 
GENSCAN 
12062 
.54 

2522, 2919. .3053, 8419. .8586, 
10987, 11504. .11696, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI - 

Exons " 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37414 Seq. ID 

76751 ' Strand 

1432 End 

OJ990428_03 . 9C10 . C31 . o2 . gp Method 

1728 End 

LIB3475-008-P1-K1-D3 . Score . 

1728. .2057" " : ' ■ ' \' : ■ . 
' 1420932 /gb | U61383 IORU61383 
4-coumarate-CoA' ligase gene, 

37414- Seq. ID 

76751 Strand 

1432 End 

OJ990428_03. 9C10 . C31 . o3 . gp Method 

2101 End 

2310440 Score 
2101. .2346 



OJ990428_03.9C10.C31 

12855 
AAT/GAP 
2057 
625 



7.0e-21 Oryza " ruf ipogon 
intron .1/ partial sequence' 



OJ990428_03.9C10.C31 

12855 
AAT/GAP 
2346 
427 



Seq. No. 
Gene No. 
Start 



37414 
76751 
1432 



Seq. ID 

Strand 

End 



OJ990428 03.9C10.C31 



12855 



36946 




Name OJ990428_03 . 9C10 . C31 . o2 . np Method AAT/NAP 

Start 7874 End 12855 

GI 4581110 Score 119 

Exons 7874.. 8144, 12800.. 12855 

GI Descrip. (AC005825) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


37414 




Seq. ID 


OJ990428_03.9C10.C31 


UCl It; ViKJ . 






Strand 




Start 


19452 




End 


20612 


Name 


OJ990428 03. 9C10.C31.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1210 




End 


1540 


GI 


none 




Score 


124 


Exons 


1210. .1317, 12 12. . 1319, 


1213. 


.1317, 1315. .1512, 1334. .1489, 




1334.. 1540, 1440.. 1511 








Seq. No. 


37414 




Seq. ID 


OJ990428_03.9C10.C31 


Gene No. 


76752 




Strand 




Start 


19452 




End 


20612 


Name 


OJ990428 03.9C10.C31.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7865 




' End 


8076 


GI 


none . - . 




Score^ - 


43 


Exons 


. ..78 6„5 ... 7 9 8.1, . 18 9.3 .....19 8 2., . 


'.198.F 


...8 0.71 7.9 8 J... . 807 6„ ... 


Seq. No. 


37414 




Seq. ID 


OJ990428_03.9C10.C31 


Gene No. 


76752 




Strand 


- 


Start 


19452 




End 


20612 


Name 


OJ990428 03.9C10.C31.o5 


.gs 


Method 


GEN SCAN 


Start 


19452 




End 


20612 


GI 


none 




Score 


.74 


Exons 


19452. .19550, 20562.. 20612 






Seq. No. 


37415 




Seq. ID 


OJ990428_03.9C10.C32 


Gene No. 


76753 




Strand 


+ 


Start 


139 




End 


936 


Name 


OJ990428 03.9C10.C32.ol, 


.gs 


Method 


GENSCAN 


Start 


139 




End 


936 


GI 


none 




Score 


.8 


Exons 


. 139. .254, 538. .681, 687, 


. . 936 






Seq. No. 


37416 




Seq. ID 


OJ990428__03.9C10.C33 


Gene No . 


76754 ■ 




Strand 




Start ' ~ * ' 


i " " ' '• • " ' ' * 




: End'; 


•522 ' " ' ; 


Name 


OJ990428' 03. 9C10.C33.ol, 


;np ■ 


Method 


AAT/NAP 


Start '' ' 


*• 1 ' ' 




End' 


522 " • 


GI 


3645898 ' ...... 




--Score -• : 


2 5 6 - • 


Exons 


..1..522 








GI Descrip. 


(U68408) in-frame stop codon; 


possibly 


a post-transposition 




mutation [Zea mays] 








Seq. No. 


37416 




Seq. ID 


OJ990428_03.9C10.C33 


Gene No. 


76754 




Strand 




Start 


1 




End 


522 


Name 


OJ990428 03. 9C10.C33.ol, 


.gs 


Method 


GENSCAN 


Start 


89 


End 


428 


GI 


none 




Score 


.68 



Exons 89. .428 



36947 



Seq. No. 37416 Seq. ID 

Gene No. 76754 Strand 

Start 1 End 

Name OJ990428_03 . 9C10 . C33 . ol . tm Method 

Start 210 End 

GI none ■ Score 

Exons 210.. 521, 351.. 521 



OJ990428_03.9C10.C33 
522 

TBLASTX: Maize 

521 

78 



Seq. No. 37417 
Gene No. 76755 
Start 1 

Name OJ990428_03 . 9C10 . C35 . ol .np 

Start 1 

GI 6721559 

Exons 1 . . 202 

GI Descrip. (AP001073) hypothetical 
gi | 6815084 |dbj IBAA90370 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990428_ 
+ 

202 

AAT/NAP 

202 

124 



03. 9C10.C35 



protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



Seq. No. 
.Gene _No , 
Start... 
Name 
Start 
GI 

Exons 



37417 
76756 



....41 



OJ990428_03. 9C10 . C35 . ol . gs 
41 

none 
41. .158 



Seq. ID 

jSt.ra.nd 



;.„.End. . 

Method 

End 

Score 



OJ990428 03.9C1.0.C35 



1.5.8 ... 

GENSCAN 

158 

.52 



Seq. No. 37418 

Gene No. 76757 

Start 623 

Name OJ990428_03 . 9C10 . C36 . ol . gs 

Start 623 

GI none 

Exons 623. .689 



Seq. ID OJ990428_03.9C10.C36 

Strand + 

End 68 9 

Method GENSCAN 

End 68 9 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37419 
76758 
1 

OJ9904 28_03. 9C10.C37 .ol.np 

1 

5042463 . . 



Seq. ID OJ990428_03.9C10.C37 

Strand + 

End 2107 

Method AAT/NAP 

End 2107 

Score 124 



1.-.64-, 404-.-.551; " 1445 . '. 1 624, : 1677 ;. 1779, '"20497.2107 
(AC007789) unknown -protein JOryza sativa] 



-37419 • ~, - . 

76759 • . . 

7131 

OJ9904 28_03. 9C10.C37 .o3.gs 

7131 

none 



Seq. ID OJ990428 03 . 9C10.. C37 - 



Strand 
End 

Method 

End 

Score 



.+ 

9801-.. 
GENSCAN 
9801 
.58 



7131. .7262, 8042. .8083, 8883. .9007, 9369. .9560,. 9609. .9801 



Seq. No. . 37419 Seq. ID 

Gene No. 76760 Strand 

Start 5097 End 

Name OJ990428_03 . 9C10 . C37 . o2 . gp Method 



OJ990428_03.9C10.C37 

5275 
AAT/GAP 



36948 



Start 


5097 




End 


5275 


GI 


LIB3433-038 


-Pl-Kl-Dl 


Score 


330 


Exons 


5097. .5275 








GI Descrip. 


'2529685 2. 


Oe-17 (AC002535) 


putative 


dimethyladenosine 




transferase 


[Arabidopsis thaliana] * 




Seq. No. 


37419 




Seq. ID 


OJ990428_03.9C10.C37 


Gene No. 


76761 




Strand 




Start 


5345 




End 


10506 


Name 


OJ990428 03 


. 9C10.C37.o3. tm 


Method 


TBLASTX: Maize 


Start 


2023 




End 


2358 


GI 


none 




Score 


89 


Exons 


2023. .2103, 


2131.. 2187, 2230 


. .2358 




Seq. No. 


37419 




Seq. ID 


OJ990428_03.9C10.C37 


Gpne No . 


76761 




Strand 




Start 


5345 




End 


10506 


Name 


OJ990428 03 


.9C10.C37.o2.tm 


Method 


TBLASTX: Maize 


Start 


5342 




End " 


5733 


GI 


none 




Score 


199 


Exons 


5342. .5476, 


'5343. .5522, 5346 


..5477, 5347. .5493, 5534. .5731/ 




-5566. .5733, 


5577.. 5732, 5578 


. .5733 ■ 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37 419 
76761 
5345 

OJ990428JD3. 9C10 . C37 . o2 . np 
5345 
2529685 
5345. .6097, 10101. .10439 

(AC002535) putative dimethyladenosine transferase [Arabidopsis 
thaliana] 



Seq. ID OJ990428_03.9C10.C37 
Strand 

End 10506 

Method AAT/NAP 

End 10439 

Score 1111 



Seq. No. 37419 Seq. ID OJ990428_03.9C10.C37 

Gene No. 7 67 61 Strand 

Start 5345 End 10506 

Name OJ990428_03 . 9C10 . C37 . ol 4 ts Method TBLASTX : Soybean 

Start 5633 End 6089 

GI none : Score 115 

Exons 5633. .6088, 5646. .6089, 5647. .5850, 5652. .6089 



Seq. No. 37419 

Gene; No;' : • : 767 6i ; -- "• >• : ' : "~ - 

Start ' ' 534 5 ' • "• 

Name OJ990428_03 . 9C10 . C37 .ol ;tm 

-Start • 5-91-5- - -• '• • ' • 

GI none, 
Exons 



Seq. ID OJ990428_03.9C10.C37 

"Strand' ■■"'■■■*'-"■*•"■'•'■ " 

End 10506 

Method TBLASTX : Maize 

End . . 10458 - . . - 

Score 285 



5915.. 6097, 5916. .6104, 5916. .6098, 10098 .. 10361 , 10099 .. 10164 , 
10101. .10346, 10234. .10347, 10407 .. 10457 , 10414. .10458 



Seq. No. 37419 Seq. ID OJ990428_03.9C10.C37 

Gene No. 76761 Strand 

Start 5345 End 10506 

Name OJ990428_03 . 9C10 . C37 . o4 . gs Method GENSCAN 

Start 10018 End 10439 

GI none Score .77 

Exons 10018. .10053, 10101.. 10439 



36949 



OJ990428 03.9C10.C37 



Seq. No. 37419 Seq. ID 

Gene No. 76761 Strand 

Start 5345 . End 

Name OJ990428_03 . 9C10 . C37 . ol . tc Method 

Start 10098 End 

GI none Score 

Exons 10098. .10184, 10098 101 90, 10182 .. 10355 , 10234 10347, 
10410. . 10442 



10506 

TBLASTX: Cress 

10442 

61 



OJ990428 03.9C10.C37 



Seq. No. 37419' Seq. ID 

Gene No. 76761 Strand 

Start 5345 End 

Name OJ990428_03 . 9C10 . C37 . o2 . ts Method 

Start 10119 End 

GI none Score 

Exons 10119. .10184, 10119 .. 10190 , 10182 1034 3, 10182 10355, 
10234. .10347 



10506 

TBLASTX : Soybean 

10355 

74 



Seq. No. 
Gene No. 
,SJ:art,.._ 

..Name 

Start 
GI 

Exons 

GI Descrip. 



37419 
76761 
534 5 



Seq. ID 
Strand 
.End 



OJ990428 03.9C10.C37 



-10506 



AAT./.GAP . 

10506" 
579 



..0 J9„9.0.4.Z8_.0 3... 9.C1.0.. C 3Z,_o3 ..gp. .Method 

10205 End 
5005485 ' Score 

10205. .10506 

2529685 2.0e-17 (AC002535) putative dimethyladenosine 
transferase [Arabidopsis thaliana] 



Seq. No. 37420 Seq. ID 

Gene No. 76762 Strand 

Start 1074 End 

Name OJ990428_03 . 9C10 . C38 . ol . gs Method 

Start 1074 End 

GI none Score 

Exons 1074.. 1127 



OJ990428_03.9C10.C38 

1127 
GENSCAN 
1127 
.61 



Seq. No. 37421 

Gene No. 7 67 63 

Start 2164 

Name OJ990428_03 . 9C10 . C39 . ol . gs 

Start 2164 

'GI " ' ' none ** v * : "■" -' r - ' - 

Exons', ■ 2164. .2185, 2508. .2665 



Seq. ID OJ990428_03.9C10.C39 

Strand + 

End 2665 

Method GENSCAN 

End 2665. 

Score " "* :~9 ~* '-•-■■**- ".-* 



Seq. No" - .37-4.22. ... - « - 

Gene No. " 7 67 64 
Start 1857 

Name 0 J9 9 0 4 2 8_0 3 . 9C 1 0 . C4 0 . ol . gp 

Start 1857 

GI LIB3477-003-P1-K1-E9 
Exons 1857. .1924,. 2305. .2335, 

GI Descrip. ' 24 98586/sp | Q4 0638 | MPOl 

S 1 PRECURSOR (ORY SI) 

sativa] ' 



. SeqT - ID- - OJ9.90.42.8_O3 : 9C10 .-C4 0 - 
Strand .+ 
End 357 4 

Method AAT/GAP 
End 3574 
Score 132 
3536. .3574 

ORYSA 2.0e-24 MAJOR - POLLEN ALLERGEN 
>gi_1173557 (U31771) Ory s 1 [Oryza 



ORY 



Seq. No. 



37422 



Seq. ID OJ990428 03.9C10.C40 



36950 



Gene No. 76764 Strand + 

Start 1857 End 3574 

Name OJ990428_03 . 9C10 . C4 0 . o2 . gs Method GENS CAN 

Start 3301 End 3530 

GI none Score - 65 

Exons 3301.. 3530 



Seq. No. 37423 

Gene No. 76765 

Start . 140 

Name" OJ990428_03 . 9C10 . C4 1 . ol . gs 

Start 140 

GI none 

Exons 140.. 817 



Seq. ID OJ990428_03.9C10.C41 

Strand + 

End 817 

Method GENSCAN 

End 817 

Score .61 



Seq. No. 37423 

Gene No. 76766 

Start 2761 

Name OJ9904 28JD3 . 9C10 . C4 1 . o2 . gs 

Start 2761 

GI none 

Exons, ....276.1., 4.011 _ - ._ 



Seq. ID OJ990428_03.9C10.C41 

Strand + 

End 4011 

Method GENSCAN 

End 4011 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. 'No.- - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37423 Seq. ID 

76767 Strand 
5393 End 
OJ9904 28_03. 9C10 * C41 . ol . gp Method 
5393 End 
36349_1.R1084 Score 
5393. .5831 

'1698774/gb|U70311 ICVU70311 1.0e-20 Filamentous phage display 
expression cloning vector pZGT5 with murine Ig kappa light chain 
fragment insert, complete sequence 1 



OJ990428_03. 9C10.C41 
+ 

5867 
AAT/GAP 
5831 
649 



37423 
76767 
5393 

OJ990.428 JD3 . 9C10 . C4 1 . o2 . gp 
5393 

36349_1.R1084 
5393. .5867 

'1698774/gb|U70311|CVU70311. 1.0e-20 Filamentous phage display 
expression cloning vector pZGT5 with murine Ig" kappa* light chain 
fragment insert, complete sequence 1 ' 



Seq. ID 
Strand 

Method 

End 

Score 



OJ990428_03.9C10.C41 
+ 

' 5867 
AAT/GAP 
5867 
641 



.37423---.' - .. • - Seq.' ID 

'76768 . Strand 

6,908 End 
OJ990428_03. 9C10 . C4 1 . o5 . gp Method 
6908 End 
36349JL.R1084 Score 
6908.. 7022 

f 1698774/gb|U70311|CVU70311 1.0e-20 Filamentous phage display 
expression cloning vector pZGT5 with murine Ig kappa light chain 
fragment insert, complete sequence 1 



0 J9 9 0-4-2 8_03-. 9C 1 0 . -C 41 — 
+ . 

7022 
AAT/GAP 
7022 
160 



Seq. No. 



37423 



Seq. ID OJ990428_03.9C10.C41 



36951 



Gene No. 


76769 










Strand 






Start 


5584 










End 


8347 




Name 


OJ990428 03, 


. 9C10 


-C41. 


.o3 


. gs 


Method 


GENSCAN 




Start 


5584 










End 


8347 




GI 


none 










Score 


.4 




Exons 


5584 . .5814, 


5914 


. . 6033, 


6350. 


. 6570, 6585. . 6847, 


7119. .7237, 




8264 . .8347 
















Seq. No. 


37423 










Seq. ID 


OJ990428 


_03.9C10.C41 


Gene No. 


76769 
















Start 


5584 










End 


8347 




Name 


OJ990428 03, 


. 9C10 


.C41. 


.o3 


• QP 


Method 


AAT/GAP 




Start 


6050 










End 


6256 




GI 


4714159 










Score 


328 




Exons 


6050. . 6256 
















Seq. No. 


37423 










Seq. ID 


OJ990428 


_03.9C10.C41 


Gene No. 


76769 










Strand 






Start 


5584 










End 


8347 




Name 


OJ990428 03. 


. 9C10 


.C41. 


,o4 


. OP 


Method 


AAT/GAP 




Start 


6358 










End 


6717 




GI - 


2309731 ■ 










Score 


594 




.Exons.... "... 


6.3.58-...J671.7». r . 
















Seq. No. 


• 37424 










Seq. ID 


OJ990428 


_03.9C10.C42 


Gene No. 


76770 










Strand 


+ 




Start 


310 










End 


374 




Name 


OJ990428 03. 


9C10 


.C42. 


ol 


■ gp 


Method 


AAT/GAP 




Start 


310 










End 


374 




GI 


2312838 










Score 


78 





Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



310. .374 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza ruf ipogon . 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



37424 Seq. ID 

76771 Strand 

1030 • , End. 
OJ990428_03 . 9C10 . C42 . ol . gs Method 

1030 End 

none Score 
1030. .2004 



OJ990428_03.9C10.C42 
+ 

2004 
GENSCAN 
2004 
.45 



Seq. -No. 

Gene No. 

Start' 

-Name' 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



"37424 - - - - '■ : - : - : " : " Seq". ID" 
76772' . • Strand ' 

8017 ' " * ' ' " End • ' 

OJ990428_03:9C10.C42;o4 . gs ' Method 

8017 ' \ End 

none Score 
8017. .8233, 8959. .9191 

37424 Seq. ID 

76773 Strand 

15601 End 

OJ990428_03. 9C10 . C42 . 06 . gs Method 

15601 End 

none Score 
15601. .15913 



•OJ990-4 28_0"3 ."9Ci0\ C4-2 ' 
+ ' 
9191 ' ■' " * * 

GENSCAN . • -. 

9191 
. 91 



OJ990428_03.9C10.C42 
+ 

15913 
GENSCAN 
15913 
.53 



36952 





Seq. No. 


37424 




Seq. ID 


OJ990428JD3.9C10. 


C42 




ftjpnp Mo 
UC11C LNU . 


76774 




o L x ai in 








O Lai L 


97R 1 




EjI ILL 


D _7 U / 






lvalue; 




QP1 0 P4 9 n9 ac: 


L JC L i 1L/L1 


O Hi LN O Lx/AiN 






O Lai. L 


97R 1 ~~ 

^ f O X 






4 711 
1 111 








ri nn o 






Q 
• O 








97R1 ^6^9 


"37 Qfi 4 711 

J / JO • .*a / XX 










Seq. No. 


37424 




Seq. ID 


OJ990428_03. 9C10. 


C42 




Gene No. 


76774 




Strand 








Start 


2781 




End 


6967 






ln amc 


O.79Q049R f)^ 


. 9C10.C42.ol.np 


Method 


AAT/NAP 






OLat I 


9796 ~ 




End 


6967 








/l O *3 /I Q Q O 




Score 


4322 






Exons 


2796 . . 6967 












CI T Hp q r** t i o 
UX l/gol-xx^j. 


f AFDR91 ^ } 


gag-pol polyprotein [Zea mays] 






Seq. No. 


37424 




Seq. ID 


OJ990428 03.9C10. 


C42 




Cpna Kin 


76774 




Strand 


- 






O L a X. L 


97 R 1 

^. / O X 




End 


6967 






Nj^iirie ; j 


o.TQQDd 9R ..rn 


. 9C10.C42.o3.jgs 


Method 


GENSCAN 






Of a r f 


. -J.XjJ> „»„ . . w „ 


_ 


.End . . 


.:69.5.2 . 


— - 




PT 

\j x 


none 




Score 


.96 • 




ss. 

%J 


Fvnn q 

U AU11D 


JI JJ • • \J Z/ *J 










~- ~ 


Seq. No. 


37424 




Seq. ID 


OJ990428 03.9C10. 


C42 




fjpnp Kin 


76775 




Strand 


- 






Of a r f 
O Lai. L 


1 DOR 9 




• End 


10139 




H ■ $ 


JLM al LLC 


(TTQQ04 9fl 


. 9C10.C42.o3.tm 


Method 


TBLASTX: Maize 






kj Lax. i_ 


2R _ 




End 


3422 




~ ; z 
z ; : 








Score 


129 




i b? 

= = 




9R^S ^096 


3078. .3422, 3115. 


.3300 






: 3 
— 

u s 


Seq. No. 


37424 




Seq. ID 


OJ990428_03.9C10. 


C42 






7677^ 




Strand 






s : 


O LaX L 


X u u o 




End 


10139 






Name 


O.TQQ049R 0^ 

W»J-7_7L , *±t.O L*J 


. 9C10.C42.o3.tw 


Method 


TBLASTX': Wheat 






Start 


2847 ~~ 




End 


3314 




tj 


GI 


none 




Score 


102 




f 1 


I? von q 


9R 4 7 ^14 


3016. .3270 










Seq. No, -* 


•374'24 • 




Seq." ID 


OJ990428_03, 9C10. 


C42 




' Cpnp Kin 


7 6 7 7 S 




Strand 








O LaX L 


i DDR 9 ' ' 




End ' 


10139: * '• * 






• Name 




. 9C10.C42.o2. ts ... 


- Method 


TBLASTX : Soybean - 






O L a X L 


9R SO - ~~ • 

c. O J \J 




End ' 


3422 • 






\J X 


none 




Score 


253 






TP v nn q 


9Rsn ^n^9 


3030.. 3422 










Seq. No. 


37424 




Seq. ID 


OJ990428_03.9C10. 


C42 




Gene No. 


7.6775 




Strand 








Start 


10082 




End 


10139 






Name 


OJ990428 03 


. 9C10.C42.ol. tw 


Method 


TBLASTX: Wheat 






Start 


3397 




End 


4187 






GI 


none 




Score 


61 






Exons 


3397. .3510, 


3408. .3719, 3571. 


.3702, 3691. .3780, 3710. .3856, 



36953 



3756. .3854, 3833. .4168, 3842. .4186, 4092. .4187 



Seq. No. 37424 

Gene No. 76775 

Start 10082 

Name OJ990428_03 . 9C10 . C4 2 . o2 . tm 

Start 3737 

GI none 

Exons " 3737.. 4186, 3758.. 4033, 3879. 



Seq. ID OJ990428_03.9C10.C42 
Strand 

End 10139 

Method TBLASTX : Mai ze 

End 4186 

Score 64 
.4040 



Seq. No. 37424 

Gene No. 76775 

Start 10082 

Name OJ990428_03 . 9C10 . C42 . ol . ts 

Start 3857 

GI 5509260 

Exons 3857.. 4315, 3878.. 4303, 4077. 
GI Descrip. 



Seq. ID OJ990428_03.9C10.C42 
Strand 

End 10139 

Method TBLASTX : Soybean 

End 4315 

Score 122 

4307 



Seq. No, 
Gene No. 
Start 



..Name. 
Start 
GI 

Exons 



37424 
76775 
10082 



Seq. ID OJ990428_03.9C10.C42 
Strand 

•End . . 10139 



..Qa9.9^4.2.8_0.3-..9C.lQ;..C4.2...ol . tc„..L_Me.tho.d..„ . TBLAS.TX..:.Cr.es.s. 
3968 End 4228 

none Score 112 

3968. .4228, 3987. .4226 



Seq. No. 37424 

Gene No. 76775 

Start 10082 

Name OJ990428_03 . 9C10 . C42 . o4 . ts 

Start 4787 

GI none 

Exons 4787. .4960, 4964. .5158, 4992, 



Seq. ID OJ990428_03.9C10.C42 
Strand 

End 10139 

Method TBLASTX : Soybean 

End 5158 

Score 66 
.5117 



Seq. No. 37424 

Gene No. 76775 

Start 10082 

Name OJ990428_03 . 9C10 . C42 . o2 . tw 

Start 4790 

GI none 

Exons 4790.. 4888, 4868.. 5173, 5061, 



Seq. ID OJ990428_03.9C10.C42 
Strand 

End 10139 

Method TBLASTX: Wheat 

End 5453 

Score 60 

.5126, 5213. .5452, -5214. .5453 



Seq. No. 37424 

Gene' No. 76775 

Start. ' - 10082 '. ■ V . ' . 

Name ' OJ990428_03. 9C10 . C42 . o2 . tc ' 

Start 4793 

GI none 

Exons 4793.. 4960, 4973.. 5173 



Se t q. ID OJ990428_03.9C10.C42 

Strand - ~~ ' 

End. ■ 10139 - - 

Method TBLASTX: Cress ■ 

End 5173 

Score 119 



Seq. No. 37424 

Gene No. 76775 

Start 10082 

Name OJ990428_03 . 9C10 . C42 . o4 . tm 

Start 4949 

GI none 



Seq. ID OJ990428_03.9C10.C42 
Strand 

End 10139 . 

Method TBLASTX : Maize 

End 5437 

Score 4 6 



36954 






Rxons 


4949. . 5023, 


4979. .5164, 


5001 


..5162, 5213.. 5437 






Seq. No. 


37424 






Seq. ID 


OJ990428_03.9C10 


C42 




Gene No. 


76775 






Strand 


- 






Start 


10082 






End 


10139 






Name 


OJ990428 03 


9C10 C42 o3 


. ts 


Method 


TBLASTX : Soybean 






Start 


5160 ~~ 






End 


5506 






GI 


none 






Score 


127 






Exons 


5160 . . 5399, 


5162 . . 5371, 


5405 


.5506 








Sea No. 


37424 






Seq. ID 


OJ990428_03. 9C10. 


C42 




Gene No. 


76775 






Strand 








Start 


10082 






End 


10139 






Name 


OJ990428 03. 


9C10.C42.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


5919 _ 






End 


6817 








none 






Score 


68 






Exons 


5919. . 5993, 


6104 . . 6208, 


6334 


.6543, 6341. .6580, 6364. .6444, 






6377 6544. 


6384 6581. 


6578 


.6817, 6579.. 6803 






Qpn No 


37424 






Seq. ID 


OJ990428_03. 9C10. 


C42 




Gene No. 


76775 






Strand 






_„ 


Start,. ; 


10082 






End ■- 


• 10139 




-.f 


, .Name 


_,OJ9.a0.42B...Q3,. 


9£lA.£L4.2..-o3. 


..gp. . 


... Method. ... 


.AAT./GAE 


*" * 




Start 


10082 






End 


10139 




'~-Ji 


GI 


2312838 






Score 


68 






Exons 


10082. .10139 










f\ 1 


GI DescriD. 


1420932/gb|U61383|ORU61'383 7. 


0e-21 Oryza rufipogon 




- ss. 
" s - 




4-coumarate- 


CoA ligase 


gene, 


intron 1, 


partial sequence 






Seq. No. 


37425 






Seq. ID 


OJ990428_03.9C10. 


C43 




Gene No. 


76776 






Strand 


+ 






Start 


7 






End 


1359 






Name 


OJ990428 03. 


9C10.C43.ol 


.gs 


Method 


GENSCAN 






Start 


7 






End 


1359 






GI 


none 






Score 


.94 






Exons 


7. .1359 














Seq. No. 


37425 






Seq. ID 


OJ990428_03.9C10. 


C43 




Gene No. 


76777 






Strand 


+ 






Start 


4425 






End 


6062 






Name 


OJ990428 03. 


9C10.C43.o2 


.gs 


Method 


GENSCAN 






Start 


4425 






End . 


* 6062 : . 






GT 


none • 






Score ' 


• .'4 8 - • ' ; 






Exons 


4425.' .4523, 


5862. . 6062 












Seq. No".-. - 


- 37 425 - 






Seq. ID 


OJ990428_03 . 9C10 : . 


C 4 3 




Gene No. 


76778 






Strand 








. Start 


6547 






End 


8232 






Name 


OJ990428 03. 


9C10.C43.o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


5379 






End 


7572 






GI 


none 






Score 


252 






Exons 


5379. .5453, 


7186. .7572 












Seq. No. 


37425 






Seq. ID 


OJ990428_03. 9C10. 


C43 




Gene No. 


76778 






Strand 








Start 


6547 






End 


8232 






Name 


OJ990428 03. 


9C10.C43.o3 


.gs 


Method 


GENSCAN 





36955 




Start 


6547 








End 


7014 




GI 


none 








Score 


.51 




FiXons 

*W \u/ 1 1 w 


6547 . .7014 














Seq. No. 


37425 








Seq. ID 


OJ990428 03.9C10 


.C43 


Gene No . 


76778 








Strand 






Start 


6547 








End 


8232 




Name 


OJ990428 03 


.9C10 


C43.o3 


.np 


Method 


AAT/NAP 




Start 


6627 








End 


8232 




GI 


6466937 








Score 


795 




Exons 


6627 . . 8022, 


8048, 


.8232 










GI Descrip. 


(AC011621) 


putative retroelement pol polyprotein [Arabidops 




thali ana ] 














Seq. No. 


37425 








Seq. ID 


OJ990428_03.9C10 


.C43 


Pr>na Ma 


/ O / / O 








Strand 






Start 


6547 








End 


8232 




Name 


OJ990428 03 


. 9C10 . 


C4 3 . o2 


■ L.1LL 


Method 


TBLASTX: Maize 




Start 


6633 ~ 








End 


7154 




GI 


none 








Score 


95 




Exons 


6633. . 6686, 


6706 . 


. 6795, 


6823 . 


.7029, 7035.. 7154 




..Seq ._Np. . „ .1.,, 


_-.3J.425._^_. 


""" * 


"* — 

*"**' *" 


* — "■ * -~ ~ 


_Se"q..„. ID^ 


;o jL9ao 4 2&' m. ac i a .siax 


Gene No. 


76778 








Strand 






Start 


6547 








End 


8232 




Name 


OJ990428 03 


. 9C10 . 


C43 . o3 




Method 


TBLASTX: Wheat 




Start 


6737 ~~ 








End 


7023 




GI 


none 








Score 


74 




Exons 


6737 . . 6958,. 


6790 . 


. 7023 










Seq. No. 


37425 








Seq. ID 


OJ990428_03.9C10 


C43 


Gene No. 


76778 








Strand 






Start 


6547 








End 


8232 




Name 


OJ990428 03 


. 9C10 . 


C4 3 . ol 


(—ILL 


Method 


TBLASTX: Maize 




Start 


7195 ~~ 








End 


7827 




GI 


none 








Score 


336 




Exons 


7195. . 7803, 


7196 . 


. 7825, 


7199 . 


.7825, 7204.. 7827 




Seq. No. 


37425 








Seq. ID 


OJ990428_03.9C10 


C43 


Gene No. 


76778 








Strand 






Start 


6547 








End 


8232 




Name 


OJ990428 03 


. 9C10. 


C43.o4 




. Method 


GENSCAN 




Start' * * 


"-'73 : 4 8" " ~ 








"End ' ' \ 


8118 r: *'. ; '"" 




GI 


none 








Score 


.42 




Exons 


7348 . .766*4, 


'7767. 


.8118 










Seq. No. ' 


3742*5 








Seq. ID 


OJ990428_03. 9C10. 


C43 


Gene No. 


76778 








Strand 






Start 


6547 








End 


8232 




Name 


OJ990428 03 


. 9C10. 


C43.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7420 ~~ 








End 


7806 




GI 


none 








Score 


142 




Exons 


7420. .7806, 


7511. 


.7774, 


7618. 


.7806 






Seq. No. 


37425 








Seq. ID 


OJ990428_03.9C10. 


C43 


Gene No. 


76778 








Strand 






Start 


6547 








End 


8232 





36956 



Name OJ990428_03 . 9C10 . C43 . ol . tw 

Start 7658 

GI none 

Exons 7658.. 8065, 7660.. 8055 

Seq. No. 37425 

Gene No. 76778 

Start 6547 

Name OJ990428_03 . 9C10 . C43 . o3 . tm 

Start 7861 

GI none 

Exons 7861.. 8055, 8087.. 8179 



Method 

End 

Score 



TBLASTX: Wheat 

8065 

122 



Seq. ID OJ990428__03.9C10.C43 
Strand 

End 8232 

Method TBLASTX : Mai ze 

End 817 9 

Score 93 



Seq. No. 37426 

Gene No. 76779 

Start 1 

Name OJ990428_03 . 9C10 . C4 4 . ol . np 

Start 1 

GI 6466937 

Exons 1..715, 1748.. 1812 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 

_t haJL. ijt n aj . „ „ •• , ",, - ,, - : „ 



Seq. ID OJ990428_03.9C10.C44 
Strand 

1812 
AAT/NAP 
1812 
497 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name v " 1 
Start" 
GI * 
Exons. - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37426 • 

76779 

1 

OJ990428_03. 9C10.C4 4 .ol.tw 

171 

none 



Seq.' ID, OJ990428_03.9C10.C44 

Strand . - 

End 1812 

Method TBLASTX : Wheat - 

End 566 

Score 63 



171. .467, 172. .300, 411. .461, 471. .566 



37426 
76779 
1 

OJ990428_03. 9C10.C4 4 .ol.tm 

267 • ■ 
none 

267. .467, 461. .736 

37427 
76780 

186 • 
"OJ990428_03 r9C10'." C4 5vo'l : gs 
186 • 
none * 

-186.. 281, 548.. 739- .-■ 

37428 ■ 

76781 

480 

OJ990428_03. 9C10 . C4 6 . ol . gs 

480 

none 

480. .529 



Seq. ID OJ990428_03.9C10.C44 
Strand 

End 1812 

Method TBLASTX: Maize 

End 736 

Score 216 



Seq. ID OJ990428_03.9C10.C45 
Strand + 
End , 739 

Method ""'GENSCAN : - 
End ' 739 ' 
Score .4 6' ' ' ' ^ ' 



Seq. ID OJ990428__03.9C10.C46 
Strand 

End 529 

Method GENSCAN 

End 52 9 

Score .68 " . 



Seq. No. 
Gene No. 



37429 
76782 



Seq. ID OJ990428_03.9C10.C47 
Strand + 



36957 



Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



130 



End 

Method 
End 
Score 



1254 
AAT/GAP 
446 

513 



OJ990428_03.9C10.C47.ol.gp 

130 

3409_1.R1084 
130. .446 

1 32818 68 /emb | CAA197 64 | 7.0e-47 (AL031004) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 37429 Seq. ID 

Gene No. 76782 Strand 

Start 130 End 

Name OJ990428_03 . 9C10 . C47 . ol . gs Method 

Start 277 End 

GI none Score 

Exons 277.. 471, 1183... 1254 



OJ990428__03.9C10.C47 
+ 

1254 
GENSCAN 
1254 
.6 



Seq. No. 
Gene No. 
Start 
Name 
Start 
„GI 



Exons 

GI Descrip 



37429 
76782 
130 

OJ990428_03.9C10.C4 7.o2.gp 

866 ' 

•„J}AQ%JL*£1£&A. - _ 

..... 866 ...1X8.2- ■„_..;;;:■;.,:- 



Seq. ID 

Strand 

End 

Method . 
End 

Score- 



OJ990428_ 
+ 

1254 
AAT/GAP 
1182 
A13 



03.9C10.C47 



? 328'1868/emb|CAA19764 | 
[Arabidopsis thaliana] 



7*. 0e-47 (AL031004) putative protein 



Seq. No. 37429 

Gene No. 76783 

Start 3766 

Name OJ9904 28_03 . 9C10 . C4 7 . o3 . gp 

Start 3766 

GI none 
Exons 



4822 
AAT/GAP 
4822 
788 

3766. .3851, 4190. .4350, 4425. .4539, 4703. .4822 



Seq. ID OJ990428_03.9C10.C47 
Strand 
End 

'Method 
End 
Score 



Seq. No. 


37429 




Seq. ID 


OJ990428_ 


_03, 


.9C10. 


.C47 


Gene No. 


76784 




Strand 










Start - 


7758 




End 


9741 








Name 


OJ990428 03. 


9C10.C4 7.o3.gs 


Method 


GENSCAN 








Start 


7758 


End 


■9741 








GI 


none 




Score 


.65 








Exons 


7758. .8239, 


8366.. 8482, 8662 


..9504, 9675. .9741 








Seq." No. : 


* ""'374 29 ; " : 




: Seq. ID 


OJ990428_ 


03: 


; 9Ci;Q i 


■C47 


Gene No. 


76785 




Strand ' 










Start ' 


*" 10315 




End 


12827 ' 








Name • 


OJ990428 03. 


9C10.C47;"64 .gs 


•■ Method" -'■ 


GENSCAN 








Start 


10315 


. End 


12818 








GI 


none 




Score 


. 94 








Exons 


10315. . 11671 


, 11905. . 12198, ■ 


12763. . 12818 








Seq. No. 


37429 




Seq. ID 


OJ990428_ 


03. 


9C10. 


C47 


Gene No. 


76785 




Strand 










Start 


10315 




End 


12827 








Name 


OJ990428 03. 


9C10.C47.ol.np 


Method 


AAT/NAP 








Start 


10342 


End 


12827 








GI 


3645899 




Score 


2698 








Exons 


10342. .11351 


, 11460. .12827 













36958 



GI Descrip. 


(U68408) 5' end not 


determined experimentally [Zea mays] 




Seq. No. 


37429 




Seq. ID 


OJ990428_03.9C10. 


C47 


Gene No. 


76785 




Strand 






Start 


10315 




End 


12827 




Name 


OJ990428 03.9C10.C47 


. o2 ; tm 


Method 


TBLASTX: Maize 




Start 


10497 




End 


10965 




GI 


none 




Score 


504 




Exons 


10497. .10961, 10498. 


. 10965, 


10499. .10963 




Seq. No. 


37429 




Seq. ID 


OJ990428_03.9C10. 


C47 


Gene No. 


76785 




Strand 






Start 


10315 




End 


12827 




Name 


OJ990428 03.9C10.C47 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


10625 




End 


11232 




GI 


5509260 




Score 


249 




Exons 


10625. .11008, 10627. 


. 11007, 


11002. .11232, 11014.. 11232 




GI Descrip. 












Seq. No. 


37429 




Seq. ID 


OJ990428_03. 9C10. 


C47 


Gene No. 


76785 




Strand 






.Start 


™lQ„3J.-5_:: , 


^ 


■„ End 


12827 - 




_Name.. .J ^ ^. 


. "jD J99M2&. ..0 '3 ..9.C1.CL. CL4 7 


...Q2.._tW...„ 


Method.. _ 


.TB.LAaTX.:.Wheat.. _ _ 




Start 


10639 




End 


11091 




GI 


none 




Score 


239 




Exons 


10639. .10986, 10652. 


. 10984, 


10987. .11016, 11017. .11091 




Seq. No. 


37429 




Seq. ID 


OJ990428_03. 9C10. 


C47 


Gene No. 


76785 




Strand 






Start 


10315 




End 


12827 




Name 


OJ990428 03.9C10.C47 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


10744 ~ 




End 


11025 




GI 


none 




Score 


84 




Exons 


10744 . . 11025, 10763. 


.11020 








Seq. No. 


,37429 




Seq. ID 


OJ990428_03. 9C10. 


C47 


Gene No. 


76785 




Strand 






Start 


10315 




End 


12827 " 




Name 


OJ990428 03.9C10.C47 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10966 




End 


11286 




GI 


none 




Score 


221 




Exons 


10966. .11286,^ 10.967. 


.11257/ 


10969.. 11259 




Seq. No. 


37429 " 




S.eq. ID 


OJ990428_03. 9C10. 


C4 7 


Gene No'. 


76785 '• 




" Strand 






Start • ■ ' 


. 10315 




'End . - 


12827. . \.V i 




Name 


OJ990428 03.9C10.C47 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11577 ~ 




End 


12265 




GI 


none 




Score 


473 




Exons 


11577 . . 12113, 11602 . 


.12192, 


11615. .12193, 12191. .12265, 






12193. . 12264 










Seq. No. 


37429 




Seq. ID 


OJ990428_03. 9C10. 


C47 


Gene No. 


76785 • 




Strand 






Start 


10315 




End 


12827 




Name 


OJ990428 03.9C10.C47 


,o2.ts 


Method 


TBLASTX: Soybean 




Start 


11623 




End 


12084 





36959 






none 


Score 


93 






Ej x\ 1 1 O 


11623 11724. 11773 12084. 


11894. .12064 






Seq . No . 


37429 * 


Seq. ID 


OJ990428 


03 9C10 


C47 


Gene No. 


76785 


Strand 








Start 


10315 


End 


12827 






Name 


OJ990428 03 9C10 C47 ol tw 


Method 


TBLASTX: 


Wheat 




Start 


11929 _ 


End 


12501 






GI 


none 


Score 


133 








11929 12213. 11930 12217, 


12215. .12241, 12217 


12273, 






12253 .12501, 12275.. 12499 










Seq. No. 


37429 


Seq. ID 


OJ990428 


_03.9C10. 


C47 


Gene No. 


76785 


Strand 








Start 


10315 


End 


12827 






Name 


OJ9904 28 03. 9C10 . C4 7 . o3 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


12265 ~ 


End 


12660 






GI 


none 


Score 


227 








12265 12537. 12278 12535. 


• 12541. . 12660, 12542 


12658 




Seq. No. 


37 4 30 


Seq. ID 


OJ990428 


03 9C10 


C48 


.,Gene_ .No.,, 


._767J6 


_,„.jStrand , 








Siart. ;„:..! 




End 








Name 


OJ990428 03.9C10.C48.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


240 






GI 


3645899 


Score 


263 






F van ^ 

J_i A V«/l 1 o 


1. .240 










f^T Dp *3 pr i n 

\J -L O Jw -1- fc,/ • 


(U68408) 5' end not determined experimentally [Zea mays] 




Seq. No. 


37430 


Seq. ID 


OJ990428 


_03.9C10. 


C48 


Gene No. 


76787 


Strand 








Start 


250 


End 


421 






Name 


OJ990428 03.9C10.C48.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


2 


End 


339 






GI 


none 


Score 


143 






Rxon s 

i—J \S 1 1 kj> 


2. .280, 64. .270, 159. .275, 


286.. 339, 2\ 


36. .336 






Sea No 


37430 * 


Seq. ID 


OJ990428 


_03.9C10. 


C48 


Gene No. 


76787 


Strand 








Start 


250 


End 


421 






Name 


OJ990428 03.9C10.C48..o2.np 


Method 


AAT/NAP 






Start 


250. 


End 


421 








•4416301"" " • ■- 


Score' ""* ■ 








Exons 


250. .421 










GI Dp^rrio 


(AF105716) gag protein [Zea 


mays] " 








Spa No 


37431 


*Seq. ID 


OJ990818 


_05.9C01. 


CI 


Gene No. 


76788 


Strand 


+ 






Start 


1 


End 


245 






Name 


OJ990818 05.9C01.Cl.ol.np 


Method 


AAT/NAP 






q+- o -v-f- 

OLdl L 


1 


End 


245 






GI 


6721512 


Score 


78 






Exons 


1. . 105, 148. .245 










GI Descrip-. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


37432 


Seq. ID 


OJ990818 


_05.9C01. 


C2 


Gene No. 


76789 


Strand 


+ 







36960 



Start 2668 End 9352 

Name OJ990818JD5 . 9C01 . C2 . ol . gs Method GENSCAN 

Start 2668 End 9340 

GI none Score .66 

Exons 2668.. 2940, 3239.. 3288, 4381.. 4604, 4678.. 4835, 5530.. 5707, 
5776. .5856, 5951. .6097, 6187. .6828, 9089. .9153, 9155. .9340 

Seq. No. 37432 Seq. ID OJ990818_05 . 9C01 . C2 

Gene No. 76789 Strand + 

Start 2668 End 9352 

Name OJ990818_05 . 9C01 . C2 . ol . np Method AAT/NAP 

Start 2686 End 6899 

GI 4678362 Score 1186 

Exons 2686. .2754, 2866 2903,' 3845 .. 4071, 4381. .4604, 4678. .4835, 
5530. .5755, 6023. .6097, 6187. .6414, 6475. .6616, 6737. .6899 
GI Descrip. (AL049659) protein kinase-like protein [Arabidopsis thaliana] 

Seq. No. 37432 Seq. ID OJ9908 18_05 . 9C01 . C2 

Gene No. 76789 Strand + 

Start 2668 End 9352 

Name OJ990818_05 . 9C01 . C2 . o2 . tc Method TBLASTX : Cress 

Start_..„ _^27.1?__ , En<J_„., . .4 051 „_.J. J 

GX.- noae._. , . _ Score. 4..0_ . 

rj Exons 2719. .2754, "2854. .2907, 2865.. 2906, 3829.. 3891, 3846.. 3920, 

q 3929.. 4051, 3931.. 4050 

Seq. No. 37432 Seq. ID OJ990818_05 . 9C01 . C2 

^ Gene No. 76789 Strand + 

U Start 2668 End- 9352 

LJ Name OJ990818_05 . 9C01 . C2 . o2 . ts Method TBLASTX: Soybean 

"5 Start 3846 End 4077 

in GI none Score 88 

iy Exons 3846.. 3917, 3846.. 3908, 3908.. 4072, 3922.. 4077 

[3 Seq. No. 37432 Seq. ID OJ9908 18_05 . 9C01 . C2 

Gene No. 7 678 9 Strand + 

il Start 2668 End 9352 

Name OJ990818_05 . 9C01 . C2 . o2 . tm Method TBLASTX : Maize 

;~ s Start 4016 End 5781 

^ GI none Score 63 

C3 Exons 4016. .4075, 4343. .4561, 4370. .4585, 4384. .4566, 4671. .4832, 
4676 . . 48.31, 4932 . . 4973, 5511 . . 5660,_ .5521 .. 5661, 5749. . 5781. 



Seq. No.- 37432 ' , Seq. ID "OJ990818_05.9C01.C2 

" Gene No.' 76789 ~ " ' Strand ^ +' 

- Start- -.- .'2668 ' End • .'..9352"-- 

Name ' OJ9908 18_05 . 9C01 . C2 . ol . ts Method TBLASTX : Soybean 

Start 4366 End 4844 

GI none Score 280 

Exons 4366. .4608, 4373. .4606, 4671. .4844, 4674. .4829, 

Seq. No. 37432 Seq. ID OJ990818_05 . 9C01 . C2 

Gene No. 76789 Strand + 

Start 2668 End 9352 

Name OJ990818_05 . 9C01 . C2 . ol . tc Method TBLASTX : Cress 

Start 4384 End 5706 

GI none Score 267 



36961 




Exons 


4384 . .4566, 


4385. .4573, 4671. 


.4832, 4674.. 4820, 


4676. .4828, 




5535. .5663, 


5536. .5706 










Seq. No. 


37432 




Seq. ID 


OJ990818 


_05.9C01, 


.C2 


Gene No. 


76789 




Strand 


+ 






Start 


2668 




End 


9352 






Name 


OJ990818 05. 


9C01.C2.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


6028 




End 


6344 




GI 


none 




Score 


58 






Exons 


6028. .6099, 


6186.. 6344, 6186. 


.6344 








Seq. No. 


37432 




Seq. ID 


OJ990818 


_05. 9C01. 


.C2 


Gene No. 


76789 




Strand 


+ 






Start 


2668 




End 


9352 






Name 


OJ990818 05. 


9C01.C2.ol. tm 


Method 


TBLASTX: 


Mai ze 




Start 


6183 




End 


6605 






GI 


none 




Score 


311 






Exons 


6183. . 6605, 


6184.. 6579, 6186. 


.6605 








Seq. No. 


37432 




Seq. ID 


OJ9908.18 


_05. 9C01. 


,C2 


Gene No. 


76789 




Strand 


+ 






Start „„ 


„.2&68 


.. .. ww , ~~ 


„End„_.„„. 


9352 






Name.., ' , . 


.._OJ9.9D.8J 8. .05..., 


.9.C.O.I.. C2'...o.3_..tm....__ 


.Method _ 


. JTBLASJX: 


Maaze__'_ 




Start 


6681 




End 


7325 






GI 


none 




Score 


225 






Exons 


6681. . 6914, 


6743. .6910, 6807. , 


.6911, 6809. .6931, 


6967. .7002, 




6972. .7040, 


6978. .7040, 7149. , 


.7187, 7150.. 7182, 


7185. .7205, 




7236. .7325, 


7299. .7319 










Seq. No. 


37432 




Seq. ID 


OJ990818 


_05. 9C01. 


C2 


Gene No. 


76789 




Strand 


+ 






Start 


2668 




End 


9352 






Name 


OJ990818 05. 


9C01.C2.ol.gp 


Method 


AAT/GAP 






Start 


9232 




End 


9352 






GI 


LIB3434-049- 


P1-K1-E10 


Score 


195 






Exons 


9232. . 9352 












GI Descrip. 


, 4713951/gb|AAD28297.1|AC007293 4 9.0e 


-10 (AC007293) ■ 






hypothetical 


protein [Arabidopsis thaliana] T 






Seq. No. 


37433 




Seq. ID 


OJ990818 


_05. 9C01. 


C3 


Gene No. 


76790 




Strand 


+ 






Start . - 


56 - 




End 


199 






Name ' ; " ■ * " " : * 


' OJ990818" 05. 


9C0I.C3.ol-.gs 


Method 


GENSCAN * 






Start" 


56 




End " 


199 






GI ' 


none 




'Score 


.97 ' " 






Exons 


. 56. .199 .•: 












Seq. No. 


37434 




Seq. ID 


OJ990818 


_05. 9C01. 


C4 


Gene No. 


76791 




Strand 


+ . 






Start 


1 




End 


16363 






Name 


OJ990818 05. 


9C01.C4 .o3.np 


Method 


AAT/NAP 






Start 


1 




End 


16363 






GI 


5917666 




Score 


143 






Exons 


1..35, 6133. 


.6257, 13045. .13195, 16034 


. .16363 






GI Descrip. 


(AF159297) extensin-like protein [Zea ] 


mays] 






Seq. No. 


37434 




Seq. ID 


OJ990818_ 


_05. 9C01. 


C4 



36962 



Gene No. 


76791 




Strand 


+ 








Start 


1 




End 


16363 








Name 


OJ990818 05. 9C01.C4.ol 


. gs 


Method 


GENSCAN 








Start 


546 




End 


2123 








GI 


none 




Score 


.58 








Exons 


546. .672, 1264. .1383, 


2002 


. .2123 










Seq. No. 


37434 ■ 




Seq. ID 


OJ990818 


_05 


.9C01, 


.C4 


Gene No. 


76791 




Strand 


+ 








Start 


1 




End 


16363 








Name 


OJ990818 05. 9C01.C4.ol 


. gp 


Method 


AAT/GAP 








Start 


570 




End 


67 4 








GI 


none 




Score 


131 








Exons 


570. .674 














Seq. No. 


37434 




Seq. ID 


OJ990818 


_05 


.9C01. 


.C4 


Gene No. 


76791 




Strand 


+ 








Start 


1 




End 


16363 








Name 


OJ990818 05.9C01.C4.o3 


.gp 


Method 


AAT/GAP 








Start 


3198 




End 


3720 








GI 


26173 1.R1084 




Score 


982 








E_xons„„ 


3198. .3720 . , 















G.L. .Deacr,ip..._ A 8.3.6 9.0 4,/gM AAD.1Q.6.07. ...1.1. ACO PZ3.6.9 „ 17. .3 .. .0 e - 2.6. . .( AC.Q.QJ 3 6.9. _ .._ r _, 
lcl_prt_seq No definition line found [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons " ■ ■ 

' Seq. No.' " 1 
Gene No- 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



37434 Seq. ID 

76791 Strand 
1 End 
OJ990818JD5. 9C01.C4 .ol.np Method 
3270 End 
4836904 Score 
3270.. 4130, 5021.. 5233 

(AC007369) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] gi | 6708183 | gb | AAF258 32 . 1 |AF1 9102 8_1 (AF191028) 
papain-type cysteine endopeptidase XCP2 [Arabidopsis thaliana] 



OJ990818_05.9C01.C4 
+ 

16363 
AAT/NAP 
5233 
1193 



37434 Seq. ID 

76791 Strand 

1 End 

OJ990818_05. 9C01 . C4 . o2 . gs Method 

327 0 End 

none . Score 

32 7 Ov. '4 130, -5021 .5236 ;' \ '"" " •' • 



OJ990818_05.9C01.C4 
+ 

16363 
GENSCAN 
5236 
.97 



'37434- Seq. ID OJ9908 18_05 . 9C01". C4 ' 

76791 • • - • • Strand- .+ - - 

1 , End - ; 16363 ' 

OJ9908 18_05 . 9C01 . C4 . o4-. gp Method- AAT/GAP 

3731 End 5527 

16092_1.R1084 Score 1702 

3731. .4130, 5021. .5527 

' 4 836904/gb|AAD30607 . 1 1 AC007 369_17 2.0e-8 6 (AC007369) 
lcl_prt_seq No definition line found [Arabidopsis thaliana] 1 



37434 
76791 
1 



Seq. ID OJ990818_05.9C01.C4 
Strand + 
End 16363 



36963 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

.N|me 

GI 

Exons 

GI Descrip. 



OJ990818_05 . 9C01 . C4 . o5 . gp Method AAT/GAP 

9412 End 11405 

318JL.R1084 Score 1774 

9412. .9755, 10706 10772, 10892. .11405 ' 
, 1345881/sp|P49100|CYB5_ORYSA 2.0e-75 CYTOCHROME B5 
>gi_1076743_pir S46307 cytochrome b5 - rice 

>gi_414 705_emb_CAA53366_ (X75670) cytochrome b5 [Oryza sativa] f 



37434 
76791 
1 

OJ990818_05. 9C01.C4 .o2.np 



Seq. ID 

Strand 
End 

Method 
End 
Score 

10706. .10772, 10892. .11145 
CYTOCHROME B5 gi 1 107674 3 I pir || S4 6307 cytochrome b5 - rice 
gi | 414705 | emb | CAA53366 | (X75670) cytochrome b5 [Oryza sativa] 



9666 
1345881 
9666. . 9755, 



OJ990818_05. 9C01.C4 
+ 

16363 
AAT/NAP 
11145 
655 



Seq. ID 

Strand 

End 

..Method. ; 
^End._._ 
Score 



OJ990818 05.9C01.C4 



37434 
76792 
1855 

1 8 J) 5 . 9CD1 . C4 . o2 . gp 

...18.55- • 

uC-osf Icyp082b07al 
1855. .1964 

1 218221/dbj | D10675 | RICSINE1R6 3.0e-30 Oryza sativa p-SINEl-r6 
gene, repeat sequence 1 



1964 
AAT/GAP. 

9 6.4..; . 

149 -" 



Seq. No. 


37434 










Seq. ID 


OJ990818_05. 9C01.C4 


Gene No. 


76793 










Strand 




Start 


5335 










End 


13009 


Name 


OJ990818 05. 


9C01. 


C4.o3. 


gs 


Method 


GENSCAN 


Start 


5335 








End 


13009 


GI 


none 










Score 


.48 


Exons 


5335. 


.5355, 


6213. 


. 6274, 


6413 


..6615, 6919. .7085, 7359. .7526 




7606. 


.7903, 


9539. 


.9695, 


9799 


. .10064, 


10673. .10726, 10883.. 




11986 


. .12195, 12437. .12580, 


12955.. 13009 


Seq. No. 


37434 










Seq. ID 


OJ990818_05. 9C01.C4 


Gene No. 


76794 










Strand 




Start 


14010 










End 


20133 


Name 


OJ990 


818 05. 


9C01. 


C4.o6. 


tm 


Method 


TBLASTX : Maize 


Start 


" - 1093' 










";End 


1433 • 


GI 


none 










Score 


34 


Exons 


1093: 


. 1185, 


1127*. 


.1141, 


1148 


..1183, 1264 .. 1302, 1266.:'1433 




• 128 9. 


. 1426--- 












Seq. No. 


37434 










Seq. ID 


OJ990818_05. 9C01 .C4 


Gene No. 


76794 










Strand 




Start 


14010 










End 


20133 


Name 


OJ990 


318_05. 


9C01. 


C4 ,o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1151 










End 


1448 


GI 


none 










Score 


52 


Exons 


1151. 


.1189, 


1152. 


.1187, 


1201 


..1290, 1215. .1448 


Seq. No. 


37434 










Seq. ID 


OJ990818_05.9C01.C4 


Gene No. 


76794 










Strand 





36964 



Start 


14010 










End 


20133 




Name 


OJ990818 05 


. 9C01. 


C4 .o4 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1266 










End 


1433 


GI 


none 










Score 


194 




Exons 


1266. 


. 1433, 


1266. 


. 1418, 


1289. 


. 1426 






Seq. No. 


37434 










Seq. ID 


OJ990818 


05 . 9C01 .C4 


Gene No. 


76794 










Strand 






Start 


14010 










End 


20133 




Name 


OJ990 


318 05 


. 9C01 . 


C4 .ol . 


tc 


Method " 


TBLASTX: 


Cress 


Start 


3348 










End 


5226 




GI 


none 










Score 


335 




Exons 


3348. 


.3656, 


3362. 


. 3451, 


3530. 


.3607, 3686.. 3883, 


3690. .3881, 




3882. 


.3917, 


3884 . 


. 3916, 


3909. 


.3995, 3998.. 4129, 


4005. .4130, 




5020. 


.5214, 


5021. 


.5218, 


5025. 


.5225, 5026.. 5226 




Seq. No. 


37434 










Seq. ID 


OJ990818 


05. 9C01 .C4 


Gene No. 


76794 










Strand 






Start 


14010 










End 


20133 




Name 


OJ990818 05 


9C01. 


C4 .ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3351 










End 


5218 


.GI 


;.npne m . 










^ Sqpre 


.323 




.Exons 


. . 3.35,1. 


. 3611.Z 


3533.," 




3.6 7 7. v 


..3955, .3.687. .3992, 






4002. 


.4130, 


5020. 


. 5214, 


5021. 


.5218 






Seq. No. 


37434 










Seq, ID 


OJ990818 


05 . 9C01 .C4 


Gene No. 


76794 










Strand 






Start 


14010 










End 


20133 




Name 


OJ990818 05. 


9C01. 


C4 .ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3360 










End 


3968 




GI 


none 










Score 


254 




Exons 


3360. 


3533, 


3362 . 


. 3454, 


3528 . 


.3659, 3533.. 3628, 


3672 . . 3968, 




3683. 


3964 














Seq. No. 


37434 










Seq. ID 


OJ990818 


_05. 9C01.C4 


Gene No. 


76794 










Strand 






Start 


14010 










End 


20133 




Name 


OJ990818 05. 


9C01. 


C4 .o2 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3663 










End 


3953 




GI 


none 










Score 


342 




Exons 


3663. . 


3953, 


3686. 


. 3949 










~Seq. "No/ 


: >7 434 








: " 'T 


'Seq. ID 


OJ990818 


-J)5. '9C'0"lTC4 v .' 


Gene No. 


76794 










Strand 






Start 


14010 










End 


20133 




Name 


■ OJ990818 05. 


9C01 . 


C4 .o3". 


tm 


■Method • ■ 


- TBLASTX : 


Ma i z e 


Start ' 


4074 










End " 


5235 ■ 




GI 


none 










Score 


63 




Exons 


4074 . . 


4133, 


5005. 


. 5214, 


5025. 


.5228, 5027. .5218, 


5032 . . 5235 


Seq. No. 


37434 










Seq. ID 


OJ990818 


05. 9C01.C4 


Gene No. 


76794 










Strand 






Start 


14010 










End 


20133 




Name 


OJ990818 05. 


9C01. 


C4 .o4 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


9408 










End 


9627 




GI 


none 










Score 


207 




Exons 


9408. . 


9560, 


9409. 


.9627, 


9409. 


.9624 







36965 



Seq. No. 37434 Seq. ID 

Gene No. . 76794 Strand 

Start 14010 End 

Name OJ9908 18_05 . 9C0 1 . C4 . o2 . tm Method 

Start 9627 End 

GI none Score 
Exons 9627.. 9755, 9686.. 9751, 10703 .. 10774 , 10705 .. 10776, 

10884. .11156, 10885. .11154, 10893 .. 11 165 , 11158 11214 , 

11164. .11223, 11258. .11275 



OJ990818_05.9C01.C4 
20133 

TBLASTX: Maize 
11275 
123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37434 
76794 
14010 

OJ990818 05.9C01.C4.ol.tw 



Seq. ID 
Strand 
End 

_ Method 
9651 End 
none Score 
9651. .9755, 9692. .9751, 10703 .. 10771 , 
10705. .10770, 10882. .10995, 10884 .. 1114 7 , 10884 
10885. .11148 



OJ990818 05.9C01.C4 



20133 

TBLASTX: Wheat 
11171 
130 

10703. .10759, 

11171, 



Seg^ No, 
, Gene . No,. 
Start 
Name 
Start 
GI 

Exons 



37434 , _ 

.76.794 _ ... ... 

14010 

OJ990818_05.9C01.C4.o2.ts 

9666 

none 



. Seq... . I D , 0 J 9 90 8,1 8„ J) £C£Hj£L 

' atrand „ - .„ „ 

End ' 20133 

Method TBLASTX : Soybean 

End 11136 

Score 97 



9666. .9755, 10703 .. 10774 , 10705 .. 10773, 10882 .. 10983 , 
10884. .11081, 10885. .11103, 11077 .. 11 136, 11082. .11135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37434 
76794 
14010 

OJ990818JD5. 9C01.C4.o2.tc 

9672 

none 



Seq. ID OJ990818_05. 9C01.C4 
Strand 
End 

Method 
End 
Score 



20133 

TBLASTX: Cress 

11139 

94 



9672. .9755, 10703. .10774, 10705. .10773, 10884. .11138, 
10885. .11139 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
Gr ' "* 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37434 
76794 
14010 

OJ9908 l"8_05V9C0i . C4 . 64 gs : * "• * 

14010 

none 

14 010. .14591, 15025-.:. 15239, 
18582. .18 654, 18722. .19003, 

37434 
76794 
14010 

OJ990818 J)5 . 9C01 . C4 . o4 . np 

17340 

3319345 

17340. .17357, 18718. .19627, 



Seq. ID 

Strand 
. End 

Method 

End 

Score 
16060. -.16223, 
19256. . 19627, 



OJ990818 05.9C01.C4 



20133 
GEN SCAN 
19920 ' 
.73 '* ■- 
16326.' 



16464, 



19709. .19920 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_05. 9C01.C4 

20133 
AAT/NAP 
20133 
450 



19709. . 19920, 20008. .20133 
(AF077407) contains similarity to maize transposon MuDR 
(GB:M76978) [Arabidopsis thaliana] 



36966 




Seq. No. 


37434 




Seq. ID 


OJ990818 


_05. 9C01 


-C4 


Gene No . 


76794 




Strand 








Start 


14010 




End 


20133 






Name 


OJ990818 05 


. 9C01.C4 .o3.ts 


Method 


TBLASTX: 


Q o vh p n 

*j \j y c ci 1 1 




Start 


18809 




End 


19150 






GI 


none 




Score 


86 






Exons 


18809. .18943, 18809 .. 19150, 


18831. .19073, 19019 


19081 




Seq. No. 


37434 




Seq. ID 


OJ990818 


_05.9C01 


.C4 


Gene No . 


76794 




Strand 








Start 


14010 




End 


20133 






Name 


OJ990818 05 


.9C01.C4.o5.tm 


Method 


TBLASTX: 


Ma i ze 




Start 


18878 




End 


19495 






GI 


none 




Score 


145 






Exons 


18878. . 1898? 


3, 19004. .19093, 


19154. .19495 






Seq. No. 


37435 




Seq. ID 


OJ990818 


_05.9C01 


.C5 


Gene No . 


76795 




Strand 


+ 






Start 


1625 




End 


1906 






Name 


OJ990818 05 


9C01.C5.ol.gs 


Method 


GENSCAN 






Start 


_J.j5.a5 


„, ^, _ : 


End 


„ T J£Q6_,_ 






G.I : t :„ 


. „none _ 


. ., .... 


Score.. _ 


.7.6. ..„,„.. 






Exons 


1625. .1906 












Seq. No. 


37435 




Seq. ID 


OJ990818 


_05. 9C01 


.C5 


Gene No. 


76796 




Strand 


+ 






Start 


3130 




End 


5966 






Name 


OJ990818 05 


9C01.C5.o3.gs 


Method 


GENSCAN 






Start 


3130 




End 


5966 






GI 


none 




Score 


.62 






Exons 


3130. .3187, 


3196. .3330, 3650 


..3888, 4373. .4405, 


4 639. . 4 


690 




4838. .4872, 


5190.. 5249, 5390 


..5528, 5749.. 5966 






Seq. No. 


37 4 35 




Seq. ID 


OJ990818 


_05.9C01 


.C5 


Gene No . 


76797 




Strand 


+ 






Start 


■ 6354 




End 


7020 






Name 


OJ990818 05. 


9C01.C5.o4.gs 


Method 


GENSCAN 






Start 


■ 6354 




End 


7020 






GI 


none 




Score 


.7 






Exons 


6354. .6650, 


6904. .7020 










Seq . ■ "No-." " *' 


- :: 3?4 35 " 




"3eqv/ID' 


OJ990SY8 


1)5 ;-9c6t 


:C5 


Gene jsjo . 


76798 




Strand 








Start " 


2309 " 




■ End 


2614 " 






Name 


6J990818- 05 . 


9C01.C5;o2.gs ' 


Method 


■"GENSCAN 






Start 


2309 




End 


~2614 






GI 


none 




Score 


. 94 






Ex on s 


2309. .2614 












Seq. No. 


37436 




Seq. ID 


OJ990818 


JD5. 9C01 


.C7 


Gene No. 


76799 




Strand 


+ 






Start 


692 




End 


4380 






Name 


OJ990818 05. 


9C01.C7.ol.gs 


Method 


GENSCAN 






Start 


692 




End 


4380 






GI 


none 




Score 


.49 






Exons 


692. .769, 1146. .1218, 1955.. 


2169, 2508 


..2652, 2863.. 3067, 



36967 



3477. .3577, 4292. .4380 



Seq. No. 37436 Seq. ID 

Gene No. 76800 Strand 

Start 4095 End 

Name OJ990818_05 . 9C01 . C7 . ol . gp Method 

Start 4095 End 

GI none Score 

Exons 4095.. 4488 



OJ990818_05.9C01.C7 

4488 
AAT/GAP 
4488 
695 



Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



. S^q ./.JSIo. 
_G.ene..No.. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37437 Seq. ID 

76801 Strand 
1 End 
OJ990818_05. 9C01.C8.ol.np Method 
1 End 
3980412 Score 
1..242, 879. .989, 1082. .1294, 1821 
2546. .3686, 4157. .4604, 5003. .5107 

(AC004561) putative pumilio/Mpt5 family RNA-binding protein 
[Arabidopsis thaliana] 



OJ990818_05.9C01.C8 

5107 
AAT/NAP 
5107 
1271 

1928, 2010. .2151, 



37 4 37 _ 
16801,. 
1 

OJ9908 
3 

none 
3. .248 
879. . 9 
1097. . 
1998 
2017 
2549 
2980 
3157 



18 05.9C01.C8.ol.tm 



, 46. , 

92, 8E 

1297, 

2147, 

2157, 

2791, 

3114, 

3237, 



243, 47. .2 
1..1027, 1 
1803. .1922 



2007, 
2018. 
2791. 
2981. 
3160. 



.2090, 
.2152, 
.2970, 
.3124, 
,3204, 



1815, 
2010. 
2038, 
2842. 
2995. 
3165. 



....S.trand..:„„-— — ... 

5107 

TBLASTX : Maize 
3237 
264 

.895, 879. .1001, 
1306, 1089.. 1295, 
1928, 1834. .1929, 
2138, 2010. .2156, 
2847, 2548. .2739, 
2962, 2970.. 3113, 
3159, 3110.. 3160, 



End 

Method 
End 
Score 
65, 50. .244, 857, 
073. .1297, 1088., 



.1901, 1833 

.2135, 2010 

.2154, 2518 

.2940, 2843 

.3108, 3109 
.3236 



37437 

76801 Strand 

1 End 

OJ990818_05 . 9C01 . C8 . o2 . ts Method 

3 End 

none . • . . Score - - 
' 3 V: 248, " 1 5 .\: 170 , 5 2 \~. 2 43 , 87 9 : . ; 9 2 6 " 



Seq. ID OJ990818_05. 9C01.C8 



5107 

TBLASTX: Soybean 

926 

80 



Seq. Nor - r 37437 * 

Gene No.- . 76801 . ' .'- ' 

"Start- 1 

Name ' OJ990818_05 . 9C01 . C8 . o2 . tc' 

Start 3 

GI none 

Exons 3. .182, 3. .185, 52. .186 



•Seq. "ID ' OJ990818_05. 9C0I.C8" 

Strand V. - ".. _.; .-. .'■ .... :: 
.End 5107 

Method TBLASTX : Cress 

End 186 

Score 94 



Seq. No. 37437 
Gene No. 76801 " 

Start 1 1 

Name OJ990818_05 . 9C01 . C8 . ol . tc 

Start 189 



Seq. ID OJ9908I8_05.9C01.C8 
Strand 

End 5107 

Method TBLASTX : Cress 

End 2153 



36968 



GI 

Exons 



none Score 66 

189. .248, 879. .992, 879. .992, 1088. .1306, 1089. .1295, 

1815. .1901, 1815. .1883, 2007. .2096, 2010. .2153 



Seq. No. 37437 
Gene No. ■ 76801 
Start 1 

Name OJ990818_05.. 9C01 .C8 . ol . ts 

Start 932 
GI none 
Exons 932., 

1090. 

1819. 

2015. 

2654. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_05. 9C01.C8 
5107 

TBLASTX: Soybean 

3006 

76 



985, 933. .992, 933. .989, 1088.*. 1189, 1089. .1193, 
.1179, 1196. .1306, 1197. .1295, 1199. .1297, 1815. .1928, 
.1929, 1822. .1929, 2007. .2159, 2010. .2132, 2010. .2156, 
.2152, 2038. .2154, 2546. .2578, 2548. .2652, 2653. .2739, 
.2794, 2839. .3006 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI_ , ... 

.Exons. _ . 
GI Descrxp. 



37437 Seq. ID 

76801 Strand 
1 End 
OJ990818_05 . 9C01 . C8 . ol . gp Method 
1130 End 
u.C-osf Icypl75e01bl _ „ ; „Score_. 

.11.30,. U294.,„ . 182.1 .....1.928 2D1D . ..215.1 ..25.4.6 . .2.67,1 „. . , 

'3980412 1.0e-73 (AC004561) pumilio-like protein [Arabidops 
thaliana] ' 



OJ990818_05.9C01.C8 

5107 
AAT/GAP 
2671 
966 ■ 



Seq. No. 37437 Seq. ID 

Gene No. 76801 Strand 

Start 1 End 

Name OJ990818_05 . 9C01 . C8 . o2 . gp Method 

Start 2997 End 

GI 2312759 Score 

Exons 2997.. 3383 



OJ990818_05.9C01.C8 

5107 
AAT/GAP 
3383 
744 



Seq. No. 37437 

Gene No. 76801 

Start 1 

Name OJ990818_05 . 9C01 . C8 . o2 . tm 

Start 4231 

GI none 

Exons 4231.. 4293, 4235.. 4294, 4297. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4491, 



OJ990818 05.9C01.C8 



5107 

TBLASTX: Maize 
4491 
63 

4298. .4345, 4327. .4488 



"Seq7;NoV : -~ ~" ' 37437 * ~';[" V • " '* ' Seqv lb" 

Gene No". . 76801 " "* ■ ' Strand 

Start " "l " ' " • ■ • '•' ' " End ' " 
Name .. - ... OJ990818_-05 .-9C01 . C8-. o3 /ts --Method. - 

Start 4369 ' . End 

GI none Score 

Exons 4369.. 4482, 4525.. 4578 



OJ990818_p'5';9C0l7C8" 

5107 ' • ' ' ' " 

TBLASTX :.Soybean-": — . 
4578 
70 



Seq. No. 37438 Seq. ID 

Gene No. 76802 ' Strand 

Start 1094 End 

Name OJ9908 18_05 . 9C01 . C10 . ol . gs Method 

Start 1094 End 

GI none Score 

Exons 1094.. 1279 



OJ990818_05.9C01.C10 
+ 

1279 
GENSCAN 
1279 
.82 



36969 



Seq. No. 37438 
Gene No. 76803 
Start 1054 

Name OJ990818_05 . 9C01 . CIO . ol . np 

Start 1054 

GI 2118425 

Exons 1054.. 1280 

GI Descrip. subtil is in/chymotryps in 
gi | 475253 | emb | CAA55588 | 
gi| 4 75922 | emb | CAA4 9593 | 
gi I 559538 | emb | CAA57 677 | 
inhibitor [Zea mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_05. 9C01.C10 

1280 
AAT/NAP 
1280 
208 



inhibitor - maize 

(X78988) proteinase inhibitor [Zea mays] 
(X69972) proteinase inhibitor [Zea mays] 
(X82187 ) substilin /chymotrypsin-like 



Seq. No. 


37438 








Seq. ID 


OJ990.818 


!_05. 9C01 


.C10 


Gene No . 


76803 








Strand 








Start 


1054 








End 


1280 






Name 


OJ990818 05, 


.9C01 


.ClO.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1090 








End 


1270 






GI 


none 








Score 


172 






Exons 


1090 1239, 


1091 


1270 












Sea. No. 


....Jj 7.4,3.8 








S.eq .. _ID _ 




f^pnp No 


7 6803 








"Strand 








Start 


1054 








End 


1280 






Name 


OJ990818 05, 


. 9C01 


.ClO.ol, 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1090 








End 


1236 






GI 


none 








Score 


159 






Exons 


1090 1236. 


1091 


. . 1231 












Sea No 


37438 










OJ990818 


_05. 9C01 


.C10 


Gene No . 


76803 
















Start 


1054 










1280 






Name 


OJ990818 05. 


, 9C01 


.ClO.ol. 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


1090 








End 


1275 




GI 


none 








Score 


146 






Exons 


1090. .1275, 


1091 


. .1240 












Seq. No. 


37439 








Seq. ID 


OJ990818 


_05. 9C01, 


.Cll 


Gene No. 


76804 








Strand 


+ 






Start 


5547 








End 


6765 






Name. 


OJ990818 05.. 


9C01 


.Cll.ol. 


-.3?... 


Method , 


AAT /GAP- 






Start'-"'**""" 


" 5547' - "'■' 








• End 


'S 930 - 






GI 


* 2428409' 








Score 


733 






Exons " 


5547. .5930' 














Seq. No. ■ 


37439 








• Seq. ID 


OJ990818 


_05. 9C01. 


.Cll 


Gene No. 


76804 








Strand 


+ 






Start 


5547 








End 


6765 






Name 


OJ99081.8 05. 


9C01 


.Cll.ol. 


np 


Method 


AAT/NAP 






Start 


5673 








End 


6765 






GI 


2642154 








Score 


570 






Exons 


5673.. 6765 

















GI Descrip. (AC003000) unknown protein [Ara'bidopsis thaliana] gi 13790595 

(AF07 91TB6) RING-H2 finger protein RHC2a [Arabidopsis thaliana] 

Seq. No. 37439 Seq. ID OJ990818_05 . 9C01 . Cll 



36970 



Gene No. 


76805 


Start 


14917 


Name 


OJ990818 05. 9C01.Cll.o3.gs 


Start 


14917 


GI 


none 


Exons 


14 917. .14 926, 15902. .16266, 




19671. .19753, 19922. .20259, 




21 14 8.. 21271, 21512.. 21 631 


Seq. No. 


37439 


Gene No. 


76805 


Start 


14917 


Name 


OJ990818 05.9C01.Cll.o3.gp 


Start 


19562 


GI 


701156 


Exons 


19.562 .. 19754, 19990. .20135 


GI Descrip. 


3236248 5.0e-14 (AC004684) 




thaliana ] 


Seq. No. 


37439 


Gene No. 


76805 


„Starlt •;„: 


. . 14 9.17 ^ 


.Name, ...... 


.-.00.9 9.6.8 18 .6.5 9C.Q 1 ... ClL o2... np._ 


Start 


19668 


GI 


3236248 


Exons 


19668 .. 19153, 19988 .'. 20259, 




208 03.. 208 64, 21148.. 21271, 


GI Descrip. 


(AC004684) unknown protein 


Seq. No. 


37439 


Gene No. 


76806 


Start 


21639 


Name 


OJ990818 05.9C01.Cll.o4.gp 


Start 


21639 


GI 


3768619 


Exons 


21639. .21697, 2858 9. .28 964 


Seq. No. 


37439 


Gene No. 


76807 . 


Start 


7853 


Name 


OJ990818 05.9C01.Cll.o2.gs 


Start . 


7 85-3- 


"GI " 


- none * * ■ - 


Exons 


7853. .8110,, 8388. .8672, 914 




10131 . . 10190 ■ ^ 


Seq. No. 


: 37439' ...» 


Gene No. 


76807 


Start 


7853 


Name 


OJ990818 05.9C01.Cll.o2.gp 


Start 


9650 


GI 


3740 1.R1084 


Exons 


9650. .10401 


GI Descrip. - 


'3236248 5.0e-14 (AC004684) 




thaliana] 1 


Seq. No. 


37439 



.18521, 
20642, 



05.9C01.C11 



Strand + 

End 21631 

Method GEN SCAN 

End 21631 

Score . 68 



Seq. ID OJ990818_ 

Strand + 

End 21631 

Method AAT/GAP 

End 20135 

Score 644 



Seq. ID OJ990818_05.9C01.C11 
Strand + 

.End.. . ....,216.3.1,; 

Method'.. . AAT./NAE .... 

•End 21628 
Score 888 



Seq. ID OJ990818__05.9C01.C11 

Strand + 

End 28964 

Method AAT/GAP 

End 28964 

Score 797 



Seq. ID OJ990818_05.9C01.C11 
Strand 

End 10401 

Method GENSCAN 

End 10190 . . . 
Score' 6 ~ ' ' " * " : *' " : " ~ 

.9315, 9516.. 9837, 9903 .." 10022, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_05.9C01.C11 

10401 
AAT/GAP , 
10401 
1454 



unknown protein [Arabidopsis 



Seq. ID OJ990818 05.9C01.C11 



36971 




Gene No. 


76808 










Strand 






Start 


22190 










End 


28076 




Name 


OJ990818 05. 


qmi 


Pll o2 


L. \— 


Method 


TBLASTX: 


Cress 


Cfa y-f 

o tax u 


5688 










End 


6553 




p t 


none 










Score 


66 




Exons 


5688. . 


5765, 


5745 


5792 


5895 . 


.5933, 5982. .6128, 


6005 6106 




6142. . 


6354, 


6143 


6355 


6367 . 


.6516, 6368. .6517, 


6521 6553 

VJ _/ -L • • \J *J ~J 


oeq . iNu . 


37439 










Seq. ID 


OJ990818 


05 Qpm pi i 

U — > • _7^L^X.^XX 


Gene .No. 


76808 










Strand 






Start 


22190 










End 


28076 




LN all it; 


OJ990818 05. 


9C01 . 


Cll . o2 . 


ts 


Method 


TBLASTX: 


Sovhp^n 


Of a y~+- 


JDOO 










End 


6436 




P T 


none 










•Score 


65 






5688. . 


5756, 




S7 Q? 


*J O .7 »J • 


.5933, 5979. .6125, 


600ft 6124 




61 A 7 




6143. 


. 6397, 


6374 . 


.6436 






Seq. No. 












Seq. ID 


OJ990818 


_05.9C01.C11 


Gene No. 


76808 










Strand 






O Lai L 


22190 










End 


28076 




Name 


' OJ9908 


18_05. 




pi i 0? 


f -m 


Method 


TBLASTX: 


Mai ze 


Of a >-+- 


6023. . 






- - 


, — 


_EncL__„ 


_6,397 


— — — ■ — — 


P T 


...none. .. 










_Score„ 


_14 0. 




IT w /~\ t~* c 


6023. . 


6112, 


\J \J ^ rt • 


• X O , 


6142 . 


.6393, 6 


143. .6397 




Seq. No. 


37439 










Seq. ID 


OJ990818 


_05. 9C01.C11 


Gene No. 


76808 










Strand 






Cf a >~f 

O L ci X L 


22190 










End 


28076 




Name 


OJ9908 


18_05. 


Qpm 


PI 1 r»fi 


UILL 


Method 


TBLASTX: 


Ma 1 zs 


Cf a y-f 


6398 










End 


6742 




PT 


none 










Score 


172 






6398. . 


6544, 


U X • 


• u .j u / , 


fiS?4 

\J J *i ■ 


.6631, 6698. .6742 




Seq. No. 


37439 










Seq. ID 


OJ990818 


_05. 9C01.C11 


Gene No. 


76808 










Strand 






Cf a r f 


22190 










End 


28076 




Name 


OJ990818 05. 




Cll . o5 . 


t s 


Method 


TBLASTX: 




C +- -5 y-f 


9899 










End 


10121 




P T 
oX 


none 










Score 


259 






9899. . 


10111, 


9900 


.10121 










Seq. .No.- 


37 4.39 










Seq. ID 


.OJ990818 


_05. 9C01.C11 


Gene 'Nov 


•'76808 










""Strand' 




";' ::r "' 


Of a r f 
O Lai. L 


22190 










End 


28076 




Name 


"OJ990818 05. 


qpOi 


PT 1 n4 




Method 


TBLASTX: 


P re* c c ' ' 
v^-x c 0 0 


Of a v-'f 


.99.00-. 










End ..- * 


.' 10178-- 




kjX , • ■ . • 


none 










Score 


288" ' 




Exons, 


9900. . 


10178, 


Q Q4 4 

_7 .7 1 *a 


• X U X u 0 












37439 










Seq. ID 


OJ990818 


05 9C01 Cll 


Gene No. 


76808 










Strand 






Start 


22190 










End 


28076 




Name 


OJ990818 05. 


9C01. 


Cll.oS. 


tm 


Method 


TBLASTX: 


Maize 


Start 


9950 










End 


10112 




GI 


none 










Score 


250 




Exons 


9950. . 


10111, 


9951 


. .10112 











36972 




Seq. No. 37439 Seq. ID OJ9908l8_05.9C01.Cll 

Gene No. 76808 Strand 



Start 


22190 








End 28 07 6 


Name 


OJ990818 05.9C01.C11 


. o3 . ts 


Method TBLASTX : Soybean 


Start 


19719 








■ End 21669 


GI 


none 








Score 102 


Exons 


19719. 


.19760, 


19976. 


.20260, 


19976. .20260, 1998 4 . .20262, 




19986. 


.20261, 


20342. 


.20401, 


20342. .20386, 20353 .. 20394 , 




20557. 


.20670, 


20562. 


.20675, 


20794. .20865, 20802 .. 20864 , 




20848. 


.20874, 


21145. 


.21264, 


21146. .21271, 21506. .21631, 




21521. 


.21628, 


21550. 


.21669 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37439 
76808 
22190 

OJ990818_05.9C01.Cll.o3.tc 
19984 
none 
19984 . 
20534 . 
20794 . 



Seq. ID OJ990818_05.9C01.C11 
Strand 

End 28076 

Method TBLASTX : Cress 

End 21631 

Score 369 



.20262, 19986. 
.20665, 20557. 
.20865, 21145. 



.20261, 20342. .20401, 20353 .. 20394 , 
.20670, 20565. .20675, 20793 .. 208 64 , 
.21264, 21146. .21271, 2 1150 .. 21275 , 



21506. .21631.L. 21550. ,21630 



37439 
76808 
22190 

OJ990818 05. 9C01.Cll.o3.tm 



19984 

none 

19984. 

20342. 

21145. 

21550. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

20262, 19985. .20113, 19986 
20395, 20557. .20670, 20565 



OJ990818 05.9C01.CU 



28076 

TBLASTX: Maize 
21631 
389 

20261, 20342 
20669, 20794 



.21264, 21146. .21271, 21501, 
.21624 



,21572, 21506. 



20401, 
20865, 
21631, 



Seq. No. 37439 Seq. ID OJ990818_05.9C01.C11 

Gene No. 76808 Strand 

Start 22190 End 28076 ' 

Name ' OJ9908 18_05 . 9C01 . Cll . o4 . gs Method GENSCAN 

Start 22190 End 24079 

GI none Score .97 

Exons 22190. .24079 

Seqv : No. v ' ' ' 37 439 - "* \ : ' . " '. "Seq: ID 0 J 9 90 8 1 8_0 5 . "9C 6l . C 1 1 

Gene No." 76808 Strand - 

Start' 22190 " ; ■ 'End 28076 " ' ' 

-Name • -OJ990818._^05. 9C01 .Cll-.o3.np Method-. AAT/NAP =• 

Start 22196 ' End- 28076.. . 

GI 3461846 . Score 1952 

Exons 22196. .23357, 23391 .. 23628 , 23656 .. 24 147 , 25958 .. 27473, 
27503.. 28076 

GI Descrip. (AC005315) putative SCARECROW gene regulator [Arabidopsis 
thaliana] 

Seq. No. 37439 Seq. ID OJ9908 18_05 . 9C01 . Cll 

Gene No. 76808 Strand 

Start 22190 End 28076 

Name OJ990818 05 . 9C01 . Cll . ol . tm Method TBLASTX : Maize 



36973 




Start 


22202 






End 26846 




GI 


none 






Score 4 9 




R von 


22202 


22300, 22203 


.-2224 7, 


22307 23098 22328 23107 






22381 . . 


23103, 25969 


.26127, 


25979 26026 25984 26091 






26110 . . 


26388, 26121. 


.26774, 


26136 26774 26449 26775 






26790 . . 


26846 










37439 






Spa TD O.TQQORIft OS QfOl 


. v,^ x ± 


fiipn p> Mo 


76808 










Start 


22190 






End _ 28076 




Name 


OJ99081 


.8_05.9C01.C11 


. ol . tw 


Method TBLASTX : Wheat 




Start 


22202 






End 26225 




GI 


none 






O ^ W J- w t~ 




Fvnns 

J_T i 1 w 


22202 . . 


22444, 22203 


. 22247, 


22262 22444 22317 22445 






25966 . . 


26070, 25976 


26026. 


26098 26223 26110 26199 






26130 . . 


26225 








Seq. No. 


37439 






Spa TD O.T9Q0R1 ft OS Qpni 


n i 

. ^ X X 


Gene No. 


76808 






Strand - ~ 




Start 


22190 






End 28076 




Name 


OJ99081 


8 05 9C01 Cll 


. ol . ts 


Mpthod TRT.ASTX* Snvbp^n 




Start 


22205 


... , . = r ...«". 





Fnd 




. w j — _ . „ ... 








* O.^wMJL C , ^ c~\JJSJ , . „ ^ 




i—i v_/ no 


22205'. . 


22300, 22316. 


. 22870, 


22331 22867 22344 22R6R 






25978. . 


26130, 26116. 


26379 


26130 26651 26130 26651 




Qprr No 


37439 






Spa TD OJQ90R1 ft OS QP01 




Cpnp Mo 


76808 






O 1 — L Cll l\J. 




Start 


22190 






End 28076 




Name 


OJ990818 05.9C01.C11 


.ol.tc 


Method TBLASTX : Cress 




Start 


22388 






End 26948 




GI 


none 






Qporp 275 




P. von 


22388. . 


22921, 22389. 


. 22934 , 


22910 23161 22Q32 231^2 






26169. . 


26696, 26175. 


26684 


26691 26771 26713 2fi7S7 






26802. . 


26948, 26806. 


.26892 






Seq. No. 


. 37439 






Seq. ID OJ990818 05.9C01 


.Cll 


Gene No. 


76808 






Strand ' - 




Start 


22190 






End 2807 6 




Name 


OJ99081 


8_05.9C01.C11 


. o2 . tw 


MpthoH TRT.ASTX • Whp^t 
lie l. i iw \ji x lj jjno ±/\ * vviica. L 




Start 


22538 






Fnd 26720 




GI 


none 






Scorp 192 




Exons " * 


V 22538 


'22939,' 2-6319. 


/26720 ' 






Sea ' No 


' " 37439 " 






Spa TP) O.TQ'QOfi Tfi '0 S QTOT 


n i rj 

. X X 


Gene No. 


■ 76808 ' 






■ -Strand . .. -r . . ' . 




Start 


22190 • 






End " -2807 6 . 




Name 


OJ99081 


8_05. 9C01.C11 


. o4 . t s 


MpthnH TRT.ASTX • Snvhppn 

L1C U 1 1 ^ KJ. X DlinO ± Z\ * OU V " d i A 




Start 


22871 






PnH 27104 




GI 


none 






QpnrP S 




Exons 


22871. . 


23020, 22878. 


.23060, 


22880. .23317, 2 6661. .26828, 






26790. . 


27104 








Seq. No. 


37439 






Seq. ID OJ990818_05.9C01 


.Cll 


Gene No. 


76808 






Strand 




Start 


22190 






End 28076 




Name 


OJ990818_05.9C01.C11 


. o4 . tm 


Method TBLASTX: Maize 





36974 





23132 


End 


27344 




none 


Score 


158 


R von 


23132 23371 23139 23327 


26919. .27137, 26919 .. 27227 , 




26929 27216 272S2 27344 






Qprr No 

O C vJ • i- ' V-/ • 


37440 


Seq. ID 


OJ99081A ns Qrm n? 


Gene No. 


76809 


Strand 


-f ~~ 


Start 


1 


End 


14711 


Name 


OJ990818 05.9C01.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


104 


CI 


6721543 


Score 


127 


fTvAn q 


1. .104 






Ol ~ O J — L £J • 


(AP001073) hypothetical protein [Oryza 


sativa] 


Qprr No 


37440 


Seq. ID 


OJ990818 05.9C01.C12 


Gene No. 


76809 


Strand 


+ 


Start 


1 


End 


14711 


Name 


OJ990818 05.9C01.C12.o3.np 


Method 


AAT/NAP 


Start 


1 


End 


10745 


GI 


1076802 


Score 


117 


Exons 


1..36, 3485. .3677, 9470. .9642, 10535.. 


10745 


GI„.,Descrip_.„. 


_ e xjt en s in -1 i ke _ p r p_t ,e i n . ma i ze_ g ij $Q 0 11 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-.ex.t.ens.i.n-like...pr.o.t.ej.n .J Z.ea..mays.J .gi.t. 10.9.6.5 SjLLprf U 2111I7iA.. „. 

extensin-like domain [Zea mays] 



37440 Seq. ID 

76809 Strand 

1 End 
OJ990818_05. 9C01.C12.ol.gs Method 

101 End 

none Score 

101. .218, 261. .370, 737. .850 



OJ990818_05.9C01.C12 
+ 

14711 
GENSCAN 
850 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

-Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 



37440 
76809 
1 

OJ990818_05. 9C01.C12.o2.np 
116 

5441880 

116. .364, 1070. .1831, 5932 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5992 

(AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to -maize, transposon MuDR mudrA protein. 
(AC003981) : [Oryza sativa] /' ' r ~ " " ■■*•'■ ' 



OJ990818_05.9C01.C12 
+ 

14711 
AAT/NAP 
5992 
1425 



'37440 ' • ' " ' "'• 

76809---: - . - - • . . 

1 . 

OJ990818_05. 9C01.C12.o2.gp 

10629 

none 



Seq. ID " OJ990818 OS"! 9'COr. C12 



'Strand 
End 

Method 

End 

Score 



-h 

■14711 
AAT/GAP 
11970 
861 



10629. .10773, 11458 . . 11631, 11726. . 11834, 11926. .11970 



37440 Seq. ID 

76809 Strand 

1 End 

OJ9908 18_05 . 9C01 . C12 . o4 . gs Method 

11603 End 



OJ990818_05.9C01.C12 
+ 

14711 

GENSCAN 

14455 



36975 




GI 


none 






Score 


. 6 




Exons 


11603, 


.11631, 11726. 


.11834, 


12269. .12373, 12727 


. 12810, 




12945, 


.13060, 13154. 


.13255, 


13344. .13457, 13749 


. 13815, 




13904 . 


.13957, 14045. 


. 14119, 


14342. .14455 




Seq. No. 


37440 






Seq. ID 


OJ990818_ 


05 . 9C01 . C12 


Gene No . 


76809 






. Strand 


+ 




Start 


1 






End 


14711 




Name 


OJ990E 


118_05.9C01.C12 


. o4 . np 


Method 


AAT/NAP 




Start 


11691 






End 


14440 




GI 


4850384 




Score 


1006 




Exons 


11691. 


.11834, 12269. 


.12373, 


12727. .12810, 12945. 


. 13060, 




13154. 


.13255, 13344. 


.13457, 


13579. .13653, 13707. 


. 13815, 




13904 . 


.13957, 14045. 


.14119, 


14220. . 14255, 14342. 


. 14440 


GI Descrip. 


(AC007357) F3F19.3 [Arabidopsis thaliana] 




Seq. No. 


37440 






Seq. ID 


OJ990818_ 


_05.9C01.C12 


Gene No. 


76809 






Strand 


+ 




Start 


1 






End 


14711 




Name 


OJ990818 05.9C01.C12 


.o3. gp 


Method 


AAT/GAP 




Start 


14347 






End 


14711 




GI - - * 


-"■ none 






Score • 






Exons 


„_J._4 3i_L. 


.U.411Lj 










Seq. No. 


37440 






Seq. ID 


OJ990818_ 


_05.9C01.C12 


Gene No. 


76810 






Strand 






Start 


1985 






End 


10484 




Name 


OJ990S 


18_05.9C01.C12 


,o2. tm 


Method 


TBLASTX: Maize 


Start 


1387 






End 


1961" 




GI 


none 






Score 


246 




Exons 


1387. . 


1443, 1545. .18 


44, 1562 


. .1783, 1626. . 1823, 


1899. . 1961 


Seq. No. 


37440 






Seq. ID 


OJ990818_ 


_05.9C01.C12 


Gene No. 


76810 






Strand 






Start 


1985 






End 


10484 




Name 


OJ9908 


18_05.9C01.C12 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


1680 






• End 


1961 . 




GI 


none 






Score 


190' 




Exons 


1680. . 


1883, 1680.. 1871, 1881 


..1961, 1895. .1960 




Seq. No. 


37440 






Seq. ID 


OJ990818_ 


_05.9C01.C12 


Gene No. 


. 76810 






. Strand . 






Start ' 


" 1985 






- ■ End * v 


104 84 




Name 


OJ9908 


18_05.9C01.C12 


. o3 . gs 


Method 


GENSCAN* 




Start* ' 


1985' 






' trid 


' 10484 • 




GI • . 


none ■ 






Score • 


■ . 5-6 




Exons 


1985. . 


2093, 2170.. 2274, 8269 


. ,8381, '8616. .8650, 


9283. . 9393, 




10175. 


.10484 " 










Seq. No. 


37440 






Seq. ID 


OJ990818_ 


_05.9C01.C12 


Gene No. 


76811 






Strand 






Start 


11739 






End 


14458 




Name 


OJ9908 


18_05.9C01.C12 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


11739 






End 


14458 




GI 


none 






Score 


48 




Exons 


11739. 


.11837, 11741. 


.11836, 


11917. .12057, 11925. 


.12050, 




12226. 


.12375, 12260. 


.12373, 


12726. .12809, 12727. 


.12810, 



36976 



12933. .13061, 
13142. .13258, 
13339. . 13458, 
13747. .13815, 
13898. .13957, 
14044. .14124, 
14219. . 14263, 



12935. .13060, 
13143. .13262, 
13346. . 13462, 
13750. . 13809, 
13903. .13956, 
14044. .14118, 
14219. .14272, 



12942. .13061, 
13155. .13259, 
13538. .13648, 
13751. .13816, 
13936. .13962, 
14217. .14261, 
14341. .14451, 



12967. .13062, 
13338. .13457, 
13576. .13647, 
13752. .13814, 
14042. .14119, 
14218. .14262, 
14342;. 14458 



Seq. No. 


37440 




Seq. ID 


OJ990818 


_05. 9C01 


.C12 


Gene No . 


76811 




Strand 








Start 


11739 




End 


14458 






Naine 


OJ990818 05.9C01.C12. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


12263 




End 


14448 






GI 


none 




Score 


145 






Exons 


12263. . 12373, 12274 . . 


12375, 


12726. .12809, 12726 


. . 12809, 






12727. . 12810, 12933.. 


13061, 


12944. .13060, 13134 


. .13259, 






13142. . 13258, 13153. . 


13260, 


13338. .13451, 13339 


. .13458, 






13345. . 13455, 13346. . 


13465, 


13538. .13648, 13573 


. . 13647, 






13580. . 13648, 13731. . 


13814 , 


13747. .13815, 13750 


. . 13809, 






13752. . 13814, . 13898. . 


13957, 


13903. .13956, 14042 


. . 14119, 






14044 . . 14121, 14044 . . 


14115, 


14341. . 1444 


8, 14342 


. . 1444 6 




S_e.q..._N,o 


3.7 4.4 ft _ , 




„ - r ..Sjeq.. ..ID.. 


.QJ9.9.0,8.1fi 


05 9C01 


C12 


Gene No . 


76811 - 




. Strand 








Start 


11739 




End 


14458 ' 






Name 


OJ990818 05.9C01.C12. 


ol. tc 


Method 


TBLASTX: 


Cress 




Start 


12950 




End 


13380 






GI 


none 




Score 


136 






Exons 


12950 . . 13060, 12954 . . 


13061, 


13152. . 13259, 13155 


. . 13259, 






13339. . 13380 












Seq. No. 


37440 




Seq. ID 


OJ990818 


05 . 9C01 


.C12 


Gene No. 


76811 




Strand 








Start 


11739 




End 


14458 






Name 


OJ990818 05.9C01.C12. 


o2 . tc 


Method 


TBLASTX: 


Cres s 




Start 


13767 ~~ 




End 


14410 






GI 


none 




Score 


56 






Exons 


13767 . . 13814, 13768 .'. 


13815, 


13898. .13957, 13903 


. . 13956, 






14042 . . 14119, 14044 . . 


14112, 


14341. .14409, 14342 


. .14410 




Seq. No. 


37441 




Seq. ID 


OJ990818 


_05.9C01 


.C13 


Gene No. 


76812 




Strand 


+ 






Start- "\ ; " 


-97 ' ; - " " r - ; 




'End-'""- ' 


-338 6- " : ~ 






Name 


OJ990818 05.9Cbl.C13. 


ol.gp 


Method 


AAT/GAP 






Start 


- 97 : - - - • 




End ' 


397 






GI' ... 


■ 2427556 * • - 




; Score " 


53L." - 






Exons 


■ 97*. .397 












Seq. No. 


37441 




Seq. ID 


OJ990818 


_05.9C01 


.C13 


Gene No. 


76812. 




Strand 


+ 






Start 


97 




End 


3386 






Name 


OJ990818 05.9C01.C13. 


ol . gs 


Method 


GENSCAN 






Start 


135 




End 


3386 






GI 


none 




Score 


.67 






Exons 


135. .1045, 1543. .1598 


, 1908. 


.2031, 2368 


. .2418, 


2972. .3088, 




3207.. 3290, 3368.. 3386 











36977 




Seq. No. 


37441 




Seq. ID 


OJ990818 05 . 9C01 .C13 


Gene No. 


76812 




Strand 


+ - 


Start 


97 




End 


3386 


Name 


OJ990818 05. 9C01.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


240 




End 


866 


GI 


none 




Score 


115 


Exons 


240. . 320, 285. . 629, 295 


. .321, 


404 . . 481 


, 462. . 497, 547 . . 594, 




551 . . 628, 681 . . 866, 747 


. . 809, 


770. .865 




Seq. No. 


37441 




Seq. ID 


OJ990818 05 . 9C01 .CI 3 


Gene No. 


76812 




Strand 


+ ~~ 


Start 


97 




End 


3386 


Name 


OJ990818 05.9C01.C13.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


882 




End 


3327 


GI 


none 




Score 


117 


pyon s 

Lj AUllO 


882., 986, 882. .980, 1541. .1600, 1542.. 


1601, 1663.. 1767, 




1678. .1779, 1936. .2031, 


1937. 


.2032, 1950.. 2033, 1954.. 2034, 




2364. .2480, 2368. .2481, 


2368. 


.2478, 2370. .2480, 2968. .3087, 




2976. .3089, 2978. .3112, 


2978. 


.3088, 3204.. 3296, 3204.. 3299, 




3205.. 3327, 3206.. 3301 








Seq. No. 


• 37441- 




Seq^ ID 


OJ990818 05.9C01.C13 


Gene, ..No . 


-.-JL681.2.. :„ 1 




.„St.r:and/_ 


[ , ; ; 


Start 


97 




End 


338 6 * " ' ~~ 


Name 


OJ990818 05. 9C01.C13.ol 


np 


Method 


AAT/NAP 


Start 


1491 




End 


3379 


GI 


5739402 




Score 


255 


Exons 


1491. .1583, 1645. .1763, 


1953. 


.2031, 2368. .2478, 2979. .3075, 




3200. .3379 








GI Descrip. 


(AF169967) TruB [ Flavobacterium johnsoniae] 


Seq. No. 


37441 




Seq. ID 


OJ990818_05.9C01.C13 


Gene No. 


76812 




Strand 


+ 


Start 


97 




End 


3386 


Name 


OJ990818 05. 9C01.C13.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2374 




End 


3264 


GI 


none 




Score 


43 


Exons 


2374. .2400, 2415. .2480, 


2416. 


.2475, 2977. .3087, 2978. .3088, 




2979. .3089, 3204. .3263, 


3204 . 


.3263, 3205. .3264 


Seq. No. 


37441 




Seq. ID 


OJ990818__05.9C01.C13 


Gene. No. 


76812 




Strand - 


+ . 


Start • ' : 


' 97 * * :: ' • " •"" 




End ' - 


338 6- ■'--;=■ ';; vv : 


Name 


OJ.990818 05. 9C01.C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start' 


3006 ' ...... 




End 


3327 ' " 


GI • • 


- none -- " * - - ■ . 




Score ■'"* 


122 - - • ' : . ■' - . 


Exons- 


' 3006. ..3089, 3008. .3088,. 


3204. 


.3296, 3205.. 3327 


Seq. No. 


37442 




Seq. ID 


OJ990818_05.9C01.C14 


Gene No. 


76813 




Strand 


+ 


Start 


6168 




End 


6655 


Name 


OJ990818 05.9C01.C14.o2. 


gp 


Method 


AAT/GAP 


Start 


61'68 


End 


6655 


GI 


23206 1.R1084 




Score 


901 


Exons 


6168. .6655 








GI Descrip. 


, 2826882/emb ICAA11524.il 


9.0e 


-47 (AJ223634) transcription factor 



IIA small subunit [Arabidopsis thaliana] 



36978 



>gi_5051786_emb_CAB45079. 1_ (AL078637) transcription factor IIA 
small subunit [Arabidopsis thaliana] 1 



Seq. No. 37442 Seq. ID 

Gene No. 76814 Strand 

Start 211 End 

Name OJ990818_05 . 9C01 . CI 4 . ol . gs Method 

Start 211 • End 

GI none Score 

Exons 211.. 237 



OJ990818_05.9C01.C14 
237 

GENSCAN 

237 

.88 



Seq. No. 37442 Seq. ID 

Gene No. 76815 Strand 

Start 866 End 

Name OJ990818_05 . 9C01 . C14 . o2 . gs Method 

Start 866 End 

GI none Score 

Exons 866. .971, 1079. .1176, 1482. .1559, 1971, 
2843. .2908 



OJ990818_05.9C01.C14 

3035 
GENSCAN 
2908 
.99 

.2083, 2148. .2166, 



Seq. No. 
Gene No,. _ 

JStakt. . Z 

Name 

Start 

GI 

Exons 

GI Descrip. 



37442 
J76.8,15- _ _ 

.B6&„ ; 

OJ99'0818_05. 9C01.C14 .ol.gp 
1132 

11753 1.R1084 



OJ990818 05.9C01.C14 



Seq. ID _ 

St rand., ;„,„ _ w 

...End .„ 3.0.3.5... _ .... _ 

Method AAT/GAP 
End 3035 
_ Score 1092 

1132. .1323, 1482. .1559, 1971. .2083, 2843. .3035 
•4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. No. 37442 

Gene No. 7 6816 

Start 5268 

Name OJ990818_05 . 9C01 . C14 . ol . tw 

Start 1215 

GI none 

Exons 1215.. 1253, 1463.. 1558, 1464, 
1969. .2064, 1970. .2077 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_05.9C01.C14 
7062 

TBLASTX: Wheat 

2087 

63 



1559, 1465. .1560, 1968. .2087, 



Seq. No. 37442 

Gene No. .76816 

Start 5268 . 

Name;- ' • OJ9908 18_05 ;"9C01 :C1 4 :o;3 vgV 

Start 5268 

GI * none * " 

Exons -.5268. ..'5330, -6548.. 6646 ~ : 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990818_05.9C01.C14 

7062 . . 

GENSCAN 7 

6646 

;75 " " ' " ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . * 



37442 
76816 
5268 

OJ990818_05 . 9C01 . C14 . ol . tm 

6490 

none 



Seq. ID OJ990818_05.9C01.C14 
Strand 
End 

Method 
End 
Score 



7062 

TBLASTX: Maize 

6669 

175 



6490. .6648, 6506. .6649, 6507. .6647, 6613. .6669 



Seq. No. 
Gene No. 



37442 
76816 



Seq. ID 
Strand 



OJ990818 05.9C01.C14 



36979 



Start 


5268 








End 


7062 






Name 


OJ990818 05 


. 9C01 


.C14.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


6494 








End 


6649 






GI 


none 








Score 


128 






Exons 


6494. .6649, 


6495 


. 6647, 


6509. 


.6649 








Seq. No. 


37442 








Seq. ID 


OJ990818 


_05.9C01 


C14 


Gene No. 


76816 








Strand 








Start 


5268 








End 


7062 






Name 


OJ990818 05 


9C01 


C14 .ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6506 








End 


6656 






GI 


none 








Score 


123 






Exons 


6506. .6649, 


6507 


.6647, 


6507. 


. 6656 








Seq. No. 


37442 








Seq. ID 


OJ990818 


_05.9C01 


C14 


Gene No. 


76816 








Strand 








Start 


5268 








End 


7062 






Name 


OJ990818 05 


9C01. 


C14 .o2. 


np- 


Method 


AAT/NAP 






Start 


6509 








End 


7062 






GI 


2826882 








Score 


165 






Exons 


6509. .6650, 


7023. 


.7062 













. .QI„I^s_crip.._; (AJ223 6 34 ) transcription „f ac.tor„ IJLA . sm,all _„suj?juni t I" Ar a bid op sis __ 

. ...thaliana.L g.ii5A5li8ij,emb J r .CAa45jbi9„..li. _(ALQ^ 

factor IIA small subunit [Arabidopsis thaliana] 



Seq. No. 37443 Seq. ID 

Gene No. 76817 Strand 

Start 298 End 

Name OJ990818_05 . 9C01 . CI 5 . ol . gs Method 

Start 298 End 

GI none Score 

Exons 298. .609 



OJ990818_05.9C01.C15 
+ 

609 

GENSCAN 

609 

.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



GI be scrip . 



37443 
76818 
8420 

OJ990818_05.9C01.C15.o2 

'8420 

4490736 

8420. .8481, 8602. .8884, 



OJ990818_05.9C01.C15 
+ 

15047 
AAT/NAP 
15047 
2146 



Seq. ID 
Strand 
End 

, np Method 
End 
Score 

,9378, 10432. . 10629, 10820 11274 , 



9154 , 

12265. .12403, 12478 .. 12556, 13393 .. 13610, 13683 .. 14002 , 

14086. .14211, 14287. . 14449, 148 61 ... 15047 

( AL0 35*7 08 ); putative protein [Arabidopsis thalrana] '""-' ::T 



Seq. : No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



374 4 3 * 

76818 • - 

8*420 .. .. 

OJ990818_05.9C01.C15.o3 
8738 



none 
8738. , 
12265, 
14086, 



* ~ Seq. "ID 
...... Strand 

. End 

_ gs Method 

End 
Score 

8884, 9154. .9378, 10432 10629, 10877 11274 , 
.12403, 12478. . 12556, 13351 .. 13589, 13698 .. 1398 1 , 
. 14191, 14285. . 14449 



OJ9'90818_05 . 9C01/C15 

+ • 

15047 
GENSCAN 
14449 
.84 



Seq. No. 
Gene No. 
Start 



37443 
76819 
869 



Seq. ID 

Strand 

End 



OJ990818 05.9C01.C15 



8526 



36980 



Name OJ990818_05 . 9C01 . C15 . o2 . gs Method GENSCAN 

Start 869 End 8526 

GI none Score .54 

Exons 869.. 1078, 3424.. 3567, 4703.. 4831, 5071.. 5189, 6181.. 6258, 

8163. .8526 



Seq. No. 37443 

Gene No. 76819 

Start 869 

Name OJ990818_05 . 9C01 . C15 . o2 . tm 

Start 1801 

GI none 
Exons 



Seq. ID OJ990818_05.9C01.C15 
Strand 
End 

Method 
End 
Score 



8526 

TBLASTX: Maize 

2256 

45 



1801. .1926, 1911. .2189, 1958. .2197, 2051. .2224, 2209. .2256 



Seq-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Se.q..„.No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37443 
76819 
869 

OJ990818_05. 9C01.C15.o2.tw 

1967 

none 

1967.. 2167, 2040.. 2174, 2233. 



Seq. ID OJ990818_05.9C01.C15 
Strand 
End 

Method 
End 
Score 
.2319 



8526 

TBLASTX: Wheat 

2319 

75 



. 0 J9.90.8.X&.. 0.5 . 3C0J ,.£1.5. 



..3.7443^ ' ..._ae£....ID 

76819 Strand 
869 End 8526 

OJ990818_05. 9C01.C15.ol.np Method AAT/NAP 
2347 End 3552 

2826882 Score 212 

2347.. 2481, 3279.. 3329, 3424.. 3552 

(AJ223634) transcription factor IIA small subunit [Arabidopsis 
thaliana] gi | 505178 6 | emb | CAB4 507 9 . 1 | (AL078 637) transcription 
factor IIA small subunit [Arabidopsis thaliana] 



Seq. No. 37443 Seq. ID OJ990818_05.9C01.C15 

Gene No. 76819 Strand 

Start 869 End 8526 

Name OJ9908 18_05 . 9C01 . C15 . o3 . tm Method TBLASTX : Maize 

Start 3277 End 3558 

GI none Score 57 

Exons 3277.. 3330, 3279.-3335, 3279.. 3335, 3280.. 3339, 3415.. 3552, 
3416. .3553, 3424. .3558, 3431. .3556 

; Seq/-" No" " : . 37 4 4 '3 : / V'""' ■ " ; - " " : Seq; "rbi -~ OJ9908i8_05 /9cai7ci5'- v * 

Gene.No. J 76819. Strand 

Start ' 869* ' End '*' '8'52'6 ' " ' 

Name OJ9908 18_05 ; 9C01 . C15 : ol . gp .- .'-Method AAT/GAP 

Start 3279 End 3913 

GI 23206_2.R1084 Score 733 

Exons 3279.. 3329, 3424.. 3664, 3798.. 3913 

GI Descrip. ' 2833374 /sp | Q39236 | T2AG_ARATH 2.0e-26 TRANSCRIPTION INITIATION 
FACTOR IIA GAMMA CHAIN ( TFI I A-GAMMA ) >gi_1429228_emb_CAA67 369_ 
(X98862) putative small subunit [Arabidopsis thaliana] ' 

Seq. No. 37443 Seq. ID OJ990818_05.9C01.C15 

Gene No. 76819 Strand 

Start 869 End 8526 

Name OJ990818 05 . 9C01 . C15 . o2 . tc Method TBLASTX : Cress 



36981 



Start 


3279 








End 


3553 




GI 


none 








Score 


131 




Exons 


3279. .3335, 


3415 


. .3552, 


3416. 


.3553 






Seq. No. 


37443 








Seq. ID 


OJ990818J35.9C01. 


C15 


Gene No. 


76819 








Strand 






Start . 


869 








End 


8526 




Name 


OJ990818 05. 


9C01 


.C15.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


3279 








End 


3567 




GI 


none 








Score 


50 




Exons 


3279. .3335, 


3280 


.3339, 


3415. 


.3567, 3416.. 3553 




Seq. No. 


37443 








Seq. ID 


OJ990818_05.9C01. 


C15 


Gene No. 


76820 








Strand 






Start 


9247 








End 


10560 




Name 


OJ990818 05. 


9C01 


C15.04. 


ts 


Method 


TBLASTX: Soybean 




Start 


9247 








End 


10560 




GI 


none 








Score 


147 




Exons 


9247. .9378, 


9249 


.9374, 


9286. . 


9378, 10390. .10554, 10429. 


. 10560, 




10430. .10555 














-S„e„q^.„No/ w 


„._„37443„_.„„_ 





— 


„ 


.Se.g ,„I D_ 


J3Jam8J8^05^9£0„l:. 


C15 , 


Gene . No 


.. .76821 „ 


.... . 






Strand ..... 




- -~ 


Start 


10823 








End 


11275 : 




Name 


OJ990818 05. 


9C01. 


C15.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


10823 








End 


11083 




GI 


none 








Score 


220 




Exons 


10823. .11083 














Seq. No. 


37443 








Seq. ID 


OJ990818_05. 9C01. 


C15 


Gene No. 


76821 








Strand 






Start 


10823 








End 


11275 




Name 


OJ990818 05. 


9C01. 


C15.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


10943 








End 


11275 




GI 


none 








Score 


441 




Exons 


10943. .11275 


, 10945.. 11274 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI"' - " : . 

Exons 



37443 
76822 
13334 

OJ990818_05. 9C01.C15.ol.tm 
13334 



none " 

13334 . 
13686, 



Seq. ID OJ990818_05.9C01.C15 
Strand 

14005 

TBLASTX: Maize 
13991 

122 ; r "" 



End 

_ Method 

End 

" ■ ■ ~ r Score' 

134 41, 13341. . 134 42, 134 60. . 13537, 134 61, .13541, 
13967; 13748. . 13936, 13965. .13991 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



37443 
76822 ■ 
13334 

OJ990818_05. 9C01.C15.ol.tc 

13425 

none 



Seq. ID OJ990818_05.9C01.C15 
Strand 

End 14005 

Method TBLASTX : Cress 

End 13952 

Score 233 



13425. . 13625, 134 30 13591 , 1368 6 . .13952 , 13742.. 13945 



37443 
76822 
13334 



Seq. ID OJ990818_05.9C01.C15 
Strand 

End 14005 



36982 



Name 


OJ990818 05. 9C01.C15.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


13689 


End 


14005 




GI 


none 


Score 


457 






Exons 


13689. .14003, 13695. .14003, 


13742. .14005, 13750 


. . 14004 




Seq. No. 


37443 


Seq. ID 


OJ990818 


JD5.9C01 


.CIS 


Gene No. 


76822 


Strand 








Start 


13334 


End 


14005 






Name 


OJ990818 05.9C01.C15.ol.tw 


Method 


TBLASTX : 


Wheat 




Start 


13745 


End 


13967 






GI 


none 


Score 


237 






Exons 


13745. . 13936, 13746. .13967 










Seq. No. 


37444 


Seq. ID 


OJ990908 


_09.9C02 


,C3 


Gene No. 


76823 


Strand 


+ 






Start 


131 


End 


255 






Name 


OJ990908 09. 9C02 . C3 . ol . gs 


Method 


GENSCAN 






Start 


131 


End 


255 






GI 


none 


Score 


.9 






Exons 


131. .255 










Seq. No. il 


_3744 5 „__- : 


_ Seq,.„ . JD.„ 


0 J9 9J) 9 0 8,..Q5..J.QQ 2. 


,C6,, 


Gene. .No, 


_'„7 6.8 2.4 .... _ _ 


„ . .Strand ... 









Start 


576 


End . . 


3227 






Name 


OJ990908 09.9C02.C6.ol.gs 


Method 


GENSCAN 






Start 


576 


End 


3227 






GI 


none 


Score 


.67 






Exons 


576. . 612, 3013. . 3227 










Seq. No. 


37445 


Seq. ID 


OJ990908 


_09.9C02 


C6 


Gene No. 


76825 


Strand 


+ 






Start 


3690 


End 


6458 






Name 


OJ990908 09.9C02.C6.ol.np 


Method 


AAT/NAP 






Start 


3690 


End 


6458 






GI 


630791 


Score 


45 






Exons 


3690. .3808, 4551. .4687, 4763 


..4859, 6436.-6458 






GI Descrip. 


microfilaria! sheath' protein 


- nematode (Brugia 


pahangi ) 






gi| 516355 | emb | CAA84 597 | (Z35445) microfilaria! 


sheath prote. 




[Brugia pahangi] 










Seq. No. 


37445 


Seq. ID 


OJ990908 


_09.9C02 


C6 


Gene No.. 


76826. 


Strand 


+ . 






"Start ''; r " 


' -10993 -v- - ;• 


" End 








Name 


OJ990908 09. 9C02.C6'.o4 .gs 


Method 


GENSCAN 






Start' : 


10993 


End ' 


15558 " 






-GI . . - . - 


none - - - 


• - Score 


- -.56 






Exons 


10993. .11068, 1374 4. .1382 6, 


13843. .14031,. 14265 


. .14 392, 






14 604. .14 667, 14 835 .. 14 8 63, 


15079. .15253, 15379 


. . 15558 




Seq. No. 


37445 


Seq. ID 


OJ990908 


_09.9C02. 


C6 


Gene No. 


76827 


Strand 


+ 






Start 


17309 


End 


18812 






Name 


OJ990908 09.9C02.C6.o5.gs 


Method 


GENSCAN 






Start 


17309 


End 


18812 






GI 


none 


Score 


.74 






Exons 


17309. .17371, 17 4 4 3. .17640, 


18202. . 18318, 18621 


. .18812 





36983 



Seq. No. 


37445 


Seq. ID 


OJ990908_09.9C02.C6 


Gene No. 


76828 


Strand 


+ 


Start 


20318 


End 


23583 


Name 


OJ990908 09. 9C02 . C6 . 06 . gs 


Method 


GENSCAN 


Start 


20318 


End 


23583 


GI 


none 


Score 


.72 


Exons 


20318. .20590, 21189. .22290, 


22616. .23583 


Seq. No. 


37445 


Seq. ID 


OJ990908_09. 9C02.C6 


Gene No. 


76828 


Strand 


+ 


Start 


20318 


End. 


23583 


Name 


OJ990908 09.9C02.C6.o3.np 


Method 


AAT/NAP 


Start 


21321 


End 


23388 


GI 


5441880 


Score 


1637 


Exons 


21321. .22332, 22778 .. 22809, 


23068. .23388 


GI Descrip. 


(AP000367) EST C28952 (C62945) corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA prot< 




(AC003981) [Oryza sativa] 






Seq. No. 


37445 


Seq. ID 


OJ990908_09.9C02.C6 


Gene No. 


76829 


Strand 




,S,tart 


_.1394 ;. ;_ 




-5_955™ „ :„J 


Name 


.. .6j.9.9.0908J.Q9..„9C02 ..CS..ojL. gp 


Method.,. . 


..AAT./.GAE „. 


Start 


4009 


End 


4538 


GI 


5038559 


Score 


972 


Exons 


4009. .4538 






Seq. No. 


37445 


Seq. ID 


OJ990908_09.9C02.C6 


Gene No. 


76829 


Strand 




Start 


4394 


End 


5955 


Name 


OJ990908 09.9C02.C6.o2.gs 


Method 


GENSCAN 


Start 


4394 


End 


5809 


GI 


none 


Score 


.44 


Exons 


4394. .5809 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

' GI Descrip. 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



3__09. 9C02.C6.o2.gp 



37445 
76829 
4394' 
OJ990908 
5649 

uC-osroM202041f04bl 
5649. .5955 

"'! 4 1764 20/dbj | BAA37167J 
' [Arabidopsis "thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990908_09. 9C02.C6 

5955 
AAT/GAP 
5955 
572 



2 . de'-ir {AB008097 ) / cytochrome' P45TT 



• 37445 • ' - - • - ■ ' * - • Seq. ID 

76830. Strand " 

7636 End 

OJ990908_09. 9C02 . C6 . o2 . tw Method 

4430 End 

none Score 

4430. .4672, 4506. .4637, 4688. .4759 



OJ990908_09.9C02.C6 
10783 

TBLASTX: Wheat 

4759 

98 



Seq. No. 37445 Seq. ID 

Gene No. 76830 Strand 

Start 7636 End 

Name OJ990908 09 . 9C02 . C6 . ol . tm Method 



OJ990908_09. 9C02 ,C6 
10783 

TBLASTX: Maize 



36984 




Start 


4694 




End 


5108 




GI 


none 




Score 


275 




Exoris 


4694 .'.4957, 


4695. .4958, 4943 


..5107, 4947. .5108 




Seq. No. 


37445 




Seq. ID 


OJ990908_09.9C02 


.C6 


Gene No. 


76830 




Strand 


— 




Start 


7 636 




End 


10783 




Name 


OJ990908 09. 


9C02.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


5357 ~ 




End 


5618 




GI 


none 




Score 


299 




Exons 


5357 . . 5617, 


5360.. 5602, 5406 


. .5618 






Seq. No. 


37445 




Seq. ID 


OJ990908_09.9C02 


.C6 


Gene No. 


76830 




Strand 


— 




Start 


7636 




End 


10783 




Name 


OJ990908 09. 


9C02.C6.o3.gs 


Method 


GEN SCAN 




Start 


7636 ~ 




End 


9734 




GI 


none 




Score 


.53 




Exons 


7636. . 8064, 


9552. . 9734 








Seq. No. 


37445 




Seq. ID 


OJ990908_09. 9C02 


.C6 


Gene No, 


7J5£3A__ 




_;Strand_ 






Start 


_ . .7.6.16... ... 




End.; . 


.107.8 3 1 „ 




Name 


OJ990908 09. 


9C02.C6.o2.np 


Method 


AAT/NAP 




Start 


8072 




End 


10783 




GI 


5042463 




Score 


165 




Exons 


8072. .8177, 


8228.. 8365, 9179 


..9383, 10357. .10527, 10726 


. . 10783 


GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


37445 




Seq. ID 


OJ990908_09. 9C02 


.C6 


Gene No. 


76831 




Strand 






Start 


21888 




End 


22560 




Name 


OJ990908 09. 


9C02.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


21888 




End 


22484 




GI 


none 




Score 


361 




Exons 


21888. .22355 


, 21893. .22366, 


22413. .22484 




Seq. No. 


37445' 




Seq. ID 


OJ990908_09.9C02 


.C6 


Gene No. 


76831 




Strand 






Start 


21888 




End 


22560 




Name 


OJ990908 09. 


9C02.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


22182 




End 


22560 




GI - * " 


■ "none - ' - 




' Score*" " 


■191 




Exons 


22182'.-. 22331, 22184 . .22336, 


22185. .22361, .22385. .22453,* 






22386. ,2252"3 


, "22408; .22536, 


22501. .22560 




Seq. No. 


37446 




' Seq. ID 


OJ990908_09. 9C02 


C7 • 


Gene No. 


76832 




Strand 


+ 




Start 


8 




End 


3248 




Name 


OJ990908 09. 


9C02.C7.ol.gs 


Method 


GENSCAN 




Start 


8 




End 


2741 




GI 


none 




Score 


.42 




Exons 


8. .181, 570. 


.890, 976. .1117, 


1715. .1790, 2654. .2741' 




Seq. No. 


37446 




Seq. ID 


OJ990908_09. 9C02. 


C7 


Gene No. 


76832 




Strand 


+ 




Start 


8 




End 


3248 





36985 



Name 


OJ990908 09.9C02.C7.ol.gp 




Method 


AAT/GAP 




1253 




End 


1509 


rz t 

V3X 


fii fin s ri nn 4 




Score 


448 


















20 (X98321) peroxidase [Arabidops 




LnailaUa J 








c (U/-T No 


"^744 fi 




oeq . iu 


o TQQHQnfi no Qrn 1 ) en 


Gene No. 


76832 




C f- ran H 

o u idnu 


4. 


Start 


8 






JZ ft 0 




OJ990908 09.9C02.C7.ol.np 




Method 


AAT/NAP 


O Lai L, 


1791 




LjLIKJL 


J> c. 1 O 


\j x 


5852180 




Score 


332 




1791. .1868, 2879.-3248 








fZT Dp q o T* T o 

VJJ X L/C oLi L J»J . 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Qp>rr No 


37446 




Seq. ID 


OJ990908_09. 9C02.C7 


fl^n *^ No 


76833 




Strand 




Start 


2037 




End 


2466 


Name 


OJ990908 09.9C02.C7.o2.gp 




Method 


AAT/GAP 


O U Cl J. L, 


2037 




End 


2466 


Ja JL _, „. , 


■ 2428185 




„, .Score.. , .„ 


801 


Cj A i I p ... „ . 


....2.03.7- .2.4.66.., '„.. : ... 








Cl T nocpri n 
OX uc jLI lr * 


5852170/emblALl 172 65.1 I0ST17 


804 1.0e-177 Oryza sativa 




indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone:tl7804 


Ccirr No 


37446 




Seq. ID 


OJ990908_09.9C02.C7 


flf2i n *^ No 


76834 




Strand 




Start 


2484 




End 


3269 


Name 


OJ990908 09.9C02.C7.o3.gp 




Method 


AAT/GAP 


u Lai L 


2484 




End 


3218 


cij 

\J X 


101153 1.R1084 




Score 


576 




2484 . .2712, 3029. .3218 








Cl T Hocpr"! n 


1 5852170/emb|AL1172 65.1 IOST17804 1 . Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone: t!7804 1 


Seq. No. 


37446 




Seq. ID 


OJ990908_09.9C02.C7 


Gene No. 


76834 




Strand 




Start 


2484 




End 


3269 


Name 


OJ990908 09.9C02.C7.o2.gs 




Method 


GENSCAN 


u Lai 1, 


2873 




End 


3269 


cij 


. none 




Score 


.7.1 ■ 




287 3 /; 2882-; ; 302 9v . 32 69"* ; 








Cqo*' No 


' 37447 - ' * : 




• Seq. ID 


OJ990908_0'9.*9C02.C8 ■ 


Cl & r~\ c$ " KI O 


.76835 




- Strand * 




Start 


159- 




End 


' 211 


Name 


OJ990908 09.9C02.C8.ol.gp 




Method 


AAT/GAP 


Start 


159 




End 


211 


O X 


LIB34 31-030-P1-N1-G8 




Score 


86 


Exons 


159. .211 








GI Descrip. 


'5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 




japonica BAC clone 34K24, 


complete sequence 1 


Seq. No. 


37447 




Seq. ID 


OJ990908_09.9C02.C8 


Gene No. 


76836 




Strand 




Start 


36 




End 


125 



36986 




Name 


OJ990908 09 9C02 C8 ol 






VJJ i_il.NO v/iiLN 




36 ~ 




End 


125 
j. *j 


GI 


none 




Score 


. 5 


PvnnS 

i-J *\ 1 1 V 


36 . . 125 








Seq. No. 


37448 




Seq. ID 


OJ990908_09.9C02.C9 


Gene No. 


76837 




Strand 




Start 


520 




End 


655 


Name 


OJ990908 09 9C02 P9 ol 


tm 


Method 


TBLASTX: Maize 


Start 


4 97 ~~ 




End 


639 


GI 


none 




Score 


160 


Exons 


497.. 637. 521 637. 522 


. . 638, 


525. .638, 526. .639 


Seq. No. 


37448 




Seq. ID 


OJ990908_09.9C02.C9 


Gene No. 


76837 




Strand 




Start 


520 




End 


655 


Name 


OJ990908 09.9C02.C9.ol. 


np 


Method 


AAT/NAP 


Start 


520 ~~ 




End 


637 


GI 


3540206 




Score 


109 


Ry on s 


520 637 








\J J. I—' ^ JhJ V— ' i, _I_ L/ s 


(AC004260) Hvnothet iral 


protein [Arabidopsis thaliana] 


_S.eq...„N.o,- 


r. .37.4A8 iz ' 7 " .7"™ .17 7777777 




.S.eq.._ID.„ 


.0J9 9 0,9.0 8.^09.. 9C02,. C9... ... 


Gene No. 


76837 




Strand 




Start 


520 




End 


655 


Name 


OJ990908 09 9P02 09 ol 


gs 


Method 


GENSCAN 


Start 


526 ~~ 




End 


655 


GI 


none 




Score 


.85 


Exon 

i*j a \_y no 


526 655 








Spa No 


37449 




Seq. ID 


OJ990908_09. 9C02.C11 


Gene No. 


76838 




Strand 


+ 


Start 


1 




End 


662 


Name 


OJ990908 09 9C02 Cll ol 


.np 


Method 


AAT/NAP 


Start 






End 


662 


GI 


6006372 




Score 


146 


Exon ^ 


1 97 420 662 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 


Sea No 


37449 




Seq. ID 


OJ990908_09. 9C02.C11 


Gene No. 


76839 




Strand 


+ 


Start 


4483 




End 


12859 


Name 


- : 0 J 9 9 0 9 0 8 ' 09 9 C 0 : 2 : C 1 P o 2 


.gs ■ ' 


"Method 


GENSCAN- ~ " " " 


Start 


4 4 8 3 ~~ ' 




End 


10535 ' ■ 


GI ' ' * : ' 


none * ' 




Score 


-.7 " ' 




4 4 83 5100 - 512 6 5-2 34 


' 5748. 


..5'781,- 6627 . .6889, - 7091 .. 721'9, 




781 R 7 876 8358 8540 


* 9242. 


.9332, 9855.. 9898, 10374.. 10535 


Sea No 


37449 

~J 1 1 *1 Zf 




Seq. ID 


OJ990908_09.9C02.C11 


Gpnp Mo 


7 6839 




Strand 


+ 


Start 


4483 




End 


12859 


Name 


OJ990908 09.9C02.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


6112 




End 


12859 


GI 


5478530 




Score 


168 - • . 


Exons 


6112. .6218, 6995. .7045, 


7127. 


7204, 78 


18. .7876, 8358. .8540, 




9242. .9332, 9855. .9898, 


9981. 


10079, 12827. .12859 


GI Descrip. 


(AF130441) UVB-resistance protein UVR8 


[Arabidopsis thaliana 



36987 



Seq. No. 


37449 




Seq. ID 


OJ990908 


J39.9C02 


.Cll 


Gene No. 


76839 




Strand 


+ 






Start 


4483 




End 


12859 






Name 


OJ990908 09.9C02.C11, 


.ol.gp 


Method 


AAT/GAP 






Start 


6439 




End 


7862 






GI 


4879074 




Score 


1110 






Exons 


6439. .6551, 6653.-6889, 6983. .7219, 7833. .7862 






Seq. No. 


37449 




Seq. ID 


OJ990908 


_09.9C02 


.Cll 


Gene No. 


76839 




Strand 


+ 






Start 


4483 




End 


12859 






Name 


OJ990908 09.9C02.C11, 


,o2.gp 


Method 


AAT/GAP 






Start 


10794 




End 


11040 






GI 


3107863 




Score 


474 






Exons 


10794. .11040 












Seq. No. 


37449 




Seq. ID 


OJ990908_ 


_09.9C02. 


.Cll 


Gene No. 


76840 




Strand 


+ 






Start 


17305 




End 


20323 






Name 


OJ990908 09.9C02.C11. 


o4 . gs 


Method 


GENSCAN . 






Start 


17305 . „ 






20323 






_.GX- 


. : n one; .1 _ .„ ____ ;;. . . 




_ .Score 


~..5.7 .... 


...... — .. 


"-=--^M-.-T-I" 


Exons 


17305. .17502, 17566. . 


17665, 


18504. .18539, 18769 


18906, 






19108. .19316, 19426.. 


19487, 


19683. .19762, 20082 


20323 




Seq. No. 


37449 




Seq. ID 


OJ990908_ 


J59.9C02. 


■ Cll 


Gene No. 


76841 




Strand 


+ 






Start ■ 


21073 




End 


21937 






Name 


OJ990908 09.'9C02.C11. 


o4 . gp 


Method 


AAT/GAP 






Start 


20761 




End 


21937 






GI 


LIB3477-011-P1-K1-B2 




Score 


663 






Exons 


20761. .20866, 20993.. 


21183, 


21671. .21733, 21824 


. .21937 





GI Descrip. '2642159 5.0e-54 (AC003000) putative mannose-l-phosphate 



guanyltransferase [Arabidopsis thaliana] >gi_3598958 (AF076484) 
GDP-mannose pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 
(AF108660) CYT1 protein [Arabidopsis thaliana] 1 



Seq. No. 


37449 




Seq. ID 


OJ990908_09.9C02 


.Cll 


Gene No. 


76841 ' 




Strand 


+ 




Start 


21073 




End 


21937 




Name . ' 


OJ990908 09.9C02.C11. 


. p5 . gs 


• Method - 


GENSCAN . . . 




Start 


;-;"2i073*\- ; *-"■ v ";\ ' ; 




y ;"End'- •' / 


"'21733 




GI : 


none 




Score ' 


.89 ' • ; 




Exons 


21073V. 21183, '21671;. 


.2173T 








Seq. No. 


37449 . . 




Seq. ID 


OJ99.09-08_09.9C02 


.Cll 


Gene No. 


76841 




Strand 


' + 




Start . 


21073 




End 


21937 




Name 


OJ990908 09.9C02.C11. 


>o5.np 


Method 


AAT/NAP 




Start 


21073 


End 


21937 




GI 


2642159 




Score 


388 




Exons 


21073. .21183, 21671.. 


,21733, 


21824. .21937 




GI Descrip. 


(AC003000) GDP-mannose pyrophosphorylase [Arabidopsis 


thaliana 



gi 1 3598958 (AF076484) GDP-mannose pyrophosphorylase [Arabidopsis 
thaliana] gi 14151925 (AF108660) CYT1 protein [Arabidopsis 
thaliana] 



36988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



37449 Seq. ID OJ990908_09.9C02.C11 

76842 T . Strand 

11636 End 13066 

OJ990908_09.9C02.Cll.o3.gp Method AAT/GAP 

11636 End 13066 

uC-osflcyp021g03bl Score 787 

11636. .11805, 12291. .12355, 12430 .. 12508, 12 690 .. 127 64 , 

13002. .13066 

1 223917 9 /emb | CAB10099 . 1 | 2.0e-24 (Z97208) hypothetical protein 
[Schizosaccharomyces pombe] 1 



Seq. No. 37449 Seq. ID 

Gene No. 76843 Strand 

Start 18123 End 

Name OJ990 908_09 . 9C02 . Cll . o2 . ts Method 

Start 5032 End 

GI none Score 
Exons 



OJ990908_09.9C02.C11 
21937 

TBLASTX: Soybean 

6517 

114 



5032. .5163, 5033. .5164, 6081. .6191, 6082. .6156, 6243. .6341, 
6244. .6327, 6410. .6517, 6424. .6516 



,Gene .No. 
Start 
Name 
Start 
GI 

Exons 



^374 4 9 - ; „ 

16843. 

18123 

OJ990908_09. 9C02.Cll.o4. tm 
6088 
none 
6088. 
6242. 
6424. 



: Secu„I D. , , O J990-90 8_0 9 . 9C0 2 . CI 1 
...Strand : 



End 

Method 

End 

Score 



21937 

/TBLASTX: Maize 
6475 
125 



,6159, 6090. .6161, 6091. .6159, 6241. .6327, 6241. .6333, 
6334, 6243. .6341, 6405. .6470, 6410. .6475, 6420. .6470, 
6474 



Seq. No. 37449 

Gene No. 76843 

Start 18123 

Name OJ990908_09 . 9C02 . Cll . o5 . tm 

Start 6705 

GI none 

Exons 6705. .6887,. 6706. .6888, 6966. 



Seq. ID OJ990908_09. 9C02.C11 
Strand 
End 

Method 
End 
Score 
.7010 



21937 

TBLASTX: Maize 

7010 

270 



Seq. No. 
Gene No. 
Start 
Name/ : 
Start 
GI 

Exons- 



37449 
76843 

18123. ........ . . . 

OJ99'09d8_09 9C02 : CllVol Vt s 
'6840 

none' . • ■ - • 



Seq. ID OJ990908_09. 9C02.C11 
Strand 
End 

Method* 
ind 
Score 



21937 
'* TB L ASYxT S oy b e a h" 
10205' " 
64 



' 6840. . 6899,- - 6841.:. 6888, 6566. ..7046, 6-97 9 - . 704 4 , 7.054 . . 710-7., 

7123,. .7218, 7125.'. 7217, 7832.. 7876, 8355//8540, 8356.. 8541, 

8357. .8539, 8406. .8525, 9239. .9328, 9845. .9901, 9850. .9900, 
9977. .10153, 9978. .10103, 10185. .10205 



Seq. ID OJ990908_09. 9C02.C11 
Strand 
End 

Method 
End 
Score 

7038. .7217, 7039. .7248, 7817. .7921, 7831. .7875, 8354. .8530, 



Seq. No. 37449 

Gene No. 76843 

Start 18123 

Name OJ990908_09 . 9C02 . Cll . o3 . tm 

Start 7038 

GI none 
Exons 



21937 

TBLASTX: Maize 

8531 

281 



36989 






8355. . 


8531, 8357.. 8530, 8400.. 8528 






Seq. No. 


37449 






Seq. ID OJ990908 


_09. 9C02 


.Cll 


Gene No. 


76843 






Strand 






Start 


18123 






End 21937 






Name 


OJ990908 09.9C02.C11 


.o2.tm 


Method TBLASTX: 


Maize 




Start 


9287 






End 10220 






GI 


none 






Score 71 






Exons 


9287. . 


9331, 9837.. 9890, 9845.. 9901, 9853.. 9894, 


9915. .10109, 




9978. . 


10112, 9980. .10117, 9998. .10123, 10130 .. 10153, 






10130. 


.10219, 10179. 


.10220, 


10188. .10220 






Seq. No. 


37449 






Seq. ID OJ990908 


_09.9C02 


.Cll 


Gene No. 


76843 






Strand 






Start 


18123 






End 21937 






Name 


OJ990908 09.9C02.C11 


,o2. tc 


Method TBLASTX: 


Cress 




Start 


9845 






End 10118 






GI 


none 






Score 86 






Exons 


9845. . 


9901, 9850. .9900, 9977. .10099, 9978. .10118 




Seq. No. 


37449 






Seq. ID OJ990908 


J59.9C02 


.Cll 


Gene Npj..._ 


76843 






Strand 






...Start. 


.U81Z1. 




~. ... - 


End 21 93.1.,- -. 


- - . .... 

.... . 




Name 


OJ990908 09.9C02.C11 


. o7 . tm 


Method TBLASTX: 


Maize 




Start 


10881 






End 11835 






GI 


none 






Score 4 3 






Exons 


10881. 


.10952, 10926. 


.10961, 


11013. .11084, 11074 


. .11133, 






11078. 


.11134, 11599. 


.11823, 


11600. .11803, 11623 


. .11835 




Seq. No. 


37449 






Seq. ID OJ990908 


_09. 9C02 


.Cll 


Gene No. 


76843 






Strand 






Start 


18123 






End 21937 






Name 


OJ990908 09.9C02.C11 


. ol . tw 


Method TBLASTX: 


Wheat 




Start 


11749 






End 13153 






GI 


none 






Score 71 






Exons 


11749. 


.11793, 11750. 


.11818, 


12280. .12351, 12280 


. .12354, 






12285. 


.12371,-- 12422. 


.12508, 


12431. .12508, 12432 


. .12509, 






12433. 


.12516, 12436. 


.12510, 


12687. .12767, 12687 


. . 12767, 






12689. 


.1278.7, 12999. 


.13151, 


12999. .13148, 13000 


. ..13152, 






13001. 


.13153 










Seq. No. 


37449 






• Seq. ID OJ990908 


_0 9.9CQ2 


.Cll 


Gene No ' . "~ 


**'7"684 3'- 






Strand '-" ''- " 






Start 


18123 






' End 21937 " : 






Name 


OJ990908 09.9C0'2.C11 


. ol . tm 


. Method TBLASTX: 


Maize ! 




Start ■ - . 


1232-1 : 






End - .- 15166- . 






GI 


none 






Score 54 






Exons 


12321. 


.12356, 12324. 


. 12371, 


12431. .12508, 12432 


. .12509, 






12687. 


.12767, 12687. 


. 12767, 


12689. .12769, 12998 


. . 13171, 






12998. 


.13042, 12999. 


.13169, 


13000. .13311, 13219 


. . 13278, 






13223. 


.13333, 13299. 


.13400, 


13299. .13334, 13328 


. .13420, 






13336. 


.13395, 13386. 


.13505, 


13387. .13503, 13388 


. .13510, 






13920. 


.13973, 13940. 


.13975, 


13963. .13998, 14021 


. .14074, 






14046. 


.14153, 14065. 


.14151, 


14929. .14967, 14956 


. .15039, 






14968. 


.15030, 15085. 


.15120, 


15085. .15120, 15124 


. . 15165, 





15131. .15166 



36990 



Seq. No. 


37449 




Seq. ID 


OJ990908 


_09. 9C02 


.Cll 


Gene No. 


76843 




Strand 








Start 


18123 




End 


21937 






Name 


OJ990908 09. 9C02 .Cll 


. o4 . ts 


Mpt hod 


TBLASTX • 


ij w y i^j \^ cl 1 1 




Start 


12973 ~ 




End 


13170 




GI 


none 




Score 


74 






Exons 


12973. .13056, 12990. 


. 13169, 


13000 131 


70 13096 


. 13170 




Seq. No. 


37449 




Seq. ID 


OJ990908 

Vw/ _/ _y \j w' \s \J 


09 . 9C02 


n i 


Gene No. 


76843 




Strand 








Start 


18123 




End 


21937 ■ 






Name 


OJ990908 09.9C02.C11 


o4 . np 


Method 


AAT /NAP 






Start 


18123 




End 


21937 






GI 


6006372 




Score 


61 






Exons 


18123. . 18267, 21907. 


21937 












(AP000559) hypothetical protein [Oryza 


oct L lva J 






Seq. No. 


37449 




Seq. ID 


OJ990908 


09 9C0? 




Gene No. 


76843 




Strand 








Start 


18123 




End 


21937 






Name 


OJ990908 09.9C02.C11. 


06 . tm 


Method 


TBLASTX : 


Mai ze 




Sta^rt, 


■ 20954 




End 


21937 






Gi. 


n ti 




..Score.. . 


2.1.7 . 






Exons 


20954. .21178, 21046.. 


21186*, 


21069. .21179, 21668 


. 21736, 






21670. .21744, 21823.. 


21936, 


21824. .21937 






Seq. No. 


37449 




Seq. ID. 


OJ990908 






Gej}3 no . 


76843 




Strand 








Start 


18123 




End 


21937 






Name 


OJ990908 09.9C02.C11. 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


J. \J VJ 




End 


21937 






GI 


none 




Score 


84 






Exons 


21062. .21190, 21063.. 


21182, 


21069. .21215, 21070 


.21186, 






21116. .21187, 21668.. 


21736, 


21670. .21735, 21691 


. .21750, 






21822. .21905, 21823.. 


21936, 


21824. .21937 






Seq. No. 


37449 




Seq. ID 


OJ990908 


09 . 9C02 


. Cll 


Gene No . 


76843 




Strand 








Start 


18123 




End 


21937 






Name 


OJ990908 09.9C02.C11. 


ol.tc 


Method 


TBLASTX : 


Cress 




Start 


21069 




End 


21937 






GI 


none . . ... 




Score . 


193 






Exons. 


21069 /. 21176, "2 10 73". . 


21186; 


-21073-. :21186, 21074- 


.2118 1",' 






21668. .21736, 21670.. 


21735,, 


21821. .21925, 21823 


.. . ^. -L Zf ~J U , 




• ■ • 


21824.". 21937 ■ " 












Seq. No. • 


3745.0 . 




Seq. -ID 


OJ990908 


_09. 9C02 


-C12. 


Gene No. 


76844 




Strand 








Start 


244 




End 


589 






Name 


OJ990908 09.9C02.C12. 


ol . gs 


Method 


GENSCAN 






Start 


244 




End 


589 






GI 


none 




Score 


.91 






Exons 


244. .298, 414. .589 












Seq. No. 


37451 




Seq. ID 


OJ990908_ 


JD9.9C02 


C13 


Gene No. 


76845 




Strand 








Start 


660 




End 


2392 







36991 



Name OJ990908_09 . 9C02 . C13 . ol . np Method AAT/NAP 

Start 660 End 2225 

GI 1352681 Score 744 

Exons 660. .1082, 1174. .1503, 1629. .1734, 1828. .1978, 2062. .2225 

GI Descrip. PROTEIN PHOSPHATASE 2C (PP2C) gi | 107 6391 | pir | | S554 57 

phosphoprotein phosphatase (EC 3.1.3.16) 2C - Arabidopsis 
• thaliana gi | 633028 | dbj | BAA07287 | (D38109) protein phosphatase 2C 
[Arabidopsis thaliana] gi | 6006880 | gb I AAF00655 . 1 | AC008153_7 
(AC008153) protein phosphatase 2C (PP2C) [Arabidopsis thaliana] 



Seq. No. 


37451 


Seq. ID 


OJ990908 09.9C02.C13 


Gene No. 


76845 


Strand 


+ 


Start 


660 


End 


2392 


Name 


OJ990908 09.9C02.C13.ol.gs 


Method 


GENSCAN 


Start 


687 


End 


2210 


GI 


none 


Score 


.84 


Exons 


687. .1082, 1174. .1503, 1569.. 


1734, 1828.. 2210 


Seq. No. 


37451 


Seq. ID 


OJ990908_09.9C02.C13 


Gene No. 


76845 


Strand 


+ 


Start 


660 


End 


2392 


_Name_ , 


J3J990908 09.9C02.C13.o2.gp 


Method 


AAT/GAP 


. Start 


..9.8 2 _ . , _ _ ...... 


..End,... 


-1A70.' 


GI 


uC-osrocyp034f 02al 


Score 


745 


Exons 


982. .1082, 1174. .1470 






GI Descrip. 


' 1352681/sp| P49598 | P2C4 ARATH 


4.0e-17 


PROTEIN PHOSPHATASE 2C 



(PP2C) >gi_1076391_pir S55457 phosphoprotein phosphatase (EC 

3.1.3.16) 2C - Arabidopsis thaliana >gi_633028_dbj_BAA07287_ 
(D38109) protein phosphatase 2C [Arabidopsis thaliana] 
>gi_6006880_gb_AAF00655. 1__AC008153_7 (AC008153) protein 
phosphatase 2C (PP2C) [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37451 Seq. ID OJ990908_09.9C02.C13 

76845 Strand + 

660 End 2392 

OJ990908_09 . 9C02 . C13 . o3 . gp- Method AAT/GAP 

1677 . End 2392 

76129_1.R1084 Score 1149 

1677.. 1734, 1828.. 2392 

' 1352681/sp| P4 9598 | P2C4_ARATH 2.0e-28 PROTEIN PHOSPHATASE 2C 

(PP2C) >gi_1076391_pir S55457 phosphoprotein phosphatase (EC 

3.1,3.16) 2C - Arabidopsis .thaliana >gi_633028_dbj_BAA07 287_ 
"( D38109) v protein phosphatase V 2C [Arabi'dopBis"" thaliana]*" ^ 
>gi_6006880_gb_AAF00655.1_AC008153_7 ; (AC008153) protein 
phosphatase 2C "(PP2C)' [Arabidopsis thaliana] 1 ' ' 



Seq. No. 37451 * Seq. ID 

Gene No. 76846 Strand 

Start 7556 End 

Name OJ990908_09 . 9C02 . C13 . o3 . gs Method 

Start 7556 End 

GI none Score 
Exons 



OJ990908_09.9C02.C13. 
+ 

12397 
GENSCAN 
12366 
.58 



7556. .7622, 9612. .9682, 10838 .. 10994 , 11714. .. 11869, 12188. .12366 



Seq. No. 
Gene No. 
Start 



37451 
76846 
7556 



Seq. ID OJ990908_09.9C02.C13 
Strand + 
End 12397 



36992 




Name 


OJ990908 09 


.9C02 


.C13.o2 


.np 


Method 


AAT/NAP 


Start 


10856 








End 


12397 


GI 


2642156 








Score 


231 


Exons 


10856. .10994, 11714 11869, 


12188.. 12397 


GI Descrip. 


(AC003000) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


37451 








Seq. ID 


OJ990908_09.9C02.C13 


Gene No. 


76847 








Strand 


— 


Start 


702 








End 


993 


Name 


OJ990908 09 


.9C02 


.C13.ol. 


• gp 


Method 


AAT/GAP 


Start 


702 








End 


993 


GI 


3762187 








Score 


531 


Exons 


702. . 993 












Seq. No. 


37451 








Seq. ID 


OJ990908_09.9C02.C13 




76848 








Strand 




Start 


2487 








End 


5857 


Name 


OJ990908 09 


. 9C02 


.C13.o2. 


, tm 


Method 


TBLASTX: Maize 


Start 


650 








End 


• 1293 


GI 


none 








Score 


35 


Exons 


650 . . 679, 7 


80 . . 8 


87, 781, 


,.882, 785.. 1084, 835.. 888, 948.. 1088, 




951. . 1085, 


117.3.V 


.129.2/- J 




.1293, 1201. .1293 


Seq. No. 


' 37451 




Seq. ID 


OJ990 908J39. 9C02 . tl3 


Gene No . 


. -■ 7 6848 








Strand 




Start 


2487 








End 


5857 


Name 


OJ990908 09 


. 9C02 


.C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


911 








End 


1975 


GI 


none 








Score 


128 


Exons 


911. . 1024, 


939. . 


1022, 1038.. 


1088, 1040 


. .1084, 1173. .1220, 




1174 . . 1230, 


1318 


. .1365, 


1375 


..1503, 1626.. 1739, 1626.. 1730, 




1661. .1738, 


1826 


. .1975, 


1827 


. .1961 




Seq. No. 


37451 








Seq. ID 


OJ990908_09.9C02.C13 


Gene No. 


76848 








Strand 




Start 


2487 








End 


5857 


Name 


. OJ990908 09 


. 9C02 


.C13.ol. 


tc 


Method 


TBLASTX : Cress* 


Start 


942 








End 


2201 


GI 


none 








Score 


113 


Exons 


942 . . 1052, 


1032 . 


.1088, 1046. 


.1084, 1170. .1244, 1255. .1311, 




1375. . 1503, 


1626 


. .1739, 


1664 


..1738, 18 


26. .1978, 1827. .1991, 




2091,. .2201, 


2105 


. .2143 








Seq. No.. 


' 37451 








' Seq. ID 


OJ990908_09.9C02.C13" 


Gene ' No . 


7 684 8" v ' 








Strand '* 




•Start .-• - 


2487 * - ■ 








: End - ' 


. 5857. • . . 


Name 


OJ990908 09 


. 9C02 


.C13.ol. 


tm " 


Method 


' TBLASTX: Maize ' 


Start 


1440 








End 


2024 


GI 


none 








Score 


91 


Exons 


1440. . 1502, 


1441 


. . 1503, 


1626 


..1739, 1626.. 1787, 1826/.1978, 




1827. .2024, 


1900 


. .1986 








Seq. No. 


37451 








Seq. ID 


OJ990908_09.9C02.C13 


Gene No. 


76848 








Strand ' 




Start 


2487 








End 


5857 


Name 


OJ990908 09 


. 9C02 


.C13.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1440 








End 


1986 



36993 



GI 

Exons 



none Score 100 

1440. .1502, 1441. .1503, 1603. .1731, 1626. .1739, 1626. .1730, 
1661. .1738, 1826. .1978, 1827. .1985, 1827. .1979, 1900. .1986 





Seq. No. 


37451 




Seq. ID 


OJ990908_09.9C02.C13 




Gene No. 


76848 




Strand 






Start 


2487 




End 


5857 




Name 


OJ990908 09.9C02.C13.o2 


. gs 


Method 


GENSCAN 




Start 


2487 




End 


5857 




GI 


none 




Score 


.56 




Exons 


2487. .2555, 2603. .2640, 


3076 


..3260, 4154. .4270, 4441. .4785, 






5808.. 5857 










Seq. No. 


37451 




Seq. ID 


OJ990908_09.9C02.C13 




Gene No. 


76849 




Strand 






Start 


12199 




End 


12362 




Name 


OJ990908 09. 9C02.C13.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


12199 




End 


12362 




GI 


none 




Score 


202 




Exons 


12199. . 12360, 12202. .12357, 


12204. .12362, 12204. .12362 




.jSejj„ w Np„ 


37452 




Seg^IQ.^ 






..Gene ..No... . ... 


7 6.8.50..... ^ ; _ 




.... Strand 


„ + _ 


f ~ 


Start 


133 




End 


1972' 


in? 

3K. 


Name 


OJ990908 09.9C02.C14.ol 


.gs 


Method 


GENSCAN 




Start 


133 




End 


1972 


r f% 


GI 


none 




Score 


.74 




Exons 


133. .261, 912. .1019, 1114. .1207, 1707. 


.1972 


§ : : 


Seq. No. 


37452 




Seq. ID 


OJ990908_09.9C02.C14 


t: ^ 


Gene No. 


76851 




Strand 




i. i 


Start 


2541 




End 


3601 


FU 


Name 


OJ990908 09.9C02.C14.ol 


.tm 


Method 


TBLASTX: Maize 


5 


Start 


1106 




End 


1686 


fl 


GI 


none 




Score 


112 


H.J 


Exons 


1106. .1264, 1114. .1332, 


1114 


..1305, 1471. . 1542, 1537. .1602, 


? = 




1597. .1686 








w 


Seq. No. 


37.4 52 . 




Seq. ' ID 


OJ990908_09.9C02.C14 




Gene No. 


76851 




Strand 




o 


Start 


2541 




End 


3601 




Name 


OJ990908 09.9C02.C14.o2, 


.gs 


Method 


GENSCAN 




'Start' ■ - 


■2541 - " " - ' : 




"End ' . " 


'3601 ; " v -" • " " : : ' 




GI 


none 




Score 


,68 * • 




Exons 


' 2541. . 2572, '34 60. .3601 










Seq. ' No. 


37453 




Seq. ID 


OJ990908_09.9C02.C15 




Gene No. 


76852 




Strand 


+ 




Start 


~ 478 




End 


2089 




Name 


OJ990908 09.9C02.C15.ol, 


.gs 


Method 


GENSCAN 




Start 


478 




End 


2089 




GI 


none 




Score 


.87 




Exons 


478. .640, 1928. .2089 










Seq. No. 


37453 




Seq. ID 


OJ990908_09. 9C02.C15 




Gene No. 


76852 




Strand 


+ 




Start 


478 




End 


2089 



36994 



Name 


OJ990908 09 


.9C02.C15.ol 


.np 


Method 


AAT/NAP 




Start 


1794 






End 


2064 




GI 


2642156 






Score 


60 




Exons 


1794 . .2064 












GI Descrip. 


(AC003000) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


37454 






Seq. ID 


OJ990908 09.9C02. 


C16 


Gene No. 


76853 






Strand 


+ 




Start 


1 






End 


2183 




Name 


OJ990908 09 


. 9C02.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1655 




GI 


2642156 






Score 


341 




Exons 


1..190, 265 


. . 360, 452. . 


521, 


617. .747, 


1539. .1655 




GI Descrip. 


(AC003000) : 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


37454 






Seq. ID 


OJ990908_09.9C02. 


C16 


Gene No. 


76853 






Strand 


+ 




Start 


1 






End 


2183 




Name 


OJ990908 09 


.9C02.C16.ol 


. gs 


Method 


GENSCAN 




Start 


26 






End 


2183 




GI 


none 






Score 


.98 




Exons „ 


26. .190, 1327. .1434, 1539. .1757, 1833. 


,. v 2183 : „ 




Seq. No. 


37454 






Seq. ID 


OJ990908^09.9C02~ 


C16 


Gene No . 


76853 






Strand 


+ 




Start 


1 






End 


2183 




Name 


OJ990908 09 


.9C02.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


624 






End 


1882 




GI 


70939 1.R10: 


84 




Score 


1055 




Exons 


624. .747, 1327. .1434, 1539.. 


1882 






GI Descrip. 


'5852170/emb|AL1172 65. 1 


IOST17804 2.0e- 


27 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 ' 


Seq. No. 


37454 






Seq. ID 


OJ990908_09.9C02. 


C16 


Gene No. 


76854 






Strand 






Start 


2586 






End 


4896 




Name 


OJ990908 09 


. 9C02.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


23 






End 


. 187 




GI 


none 






Score 


246 




Exons 


23. .184, 26 


..187 










Seq. No. 


37454 






Seq. ID 


OJ990908_09.9C02. 


CI 6 


Gene No .' 


~"7"6854 :/ " 






• " Strand * 






Start : 


258 6 






End 


4896 _ 




Name 


OJ990908 "09 


.'9C0'2 .C16.62 


. tm 


Method 


TBLASTX: Maize 




Start • - • 


- 1539 - 






■ End 


. 2090 . : - - - - 




GI 


none 






Score 


91 




Exons 


1539. .1655, 


1539. .1646, 


1661 


..1750, 1665. .1745, 1860. .1925, 




1866. .1931, 


1901. .1969, 


1904 


..1969, 1911. .2051, 1974. .2090, 




1975. .2061 












Seq. No. 


37454 






Seq. ID 


OJ990908JD9. 9C02. 


C16 


Gene No. 


76854 ■ 






Strand 






Start 


2586 






End 


4896 




Name 


OJ990908 09 


.9C02.C16.o2 


.gs 


Method 


GENSCAN 




Start 


2586 






End 


4896 




GI 


none 






Score 


.96 





36995 



# • 

Exons 2586. .2684, 2817. .2854, 2941. .3076, 4467. .4534, 4782. .4896 



Seq. No. 


37455 








Seq. ID 


OJ990908 09.9C02 


. C17 


Gene No. 


76855 








Strand 






Start 


47 








End 


1696 




Name 


OJ990908 09. 


9C02. 


C17. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


38 








End 


240 




GI 


'none 








Score 


201 




Exons 


38. .232, 38. 


.229, 


39. 


.233, 39 


..236, 64 


. .240 




Seq. No. 


37455 








Seq. ID 


OJ990908__09. 9C02 


.C17 


Gene No. 


76855 








Strand 






Start 


47 








End 


1696 




Name 


OJ990908 09. 


9C02. 


C17. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


38 








End 


254 




GI 


none 








Score 


146 




Exons 


38. .94, 62.. 


253, 


63. . 


251, 102. 


. .254 







Seq. No. 
Gene No. 
Start 

.Name 

S.tart 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



37455 Seq. ID 

76855 Strand 
4 7 End 
.pj990908_09^9C02^C17.ol.np. . . .Method. „ 

4i_. End 

2642157 " Score 



OJ990908_09.9C02.C17 
1696 

.AAT/NAPL 

.169.6 

659 



47. .251, 526. .603, 963. .1085, 1484. .1696 
(AC003000) unknown protein [Arabidopsis thaliana] 



37455 . Seq. ID 

76855 Strand 

47 End 
OJ990908_09.9C02.C17.ol.tc Method 

50 End 

none Score 
50. .253, 66. .254 



OJ990908_09.9C02.C17 
1696 

TBLASTX: Cress 

254 

136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene" No . 
-Starts - 
Name 
Start . 
GI 

Exons 



37455 Seq. ID 

76855 Strand 
47 • End 
OJ990908_09. 9C02 . C17 . ol . gs Method 

56 End 

none Score 
56. .251, - 1484 .. 1626. 



OJ990908_09.9C02.C17 
1696 

GENSCAN ' 

1626 

.97 



37455 Seq. ID 

7 68 55 : . " . ' ■ ' Strand' " - . 

47 - - .-. End 1696- • - 

OJ990908_09. 9C02 .C17 .'o2 . tc ■ Method TBLASTX: 
523 End 1675 

none Score 62 

523. .609, 525. .608, 957. .1142, 962. .1084, 981., 
1482. .1556, 1483. .1644, 1495. .1647, 1652. .1675 



OJ990908 09.9C02.C17 



Cress 



1097, 1481.. 1627, 



Seq. No. 37455 Seq. ID OJ990908_09.9C02.C17 
Gene No. 76855 Strand- 
Start 47 End 1696 
Name OJ990908_09 . 9C02 . C17 . o2 . ts Method TBLASTX : Soybean 
Start 523 End 1644 



36996 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 73 

523. .609, 525. .608, 962. .1084, 962. .1084, 1481. .1621, 

1485. .1601,- 1495. .1644, 1496. .1624 



37456 
76856 
1 

OJ990908_09.9C02.C18.ol.np 
1 

2642157 
1..32, 679. .1055 

(AC003000) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990908_09.9C02.C18 
Strand 

End 1055 

Method AAT/NAP 

End 1055 

Score 316 



37456 
76856 
1 

OJ990908_09. 9C02.C18 .ol.gs 

646 

none 

646. .1005 



Seq. ID OJ990908_09.9C02.C18 
Strand 

End 1055 

Method GENSCAN 

End 1005 

Score .55 



Gene. No... 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.12456_„ 

.76.856 

1 



OJ990908_09 . 9C02 . C18 . ol . tm 
652 
none 

652. .876, 654. .893, 674. .895, 676. .'894, 677. .895 



„. - Seq.- ID- OJ990908_09. §CQZ*£1<L 

Strand - . _ 

End 1055 
Method TBLASTX: Maize 
End 895 
Score 248 



37457 
76857 
1 

OJ990908JD9. 9C02 . C19 . ol . gp 
1 

none 
1. .244 



Seq. ID OJ990908_09.9C02.C19 

Strand + 

End 244 

Method AAT/GAP . 

End 24 4v y 

Score 444 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI ■ ■ "• 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37458 
76858 
529 

OJ990908_09. 9C02.C20. ol.gs 

529 

none* - --" - " - - 



Seq. ID OJ990908_09.9C02.C20 
Strand 

End 5630 

Method GENSCAN 

End • 5154 

Score " . . 63 ' ' ' - ' - " 



529. .614, 701. .771, 997. .1004, 1232. .1375, 1610. .1703, - 
1809. . 1901, '2064 . .2086, "22'37. .2364,' 2590. .268 6, 2802'. .:30'24 : , 
3152. -.3295, 4115 ... 4 434 ,. 459*9. . 5154. ■■" - ■■ ■ 



37458 
76858 
529 

OJ990908_09 . 9C02 . C20 . ol . np 
3797 
6815072 
3797. .5630 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



Seq. ID OJ990908_09.9C02.C20 
Strand 

End 5630 

Method AAT/NAP 

End 5630 

Score 1131 



36997 



Seq. No. 37458 Seq. ID 

Gene No. 76858 Strand 

Start 529 End 

Name OJ990908_09 . 9C02 . C20 . ol . ts Method 

Start 3890 End 

GI none Score 

Exons 3890.. 4072, 3903.. 4070 



OJ990908_09.9C02.C20 
5630 

TBLASTX: Soybean 

4072 

95 



Seq. No. 


37458 




Seq. ID 


OJ990908_09 . 9C02 . C20 


Gene No. 


76858 




Strand 




Start 


529 




End 


5630 


Name 


OJ990908 09 9C02 C20 o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3998 ~~ 




End 


4318 


GI 


none 




Score 


37 


Exons 


3998. 4072, 3999 4073. 


4091 . 


.4318, 4092. .4316 


Seq. No. 


37458 




Seq. ID 


OJ990908_09 . 9C02 . C20 


Gene No. 


76858 




Strand 




Start 


529 




End 


5630 


Name 


OJ990908 09 9C02 C20 ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4534 ~~ 




End 


4986 


GI 


•none 




Score- 


162 • „ . 


F.xon s 


4534 4590 4624 4860 




. 496.6.,.;. 4£ 


19.4....4 98 6. „ . „_ 


Sea No 


37459 




Seq. ID 


OJ990908_09.9C02.C21 


Gptip No 


76859 




Strand 




Start 


1 




End 


2367 


Name 


OJ990908 09.9C02.C21.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1899 


GI 


4585985 




Score 


980 


Exons 


1..468, 587. .1046, 1278 


. .1899 






GI Descrip. 


(AC005287) Hvoothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


37459 




Seq. ID 


OJ990908_09.9C02.C21 


Gene No. 


76859 




Strand 




Start 


1 




End 


2367 


Name 


OJ990908 09.9C02 C21 ol 


.gs 


Method 


GENSCAN 


Start 


165 _ 


End 


2367 


GI 


none 




Score 


.43 


Exons 


165 261. 327 468 587 


. .727, 


917. .1207, 1241. .1571, 1589..: 




2293. .2367 








Seq.' No! \ ' 


" 37 4 59" • '•• • •"• • 




"SeqV; "ID 


0 J 9 90 90 8_0 9 : ! 9C 027 C 21 


Gene No. 


.'76859 




Strand 




Start . ' 


- 1 " ". " " " ' " . • 




End'' ' 


72367. ; - - 


•Name 


• OJ990908 09. 9C02.C21.o2 


.■tm*- 


Method . 


. TBLASTX : Maize . : • 


Start 


-395 '. 




End 


858 • 


GI 


none 




Score 


77 


Exons 


395.. 463, 567.. 707, 598 


. .723, 


711. .773, 751. .858, 776. .841 


Seq. No. 


37459 




Seq. ID 


OJ990908_09.9C02.C21 


Gene No. 


76859 




Strand 




Start 


1 




End 


2367 " 


Name 


OJ990908 09.9C02.C21.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


723 




End 


1019 


GI 


none 




Score 


96 



Exons 723.. 770, 751.. 864, 861.. 1019 



36998 



Seq. No. 37459 

Gene No. 76859 

Start 1 

Name OJ990908_0 9 . 9C02 . C21 . ol . tm 

Start 861 

GI none 
Exons 



Seq. ID OJ990908_09.9C02.C21 
Strand 
End 

Method 
End 
Score 



2367 

TBLASTX: Maize 

1649 

93 



861. .1103, 1140. .1598, 1144. .1212, 1602. .1649 





37460 


Seq. ID 


uj y y u y u o 


_09. 9C02 


.C23 




76860 


Strand 


+ 






Start 


790 


End 


1171 






Name 


OJ990908 09. 9C02 . C23 . ol . qp 


Method 


AAT/GAP 






O Lai. L 


790 


End 


117 1 






C T 


uC-osflcyp033a04bl 


Score 


DO / 








790. .1171 










OJL UCoLIl^ • 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


oy uryza 


sativa genomi 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No.- 


37460 


Seq. ID 


OJ990908 


_09. 9C02 


.C23 


Gene No. 


76861 


.Strand 








Cf art - ■ . 


. 72;3„;_ 


^_End„ 


1 Q1 C 


; . — . , 




. Name w . , „ 


. , .OJ99090 8 _.6 9...9.CQ2 . C23... oL.np 


....Method „. 


7\ T\ rp / xt 7\ T"> 

„ .PJ\XJ NAir. , 


- — -■ 




OLal L 


723 


End 


1 Q1 C 

1 o 1 D 






r-T 


4680186 


Score 


ooq 






Hi 1 1 O 


723. .923, 1762. .1815 












(AF111709) unknown [Oryza sativa subsp 


• 

xndica] 






Seq. No. 


37461 


Seq. ID 


OJ990908 


__09.9C02, 


.C24 


UC11C Vi\J * 


76862 


Strand 










1161 


End 


1 C /I (T 

± D ft D 






Name 


OJ990908 09.9C02.C24.ol.gs 


Method 








Olal I 


1161 


End 


1 R A £ 
1 J4 D 






(IT 


none 


Score 


£ A 






Exons 


1161. .1232, 1451. .1546 










Seq. No. 


37462 


Seq. ID 


OJ990818 


_06.9C10, 


XI 


UC11C INU • 


76863 


Strand 


_j_ 






D CciX t. 


195 


End 


O A H 






Name 


OJ990818 06.9C10.Cl.ol.gs 


Method 


P P M O P 7\ M 






Start 


195 


End 


/ 






rir 

ox . 


. none . 


Score 


Q T • 






Exons : " ■ 


•"195 : ; 24 7' 7 ; y- : ~" / * v ' : - y ;•- 7 - 










Seq. No"/ " ' 


'37463 " " • ' " ■ ' 


"**' 'Seq'. ID " 


OJ990818 


_;06. 9C10. 


;c'2 ' : 


Gene No".. 


76864- ■ * - " ...... • ..... 


' Strand ... 








Start 


1017 


End 


14 36 : 






Name 


OJ990818 06.9C10.C2.ol.gs 


Method 


GENSCAN 






Start 


1017 


End 


1436 






GI 


none 


Score 


.73 






Exons 


1017. .1165, 1305. .1436 










Seq. No. 


37464 ' 


Seq. ID 


OJ990818 


_06. 9C10. 


C3 


Gene No. 


76865 


Strand 








Start 


1 


End 


818 






Name 


OJ990818 06.9C10.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


769 







36999 



GI 6069646 Score 

Exons 1. .769 

GI Descrip. (AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 
Arabidopsis thaliana chromosome II BAC 



485 

transcriptase 
II (AP001129) 
F9013 genomic 



putative non-LTR 
[Oryza sativa] 



retroelement reverse transcriptase. 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI 

Exons. . 



37464 
76865 
1 

OJ990818_06.9C10.C3.ol.tm 
73 

none 

73. .477, 284. .391 

37464 
76865 
1 

OJ990818 
490 
none 



06. 9C10.C3.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990818_06.9C10.C3 
818 

TBLASTX: Maize 

477 

69 



Seq. ID OJ990818_06. 9C10.C3 
Strand 
End 

Method 
End 

„Score_ 



818 

TBLASTX: Maize 
818 

50„ „■ 



4 9,G,....55.5, .„4.9.4.._.._553,„_5J3.a..... 21U..5.48 ...718 ,.,..71.1.. ...BJLB„. 



Seq. No. 37464 Seq. ID 

Gene No. > 76865 Strand 

Start 1 End 

Name OJ990818_06 . 9C10 . C3 . ol . gs Method 

Start 4 96 End 

GI none Score 

Exons 496.. 651 



OJ990818_06. 9C10.C3 
818 

GENSCAN 

651 

.67 



Seq. No. 37465 

Gene No. 76866 

Start 6766 

Name OJ990818_06 . 9C10 . C4 . o2 . gs 

Start 6766 

GI none 

Exons 6766.^6844, 6876.. 7051 



Seq. ID OJ990818_06.9C10.C4 

Strand + 

End 7051 

Method GENSCAN 

End 7051 

Score .59 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI • 
Exons 



37465 
76867 

34 7 - • • 

OJ990818JD6. 9Cl0iC4.ol.gs 

347 ' * • • 
none ■ ' - 



Seq. ID OJ990818_06. 9C10.C4 
Strand . - . . . 

End- ' : 5150 - 
Method GENSCAN 
End 5144 '• "~ • ' '• " 

Score - - 65 - " ••" - - •- ■ ■*--'■ - - - 



347. .354', 2225. .2369, 2451. .2513, 278 1 . . 2953, 2 994 . . 3207 , 
3885. .3911, 4S74..4642, 4647. .4779, 5059. .5144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37465 
76867 
347 

OJ990818_06. 9C10.C4 .ol.np 
2281 
3980415 



Seq. ID OJ990818_06.9C10.C4 
Strand 
End 

Method 
End 
Score 



5150 ■ 
AAT/NAP 
5150 
193 

2281. .2364, 3822. .3863, 4492. .4779, 5059. .5150 

(AC004561) putative tropinone reductase [Arabidopsis thaliana] 



37000 
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